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NEISSERIA GENOMIC SEQUENCES AND METHODS OF THEIR USE 

This application claims priority to provisional U.S. application serial no. 60/132,068, 
filed 30 April 1999; PCT/US99/23573, filed 8 October 1999 (to be published April 2000); 
and Great Britain qjplication serial no. GB-0004695.3, filed 28 February 2000. 

This invention relates to methods of obtaining antigens and immunogens. the antigens 
and immunogens so obtained, and nucleic acids fix>m the bacterial species: Neisseria 
meningitidis. In particular, it relates to genomic sequences fi-om the bacterium; more 
particularly its *'B" serogroup. 

BACKGROUND 

Neisseria meningitidis is a non-motile, gram negative diplococcus human pathogen. 
It colonizes the pharynx, causing meningitis and, occasionally, septicaemia in the absence of 
meningitis. It is closely related to N. gonorrhoea, although one feature that clearly 
differentiates meningococcus firom gonococcus is the presence of a polysaccharide capsule 
that is present in all pathogenic meningococci. 

A^. meningitidis causes both endemic and epidemic disease. In the United States the 
attack rate is 0.6-1 per 100,000 persons per year, and it can be much greater during outbreaks, 
(see Lieberman et al. (1996) Safety and Immunogenicity of a Serogioups A/C Neisseria 
meningitidis Oligosaccharide-Protein Conjugate Vaccine in Young Children. JAMA 
275(19):1499-1503; Schuchat et al (1997) Bacterial Meningitis in the United States in 1995. 
NEnglJMed 337(14):970-976). In developing countries, endemic disease rates are much 
higher and during epidemics incidence rates can reach 500 cases per 100,000 persons per 
year. Mortality is extremely high, at 10-20% in the United States, and much higher in 
developmg countries. Following the introduction of the conjugate vaccine against 
Haemophilus influenzae, N. meningitidis is the major cause of bacterial meningitis at all ages 
in the United States (Schuchat et al (1 997) supra). 

Based on the organism's capsular polysaccharide, 12 serogroups ofN. meningitidis 
have been identified. Group A is the pathogen most often impUcated in epidemic disease in 
sub-Saharan Afiica. Serogroups B and C are responsible for the vast majority of cases in the 
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Um,«i S.a.e. and in most developed countries. Serog^ups W135 and Y are responsible for 
the res. of the cases in Ae United States and developed countries. The .neningococcal 
vaccine currently in use is a te^valent polysaccharide vaccine composed of serogroups A, C. 
Y and W135 Although efBcacious in adolescents and adults, it induces a poor .mmm>e 
response and short duration of protection, and cannot be used in infants (e.g., Morbidity and 
Mortality weekly report. Vol. 46, No. RR-5 (1997)). This is because polysaccharides axe T- 
cell independent antigens that induce a weak innnune response that cannot be boosted by 
repeated immunization. FoUowing the success of me vaccination against H. i^uen^, 
conjugate vaccines against serogtoups A and C have been developed and are a. U.e final stage 
of cUnical tesUng (Zollinger WD "New and Improved Vaccines Against Meningococcal 
Disease" In- Ne« Generation Vaccmes. supra, pp. 469^8; Lieberman « al (1996) supra; 
Costantino e, al (1992) Development and phase I clinical testing of a conjugate vacctne 
against meningococcus A (menA) and C (menC) (P-^^rcf-e 10:691-698)). 

Meningococcus B (MenB) remains a problem, however. Tins semtype currently .s 
responsible for approximately 50% of total meningitis in the United States, Europe, and 
South America. The polysaccharide approach cannot be us«l because U>e MenB capsular 
polysaccharide is a polymer of «(2-8)-U„ked i^-acetyl neuraminic acid that is also present m 
mammalian tissue. TOs results in tolerance to the antigen; indeed, ifan immune response 
were elicited, it would be anti-self. and therefore undesirable. In order to avoid inductton of 
autoimmunity and to induce a protective immune response, tire capsular polysacchande has. 
for instance, been chemically modified substituting tire W-acetyl groups with AT-propronyl 
groups, leaving the sp«ific antigenicity unaltered (Romero & Outschoom (1994) Current 
stanrs of Meningococcal group B vaccine candidates: capsular or non-capsular? Om 
A«croWo//!ev7(4);559-575). 

Alternative approaches to MenB vaccines have used complex mixhires of outer 
membrane proteins (OMPs). containing eittter ^ OMPs alone, or OMPs enriched in ponns. 
or deleted of a.e class 4 OMPs Umt are beUeved to induce antibodies a>at block bactencdal 
activity This approach produces vaccines that are not well characterized. They are able to 

protect against the homologous strain, but are not effective a. large where there are many 
antigenic variants of the outer membrane proteins. To overcome tire antigenic vanabihty. 
multivalent vaccines containing up to nine different porins have been constmcted (e.g.. 
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Poolman JT (1992) Development of a meningococcal vaccine. Infect. Agents Dis. 4: 1 3-28). 
Additional proteins to be used in outer membrane vaccines have been the opa and opc 
proteins, but none of these approaches have been able to overcome the antigenic variability 
(e.g.. Ala'Aldeen & Borriello (1996) The meningococcal transferrin-binding proteins 1 and 2 
are both surface exposed and generate bactericidal antibodies capable of killing homologous 
and heterologous strains. Vaccine 14(l):49-53). 

A certain amount of sequence data is available for meningococcal and gonococcal 
genes and proteins (e.g., EP-A-0467714, W096/29412). but this is by no means complete. 
The provision of further sequences could provide an opportunity to identify secreted or 
surfece-exposed proteins that are presumed targets for the immune system and which are not 
antigenically variable or at least are more antigenically conserved than other and more 
variable regions. Thus, those antigenic sequences that are more highly conserved are 
preferred sequences. Those sequences specific to Neisseria meningitidis or Neisseria 
gonorrhoeae that are more highly conserved are further preferred sequences. For instance, 
some of the identified proteins could be components of efficacious vaccines against 
meningococcus B, some could be components of vaccines against all meningococcal 
serotypes, and others could be components of vaccines against all pathogenic Neisseriae. 
The identification of sequences firom the bacterium will also facilitate the production of 
biological probes, particularly organism-specific probes. 

It is thus an object of the invention is to provide Neisserial DNA sequences which 
(1) encode proteins predicted and/or shown to be antigenic or immunogenic, (2) can be used 
as probes or ampUfication primers, and (3) can be analyzed by bioinformatics. 

BRIEF DESCRIPTION OF THE DRAWINGS 
Fig. 1 illustrates the products of protein expression and purification of the predicted 

ORF 919 as cloned and expressed inE. coli. 

Fig. 2 illustrates the products of protein expression and purification of the predicted 

ORF 279 as cloned and expressed in E. coli. 

Fig. 3 illustrates the products of protein expression and purification of the predicted 

ORF 576-1 as cloned and expressed in E. coli. 
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Fig. 4 inus.ra.es *=produc.s of pro.=in expression and purif,ca.,on of ttre prediced 

ORF 5 1 9- 1 as cloned and expressed in E. coli. 

Fig. 5 illustta.es Ure producU of protein expression and puriHoat.on of *e pred,c.ed 

ORF 121-1 as cloned and expressed in E. coli. 

Fig. 6 illus«,es *e produe.s of p,x>tein expression and purification of fte predicted 

ORF 128-1 as cloned and expressed in £. coli. 

Fig. 7 iUusWes the product of protein expression and purificadon of dre pred.c.ed 

ORF 206 as cloned and expressed in E. coli. 

Fig.8illust«.es are produotsof protein expression andpuriflcatoofthepredrcted 

ORF 287 as Coned and express^. i^oU^ 

Fig. 9 illustrates the products of protein expression auu y 
ORF 406 as cloned and expressed in E.co/1. 

Fig 10 iUustta.cs ^ hydrophiUcity plot, antigenic index and AMPHI regtons of Ure 
products of protein expression the predicted ORP 919 as cloned and expres^ in col. 

Fig .1 illusttates the hydrophilicity plot, antigenic index and AMPHI regrons of the 
products of protein expression the predicted ORF 279 as cloned and expres^ in col. 

Fig 12iUustrates«tehydrophilici.yplo,anageniclndexandAMPHIreg.onsofa,e 

products of pt^tein expression the predicted ORF 576-1 as cloned and expr^sed in E. co . 

Fig 13 illustrates the hyd^ophiUcity plot, antigenic index and AMPHI regrons of ttre 
products of protein expression the predicts! ORF 519-1 as cloned and exp.^ in E. c.^ 

Fig UiU„str.testhehydrophiUci.yplot.an«genicindexandAMPHIreg.onsot*e 

productsofproteinexpression the predict«10RF12.-l as cloned and expr^tnfi. col. 

Fig '5 iUusttates the hydrophiUcity plot, antigenic index and AMPHI regtons of ttte 
productsofproteinexpressionthepredictedORF ,28-1 as cloned and exp.«s«l.n£. co ■ 

Fig .6illusttatesthehydrophiUci,yplo,antig»icindexandAMPHIreg.onsofthe 

products of protein expression the prediced ORF 206 as cloned and exp,^ m B. coU^ 

Kg n illusttates the hydrophiUcity plot. anUgenic index and AMPHI regtons of the 

products of protein expression the predicted ORF 287 as cloned and expressed in E. coU. 

Fig I8il.usttates,hehydrophiUcityplot,antigenicindexandAMPHIreg.onsofthe 

products of protein expression the pr«iicted ORF 406 as cloned and expressed .n E. col,. 



wo 00/66791 



PCTAJSOO/05928 



-5 - 

THE INVENTION 

The first complete sequence of the genome of 7^. meningitidis was disclosed as 961 
partial contiguous nucleotide sequences, shown as SEQ ID NOs: 1-961 of co-owned 
PCT/US99/23573 (the '573 application), filed 8 October 1999 (to be published April 2000). 
A single sequence full length genome of A^. meningitidis was also disclosed as SEQ ID NO. 
1068 of the '573 application. The invention is based on a fuU length genome of 
N. meningitidis which appears as SEQ ID NO. 1 in the present appUcation as Appendix A 
hereto. The 961 sequences of the '573 application represent substantially the whole genome 
of serotype B ofN. meningitidis (>99.98%). There is partial overlap between some of the 
961 contiguous sequences ("contigs") shown in the 961 sequences, which overlap was used 
to construct the single full length sequence shown in SEQ ID NO. 1 in Appendix A hereto, 
using the TIGR Assembler [G.S. Sutton et al., TIGR Assembler: A New Tool for Assembling 
Large Shotgun Sequencing Projects, Genome Science and Technology, 1:9-19 (1995)]. 
Some ofthe nucleotides in the contigs had been previously released. (See 
ftp: 1 lflp.tigr.org/pub/data/n_meningitidis on the world-wide web or "WWW"). The 
coordinates ofthe 2508 released sequences in the present contigs are presented in Appendix 
A ofthe '573 application. These data include the contig number (or i.d.) as presented in the 
first column; the name ofthe sequence as found on WWW is in the second column; with the 
coordinates ofthe contigs in the third and fourth columns, respectively. The sequences of 
certain MenB ORFs presented in Appendix B ofthe '573 appUcation feature in International 
Patent Application filed by Chiron SpA on October 9, 1998 (PCT/IB98/01665) and January 
14. 1999 (PCT/IB99/00103) respectively. Appendix B hereto provides a listing of 2158 open 
reading fi-ames contained within the fiiU length sequence found in SEQ ID NO. 1 in 
Appendix A hereto. The information set forth in Appendix B hereto includes the "NMB" 
name ofthe sequence, the putative translation product, and the beginning and endmg 
nucleotide positions within SEQ ID NO. 1 which comprise the open reading frames. These 
open reading frames are referred to herein as the "NMB open reading frames". 

In a fust aspect, the invention provides nucleic acid including the N. meningitidis 
nucleotide sequence shown in SEQ ID NO. 1 in Appendix A hereto. It also provides nucleic 
acid comprising sequences having sequence identity to the nucleotide sequence disclosed 
herein. Depending on the particular sequence, the degree of sequence identity is preferably 
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greater than 50% (e.g., 60%, 70%, 80%, 90%, 95%, 99% or more). These sequences include, 
for instance, mutants and allelic vanants. The degree of sequence identity cited herem .s 
determined across the length of the sequence determined by the Smith-Waterman homology 
search algorithm as implemented in MPSRCH program (Oxford Molecular) using an affme 
gap search with the following parameters: gap open penalty 12. gap extension penalty 1 . 

The invention also provides nucleic acid including a fragment of one or more of the 
nucleotide sequences set out herein, including the NMB open reading frames shown m 
Appendix B hereto. The fragment should comprise at least n consecutive nucleotides from 
the sequences and. depending on the particular sequence. « is 10 or more (e.g.. U. 12, 13. 14. 
15 16 17 18. 19. 20, 21, 22. 23. 24. 25, 30, 35. 40. 45. 50. 60. 75. 100 or more). Preferably, 
the fragment is unique to the genome of A., meningitidis, that is to say it is not present m the 
genome of another organism. More preferably, the fragment is unique to the genome of 
strain B ofN. meningitidis. The invention also provides nucleic acid that hybridizes to those 
provided herein. Conditions for hybridizing are disclosed herein. 

The invention also provides nucleic acid including sequences complementary to those 
described above (e.g.. for antisense. for probes, or for amplification primers). 

Nucleic acid according to the invention can. of course, be prepared in many ways 
(e g by chemical synthesis, from DNA libraries, from the organism itself, etc.) and can take 
various fomis (e.g., single-stranded, double-stranded, vectors, probes, primers, etc.). The 
term "nucleic acid" includes DNA and RNA, and also their analogs, such as those contaimng 
modified backbones, and also peptide nucleic acid (PNA) etc. 

It will be appreciated that, as SEQ ID NOs:l-961 of the '573 appUcation represent the 
substantially complete genome of the organism, with partial overlap, references to SEQ ID 
NOs l-961 of the '573 application include within their scope references to the complete 
genomicsequence. that is. SEQ ID NO. thereof. For example, where two SEQ ID NOs 

overlap, the invention encompasses the single sequence which is formed by assemblmg the 
twooverlappingsequences.whichfiillsequencewiUbefoundinSEQIDN0.1hereof. 

n.us for instance, a nucleotide sequence which bridges two SEQ ID NOs but is not present 
in its entirety in eitiier SEQ ID NO is still within tiie scope of tiie invention. Such a sequence 
will be present in its entirety in the single fixll length sequenceofSEQ ID NO. 1 oftiie 

present application. 
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The invention also provides vectors including nucleotide sequences of the invention 
(e.g., expression vectors, sequencing vectors, cloning vectors, etc.) and host cells transformed 
with such vectors. 

According to a further aspect, the invention provides a protein including an amino 
acid sequence encoded within a A^. meningitidis nucleotide sequence set out herein. It also 
provides proteins comprising sequences having sequence identity to those proteins. 
Depending on the particular sequence, the degree of sequence identity is preferably greater 
than 50% (e.g., 60%, 70%, 80%, 90%, 95%, 99% or more). Sequence identity is determined 
as above disclosed. These homologous proteins include mutants and allelic variants, encoded 
within the N. meningitidis nucleotide sequence set out herein. 

The invention further provides proteins including fragments of an amino acid 
sequence encoded within a N. meningitidis nucleotide sequence set out in the sequence 
listing. The fragments should comprise at least n consecutive amino acids from the 
sequences and, depending on the particular sequence, /i is 7 or more (e.g., 8, 10, 12, 14, 16, 
18, 20 or more). Preferably the fragments comprise an epitope from the sequence. 

The proteins of the invention can, of course, be prepared by various means (e.g., 
recombinant expression, purification from cell culture, chemical synthesis, etc) and in 
various forms (e.g. native, fusions etc). They are preferably prepared in substantially 
isolated form {i.e., substantially free from other A^. meningitidis host cell proteins). 

Various tests can be used to assess the in vivo immunogenicity of the proteins of the 
invention. For example, the proteins can be expressed recombinantly or chemically 
synthesized and used to screen patient sera by immunoblot. A positive reaction between the 
protein and patient serum indicates that the patient has previously mounted an immune 
response to the protein in question; i.e., the protein is an immunogen. This method can also 
be used to identify immunodominant proteins. 

The invention also provides nucleic acid encoding a protein of the invention. 
In a further aspect, the invention provides a computer, a computer memory, a 
computer storage mediiun (e.g., floppy disk, fixed disk, CD-ROM, etc.), and/or a computer 
database containing the nucleotide sequence of nucleic acid according to the invention. 
Preferably, it contains one or more of the N. meningitidis nucleotide sequences set out herein. 
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This may be used in the analysis of the N. meningitidis nucleotide sequences set out 
herein. For instance, it may be used in a search to identify open reading frames (ORFs) or 
coding sequences within the sequences. 

In a further aspect, the invention provides a method for identifying an amino acid 
sequence, comprising the step of searching for putative open reading frames or protein- 
coding sequences within slN. meningitidis nucleotide sequence set out herein. Similarly, the 
invention provides the use of a K meningitidis nucleotide sequence set out herein in a search 
for putative open reading frames or protein-coding sequences. 

Open-reading frame or protein-coding sequence analysis is generally performed on a 
computer using standard bioinformatic techniques. Typical algorithms or program used in 
the analysis mclude ORFFINDER (NCBI), GENMARK [Borodovsky & Mclninch (1993) 
Computers Chem 17:122-133], and GLIMMER [Salzberg et al, (1998) Nucl Acids Res 
26:544-548]. 

A search for an open reading frame or protein-coding sequence may comprise the 
steps of searching aN. meningitidis nucleotide sequence set out herein for an initiation codon 
and searching the upstream sequence for an in-frame termination codon. The intervening 
codons represent a putative protein-coding sequence. Typically, all six possible reading 
frames of a sequence will be searched. 

An amino acid sequence identified in this way can be expressed using any suitable 
system to give a protein. This protein can be used to raise antibodies which recognize 
epitopes within the identified amino acid sequence. These antibodies can be used to screen 
N. meningitidis to detect the presence of a protein comprising the identified amino acid 
sequence. 

Furthermore, once an ORF or protein-coding sequence is identified, the sequence can 
be compared with sequence databases. Sequence analysis tools can be foxmd at NCBI 
(http://www.ncbi.nhn.nih.gov) e.g., the algorithms BLAST, BLAST2, BLASTn, BLASTp, 
tBLASTn, BLASTx, & tBLASTx [see also Altschul et aL (1997) Gapped BLAST and PSI- 
BLAST: new generation of protein database search programs. Nucleic Acids Research 
25:2289-3402]. Suitable databases for comparison include the nonredundant GenBank, 
EMBL, DDBJ and PDB sequences, and the nonredundant GenBank CDS translations, PDB, 
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SwissProt, Spupdate and PIR sequences. This comparison may give an indication of the 
function of a protein. 

Hydrophobic domains in an amino acid sequence can be predicted using algorithms 
such as those based on the statistical studies of Esposti et al. [Critical evaluation of the 
hydropathy of membrane proteins (1990) EurJBiochem 190:207-219], Hydrophobic 
domains represent potential transmembrane regions or hydrophobic leader sequences, which 
suggest that the proteins may be secreted or be surface-located. These properties are 
typically representative of good inununogens. 

Similarly, transmembrane domains or leader sequences can be predicted using the 
PSORT algorithm (http://www.psort.nibb.ac.jp), and functional domains can be predicted 
using the MOTIFS program (GCG Wisconsin & PROSITE). 

The invention also provides nucleic acid including an open reading frame or protein- 
coding sequence present inaK meningitidis nucleotide sequence set out herein. 
Furthermore, the invention provides a protein including the amino acid sequence encoded by 
this open reading frame or protein-coding sequence. 

According to a further aspect, the invention provides antibodies which bind to these 
proteins. These may be polyclonal or monoclonal and may be produced by any suitable 
means known to those skilled in the art. 

The antibodies of the invention can be used in a variety of ways, e.g., for confirmation 
that a protein is expressed, or to confirm where a protein is expressed. Labeled antibody 
(e.g., fluorescent labeling for FACS) can be incubated with intact bacteria and the presence of 
label on the bacterial surface confirms the location of the protein, for instance. 

According to a further aspect, the invention provides compositions including protein, 
antibody, and/or nucleic acid according to the invention. These compositions may be suitable 
as vaccines, as immimogenic compositions, or as diagnostic reagents. 

The invention also provides nucleic acid, protein, or antibody according to the 
invention for use as medicaments (e.g., as vaccines) or as diagnostic reagents. It also 
provides the use of nucleic acid, protein, or antibody according to the invention in the 
manufacture of (I) a medicament for treating or preventing infection due to Neisserial 
bacteria (ii) a diagnostic reagent for detecting the presence of Neisserial bacteria or of 
antibodies raised against Neisserial bacteria. Said Neisserial bacteria may be any species or 
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strain (such as N. gonorrhoeae) but are preferably K meningitidis ^ especially strain A, strain 
B or strain C. 

In still yet another aspect, the present invention provides for compositions including 
proteins, nucleic acid molecules, or antibodies. More preferable aspects of the present 
invention are drawn to immunogenic compositions of proteins. Further preferable aspects of 
the present invention contemplate pharmaceutical immunogenic compositions of proteins or 
vaccines and the use thereof in the manufacture of a medicament for the treatment or 
prevention of infection due to Neisserial bacteria, preferably infection of MenB. 

The invention also provides a method of treating a patient, comprising administering 
to the patient a therapeutically effective amount of nucleic acid, protein, and/or antibody 
according to the invention. 

According to further aspects, the invention provides various processes. 

A process for producing proteins of the invention is provided, comprising the step of 
culturing a host cell according to the invention under conditions which induce protein 
expression. A process which may further include chemical synthesis of proteins and/or 
chemical synthesis (at least in part) of nucleotides, 

A process for detecting polynucleotides of the invention is provided, comprising the 
steps of: (a) contacting a nucleic probe according to the invention with a biological sample 
under hybridizing conditions to form duplexes; and (b) detecting said duplexes. 

A process for detecting proteins of the invention is provided, comprising the steps of: 
(a) contacting an antibody according to the invention with a biological sample under 
conditions suitable for the formation of an antibody-antigen complexes; and (b) detecting 
said complexes. 

Another aspect of the present invention provides for a process for detecting antibodies, 
that selectably bind to antigens or polypeptides or proteins specific to any species or strain of 
Neisserial bacteria and preferably to strains of//, gonorrhoeae but more preferably to strains 
of//, meningitidis, especially strain A, strain B or strain C, more preferably MenB, where the 
process comprises the steps of: (a) contacting antigen or polypeptide or protein according to 
the invention with a biological sample under conditions suitable for the formation of an 
antibody-antigen complexes; and (b) detecting said complexes. 
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Having now generally described the invention, the same will be more readily 
understood through reference to the following examples which are provided by way of 
illustration, and are not intended to be limiting of the present invention, unless specified. 

Methodology - Summary of standard procedures and techniques. 
General 

This invention provides Neisseria meningitidis MenB nucleotide sequences, amino 
acid sequences encoded therein. With these disclosed sequences, nucleic acid probe assays 
and expression cassettes and vectors can be produced. The proteins can also be chemically 
synthesized. The expression vectors can be transformed into host cells to produce proteins. 
The purified or isolated polypeptides can be used to produce antibodies to detect MenB 
proteins. Also, the host cells or extracts can be utilized for biological assays to isolate 
agonists or antagonists. In addition, with-these sequences one can search to identify open 
reading frames and identify amino acid sequences. The proteins may also be used in 
immunogenic compositions and as vaccine components. 

The practice of the present invention will employ, unless otherwise indicated, 
conventional techniques of molecular biology, microbiology, recombinant DNA, and 
immunology, which are within the skill of the art. Such techniques are explained fiilly in the 
literature e.g., Sambrook A/b/ecw/ar Cloning; A Laboratory Manual, Second Edition (1989); 
DNA Cloning, Volumes land ii (D.N Glover ed. 1985); Oligonucleotide Synthesis (M.J. Gait 
ed, 1984); Nucleic Acid Hybridization (B,D, Hames & S.J, Higgins eds. 1984); Transcription 
and Translation (B.D. Hames & S.J. Higgins eds. 1984); Animal Cell Culture (R.I. Freshney 
ed, 1986); Immobilized Cells and Enzymes (IRL Press, 1986); B. Peibal, A Practical Guide to 
Molecular Cloning (1984); Methods in Enzymology series (Academic Press, Inc.), 
especially volumes 154 & 155; Gene Transfer Vectors for Mammalian Cells (J.H. Miller and 
M.P, Calos eds, 1987, Cold Spring Harbor Laboratory); Mayer and Walker, eds. (1987), 
Immunochemical Methods in Cell and Molecular Biology (Academic Press, London); Scopes, 
(1987) Protein Purification: Principles and Practice^ Second Edition (Springer- Verlag, 
N.Y.), and Handbook of Experimental Immunology, Volumes MV (D.M. Weir and C.C. 
Blackwell eds 1986). 

Standard abbreviations for nucleotides and amino acids are used in this specification. 
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All publications, patents, and patent applications cited herein are incorporated in full 
by reference. 

Expression systems 

ThQ Neisseria MenB nucleotide sequences can.be expressed in a variety of different 
expression systems; for example those used with mammalian cells, plant cells, baculovinises, 
bacteria, and yeast. 

i. Mammalian Systems 

Mammalian expression systems are known in the art. A mammaUan promoter is any 
DNA sequence capable of binding mammalian RNA polymerase and initiating the 
downstream (3') transcription of a coding sequence (e.g., structural gene) into mRNA. A 
promoter wUl have a transcription initiating region, which is usually placed proximal to the 5' 
end of the coding sequence, and a TATA box, usually located 25-30 base pairs (bp) upstream 
of the transcription initiation site. The TATA box is thought to direct RNA polymerase II to 
begin RNA synthesis at the correct site. A mammalian promoter will also contain an 
upstream promoter element, usually located within 100 to 200 bp upstream of the TATA box. 
An upstream promoter element determines the rate at which transcription is initiated and can 
act in either orientation (Sambrook et al. (1989) "Expression of Cloned Genes in Maxmnalian 
Cells." la Molecular Cloning: A Laboratory Manual. 2nd ed.). 

Mammalian viral genes are often highly expressed and have a broad host range; 
therefore sequences encoding mammaUan viral genes provide particularly useful promoter 
sequences. Examples include the SV40 early promoter, mouse mammary tumor virus LTR 
promoter, adenovirus major late promoter (Ad MLP), and herpes simplex virus promoter. In 
addition, sequences derived from non-viral genes, such as the murine metallothionein gene, 
also provide useful promoter sequences. Expression may be either constitutive or regulated 
(inducible). Depending on the promoter selected, many promotes may be inducible using 
known substrates, such as the use of the mouse mammary tumor virus (MMTV) promoter 
with the glucocorticoid responsive element (GRE) that is induced by glucocorticoid in 
hormone-responsive transformed cells (see for example, U.S. Patent 5,783,681). 



I 
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The presence of an enhancer element (enhancer), combined with the promoter 
elements described above, will usually increase expression levels. An enhancer is a 
regulatory DNA sequence that can stimulate transcription up to 1000-fold when linked to 
homologous or heterologous promoters, with synthesis beginning at the normal RNA start 
site. Enhancers are also active when they are placed upstream or downstream from the 
transcription initiation site, in eithernormal or flipped orientation, or at a distance of more 
than 1000 nucleotides from the promoter (Maniatis et al. (1987) Science 236:1237; Alberts et 
aL (1989) Molecular Biology of the Cell, 2nd ed.). Enhancer elements derived from viruses 
may be particularly usefiil, because they usually have a broader host range. Examples 
include the SV40 early gene enhancer (Dijkema et al (1985) EMBO J, 4:761) and the 
enhancer/promoters derived from the long terminal repeat (LTR) of the Rous Sarcoma Virus 
(Gorman et al. (1982b) Proc. Natl Acad. Set 7P:6777) and from human cytomegalovirus 
(Boshart et al. (1985) Cell 41:521), Additionally, some enhances are regulatable and 
become active only in the presence of an inducer, such as a hormone or metal ion (Sassone- 
Corsi and Borelli (1986) Trends Genet. 2:215; Maniatis et al. (1987) Science 236:1237). 

A DNA molecule may be expressed intracellularly in mammalian cells. A promoter 
sequence may be directly linked with the DNA molecule, in which case the first amino acid 
at the N-terminus of the recombinant protein will always be a methionine, which is encoded 
by the ATG start codon. If desired, the N-terminus may be cleaved from the protein by in 
vitro incubation with cyanogen bromide. 

Alternatively, foreign proteins can also be secreted from the cell into the growth 
media by creating chimeric DNA molecules that encode a fusion protein comprised of a 
leader sequence fragment that provides for secretion of the foreign protein in mammalian 
cells. Preferably, there are processing sites encoded between the leader fragment and the 
foreign gene that can be cleaved either in vivo or in vitro. The leader sequence fragment 
usually encodes a signal peptide comprised of hydrophobic amino acids which direct the 
secretion of the protein from the cell. The adenovirus tripartite leader is an example of a 
leader sequence that provides for secretion of a foreign protein in mammalian cells. 

Usually, transcription termination and polyadenylation sequences recognized by 
mammalian cells are regulatory regions located 3' to the translation stop codon and thus, 
together with the promoter elements, flank the coding sequence. The 3' terminus of the 
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mature mRNA is formed by site-specific post-transcriptional cleavage and polyadenylation 
(Bimstiel et al. (1985) Cell 4J:349; Proudfoot and Whitelaw (1988) 'Termination and 3* end 
processing of eukaryotic RNA. In Transcription and splicing (ed. B.D, Hames and D.M. 
Glover); Proudfoot (1989) Trends Biochem. ScL 14:105), These sequences direct the 
transcription of an mRNA which can be translated into the polypeptide encoded by the DNA, 
Examples of transcription terminator/polyadenylation signals include those derived from 
SV40 (Sambrook et al (1989) "Expression of cloned genes in cultured mammalian cells." In 
Molecular Cloning: A Laboratory Manual). 

Usually, the above-described components, comprising a promoter, polyadenylation 
signal, and transcription termination sequence are put together into expression constructs. 
Enhancers, introns with functional splice donor and acceptor sites, and leader sequences may 
also be included in an expression construct, if desired. Expression constructs are often 
maintained in a replicon, such as an extrachromosomal element (e.g,, plasmids) capable of 
stable maintenance in a host, such as mammalian cells or bacteria. Mammalian replication 
systems include those derived from animal viruses, which require trans-acting factors to 
replicate. For example, plasmids containing the replication systems of papovaviruses, such 
as SV40 (Gluzman (1981) Cell 23:175) or polyomavirus, replicate to extremely high copy 
number in the presence of the appropriate viral T antigen. Additional examples of 
mammalian replicons include those derived from bovine papillomavirus and Epstein-Barr 
virus. Additionally, the rephcon may have two replication systems, thus allowing it to be 
maintained, for example, in mammalian cells for expression and in a prokaryotic host for 
cloning and amplification. Examples of such mammalian-bacteria shuttle vectors include 
pMT2 (Kaufinan et al. (1989) MoL Cell. BioL 9:946) and pHEBO (Shimizu et al. (1986) MoL 
Cell Biol. 6:1014), 

The transformation procedure used depends upon the host to be transformed. 
Methods for introduction of heterologous polynucleotides into mammalian cells are known in 
the art and include dextran-mediated transfection, calcium phosphate precipitation, polybrene 
mediated transfection, protoplast fiision, electroporation, encapsulation of the 
polynucleotide(s) in liposomes, and direct microinjection of the DNA into nuclei. 

Mammalian cell Unes available as hosts for expression are known in the art and 
include many immortalized cell Unes available from the American Type Culture Collection 
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(ATCC), including but not limited to, Chinese hamster ovary (CHO) cells, HeLa cells, baby 
hamster kidney (BHK) cells, monkey kidney cells (COS), human hepatocellular carcinoma 
cells (e.g., Hep G2), and a number of other cell lines. 

ii. Plant Cellular Expression Systems 

There are many plant cell culture and whole plant genetic expression systems known 
in the art. Exemplary plant cellular genetic expression systems include those described in 
patents, such as: U.S. 5,693,506; US 5,659,122; and US 5,608,143. Additional examples of 
genetic expression in plant cell culture has been described by Zenk, Phytochemistry 30:3861- 
3863 (1991). Descriptions of plant protein signal peptides may be foimd in addition to the 
references described above in Vaulcombe et al., Mol Gen. Genet. 209:33-40 (1987); 
Chandler et al., Plant Molecular Biology 3:407-418 (1984); Rogers, J, Biol Ghent. 260:3731- 
3738 (1985); Rothstein et al.. Gene 55:353-356 (1987); Whittier et al.. Nucleic Acids 
Research 15:2515-2535 (1987); Wirsel et al., Molecular Microbiology 3:3-14 (1989); Yu et 
al., Gene 122:247-253 (1992). A description of the regulation of plant gene expression by the 
phytohormone, gibberellic acid and secreted enzymes induced by gibberellic acid can be 
found in R.L. Jones and J, MacMillin, Gibberellins: in: Advanced Plant Physiology,. 
Malcolm B. Wilkins, ed., 1984 Pitman Publishing Limited, London, pp. 21-52, References 
that describe other metabolically-regulated genes: Sheen, Plant Cell, 2:1027-1038(1990); 
Maas et al., EMBOJ. 9:3447-3452 (1990); Benkel and ffickey, Proc, Natl Acad. Set 
84:1337-1339(1987) 

Typically, using techniques known in the art, a desired polynucleotide sequence is 
inserted into an expression cassette comprising genetic regulatory elements designed for 
operation in plants. The expression cassette is inserted into a desired e?q)ression vector with 
companion sequences upstream and downstream from the expression cassette suitable for 
expression in a plant host. The companion sequences will be of plasmid or viral origin and 
provide necessary characteristics to the vector to permit the vectors to move DNA from an 
original cloning host, such as bacteria, to the desired plant host. The basic bacterial/plant 
vector constmct will preferably provide a broad host range prokaryote replication origin; a 
prokaryote selectable marker, and, for Agrobacterium transformations, T DNA sequences for 
Agrobacterium-mediated transfer to plant chromosomes. Where the heterologous gen is not 
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readily amenable to detection, the construct will preferably also have a selectable marker 
gene suitable for determining if a plant cell has been transformed. A general review of 
suitable markers, for example for the members of the grass family, is found in Wihnink and 
Dons, 1993, Plant MoL BioL Reptr, 11(2):165-185. 

Sequences suitable for permitting integration of the heterologous sequence into the 
plant genome are also recommended. These might include transposon sequences and the Uke 
for homologous recombination as well as Ti sequences which permit random insertion of a 
heterologous expression cassette into a plant genome. Suitable prokaiyote selectable markers 
include resistance toward antibiotics such as ampicillin or tetracycline. Other DNA 
sequences encoding additional functions may also be present in the vector, as is known in the 
art. 

The nucleic acid molecules of the subject invention may be included into an 
expression cassette for expression of the protein(s) of interest. Usually, there will be only 
one expression cassette, although two or more are feasible. The recombinant expression 
cassette will contain in addition to the heterologous protein encoding sequence the following 
elements, a promoter region, plant 5* untranslated sequences, initiation codon depending upon 
whether or not the stmctural gene comes equipped with one, and a transcription and 
translation termination sequence. Unique restriction enzyme sites at the 5' and 3* ends of the 
cassette allow for easy insertion into a pre-existing vector, 

A heterologous coding sequence may be for any protein relating to the present 
invention. The sequence encoding the protein of interest will encode a signal peptide which 
allows processing and translocation of the protein, as appropriate, and will usually lack any 
sequence which might result in the binding of the desired protein of the invention to a 
membrane. Since, for the most part, the transcriptional initiation region:will be fora gene 
which is expressed and translocated during germination, by employing the signal peptide 
which provides for translocation, one may also provide for translocation of the protein of 
interest. In this way, the protein(s) of interest will be translocated from the cells in which 
they are caressed and may be efficiently harvested. Typically secretion in seeds are across 
the aleurone or scutellar epithelium layer into the endosperm of the seed. While it is not 
required that the protein be secreted frorn the cells m which the protein is produced, this 
fecilitates the isolation and purification of the recombinant protein. 
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Since the ultimate expression of the desired gene product will be in a eucaryotic cell it 
is desirable to determine whether any portion of the cloned gene contains sequences which 
will be processed out as introns by the host's splicosome machinery. If so, site-directed 
mutagenesis of the "intron" region may be conducted to prevent losing a portion of the 
genetic message as a false intron code. Reed and Maniatis, Cell 41:95-105, 1 985. 

The vector can be microinjected du*ectly into plant cells by use of micropipettes to 
mechanically transfer the recombinant DNA. Crossway, Mo/. Gen, Genet, 202:179-185, 
1985. The genetic material may also be transferred into the plant cell by using polyethylene 
glycol, Krens, et al.. Nature, 296, 72-74, 1982. Another method of introduction of nucleic 
acid segments is high velocity ballistic penetration by small particles with the nucleic acid 
either within the matrix of small beads or particles, or on the surface, Klein, et al.. Nature, 
327, 70-73, 1987 and Knudsen and MuUer, 1991, Planta, 185:330-336 teaching particle 
bombardment of barley endosperm to create transgenic barley. Yet another method of 
introduction would be fusion of protoplasts with other entities, either minicells, cells, 
lysosomes or other fusible lipid-surfaced bodies, Fraley, et al., Proc. Natl. Acad. Set USA, 
79, 1859-1863, 1982. 

The vector may also be introduced into the plant cells by electroporation. (Fromm et 
al., Proc. Natl Acad. Sou USA 82:5824, 1985), In this technique, plant protoplasts are 
electroporated in the presence of plasmids containing the gene constmct. Electrical impulses 
of high field strength reversibly permeabilize biomembranes allowmg the introduction of the 
plasmids. Electroporated plant protoplasts reform the cell wall, divide, and form plant callus. 

All plants fi"om which protoplasts can be isolated and cultured to give whole 
regenerated plants can be transformed by the present invention so that whole plants are 
recovered which contain the transferred gene. It is known that practically all plants can be 
regenerated firom cultured cells or tissues, including but not limited to all major species of 
sugarcane, sugar beet, cotton, firuit and other trees, legumes and vegetables. Some suitable 
plants include, for example, species from the genera Fragaria, Lotus, Medicago, Onobrychis, 
Trifolium, Trigonella, Vigna, Citrus, Linum, Geranium, Manihot, Daucus, Arabidopsis, 
Brassica, Raphanus, Sinapis, Atropa, Capsicum, Datura, Hyoscyamus, Lycopersion, 
Nicotiana, Solanum, Petunia, Digitalis, Majorana, Cichorium, Helianthus, Lactuca, Bromus, 
Asparagus, Antirrhinum, Hererocallis, Nemesia, Pelargonium, Panicum, Pennisetum, 
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Ranunculus, Senecio, Salpiglossis, Cucumis, Browaalia, Glycine, Lolium, Zea, Triticum, 
Sorghum, and Datura, 

Means for regeneration vary from species to species of plants, but generally a 
suspension of transformed protoplasts containing copies of the heterologous gene is first 
provided. Callus tissue is formed and shoots may be induced from callus and subsequently 
rooted. Alternatively, embryo formation can be induced from the protoplast suspension. 
These embryos germinate as natural embryos to form plants. The culture media will 
generally contain various amino acids and hormones, such as auxin and cytokinins. It is also 
advantageous to add glutamic acid and proline to the medium, especially for such species as 
com and alfalfa. Shoots and roots normally develop simultaneously. Efficient regeneration 
v/ill depend on the medium, on the genotype, and on the history of the culture. If these three 
variables are controlled, then regeneration is fully reproducible and repeatable. 

In some plantcell culture systems, the desired protein of the invention may be 
excreted or alternatively, the protein may be extracted from die whole plant. Where the 
desired protein of the invention is secreted into the mediimi, it may be collected. 
Altematively, the embryos and embryoless-half seeds or other plant tissue may be 
mechanically disrupted to release any secreted protein between cells and tissues. The mixture 
may be suspended in a buffer solution to retrieve soluble proteins. Conventional protein 
isolation and purification methods will be then used to purify the recombinant protein. 
Parameters of time, temperature pH, oxygen, and volumes will be adjusted through routine 
methods to optimize expression and recovery of heterologous protein. 

iii. Baculovirus Systems 

The polynucleotide encoding the protein can also be inserted into a suitable insect 
expression vector, and is operably linked to the control elements within that vector. Vector 
construction employs techniques which are known in the art. Generally, the components of 
the expression system include a transfer vector, usually a bacterial plasmid, which contains 
both a fragment of the baculovirus genome, and a convenient restriction site for insertion of 
the heterologous gene or genes to be expressed; a wild type baculovirus with a sequence 
homologous to the baculovirus-specific fragment in the transfer vector (this allows for the 
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homologous recombination of the heterologous gene in to the baculovirus genome); and 
appropriate insect host cells and growth media. 

After inserting the DNA sequence encoding the protein into the transfer vector, the 
vector and the wild type viral genome are transfected into an insect host cell where the vector 
and viral genome are allowed to recombine. The packaged recombinant virus is expressed 
and recombinant plaques are identified and purified. Materials and methods for 
baculovirus/insect cell expression systems are commercially available in kit form from, inter 
alia^ Invitrogen, San Diego CA ("MaxBac" kit). These techniques are generally known to 
those skilled in the art and fully described in Summers and Smith, TexcLs Agricultural 
Experiment Station Bulletin No, 1555 (1987) (hereinafter "Summers and Smith"), 

Prior to inserting the DNA sequence encoding the protein into the baculovirus 
genome, the above described components, comprising a promoter, leader (if desired), coding 
sequence of interest, and transcription termination sequence, are usually assembled into an 
intermediate transplacement construct (transfer vector). This construct may contain a single 
gene and operably linked regulatory elements; multiple genes, each with its owned set of 
operably linked regulatory elements; or multiple genes, regulated by the same set of 
regulatory elements. Intermediate transplacement constructs are often maintained in a 
replicon, such as an extrachromosomal element (e.g., plasmids) equable of stable 
maintenance in a host, such as a bacterium. The replicon will have a replication system, thus 
allowing it to be maintained in a suitable host for cloning and amplification. 

Currently, the most commonly used transfer vector for introducing foreign genes into 
AcNPV is pAc373. Many other vectors, known to those of skill in the art, have also been 
designed. These include, for example, pVL985 (which alters the polyhedrin start codon from 
ATG to ATT, and which introduces a BamHI cloning site 32 basepairs downstream from the 
ATT; see Luckow and Summers, Virology (1989) 17:31, 

The plasmid usually also contains the polyhedrin polyadenylation signal (Miller et al, 
(1988) Ann. Rev, Microbiol. ^ 42:111) and a prokaryotic ampicillin-resistance {amp) gene and 
origin of replication for selection and propagation in E. coli. 

Baculovirus transfer vectors usually contain a baculovirus promoter. A baculovirus 
promoter is any DNA sequence capable of binding a baculovirus RNA polymerase and 
initiating the downstream (5* to 3') transcription of a coding sequence (e.g., stractural gene) 
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into niRNA. A promoter will have a transcription initiation region which is usually placed 
proximal to the 5* end of the coding sequence. This transcription initiation region usually 
includes an RNA polymerase binding site and a transcription initiation site. A baculovirus 
transfer vector may also have a second domain called an enhancer, which, if present, is 
usually distal to the structural gene. Expression may be either regulated or constitutive. 

Structural genes, abundantly transcribed at late times in a viral infection cycle, 
provide particularly useful promoter sequences. Examples include sequences derived from 
the gene encoding the viral polyhedron protein, Friesen et al,, (1986) "The Regulation of 
Baculovirus Gene Expression," in: The Molecular Biology ofBactdoviruses (ed. Walter 
Doerfler); EPO Publ. Nos. 127 839 and 155 476; and the gene encoding the plO protein, Vlak 
et aL, (1988), y. Gen. Virol. 69:165, 

DNA encoding suitable signal sequences can be derived from genes for secreted 
insect or baculovirus proteins, such as the baculovirus polyhedrin^gene (Carbonell et al. 
(1988) Gene, 7i:409). Alternatively, since the signals for mammalian cell posttranslational 
modifications (such as signal peptide cleavage, proteolytic cleavage, and phosphorylation) 
appear to be recognized by insect cells, and the signals required for secretion and nuclear 
accumulation also appear to be conserved between the invertebrate cells and vertebrate cells, ' 
leaders of non-insect origin, such as those derived from genes encoding human (alpha) a- 
interferon, Maeda et al,, (1985), Nature 315:592; human gastrin-releasing peptide, Lebacq- 
Verheyden et al., (1988), Molec. Cell. BioL <S:3129; human IL-2, Smith et al., (1985) Proc. 
Nat'lAcad. Sci. USA, 52:8404; mouse EL-S, (Miyajima et al,, (1987) Gene 58:273; and 
human glucocerebrosidase, Martin et al. (1988) DNA, 7:99, can also be used to provide for 
secretion in insects. 

A recombinant polypeptide or polyprotein may be expressed intracellularly or, if it is 
expressed with the proper regulatory sequences, it can be secreted. Good intracellular 
expression of nonfiised foreign proteins usually requires heterologous genes that ideally have 
a short leader sequence containing suitable translation initiation signals preceding an ATG 
start signal. If desired, mettiionine at the N-terminus may be cleaved from the mature protein 
by in vitro incubation with cyanogen bromide. 

Alternatively, recombinant polyproteins or proteins which are not naturally secreted 
can be secreted from the insect cell by creating chimeric DNA molecules that encode a fusion 
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protein comprised of a leader sequence fragment that provides for secretion of the foreign 
protein in insects. The leader sequence fragment usually encodes a signal peptide comprised 
of hydrophobic amino acids which direct the translocation of the protein into the endoplasmic 
reticulum. 

After insertion of the DNA sequence and/or the gene encoding the expression product 
precursor of the protein, an insect cell host is co-transformed with the heterologous DNA of 
the transfer vector and the genomic DNA of wild type baculovirus — usually by co- 
transfection. The promoter and transcription termination sequence of the construct will 
usually comprise a 2-5kb section of the baculovirus genome. Methods for introducing 
heterologous DNA into the desired site in the baculovirus virus are known in the art. (See 
Summers and Smithsupra; Ju et al. (1987); Smith et al., MoL Cell. Biol. (1983) J:2156; and 
Luckow and Summers (1989)). For example, the insertion can be into a gene such as the 
polyhedrin gene, by homologous double crossover recombination; insertion can also be into a 
restriction enzyme site engineered into the desired baculovims gene. Miller et al., (1989), 
Bioessays 4:91. The DNA sequence, when cloned in place of the polyhedrin gene in the 
expression vector, is flanked both 5' and 3' by polyhedrin-specific sequences and is 
positioned downstream of the polyhedrin promoter. 

The newly formed baculovims expression vector is subsequently packaged into an 
infectious recombinant baculovirus. Homologous recombination occurs at low frequency 
(between about 1% and about 5%); thus, the majority of the virus produced after 
cotransfection is still wild-ty|>e virus. Therefore, a method is necessary to identify 
recombinant viruses. An advantage of the expression system is a visual screen allowing 
recombinant viruses to be distinguished. The polyhedrin protein, which is produced by the 
native virus, is produced- at very high levels in the nuclei of infected cells at late times after 
viral infection. Accumulated polyhedrin protein forms occlusion bodies that also contain 
embedded particles. These occlusion bodies, up to 15 jrni in size, are highly refiactile, giving 
them a bright shiny appearance that is readily visualized under the light microscope. Cells 
infected with recombinant viruses lack occlusion bodies. To distinguish recombinant virus 
from wild-type virus, the transfection supematant is plaqued onto a monolayer of insect cells 
by techniques known to those skilled in the art. Namely, the plaques are screened under the 
light microscope for the presence (indicative of wild-type virus) or absence (indicative of 
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recombinant virus) of occlusion bodies. Current Protocols in Microbiology Vol. 2 (Ausubel 
et al. eds) at 16.8 (Supp. 10, 1990); Summers and Smith, supra\ Miller et al. (1989). 

Recombinant baculovirus expression vectors have been developed for infection into 
several insect cells. For example, recombinant baculoviruses have been developed for, inter 
alia: Aedes aegypti , Autographa califomica, Bombyx mori^ Drosophila melanogaster^ 
Spodopterafrugiperda, and Trichoplnsia ni (PCX Pub. No. WO 89/046699; Carbonell et al., 
(1985) J. ViroL 55:153; Wright (1986) Nature 321:718; Smith et al., (1983) MoL CelL Biol. 
J:2156; and see generally, Fraser, et al (1989) In Vitro CelL Dev, Biol 25:225). 

Cells and cell culture media are commercially available for both direct and fusion 
expression of heterologous polypeptides in a baculo virus/expression system; cell culture 
technology is generally knovra to those skilled in the art. See, e.g.. Summers and Smith 
supra. 

The modified insect cells may then be grown in an appropriate nutrient medium, 
which allows for stable maintenance of the plasmid(s) present in the modified insect host. 
Where the expression product gene is under inducible control, the host may be grown to high 
density, and expression induced. Altematively, where expression is constitutive, the product 
will be continuously expressed into the medium and the nutrient medium must be 
continuously circulated, while removing the product of interest and augmenting depleted 
nutrients. The product may be purified by such techniques as chromatography, e.g., HPLC, 
affinity chromatography, ion exchange chromatography, etc^; electrophoresis; density 
gradient centrifugation; solvent extraction, or the like. As appropriate, the product may be 
further purified, as required, so as to remove substantially any insect proteins which are also 
secreted in the medium or result fi-om lysis of insect cells, so as to provide a product which is 
at least substantially fi-ee of host debris, e.g., proteins, lipids and polysaccharides. 

In order to obtain protein expression, recombinant host cells derived firom the 
transformants are incubated under conditions which allow expression of the recombinant 
protein encoding sequence. These conditions will vary, dependent upon the host cell selected. 
However, the conditions are readily ascertainable to those of ordinary skill in the art, based 
upon what is known in the art. 
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iv. Bacterial Systems 

Bacterial expression techniques are known in the art. A bacterial promoter is any 
DNA sequence capable of binding bacterial RNA polymerase and initiating the downstream 
(3') transcription of a coding sequence (e.g. structural gene) into mRNA. A promoter will 
have a transcription initiation region which is usually placed proximal to the 5' end of the 
coding sequence. This transcription initiation region usually includes an RNA polymerase 
binding site and a transcription initiation site. A bacterial promoter may also have a second 
domain called an operator, that may overlap an adjacent RNA polymerase binding site at 
which RNA synthesis begins. The operator permits negative regulated (inducible) 
transcription, as a gene repressor protein may bind the operator and thereby inhibit 
transcription of a specific gene. Constitutive expression may occur in the absence of negative 
regulatory elements, such as the operator. In addition, positive regulation may be achieved by 
a gene activator protein binding sequence, which, if present is usually proximal (5') to the 
RNA polymerase binding sequence. An example of a gene activator protein is the catabolite 
activator protein (CAP), which helps initiate transcription of the lac operon in Escherichia 
coli (E. coll) (Raibaud et aL (1984) Annu. Rev, Genet 18:173), Regulated expression may 
therefore be either positive or negative, thereby either enhancing or reducing transcription. 

Sequences encoding metabolic pathway enzymes provide particularly useful promoter 
sequences. Examples include promoter sequences derived from sugar metabolizing enzymes, 
such as galactose, lactose (lac) (Chang et aL (1977) Nature 198:1056)^ and maltose. 
Additional examples include promoter sequences derived from biosyhthetic enzymes such as 
tryptophan (trp) (Goeddel et al, (1980) Nud Acids Res, 5:4057; Yelverton et aL (1981) NucL 
Acids Res. P:731; U.S. Patent 4,738,921; EPO Publ. Nos. 036 776 and 121 775). The beta- 
lactamase (bid) promoter system (Weissmann (1981) "The cloning of interferon and other 
mistakes." Jn Interferon 3 (ed. I. Gresser)), bacteriophage lambda PL (Shimatake et aL (1981) 
Nature 292: 128) and T5 (U.S. Patent 4,689,406) promoter systems also provide useful 
promoter sequences. 

In addition, synthetic promoters which do not occur in nature also function as 
bacterial promoters. For example, transcription activation sequences of one bacterial or 
bacteriophage promoter may be joined with the operon sequences of another bacterial or 
bacteriophage promoter, creating a synthetic hybrid promoter (U.S. Patent 4,551,433). For 
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example, the tac promoter is a hybrid trp-lac promoter comprised of both trp promoter and 
lac operon sequences that is regulated by the lac repressor (Amann et al. (1983) Gene 
25:167; de Boer et al. (1983) Proc. Natl Acad. ScL 80:21). Furthermore, abacterial promoter 
can include naturally occurring promoters of non-bacterial origin that have the ability to bind 
bacterial RNA polymerase and initiate transcription. A naturally occurring promoter of non- 
bacterial origin can also be coupled with a compatible RNA polymerase to produce high 
levels of expression of some genes in prokaryotes. The bacteriophage T7 RNA 
polymerase/promoter system is an example of a coupled promoter system (Studier et aL 
(1986) J. Mol Biol 189\\\Z\ Tabor et aL (1985) Proc Natl Acad. ScL 82:1074), In addition, 
a hybrid promoter can also be comprised of a bacteriophage promoter and an E. coli operator 
region (EPO PubL No. 267 851). 

In addition to a functioning promoter sequence, an efficient ribosome binding site is 
also useful for the expression of foreign genes in prokaryotes. In E. colL the ribosome 
binding site is called the Shine-Dalgamo (SD) sequence and includes an initiation codon 
(ATG) and a sequence 3-9 nucleotides in length located 3-1 1 nucleotides upstream of the 
initiation codon (Shine et al (1975) Nature 2 54:3 A). The SD sequence is thought to promote 
binding of mRNA to the ribosome by the pairing of bases between the SD sequence and the 
3* end of E. coli 16S rRNA (Steitz et aL (1979) "Genetic signals and nucleotide sequences in 
messenger RNA." In Biological Regulation and Development: Gene Expression (ed. R,F. 
Goldberger)), To express eukaryotic genes and prokaryotic genes with weak ribosome- 
binding site, it is oflen necessary to optimize the distance between the SD sequence and the 
ATG of the eukaryotic gene (Sambrook et al (1989) "Expression of cloned genes in 
Escherichia coli." In Molecular Cloning: A Laboratory Manual). 

A DNA molecule may be expressed intracellularly. A promoter sequence may be 
directly linked with the DNA molecule, in which case the furst amino acid at the N-terminus 
will always be a methionine, which is encoded by the ATG start codon. If desired, 
methionine at the N-terminus may be cleaved from the protein by in vitro incubation with 
cyanogen bromide or by either in vivo or in vitro incubation with a bacterial methionine N- 
terminal peptidase (EPO Publ. No. 2 1 9 237). 

Fusion proteins provide an alternative to direct expression. Usually, a DNA sequence 
encoding the N-terminal portion of an endogenous bacterial protein, or other stable protein, is 
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fused to the 5* end of heterologous coding sequences. Upon expression, this construct will 
provide a fusion of the two amino acid sequences. For example, the bacteriophage lambda 
cell gene can be linked at the 5' terminus of a foreign gene and expressed in bacteria. The 
resulting fusion protein preferably retains a site for a processing enzyme (factor Xa) to cleave 
the bacteriophage protein from the foreign gene (Nagai et aL (1984) Nature 309:Z\0). Fusion 
proteins can also be made with sequences from the lacZ (Jia et aL (1987) Gene 50: 197), trpE 
(Allen et al. (1987) J, Biotechnol. 5:93; Makoff e/ aL (1989) y. Gen. Microbiol 755:1 1), and 
Chey (EPO PubL No. 324 647) genes. The DNA sequence at the jxmction of the two amino 
acid sequences may or may not encode a cleavable site. Another example is a ubiquitin fusion 
protein. Such a ftision protein is made with the ubiquitin region that preferably retains a site 
for a processing enzyme (e.g. ubiquitin specific processing-protease) to cleave the ubiquitin 
from the foreign protein. Through this method, native foreign protein can be isolated (Miller 
et aL (1989) Bio/Technology 7:698). 

Alternatively, foreign proteins can also be secreted from the cell by creating chimeric 
DNA molecules that encode a fusion protein comprised of a signal peptide sequence 
fragment that provides for secretion of the foreign protein in bacteria (U.S. Patent 4,336,336). 
The signal sequence fragment usually encodes a signal peptide comprised of hydrophobic 
amino acids which direct the secretion of the protein fix>m the cell. The protein is either 
secreted into the growth media (gram-positive bacteria) or into the periplasmic space, located 
between the inner and outer mraibrane of the cell (gram-negative bacteria). Preferably there 
are processing sites, which can be cleaved either in vivo or in vitro encoded between the 
signal peptide fragment and the foreign gene. 

DNA encoding suitable signal sequences can be derived from genes for secreted 
bacterial proteins, such as the E, coli outer membrane protein gene (o/wp^) (Masui et aL 
(1983), in: Experimental Manipulation of Gene Expression; Ghrayeb et aL (1984) EMBOX 
5:2437) and the E. coli alkaline phosphatase signal sequence (phoA) (Oka et aL (1985) Proc. 
NatL Acad. Set 52:7212). As an additional example, the signal sequence of the alpha- 
amylase gene from various Bacillus strains can be used to secrete heterologous proteins from 
B, subtilis (Palva et aL (1982) Proc. NatL Acad. ScL USA 7P:5582; EPO Publ. No. 244 042). 

Usually, transcription termination sequences recognized by bacteria are regulatory 
regions located 3' to the translation stop codon, and thus together with the promoter flank the 
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coding sequence. These sequences direct the transcription of an mRNA which can be 
translated into the polypeptide encoded by the DNA. Transcription termination sequences 
frequently include DNA sequences of about 50 nucleotides capable of forming stem loop 
structures that aid in terminating transcription. Examples include transcription termination 
sequences derived from genes with strong promoters, such as the trp gene in E. coli as well as 
other biosynthetic genes. 

Usually, the above described components, comprising a promoter, signal sequence (if 
desired), coding sequence of interest, and transcription termination sequence, are put together 
into expression constructs. Expression constructs are often maintained in a replicon, such as 
an extrachromosomal element (e.g., plasmids) capable of stable maintenance in a host, such 
as bacteria. The replicon will have a replication system, thus allowing it to be maintained in a 
prokaryotic host either for expression or for cloning and amplification. In addition, a replicon 
may be either a high or low copy nimiber plasmid. A high copy number plasmid will 
generally have a copy number rangmg fix>m about 5 to about 200, and usually about 10 to 
about 150. A host containing a high copy number plasmid will preferably contain at least 
about 10, and more preferably at least about 20 plasmids. Either a high or low copy number 
vector may be selected, depending upon the effect of the vector and the foreign protein on the 
host. 

Alternatively, the expression constructs can be integrated into the bacterial genome 
with an integrating vector. Integrating vectors usually contain at least one sequence 
homologous to the bacterial chromosome that allows the vector to integrate. Integrations 
appear to result from recombinations between homologous DNA in the vector and the 
bacterial chromosome. For example, integrating vectors constructed with DNA from various 
Bacillus strains integrate into the Bacillus chromosome (EPOPubl. No. 127 328). Integrating 
vectors may also be comprised of bacteriophage or transposon sequences. 

Usually, extrachromosomal and integrating expression constructs may contain 
selectable markers to allow for the selection of bacterial strains that have been transformed. 
Selectable markers can be expressed in the bacterial host and may include genes which render 
bacteria resistant to drugs such as ampicillin, chloramphenicol, erythromycin, kanamycin 
(neomycin), and tetracycline (Davies et al. (1978) Anna. Rev. MicrobioL 52:469). Selectable 
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markers may also include biosynthetic genes, such as those in the histidine, tryptophan, and 
leucine biosynthetic pathways. 

Alternatively, some of the above described components can be put together in 
transformation vectors. Transformation vectors are usually comprised of a selectable market 
that is either maintained in a replicon or developed into an integrating vector, as described 
above. 

Expression and transformation vectors, either extra-chromosomal replicons or 
integrating vectors, have been developed for transformation into many bacteria. For example, 
expression vectors have been developed for, inter alia^ the following bacteria: Bacillus 
subtilis (Palva et al, (1982) Proc. Natl. Acad. ScL USA 79:5582; EPO Publ. Nos. 036 259 and 
063 953; PCT Publ. No. WO 84/04541), Escherichia coli (Shimatake et al (198 1) Nature 
292:128; Amann et al. (1985) Gene 40:IS3; Studier et al. (1986) J. Mol Biol /59:1 13; EPO 
Publ. Nos. 036 776, 136 829 and 136 907), Streptococcus cremoris (Powell et al (1988) 
AppL Environ. Microbiol. 54:655); Streptococcus lividans (Powell et al. (\9%%)AppL 
Environ. Microbiol. 54:655), Streptomyces lividans (U.S. Patent 4,745,056). 

Methods of introducing exogenous DNA into bacterial hosts are well-known in the 
art, and usually include either the transformation of bacteria treated with CaCl2 or other 
agents, such as divalent cations and DMSO. DNA can also be introduced into bacterial cells 
by electroporation. Transformation procedures usually vary with the bacterial species to be 
transformed. (See e.g., use of Bacillus: Masson et al (1989) FEMS Microbiol Lett. 60:213\ 
Palva et al (1982) Proc. Natl Acad. ScL USA 7P:5582; EPO Publ. Nos. 036 259 and 063 
953; PCT PubL No. WO 84/04541; use of Campylobacter. Miller et al (1988) Proc. Natl 
Acad. ScL 55:856; and Wang et al (1990),^ Bacteriol 272:949; use of Escherichia coli: 
Cohen et al (1973) Proc. Natl Acad. ScL 69:21 10; Dower et al (1988) Nucleic Acids Res. 
16:6X21 \ Kushner (1978) "An improved method for transfomiation of Escherichia coli with 
Co lEl -derived plasmids. In Genetic Engineering: Proceedings of the International 
Symposium on Genetic Engineering (eds. H.W. Boyer and S. Nicosia); Mandel et al. (1970) 
J. Mol Biol 55:159; Taketo (1988) Biochim. Biophys. Acta 949:31%; use of Lactobacillus: 
Chassy et al (1987) FEMS Microbiol Lett 44:173; use of Pseudomonas: Fiedler et al 
(1988) Anal Biochem J70:3S; use of Staphylococcus: Augustin et al (1990) FEMS 
Microbiol Lett. 66:203; use of Streptococcus: Barany et al (1980) J. Bacteriol 144:69%; 
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Harlander (1987) "Transformation of Streptococcus lactis by electroporation, in: 
Streptococcal Genetics (ed. J. Ferretti and R. Curtiss HI); Perry et a/. (1981) Infect, Immun. 
32: 1295; Powell et al. (1988) AppL Environ. Microbiol 54:655; Somkuti et al. (1987) Proc. 
4th Evr, Cong. Biotechnology 7:412. 

V. Yeast Expression 

Yeast expression systems are also known to one of ordinary skill in the art. A yeast 
promoter is any DNA sequence capable of binding yeast RNA polymerase and initiating the 
downstream (3*) transcription of a coding sequence (e.g. structural gene) into mKNA. A 
promoter will have a transcription initiation region which is usually placed proximal to the 5* 
end of the coding sequence. This transcription initiation region usually includes an RNA 
polymerase binding site (the "TATA Box") and a transcription initiation site. A yeast 
promoter may also have a second domain called an upstream activator sequence (UAS), 
which, if present, is usually distal to the stmctural gene. The UAS permits regulated 
(inducible) expression. Constitutive expression occurs in the absence of a UAS. Regulated 
expression may be either positive or negative, thereby either enhancing or reducing 
transcription. 

Yeast is a fermenting orgamsm with an active metabolic pathway, therefore sequences 
encoding enzymes in the metabolic pathway provide particularly useful promoter sequences. 
Examples include alcohol dehydrogenase (ADH) (EPO Publ. No. 284 044), enolase, 
glucokinase, glucose-6-phosphate isomerase, glyceraldehyde-3-phosphate-dehydrogenase 
(GAP or GAPDH), hexokinase, phosphofructokinase, 3-phosphoglycerate mutase, and 
pyruvate kinase (PyK) (EPO Publ. No. 329 203). The yeast PH05 gene, encoding acid 
phosphatase, also provides useful promoter sequences ^yanohara e/ a/. (1983) Proc, Natl 
Acad. Sci. USA 80:1). 

In addition, synthetic promoters which do not occur in nature also function as yeast 
promoters. For example, UAS sequences of one yeast promoter may be joined with the 
transcription activation region of another yeast promoter, creating a synthetic hybrid 
promoter Examples of such hybrid promoters include the ADH regulatory sequence Imked to 
the GAP transcription activation region (U.S. Patent Nos. 4,876,197 and 4,880,734). Other 
examples of hybrid promoters include promoters which consist of the regulatory sequences of 
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either the ADH2, GAL4, GALIO, OR PH05 genes, combined with the transcriptional 
activation region of a glycolytic enzyme gene such as GAP or PyK (EPO Publ. No. 164 556). 
Furthermore, a yeast promoter can include naturally occurring promoters of non-yeast origin 
that have the ability to bind yeast RNA polymerase and initiate transcription. Examples of 
such promoters include, inter alia, (Cohen etaL (1980) Prac. Natl Acad. ScL USA 77:1078; 
Henikoff al, (1981) Nature 255:835; HoUenberg et aL (1981) Curr. Topics Microbiol. 
Immunol 96:\19\ HoUenberg et al (1979) "The Expression of Bacterial Antibiotic 
Resistance Genes in the Yeast Saccharomyces cerevisiae," in: Plasmids of Medical, 
Environmental and Commercial Importance (eds. K.N. Timmis and A. Puhler); Mercerau- 
Puigalon et aL (1980) Gene 77:163; Panthier a/. (1980) Curr, Genet 2:109;). 

A DNA molecule may be expressed intracellularly in yeast. A promoter sequence 
may be directly linked with the DNA molecule, in which case the first amino acid at the N- 
terminus of the xecombinantprotein will always be a methionine, which is encoded by the 
ATG start codon. If desired, methionine at the N-terminus may be cleaved from the protein 
by in vitro incubation with cyanogen bromide. 

Fusion proteins provide an alternative for yeast expression systems, as well as in 
mammalian, plant, baculovirus, and bacterial expression systems. Usually, a DNA sequence 
encoding the N-terminal portion of an endogenous yeast protein, or other stable protein, is 
fused to the 5* end of heterologous coding sequences. Upon expression, this construct will 
provide a fusion of the two amino acid sequences. For example, the yeast or human 
superoxide dismutase (SOD) gene, can be linked at the 5' terminus of a foreign gene and 
expressed in yeast. The DNA sequence at the junction of the two amino acid sequences may 
or may not encode a cleavable site. See e.g., EPO Publ. No. 196056. Another example is a 
ubiquitin fusion protein. Such a fusion protein is made with the ubiquitin region that 
preferably retains a site for a processing enzyme (e.g. ubiquitin-specific processing protease) 
to cleave the ubiquitin from the foreign protein. Through this method, therefore, native 
foreign protein can be isolated (e.g., WO88/024066), 

Altematively, foreign proteins can also be secreted from the cell into the growth 
media by creating chimeric DNA molecules that encode a fusion protein comprised of a 
leader sequence fragment that provide for secretion in yeast of the foreign protein. Preferably, 
there are processing sites encoded between the leader fragment and the foreign gene that can 
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be cleaved either in vivo or in vitro. The leader sequence fragment usually encodes a signal 
peptide comprised of hydrophobic amino acids which direct the secretion of the protein from 
the cell. 

DNA encoding suitable signal sequences can be derived from genes for secreted yeast 
proteins, such as the yeast invertase gene (EPO Publ. No. 012 873; JPO Publ. No. 
62:096,086) and the A-factor gene (U.S. Patent 4,588,684). Alternatively, leaders of non- 
yeast origin, such as an interferon leader, exist that also provide for secretion in yeast (EPO 
Publ. No. 060 057). 

A preferred class of secretion leaders are those that employ a fragment of the yeast 
alpha-factor gene, which contains both a "pre" signal sequence, and a "pro" region. The types 
of alpha-factor fiiagments that can be employed include the full-length pre-pro alpha factor 
leader (about 83 amino acid residues) as well as truncated alpha-factor leaders (usually about 
25 to about 50 amino acid residues) (U.S. Patent Nos. 4,546,083 and 4,870,008; EPO Publ. 
No. 324 274). Additional leaders employing an alpha-factor leader fragment that provides for 
secretion include hybrid alpha-factor leaders made with a presequence of a first yeast, but a 
pro-region from a second yeast alpha factor. (See e.g., PCT Publ. No. WO 89/02463.) 

Usually, transcription termination sequences recognized by yeast are regulatory 
regions located 3' to the translation stop codon, and thus together with the promoter flank the 
coding sequence. These sequences direct the transcription of an mRNA which can be 
translated into the polypeptide encoded by the DNA. Examples of transcription terminator 
sequence and other yeast-recognized tennination sequences, such as those coding for 
glycolytic enzjmies. 

Usually, the above described components, comprising a promoter, leader (if desired), 
coding sequence of interest, and transcription termination sequence, are put together into 
expression constructs. Expression constructs are often maintained in a replicon, such as an 
extrachromosomal element (e.g., plasmids) capable of stable maintenance in a host, such as 
yeast or bacteria. The replicon may have two replication systems, thus allowing it to be 
maintained, for example, in yeast for expression and in a prokaryotic host for cloning and 
amplification. Examples of such yeast-bacteria shuttle vectors include YEp24 (Botstein e/ al. 
(1979) Gene 8:17-24), pCl/1 (Brake etal. (1984) Proc. Natl. Acad. Sci USA 81:4642-4646), 
and YRpl7 (Stinchcomb et al. (1982) j: Mol. Biol. 158:151). In addition, a replicon may be 
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either a high or low copy number plasmid. A high copy number plasmid will generally have a 
copy number ranging from about 5 to about 200, and usually about 10 to about 150. A host 
containing a high copy number plasmid will preferably have at least about 10, and more 
preferably at least about 20. Enter a high or low copy number vector may be selected, 
depending upon the effect of the vector and the foreign protein on the host. See e.g., Brake et 
al., supra. 

Altematively, the expression constructs can be integrated into the yeast genome with 
an integrating vector. Integrating vectors usually contain at least one sequence homologous to 
a yeast chromosome that allows the vector to integrate, and preferably contain two 
homologous sequences flanking the expression construct. Integrations appear to result from 
recombinations between homologous DNA in the vector and the yeast chromosome (Orr- 
Weaver et aL (1983) Methods in Enzymol 707:228-245). An integrating vector may be 
directed to a specific locus in yeast by selecting the appropriate homologous sequence for 
inclusion in the vector. See Orr- Weaver et aL, supra. One or more expression construct may 
integrate, possibly affecting levels of recombinant protein produced (Rine et aL (1983) Proc, 
Natl Acad. ScL USA 80:6750). The chromosomal sequences included in the vector can occur 
either as a single segment in the vector, which results in the integration of the entire vector, or 
two segments homologous to adjacent segments in the chromosome and flanking the 
expression construct in the vector, which can result in the stable integration of only the 
expression construct. 

Usually, extrachromosomal and integrating expression constmcts may contain 
selectable markers to allow for the selection of yeast strains that have been transformed. 
Selectable markers may include biosynthetic genes that can be expressed in the yeast host, 
suchBsADE2, HIS4, LEU2, TRPl, and ALG7, and the G4 18 resistance gene, which confer 
resistance in yeast cells to tunicamycin and G418, respectively. In addition, a suitable 
selectable marker may also provide yeast with the ability to grow in the presence of toxic 
compounds, such as metal. For example, the presence of CUPl allows yeast to grow in the 
presence of copper ions (Butt et aL (1987) Microbiol, Rev. 57:35 1). 

Altematively, some of the above described components can be put together into 
transformation vectors. Transfomiation vectors are usually comprised of a selectable marker 
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that is either maintained in a replicon or developed into an integrating vector, as described 
above. 

Expression and transformation vectors, either extrachromosomal replicons or 
integrating vectors, have been developed for transformation into many yeasts. For example, 
expression vectors and methods of introducing exogenous DNA into yeast hosts have been 
developed for, inter alia, the foUowing yeasts: Candida albicans (Kurtz, et al. (1986) Mol. 
Cell. Biol. d:142); Candida maltosa (Kunze, etal. (1985) y. Basic Microbiol. 2J:141); 
Hansenula polymorpha (Gleeson, etal. (1986) ^ Gen. Microbiol. 732:3459; Roggenkamp et 
al. (1986) Mol. Gen. Genet. 202:302); Kluyveromyces fragilis (Das, etal. (1984) ^ Bacteriol. 
158:1165); Kluyveromyces lactis (De Louvencourt et al. (1983) J. Bacteriol. 154:131; Van 
den Berg et al. (1990) Bio/Technology 8: 135); Pichia guillerimondii (Kunze et al. (1985) J. 
Basic Microbiol. 25:141); Pichia pastoris (Cregg, et al. (1985) A/o/. Cell. Biol. 5:3376; U.S. 
Patent Nos. 4,837,148 and 4,929,555); Sacckaromyces cerevisiae (Hinnen etal. (1978) Proc. 
Natl. Acad. Sci. USA 75:1929; Ito etal. (1983) y. Bacteriol. 153:163); Schizosaccharomyces 
pombe (Beach and Nurse (1981) Nature 300:106); and Yarrowia lipolytica (Davidow, et al. 
(1985) Curr. Genet. 10:3S041l Gaillardin, etal. (1985) C«rr. Genet. 10:49). 

Methods of introducing exogenous DNA into yeast hosts are well-known in the art, 
and usually include either the transformation of spheroplasts or of intact yeast cells treated 
with alkali cations. Transformation procedures usually vary with the yeast species to be 
transfonned. See e.g., [Kurtz et al. (1986) Mol. Cell. Biol. 6:142; Kunze et al. (1985) J. Basic 
Microbiol. 25:141; Candida]; [Gleeson a/. (1986)7. Gen. Microbiol. 132:3459; 
Roggenkamp et al. (1986) Mol. Gen. Genet. 202:302; Hansenula]; [Das et al. (1984) J. 
Bacteriol. 158: 1 165; De Louvencourt et al. (1983) J. Bacteriol. 154:1165; Van den Berg et 
al. (1990) Bio/Technology 8:135; Kluyveromyces]; [Cregg etal. (1985) Afo/. Cell. Biol. 
5:3376; Kunze et al. (1985)7. Basic Microbiol. 25:141; U.S. Patent Nos. 4,837,148 and 
4,929,555; Pichia]; [Hinnen etal. (1978) Proc. Natl. Acad. Sci. USA 75,1929; Ito et al. 
(1983) J. Bacteriol. 153:163 Saccharomyces]; [Beach and Nurse (1981) Nature 300:106; 
Schizosaccharomyces]; [Davidow e/ a/. (1985) Curr. Genet. 10:39; Gaillardin a/. (1985) 
Curr. Genet. 10:49; Yarrowia]. 
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Definitions 

A composition containing X is "substantially free of Y when at least 85% by weight 
of the total X+Y in the composition is X. Preferably, X comprises at least about 90% by 
weight of the total of X+Y in the composition, more preferably at least about 95% or even 
99% by weight. 

The term "heterologous" refers to two biological components that are not found 
together in nature. The components may be host cells, genes, or regulatory regions, such as 
promoters. Although the heterologous components are not found together in nature, they can 
function together, as when a promoter heterologous to a gene is operably linked to the gene. 
Another example is where a Neisserial sequence is heterologous to a mouse host cell. 

An "origin of replication" is a polynucleotide sequence that initiates and regulates 
replication of polynucleotides, such as an expression vector. The origin of replication behaves 
as an autonomous unit of polynucleotide replication within a cell, capable of replication 
under its own control. An origin of replication may be needed for a vector to replicate in a 
particular host cell. With certain origins of replication, an expression vector can be 
reproduced at a high copy number in the presence of the s^propriate proteins within the cell. 
Examples of origins are the autonomously replicating sequences, which are effective in yeast; 
and the viral T-antigen, effective in COS-7 cells. 

A "mutant" sequence is defined as a DNA, RNA or amino acid sequence differing 
from but having homology with the native or disclosed sequence. Depending on the 
particular sequence, the degree of homology between the native or disclosed sequence and 
the mutant sequence is preferably greater than 50% (e.g., 60%, 70%, 80%, 90%, 95%, 99% 
or more) which is calculated as described above. As used herein, an "allelic variant" of a 
nucleic acid molecule, or region, for which nucleic acid sequence is provided herein is a 
nucleic acid molecule, or region, that occurs at essentially the same locus in the genome of 
another or second isolate, and that, due to natural variation caused by, for example, mutation 
or recombination, has a similar but not identical nucleic acid sequence. A coding region 
allelic variant typically encodes a protein having similar activity to that of the protein 
encoded by the gene to which it is being compared. An allelic variant can also comprise an 
alteration in the 5* or 3* untranslated regions of the gene, such as in regulatory control regions, 
(see, for example, U.S. Patent 5,753,235). 
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Antibodies 

As used herein, the term "antibod/' refers to a polypeptide or group of polypeptides 
composed of at least one antibody combining site. An "antibody combining site" is the 
three-dimensional binding space with an internal surface shape and charge distribution 
complementary to the features of an epitope of an antigen, which allows a binding of the 
antibody with the antigen. "Antibody" includes, for example, vertebrate antibodies, hybrid 
antibodies, chimeric antibodies, humanized antibodies, altered antibodies, univalent 
antibodies. Fab proteins, and single domain antibodies. 

Antibodies against the proteins of the invention are useful for affinity 
chromatography, immunoassays, and distinguishing/identifying Neisseria MenB proteins. 
Antibodies elicited against the proteins of the present invention bind to antigenic 
polypeptides or proteins or protein fragments that are present and specifically associated with 
strains of Neisseria meningitidis MenB. In some instances, these antigens may be associated 
with specific strains, such as those antigens specific for the MenB strains. The antibodies of 
the invention may be immobilized to a matrix and utilized in an immunoassay or on an 
afiSnity chromatography column, to enable the detection and/or separation of polypeptides, 
proteins or protein fragments or cells comprising such polypeptides, proteins or protein 
fragments. Alternatively, such polypeptides, proteins or protein firagments may be 
immobilized so as to detect antibodies bindably specific thereto. 

Antibodies to the proteins of the invention, both polyclonal and monoclonal, may be 
prepared by conventional methods. In general, the protein is first used to immunize a suitable 
animal, preferably a mouse, rat, rabbit or goat. Rabbits and goats are preferred for the 
preparation of polyclonal sera due to the volume of serum obtainable, and the availability of 
labeled anti-rabbit and anti-goat antibodies. Immimization is generally performed by mixing 
or emulsifying the protein in saline, preferably in an adjuvant such as Freund's complete 
adjuvant, and injecting the mixture or emulsion parenterally (generally subcutaneously or 
intramuscularly). A dose of 50-200 jig/inJection is typically sufficient. Immunization is 
generally boosted 2-6 weeks later with one or more injections of the protein in saline, 
preferably usmg Freund's incomplete adjuvant. One may alternatively generate antibodies by 
in vitro immunization using methods known in the art, which for the purposes of this 
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invention is considered equivalent to in vivo immunization. Polyclonal antisera is obtained by 
bleeding the immunized animal into a glass or plastic container, incubating the blood at 25**C 
for one hour, followed by incubating at 4**C for 2-18 hours. The serum is recovered by 
centrifugation (e.g., l,000g^ for 10 minutes). About 20-50 ml per bleed may be obtained from 
rabbits. 

Monoclonal antibodies are prepared using the standard method of Kohler & Milstein 
(Nature (1975) 256:495-96), or a modification thereof. Typically, a mouse or rat is 
immunized as described above. However, rather than bleeding the animal to extract serum, 
the spleen (and optionally several large lymph nodes) is removed and dissociated into single 
cells. If desired, the spleen cells may be screened (after removal of nonspecifically adherent 
cells) by applying a cell suspension to a plate or well coated with the protein antigen. B-cells 
that express membrane-bound immunoglobulin specific for the antigen bind to the plate, and 
are not rinsed away with the rest of the suspension. Resulting B-cells, or all dissociated 
spleen cells, are then induced to fiise with myeloma cells to form hybridomas, and are 
cultured in a selective medium (e.g., hypoxanthine, aminopterin, thymidine medium, 
"HAT")- The resulting hybridomas are plated by limiting dilution, and are assayed for the 
production of antibodies which bind specifically to the immunizing antigen (and which do 
not bind to xmrelated antigens). The selected MAb-secreting hybridomas are then cultured 
either in vitro (e.g., in tissue culture bottles or hollow fiber reactors), or in vivo (as ascites in 
mice). 

If desired, the antibodies (whether polyclonal or monoclonal) may be labeled using 
conventional techniques. Suitable labels include fluorophores, chromophores, radioactive 
atoms (particularly "^^P and ^^^I), electron-dense reagents, enzymes, and ligands having 
specific binding partners. Enzymes are typically detected by their activity. For example, 
horseradish peroxidase is usually detected by its ability to convert 
3,3',5,5 -tetramethylbenzidine (TMB) to a blue pigment, quantifiable with a 
spectrophotometer. "Specific binding partner" refers to a protein capable of binding a ligand 
molecule with high specificity, as for example in the case of an antigen and a monoclonal 
antibody specific therefor. Other specific binding partners include biotin and avidin or 
streptavidin, IgG and protein A, and the numerous receptor-ligand couples known in the art. 
It should be understood that the above description is not meant to categorize the various 
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labels into distinct classes, as the same label may serve in several different modes. For 
example, '^^I may serve as a radioactive label or as an electron-dense reagent. HRP may 
serve as enzyme or as antigen for a MAb. Further, one may combine various labels for 
desired effect. For example, MAbs and avidin also require labels in the practice of this 
invention: thus, one might label a MAb with biotin, and detect its presence with avidin 
labeled with ^^^I, or with an anti-biotin MAb labeled with HRP. Other permutations and 
possibilities will be readily apparent to those of ordinary skill in the art, and are considered a 
equivalents within the scope of the instant invention. 

Antigens, immunogens, polypeptides, proteins or protein fiagments of the present 
invention elicit formation of specific binding partner antibodies. These antigens, 
immunogens, polypeptides, proteins or protein fiagments of the present invention comprise 
immunogenic compositions of the present invention. Such immunogenic compositions may 
further comprise or include adjuvants, carriers, or other compositions that promote or 
enhance or stabilize the antigens, polypeptides, proteins or protein fragments of the present 
invention. Such adjuvants and carriers will be readily apparent to those of ordinary skill in 
the art. 

Pharmaceutical Compositions 

Pharmaceutical compositions can include either polypeptides, antibodies, or nucleic 
acid of the invention. The pharmaceutical compositions will comprise a therapeutically 
effective amount of either polypeptides, antibodies, or polynucleotides of the claimed 
invention. 

The term "therapeutically effective amount" as used herein refers to an amount of a 
therapeutic agent to treat, ameliorate, or prevent a desired disease or condition, or to exhibit a 
detectable therapeutic or preventative effect. The effect can be detected by, for example, 
chemical markers or antigen levels. Therapeutic effects also include reduction in physical 
symptoms, such as decreased body temperature, when given to a patient that is febrile. The 
precise effective amount for a subject will depend upon the subject's size and health, the 
nature and extent of the condition, and the therapeutics or combination of therapeutics 
selected for administration. Thus, it is not useful to specify an exact effective amount in 
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advance. However, the effective amount for a given situation can be determined by routine 
experimentation and is within the judgment of the chnician. 

For purposes of the present invention, an effective dose will be from about 0.01 mg/ 
kg to 50 mg/kg or 0.05 mg/kg to about 10 mg/kg of the DNA constructs in the individual to 
which it is administered. 

A pharmaceutical composition can also contain a pharmaceutically acceptable carrier. 
The term "pharmaceutically acceptable carrier" refers to a carrier for administration of a 
therapeutic agent, such as antibodies or a polypeptide, genes, and other therapeutic agents. 
The term refers to any pharmaceutical carrier that does not itself induce the production of 
antibodies harmful to the individual receiving the composition, and which may be 
administered without undue toxicity. Suitable carriers may be large, slowly metabolized 
macromolecules such as proteins, polysaccharides, polylactic acids, polyglycolic acids, 
polymeric amino acids, amino acid copolymers, and inactive virus particles. Such carriers are 
well known to those of ordinary skill in the art. 

Pharmaceutically acceptable salts can be used therein, for example, mineral acid salts 
such as hydrochlorides, hydrobromides, phosphates, sulfates, and the like; and the salts of 
organic acids such as acetates, propionates, malonates, benzoates, and the like. A thorough 
discussion of pharmaceutically acceptable excipients is available in Remington's 
Pharmaceutical Sciences (Mack Pub. Co., N.J. 1991). 

Pharmaceutically acceptable carriers in therapeutic compositions may contain liquids 
such as water, saline, glycerol and ethanol. Additionally, auxiliary substances, such as 
wetting or emulsifying agents, pH buffering substances, and the like, may be present in such 
v:ehicles. Typically, the therapeutic compositions are prepared as injectables, either as liquid 
splutions or suspensions; solid fomis suitable for solution in, or suspension in, liquid vehicles 
prior to injection may also be prepared. Liposomes are included within the definition of a 
pharmaceutically acceptable carrier. 

Delivery Methods 

Once formulated, the compositions of the invention can be administered directly to 
the subject The subjects to be treated can be animals; in particular, human subjects can be 
treated. 
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Direct delivery of the compositions will generally be accomplished by injection, 
either subcutaneous ly, intr^eritoneally, intravenously or intramuscularly or delivered to the 
interstitial space of a tissue. The compositions can also be administered into a lesion. Other 
modes of administration include oral and pulmonary administration, suppositories, and 
transdermal and transcutaneous applications, needles, and gene guns or hyposprays. Dosage 
treatment may be a single dose schedule or a multiple dose schedule. 

Vaccines 

Vaccines according to the invention may either be prophylactic (i.e., to prevent 
infection) or thenq>eutic (i.e., to treat disease after infection). 

Such vaccines comprise immunizing antigen(s) or immunogen(s), immunogenic 
polypeptide, protein(s) or protein fragments, or nucleic acids (e.g., ribonucleic acid or 
deoxyribonucleic acid), usually, in combination with "pharmaceutically acceptable carriers,'' 
which include any carrier that does not itself induce the production of antibodies harmful to 
the individual receiving the composition. Suitable carriers are typically large, slowly 
metabolized macromolecules such as proteins, polysaccharides, polylactic acids, polyglycolic 
acids, polymeric amino acids, amino acid copolymers, lipid aggregates (such as oil droplets 
or liposomes), and inactive virus particles. Such carriers are well known to those of ordinary 
skill in the art. Additionally, these carriers may function as immunostimulating agents 
C*adjuvants"). Furthermore, the immimogen or antigen may be conjugated to a bacterial 
toxoid, such as a toxoid &om diphtheria, tetanus, cholera, K pylori, etc. pathogens. 

Preferred adjuvants to enhance effectiveness of the composition include, but are not 
lirhited to: (1) alunainimi salts (alum), such as aluminum hydroxide, alumimmi phosphate, 
aUmiinum sulfate, etc; (2) oil-in-water emulsion formulations (with or without other specific 
immunostimulating agents such as muramyl peptides (see below) or bacterial cell wall 
components), such as for example (a) MF59 (PCT PubL No. WO 90/14837), containing 5% 
Squalene, 0.5% Tween 80, and 0.5% Span 85 (optionally containing various amounts of 
MTP-PE (see below), although not required) formulated into submicron particles using a 
mierofluidizer such as Model 1 lOY micro fluidizer (Microfluidics, Newton, MA), (b) SAF, 
containing 10% Squalane, 0,4% Tween 80, 5% pluronic-blocked polymer L 121, and thr- 
MDP (see below) either microfluidized into a submicron emulsion or vortexed to generate a 
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larger particle size emulsion, and (c) Ribi™ adjuvant system (RAS), (Ribi Immunochem, 
Hamilton, MT) containing 2% Squalene, 0.2% Tween 80, and one or more bacterial cell wall 
components from the group consisting of monophosphorylipid A (MPL), trehalose 
dimycolate (TDM), and cell wall skeleton (CWS), preferably MPL + CWS (Detox'^'^); 

(3) saponin adjuvants, such as Stimulon™ (Cambridge Bioscience, Worcester, MA) may be 
used or particles generated therefrom such as ISCOMs (immunostimulating complexes); 

(4) Complete Freund's Adjuvant (CFA) and Incomplete Freund^s Adjuvant (IF A); 

(5) cytokines, such as interleukins (e.g., IL-1, IL-2, IL-4, IL-5, IL-6, IL-7, IL-12, etc), 
interferons (e.g., gamma interferon), macrophage colony stimulating factor (M-CSF), timior 
necrosis factor (TNF), etc; (6) detoxified mutants of a bacterial ADP-ribosylating toxin such 
as a cholera toxin (CT), a pertussis toxin (PT), or an E. coli heat-labile toxin (LT), 
particularly LT-K63, LT-R72, CT-S109, PT-K9/G129; see, e.g., WO 93/13302 and WO 
92/19265; and (7) other substances that act as immunostimulating agents to enhance the 
effectiveness of the composition. Alum and MF59 are preferred. 

As mentioned above, muramyl peptides include, but are not limited to, N-acetyl- 
muramyl-L-threonyl-D-isoglutamine (thr-MDP), N-acetyl-normuramyl-L-alanyl-D- 
isoglutamine (nor-MDP), N-acetyhnuramyl-L-alanyl-D-isoglutaminyl-L-alanine-2-( 1 •-2'- 
dipalmitoyl-5«-glycero-3-huydroxyphosphoryloxy)-ethylamine (MTP-PE), etc. 

The vaccine compositions comprising immunogenic compositions (e.g., which may 
include the antigen, pharmaceutically acceptable carrier, and adjuvant) typically will contain 
diluents, such as water, saline, glycerol, ethanol, etc. Additionally, auxiliary substances, such 
as wetting or emulsifying agents, pH buffering substances, and the like, may be present in 
such vehicles. Alternatively, vaccine compositions comprising immunogenic compositions 
may comprise an antigen, polypeptide, protein, protein fragment or nucleic acid in a 
pharmaceutically acceptable carrier. 

More specifically, vaccines comprising immunogenic compositions comprise an 
immunologically effective amount of the immunogenic polypeptides, as well as any other of 
the above-mentioned components, as needed. By "immunologically effective amoxmt", it is 
meant that the administration of that amount to an individual, either in a single dose or as part 
of a series, is effective for treatment or prevention. This amount varies depending upon the 
health and physical condition of the individual to be treated, the taxonomic group of 
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individual to be treated (e.g., nonhuman primate, primate, etc.), the capacity of the 
individual's immune system to synthesize antibodies, the degree of protection desired, the 
formulation of the vaccine, the treating doctor*s assessment of the medical situation, and other 
relevant factors. It is expected that the amount will fall in a relatively broad range that can be 
determined through routine trials. 

Typically, the vaccine compositions or immunogenic compositions are prepared as 
injectables, either as liquid solutions or suspensions; solid forms suitable for solution in, or 
suspension in, liquid vehicles prior to injection may also be prepared. The preparation also 
may be emulsified or encapsulated in liposomes for enhanced adjuvant effect, as discussed 
above under pharmaceutically acceptable carriers. 

The immunogenic compositions are conventionally administered parenterally, e.g., by 
injection, either subcutaneously or intramuscularly. Additional formulations suitable for 
other modes of administration include oral and pulmonary formulations, suppositories, and 
transdermal and transcutaneous applications. Dosage treatment may be a single dose schedule 
or a multiple dose schedule. The vaccine may be administered in conjunction with other 
immunoregulatory agents. 

As an alternative to protein-based vaccines, DNA vaccination may be employed (e.g., 
Robinson & Torres (1997) Seminars in Immunology 9:271-283; Donnelly et al. (1997) Annu 
Rev Immunol 15:617-648). 

Gene Delivery Vehicles 

Gene therapy vehicles for delivery of constructs, including a coding sequence of a 
ther^eutic of the invention, to be delivered to the mammal for expression in the mammal, 
can be administered either locally or systemically. These constructs can utilize viral or 
non-viral vector approaches in in vivo or ex vivo modality. Expression of such coding 
sequence can be induced using endogenous mammalian or heterologous promoters. 
Expression of the coding sequence in vivo can be either constitutive or regulated. 

The invention includes gene deliv^y vehicles capable of expressing the contemplated 
nucleic acid sequences. The gene delivery vehicle is preferably a viral vector and, more 
preferably, a retroviral, adenoviral, adeno-associated viral (AAV), herpes viral, or alphavirus 
vector. The viral vector can also be an astrovinis, coronavirus, orthomyxovirus, papovavinis. 
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paramyxovirus, parvovirus, picomavirus, poxvirus, or togavirus viral vector. See generally. 
Jolly (1994) Cancer Gene Therapy 1:51-64; Kimura (1994) Human Gene Therapy 
5:845-852; Connelly (1995) Human Gene Therapy 6:185-193; and Kaplitt (1994) Nature 
Genetics 6:148-153. 

Retroviral vectors are well known in the art, including B, C and D type retroviruses, 
xenotropic retroviruses (for example, NZB-Xl, NZB-X2 and NZB9-1 (see OTsfeill (1985) J, 
Virol 53:160) polytropic retroviruses e.g., MCF and MCF-MLV (see Kelly (1983) J, Virol 
45:291), spumaviruses and lentiviruses. See RNA Tumor Viruses, Second Edition, Cold 
Spring Harbor Laboratory, 1985, 

Portions of the retroviral gene therapy vector may be derived from different 
retroviruses. For example, retrovector LTRs may be derived from a Murine Sarcoma Vims, a 
tRNA binding site from a Rous Sarcoma Virus, a packaging signal from a Murine Leukemia 
Virus, and an origin of second strand synthesis from an Avian Leukosis Virus. 

These recombinant retroviral vectors may be used to generate transduction competent 
retroviral vector particles by introducing them into appropriate packaging cell lines (see US 
patent 5,591,624). Retrovirus vectors can be constructed for site-specific integration into host 
cell DNA by incorporation of a chimeric integrase enzyme into the retroviral particle (see 
W096/37626). It is preferable that the recombinant viral vector is a replication defective 
recombinant virus. 

Packaging cell lines suitable for use with the above-described retrovirus vectors are 
well known in the art, are readily prepared (see WO95/30763 and WO92/05266), and can be 
used to create producer cell lines (also termed vector cell lines or "VCLs") for the production 
of recombinant vector particles. Preferably, the packaging cell lines are made from human 
parent cells (e.g., HT1080 cells) or mink parent cell lines, which eliminates inactivation in 
human serum. 

Preferred retroviruses for the construction of retroviral gene therapy vectors include 
Avian Leukosis Virus, Bovine Leukemia, Virus, Murine Leukemia Virus, Mink-Cell 
Focus-Inducing Virus, Murine Sarcoma Virus, Reticuloendotheliosis Virus and Rous 
Sarcoma Virus. Particularly preferred Murine Leukemia Viruses include 4070A and 1504A 
(Hartley and Rowe (1976) / Virol 19:19-25), Abelson (ATCC No. VR-999), Friend (ATCC 
No. VR-245), Graffi, Gross (ATCC Nol VR-590), Kirsten, Harvey Sarcoma Virus and 
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Rauscher (ATCC No. VR-998) and Moloney Murine Leukemia Virus (ATCC No. VR-190). 
Such retroviruses may be obtained from depositories or collections such as the American 
Type Culture Collection ("ATCC") in RockviUe, Maryland or isolated from known sources 
using commonly available techniques. 

Exemplary known retroviral gene therapy vectors employable in this invention 
include those described in patent applications GB2200651, EP0415731, EP0345242, 
EP0334301. WO89/02468; WO89/05349, WO89/09271, WO90/02806, WO90/07936, 
WO94/03622, W093/25698, W093/25234, WO93/11230. WO93/10218, WO91/02805, 
WO91/02825, WO95/07994. US 5.219,740, US 4,405.712. US 4,861.719. US 4,980,289, US 
4,777,127, US 5,591,624. See also Vile (1993) Cancer Res 53:3860-3864; Vile (1993) 
Cancer Res 53:962-967; Ram (1993) Cancer Res 53 (1993) 83-88; Takamiya (1992) J 
NeurosciRes 33:493-503; Baba (1993) JNeurosurg 79:729-735; Mann (1983) Ce//33:153; 
Cane (1984) Proc Natl Acad Sci 81 :6349; and Miller (1990) Human Gene Therapy 1 . 

Human adenoviral gene therapy vectors are also known in the art and employable in 
this invention. See, for example, Berkner (1988) Biotechniques 6:616 and Rosenfeld (1991) 
Science 252:431, and WO93/07283, WO93/06223, and WO93/07282. Exemplary known 
adenoviral gene therapy vectors employable in this invention include those described in the 
above referenced documents and in W094/12649, WO93/03769, W093/19191, 
W094/28938, W095/1 1984, WO95/00655, WO95/27071, W095/29993, W095/34671, 
WO96/05320, WO94/08026, WO94/11506, WO93/06223, W094/24299, WO95/14102, 
W095/24297, WO95/02697, W094/28152, W094/24299, WO95/09241, WO95/25807, 
WO95/05835, W094/18922 and WO95/09654. Alternatively, administration of DNA linked 
to killed adenovirus as described in Curiel (1992) Hum. Gene Ther. 3:147-154 may be 
employed. The gene delivery vehicles of the invention also include adenovirus associated 
virus (AAV) vectors. Leading and preferred examples of such vectors for use in this 
invention are the AAV-2 based vectors disclosed in Srivastava, WO93/09239. Most preferred 
AAV vectors comprise the two AAV inverted terminal repeats in which the native 
D-sequences are modified by substitution of nucleotides, such that at least 5 native 
nucleotides and up to 18 native nucleotides, preferably at least 10 native nucleotides up to 18 
native nucleotides, most preferably 10 native nucleotides are retained and the remaining 
nucleotides of the D-sequence are deleted or replaced with non-native nucleotides. The native 
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D-sequences of the AAV inverted terminal repeats are sequences of 20 consecutive 
nucleotides in each AAV inverted terminal repeat (i.e., there is one sequence at each end) 
which are not involved in HP formation. The non-native replacement nucleotide may be any 
nucleotide other than the nucleotide found in the native D-sequence in the same position. 
Other employable exemplary AAV vectors are pWP-19, pWN-1, both of which are disclosed 
in Nahreini (1993) Gene 124:257-262. Another example of such an AAV vector is psub201 
(see Samulski (1987) J, Virol. 61:3096). Another exemplary AAV vector is the Double-D 
ITR vector. Construction of the Double-D ITR vector is disclosed in US Patent 5,478,745. 
Still other vectors are those disclosed in Carter US Patent 4,797,368 and Muzyczka US Patent 
5,139,941, Chartejee US Patent 5,474,935, and Kotin W094/288157. Yet a further example 
of an AAV vector employable in this invention is SSV9AFABTKneo, which contains the 
AFP enhancer and albumin promoter and directs expression predominantly in the liver. Its 
structure and construction are disclosed in Su (1996) Human Gene Therapy 7:463-470. 
Additional AAV gene therapy vectors are described in US 5,354,678, US 5,173,414, US 
5,139,941, and US 5,252,479. 

The gene therapy vectors comprising sequences of the invention also include herpes 
vectors. Leading and preferred examples are herpes simplex virus vectors containing a 
sequence encoding a thymidine kinase polypeptide such as those disclosed in US 5,288,641 
and EP0176170 (Roizman). Additional exemplary herpes simplex virus vectors include 
HFEM/rCP6-LacZ disclosed m WO95/04139 (Wistar Institute), pHSVlac described in Geller 
(1988) Science 241:1667-1669 and in WO90/09441 and WO92/07945, HSV Us3::pgC-lacZ 
described in Fink (1992) Human Gene Therapy 3:1 1-19 and HSV 7134, 2 RH 105 and GAL4 
described in EP Q453242 (Breakefield), and those deposited with the ATCC as accession 
numbers ATCC VR-977 and ATCC VR-260. 

Also contemplated are alpha virus gene therapy vectors that can be employed in this 
invention. Preferred alpha virus vectors are Sindbis viruses vectors. Togaviruses, Semliki 
Forest virus (ATCC VR-67; ATCC VR-1247), Middleberg virus (ATCC VR-370), Ross 
River virus (ATCC VR-373; ATCC VR-1246), Venezuelan equine encq)halitis virus (ATCC 
VR923; ATCC VR-1250; ATCC VR.1249; ATCC VR-532), and those described in US 
patents 5,091,309. 5,217,879, and WO92/10578. More particularly, those alpha virus vectors 
described in U.S. Serial No. 08/405,627, filed March 15, 1995,W094/21792, WO92/10578, 
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WO95/07994. US 5,091,309 and US 5,217,879 are employable. Such alpha viruses may be 
obtained from depositories or collections such as the ATCC in Rockville, Maryland or 
isolated from known sources using commonly available techniques. Preferably, alphavirus 
vectors with reduced cytotoxicity are used (see USSN 08/679640). 

DNA vector systems such as eukarytic layered expression systems are also useftil for 
expressing the nucleic acids of the invention. SeeWO95/07994 for a detailed description of 
eukaryotic layered expression systems. Preferably, the eukaryotic layered expression systems 
of the invention are derived from alphavirus vectors and most preferably from Sindbis viral 
vectors. 

Other viral vectors suitable for use in the present invention include those derived from 
poliovirus, for example ATCC VR-58 and those described in Evans, Nature 339 (1989) 385 
and Sabin (1973) J. Biol. Standardization 1:115; rhinovirus, for example ATCC VR- 1110 
and those described in Arnold (1990) J Cell Biochem L401; pox viruses such as canary pox 
virus or vaccinia virus, for example ATCC VR-1 1 1 and ATCC VR-2010 and those described 
inFisher-Hoch (1989) Proc Natl Acad Sci 86:317; Flexner (1989)y4/in NY Acad Set 569:86, 
Flexner (1990) Vaccine 8:17; in US 4,603,112 and US 4,769,330 and WO89/01973; SV40 
virus, for example ATCC VR-305 and those described in Mulligan (1979) Nature 277:108 
and Madzak (1992) J Gen Virol 73:1533; influenza virus, for example ATCC VR-797 and 
recombinant influenza viruses made employmg reverse genetics techniques as described in 
US 5,166,057 and in Enami (1990) Proc Natl Acad Sci 87:3802-3805; Enami & Palese 
(1991) J Virol 65:271 1-2713 and Luytjes (1989) Cfe// 59:1 10, (see also McMichael (1983) 
NEJ Med 309:13, and Yap (1978) Nature 273:238 and Nature (1979) 277:108); human 
immunodeficiency virus as described in EP-0386882 and in Buchschacher (1992) J. Virol. 
66:273 1; measles virus, for example ATCC VR-67 and VR-1247 and those described in EP- 
0440219; Aura virus, for example ATCC VR-368; Bebaru virus, for example ATCC VR-600 
and ATCC VR-1 240; Cabassou virus, for example ATCC VR-922; Chikungunya virus, for 
example ATCC VR-64 and ATCC VR-1241; Fort Morgan Virus, for example ATCC 
VR-924; Getah virus, for example ATCC VR-369 and ATCC VR-1243; Kyzylagach virus, 
for example ATCC VR-927; Mayaro virus, for example ATCC VR-66; Mucambo virus, for 
example ATCC VR-580 and ATCC VR-1244; Ndumu virus, for example ATCC VR-371; 
Pixuna virus, for example ATCC VR-372 and ATCC VR-1245; Tonate virus, for example 
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ATCC VR-925; Triniti virus, for example ATCC VR-469; Una virus, for example ATCC 
VR-374; Whataroa virus, for example ATCC VR-926; Y-62-33 virus, for example ATCC 
VR-375; O'Nyong virus. Eastern encephalitis virus, for example ATCC VR-65 and ATCC 
VR-1242; Westem encephalitis virus, for example ATCC VR-70, ATCC VR-1251, ATCC 
VR-622 and ATCC VR-1252; and coronavirus, for example ATCC VR-740 and those 
described in Hamre (1966) Proc Soc Exp Biol Med 121 :190, 

Delivery of the compositions of this invention into cells is not limited to the above 
mentioned viral vectors. Other delivery methods and media may be employed such as, for 
example, nucleic acid expression vectors, polycationic condensed DNA linked or unlinked to 
killed adenovirus alone, for example see US Serial No. 08/366,787, filed December 30, 1994 
and Curiel (1992) Hum Gene Ther 3:147-154 ligand Imked DNA, for example see Wu (1989) 
J Biol Chem 264:16985-16987, eucaryotic cell delivery vehicles cells, for example see US 
Serial No.08/240,030, filed May 9, 1994, and US Serial No. 08/404,796, deposition of 
photopolymerized hydrogel materials, hand-held gene transfer particle gun, as described in 
US Patent 5,149,655, ionizing radiation as described in US5,206,152 and in WO92/11033. 
nucleic charge neutralization or fusion with cell membranes. Additional approaches are 
described in Philip (1994) Mol Cell Biol 14:241 1-2418 and in Wofifendin (1994) Proc Natl 
Acad Sci 9\ :15%\'15Z5, 

Particle mediated gene transfer may be employed, for example see US Serial No. 
60/023,867, Briefly, the sequence can be inserted into conventional vectors that contain 
conventional control sequences for high level expression, and then incubated with synthetic 
gene transfer molecules such as polymeric DNA-binding cations like polylysine, protamine, 
and albumin, linked to cell targeting ligands such as asialoorosomucoid, as described in Wu 
& Wu (1987) y. BioL Chem, 262:4429-4432, insulin as described in-Hucked-( 1990) AocAe/w 
Pharmacol 40:253-263, galactose as described in Plank (1992) Bioconjugate Chem 
3:533-539, lactose or transferrin. 

Naked DNA may also be employed to transform a host cell. Exemplary naked DNA 
introduction methods are described in WO 90/1 1092 and US 5,580,859. Uptake efficiency 
may be improved using biodegradable latex beads. DNA coated latex beads are efficiently 
transported into cells after endocjdosis initiation by the beads. The method may be improved 
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fiirther by treatment of the beads to increase hydrophobicity and thereby facihtate disruption 
of the endosome and release of the DNA into the cytoplasm. 

Liposomes that can act as gene delivery vehicles are described in U.S. 5,422, 1 20, 
W095/13796, W094/23697, W091/14445 and EP-524,968. As described in USSN. 
60/023,867, on non-viral delivery, the nucleic acid sequences encoding a polypeptide can be 
inserted into conventional vectors that contain conventional control sequences for high level 
expression, and then be incubated with synthetic gene transfer molecules such as polymeric 
DNA-binding cations like polylysine, protamine, and albumin, linked to cell targeting ligands 
such as asialoorosomucoid, insulin, galactose, lactose, or transferrin. Other deUvery systems 
include the use of liposomes to encapsulate DNA comprising the gene under the control of a 
variety of tissue-specific or ubiquitously-active promoters. Further non-viral delivery suitable 
for use includes mechanical delivery systems such as the approach described in Woffendin et 
al (1994) Proa Natl. Acad. ScL USA 91(24):1 1581-1 1585, Moreover, the coding sequence 
and the product of expression of such can be delivered through deposition of 
photopolymerized hydrogel materials. Other conventional methods for gene delivery that can 
be used for delivery of the coding sequence include, for example, use of hand-held gene 
transfer particle gun, as described in U.S. 5,149,655; use of ionizing radiation for activating 
transferred gene, as described in U.S. 5,206,152 and W092/1 1033 

Exemplary liposome and polycationic gene delivery vehicles are those described in 
US 5,422,120 and 4,762,915; inWO 95/13796; W094/23697; and W091/14445; in EP- 
0524968; and in Stryer, Biochemistry, pages 236-240 (1975) W.H. Freeman, San Francisco; 
Szoka (1980) Biochem Biophys Acta 600:1; Bayer (1979) Biochem Biophys Acta 550:464; 
Rivnay (1987) Meth Enzymol 149:1 19; Wang (1987) Proc Natl Acad Sci 84:7851; Plant 
(1989) Anal Biochem 1 76:420. 

A polynucleotide composition can comprise a therapeutically effective amount of a 
gene therapy vehicle, as the term is defined above. For purposes of the present invention, an 
effective dose will be fi-om about 0.01 mg/ kg to 50 mg/kg or 0.05 mg/kg to about 10 mg/kg 
of the DNA constructs in the individual to which it is administered. 
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Delivery Methods 

Once formulated, the polynucleotide compositions of the invention can be 
administered (1) directly to the subject; (2) delivered ex vivo, to cells derived from the 
subject; or (3) in vitro for expression of recombinant proteins. The subjects to be treated can 
be mammals or birds. Also, human subjects can be treated. 

Direct delivery of the compositions vnll generally be accomplished by injection, 
either subcutaneously, intraperitoneally, transdemially or transcutaneously, intravenously or 
intramuscularly or delivered to the interstitial space of a tissue. The compositions can also be 
administered into a tumor or lesion. Other modes of administration include oral and 
pulmonary administration, suppositories, and transdermal applications, needles, and gene 
guns or hyposprays. Dosage treatment may be a single dose schedule or a multiple dose 
schedule. See WO98/20734. 

Methods for the ex vivo delivery and reimplantation of transformed cells into a subject 
are known in the art and described in e.g., W093/14778. Examples of cells useful in ex vivo 
appUcations include, for example, stem cells, particularly hematopoetic, lymph cells, 
macrophages, dendritic cells, or tumor cells. 

Generally, delivery of nucleic acids for both ex vivo and in vitro appUcations can be 
accompUshed by the following procedures, for example, dextran-mediated transfection, 
calcium phosphate precipitation, polybrene mediated transfection, protoplast fusion, 
electroporation, encapsulation of the polynucleotide(s) in liposomes, and direct 
microinjection of the DNA into nuclei, all well known in the art. 

Polynucleotide and Polypeptide pharmaceutical compositions 

In addition to the pharmaceutically acceptable earners and salts described above, the 
following additional agents can be used with polynucleotide and/or polypeptide 
compositions. 

A. Polypeptides 

One example are polypeptides which include, without limitation: asialoorosomucoid 
(ASOR); transferrin; asialoglycoproteins; antibodies; antibody fragments; ferritin; 
interieukins; interferons, granulocyte, macrophage colony stimulating factor (GM-CSF), 
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granulocyte colony stimulating factor (G-CSF), macrophage colony stimulating factor 
(M-CSF), stem cell factor and erythropoietin. Viral antigens, such as envelope proteins, can 
also be used. Also, proteins from other invasive organisms, such as the 17 amino acid peptide 
from the circumsporozoite protein of Plasmodium falciparum known as RIL 

B. Hormones, Vitamins, Etc. 

Other groups that can be included in a pharmaceutical composition include, for 
example: hormones, steroids, androgens, estrogens, thyroid hormone, or vitamins, folic acid. 

C. Polyalkylenes, Polysaccharides, etc. 

Also, polyalkylene glycol can be included in a pharmaceutical compositions with the 
desired polynucleotides and/or polypeptides. In a preferred embodiment, the polyalkylene 
glycol is polyethlylene glycol. In addition, mono-, di-, or polysaccarides can be included. In a 
preferred embodiment of this aspect, the polysaccharide is dextran or DEAE-dextran. Also, 
chitosan and poly(lactide-co-glycolide) may be included in a pharmaceutical composition. 

D. Lipids, and Liposomes 

The desired polynucleotide or polypeptide can also be encapsulated in lipids or 
packaged in liposomes prior to delivery to the subject or to cells derived therefrom. 

Lipid encapsulation is generally accomplished using liposomes which are able to 
stably bind or entrap and retain nucleic acid or polypeptide. The ratio of condensed 
polynucleotide to lipid preparation can vary but will generally be around 1 : 1 (mg 
DNArmicromoles lipid), or more of lipid. For a review of the use of liposomes as carriers for 
delivery of nucleic acids, see. Hug and Sleight (1991) Biochim, Biophys. Acta, 1097:1-17; 
Straubinger (1983) Meth, EnzymoL 101 :5 12-527. 

Liposomal preparations for use in the present invention include cationic (positively 
charged), anionic (negatively charged) and neutral preparations. Cationic liposomes have 
been shown to mediate intracellular delivery of plasmid DNA (Feigner (1987) Proc, Natl 
Acad. ScL USA 84:7413-7416); mRNA (Malone (1989) Proc. Natl Acad. ScL USA 
86:6077-6081); and purified transcription factors (Debs (1990) J. BioL Chem. 
265:10189-10192), in functional form. 
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Cationic liposomes are readily available. For example, 
N(l-2,3-dioleyloxy)propyl)-N,N,N-triethylanimonium (DOTMA) liposomes are available 
under the trademark Lipofectin, from GIBCO BRL, Grand Island, NY. (See, also. Feigner 
supra). Other commercially available hposomes include transfectace (DDAB/DOPE) and 
DOTAP/DOPE (Boerhinger). Other cationic liposomes can be prepared from readily 
available materials using techniques well known in the art. See, e.g., Szoka (1978) Proc. 
Natl Acad, Scl USA 75:4194-4198; WO90/11092 for a description of the synthesis of 
DOTAP (l,2-bis(oleoyloxy)-3-(trimethylanimonio)propane) liposomes. 

Similarly, anionic and neutral liposomes are readily available, such as from Avanti 
Polar Lipids (Birmingham, AL), or can be easily prepared using readily available materials. 
Such materials include phosphatidyl choline, cholesterol, phosphatidyl ethanolamine, 
dioleoylphosphatidyl choline (DOPC), dioleoylphosphatidyl glycerol (DOPG), 
dioleoylphoshatidyl ethanolamine (DOPE), among others: These materials can also be mixed 
with the DOTMA and DOTAP starting materials in appropriate ratios. Methods for making 
liposomes using these materials are well known in the art. 

The liposomes can comprise multilammelar vesicles (MLVs), small unilamellar 
vesicles (SUVs), or large unilamellar vesicles (LUVs). The various liposome-nucleic acid 
complexes are prepared using methods known in the art. See e.g., Straubinger (1983) Meth. 
Immunol 101:512-527; Szoka (1978) Proc. Natl. Acad. Sci. USA 75:4194-4198; 
Papahadjopoulos (1975) Biochim. Biophys. Acta 394:483; Wilson (1979) Cell 17:77); 
Deamer & Bangham (1976) Biochim, Biophys. Acta 443:629; Ostro (1977) Biochem. 
Biophys. Res. Commun. 76:836; Fraley (1979) Proc, Natl Acad. Sci. USA 76:3348); Enoch & 
Strittmatter (1979) Proc. Natl Acad. Scl USA 76:145; Fraley (1980) J, Biol Chem. (1980) 
255:10431; Szoka & Ps^ahadjopoulos (1978) Prac. Natl Acad. ScL USA 75:145; and 
Schaefer-Ridder (1982) Science 215:166. 

E. Lipoproteins 

In addition, lipoproteins can be included with the polynucleotide or polypeptide to be 
delivered. Examples of lipoproteins to be utilized include: chylomicrons, HDL, IDL, LDL, 
and VLDL. Mutants, fragments, or fusions of these proteins can also be used. Also, 
modifications of naturally occurring hpoproteins can be used, such as acetylated LDL. These 
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lipoproteins can target the delivery of polynucleotides to cells expressing lipoprotein 
receptors. Preferably, if lipoproteins are including with the polynucleotide to be delivered, n< 
other targeting ligand is included in the composition. 

Naturally occurring lipoproteins comprise a lipid and a protein portion. The protein 
portion are known as apoproteins. At the present, apoproteins A, B, C, D, and E have been 
isolated and identified. At least two of these contain several proteins, designated by Roman 
numerals, AI, AH, AIV; CI, CII, Cni. 

A lipoprotein can comprise more than one apoprotein. For example, naturally 
occurring chylomicrons comprises of A, B. C, and E; over time these hpoproteins lose A and 
acquire C and E apoproteins. VLDL comprises A, B, C. and E apoproteins, LDL comprises 
apoprotein B; and HDL comprises apoproteins A, C, and E. 

The amino acid sequences of these apoproteins are known and are described in, for 
example, Breslow (1985) Annu Rev. Biochem 54-699; Law (1986) Adv. Exp Med. Biol. 
151:162; Chen (19^6) J Biol Chem 261:12918; KanQ {\9%0) Proc Natl Acad Sci USA 
77:2465; and Utermann (1984) Htmi Genet 65:232. 

Lipoproteins contain a variety of lipids including, triglycerides, cholesterol (firee and 
esters), and phopholipids. The composition of the lipids varies in naturally occurring 
lipoproteins. For example, chylomicrons comprise mainly triglycerides. A more detailed 
description of the lipid content of naturally occurring lipoproteins can be found, for example, 
in Me/A. Enzymol. 128 (1986). The composition of the lipids are chosen to aid in 
confonnation of the apoprotein for receptor binding activity. The composition of Upids can 
also be chosen to facilitate hydrophobic interaction and association with the polynucleotide 
binding molecule. 

Naturally occurring lipoproteins can be isolated from serum by ultracentrifugation, for 
instance. Such methods are described in Meth. Enzymol. (supra); Pitas (1980) J. Biochem. 
255:5454-5460 and Mahey (1979) J Clin. Invest 64:743-750. 

Lipoproteins can also be produced by in vitro or recombinant methods by expression 
of the apoprotein genes in a desired host cell. See, for example, Atkinson (1986) Annu Rev 
Biophys Chem 15:403 and Radding (1958) Biochim Biophys Acta 30: 443. 

Lipoproteins can also be purchased from commercial suppliere, such as Biomedical 
Techniologies, Inc., Stoughton, Massachusetts, USA. 
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Further description of lipoproteins can be found in Zuckermami et al., PCT. Appln. 
No. US97/14465. 

F. Polycationic Agents 

Polycationic agents can be included, with or without Upoprotein, in a composition 
with the desired polynucleotide and/or polypeptide to be delivered. 

Polycationic agents, typically, exhibit a net positive charge at physiological relevant 
pH and are capable of neutralizing the electrical charge of nucleic acids to facilitate delivery 
to a desired location. These agents have both in vitro, ex vivo, and in vivo applications. 
Polycationic agents can be used to deliver nucleic acids to a living subject either 
intramuscularly, subcutaneously, etc. 

The following are examples of useful polypeptides as polycationic agents: polylysine, 
polyarginine, polyomithine, and protamine. Other examples of useful polypeptides include 
histones, protamines; human serum albumin, DNA binding proteins, non-histone 
chromosomal proteins, coat proteins from DNA viruses, such as <DX174, transcriptional 
factors also contain domains that bind DNA and therefore may be useful as nucleic aid 
condensing agents. Briefly, transcriptional factors such as C/CEBP, c-jun, c-fos, AP-1, AP-2, 
AP-3, CPF, Prot-1, Sp-1, Oct-1, Oct-2, CREP, and TFIID contain basic domains that bind 
DNA sequences. 

Organic polycationic agents include: spermine, spermidine, and purtrescine. 

The dimensions and of the physical properties of a polycationic agent can be 
extrapolated from the list above, to construct other polypeptide polycationic agents or to 
produce synthetic polycationic agents. 

G. Synthetic Polycationic Agents 

Synthetic polycationic agents which are useful in pharmaceutical compositions 
include, for example, DEAE-dextran, polybrene. Lipofectin™, and lipofectAMDSfE™ are 
monomers that form polycationic complexes when combined with polynucleotides or 
polypeptides. 
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Immunodiagnostic Assays 

Neisseria MenB antigens, or antigenic fragments thereof, of the invention can be used 
in immunoassays to detect antibody levels (or, conversely, dcnii-Neisseria MenB antibodies 
can be used to detect antigen levels). Immunoassays based on well defined, recombinant 
antigens can be developed to replace invasive diagnostics methods. Antibodies to Neisseria 
MenB proteins or fragments thereof w^ithin biological samples, including for example, blood 
or serum samples, can be detected. Design of the immunoassays is subject to a great deal of 
variation, and a variety of these are known in the art. Protocols for the immunoassay may be 
based, for example, upon competition, or direct reaction, or sandwich type assays. Protocols 
may also, for example, use solid supports, or may be by immunoprecipitation. Most assays 
involve the use of labeled antibody or polypeptide; the labels may be, for example, 
fluorescent, chemiluminescent, radioactive, or dye molecules. Assays which amplify the 
signals from the probe are also knovm; examples of which are assays which utilize biotin and 
avidin, and enzyme-labeled and mediated immimoassays, such as ELISA assays. 

Kits suitable for immunodiagnosis and containing the appropriate labeled reagents are 
constructed by packaging the appropriate materials, including the compositions of the 
invention, in suitable containers, along with the remaining reagents and materials (for 
example, suitable buffers, salt solutions, etc.) required for the conduct of the assay, as well as 
suitable set of assay instructions. 

Nucleic Acid Hybridization 

^Hybridization" refers to the association of two nucleic acid sequences to one another 
by hydrogen bonding. Typically, one sequence will be fixed to a solid support and the other 
will be free in solution. Then, the two sequences will be placed in contact with one another 
under conditions that favor hydrogen bonding. Factors that affect this bonding include: the 
type and volume of solvent; reaction temperature; time of hybridization; agitation; agents to 
block the non-specific attachment of the liquid phase sequence to the solid support 
(Denhardt's reagent or BLOTTO); concentration of the sequences; use of compoimds to 
increase the rate of association of sequences (dextran sulfate or polyethylene glycol); and the. 
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stringency of the washing conditions following hybridization. See Sambrook et al. {supra) 
Volume 2, chapter 9, pages 9.47 to 9.57. 

"Stringency" refers to conditions in a hybridization reaction that favor association of 
very similar sequences over sequences that differ. For example, the combination of 
temperature and salt concentration should be chosen that is approximately 120 to 200**C 
below the calculated Tm of the hybrid under study. The temperature and salt conditions can 
often be determined empirically in preliminary experiments in which samples of genomic 
DNA immobilized on filters are hybridized to the sequence of interest and then washed under 
conditions of dilGFerent stringencies. See Sambrook et al. at page 9.50. 

Variables to consider when performing, for example, a Southem blot are (1) the 
complexity of the DNA being blotted and (2) the homology between the probe and the 
sequences being detected. The total amount of the fi:agment(s) to be studied can vary a 
magnitude of 1 0, firom 0.1 to 1 p.g for a plasmid or phage digest to 1 0"^ to 1 0"^ g for a single 
copy gene in a highly complex eukaryotic genome. For lower complexity polynucleotides, 
substantially shorter blotting, hybridization, and exposure times, a smaller amoimt of starting 
polynucleotides, and lower specific activity of probes can be used. For example, a 
single-copy yeast gene can be detected with an exposure time of only 1 hour starting with 1 
^ig of yeast DNA, blotting for two hours, and hybridizing for 4-8 hours with a probe of 10^ 
cpm/fig. For a single-copy manmialian gene a conservative approach would start with 10 jig 
of DNA, blot overnight, and hybridize overnight in the presence of 10% dextran sulfate using 
a probe of greater than 10^ cpm/p.g, resulting in an exposure time of —24 hours. 

Several factors can affect the melting temperature (Tm) of a DNA-DNA hybrid 
between the probe and the firagment of interest, and consequently, the appropriate conditions 
for hybridization and washing. In many cases the probe is not 100% homologous to the 
fi:agment. Other commonly encountered variables include the length and total G+C content of 
the hybridizing sequences and the ionic strength and formamide content of the hybridization 
buffer. The effects of all of these factors can be approximated by a single equation: 
Tm= 81 + 16.6(logioCi) + 0.4(%(G + C)) - 0.6(%formamide) - 6OO//1 - 1.5(%mismatch) 
where Ci is the salt concentration (monovalent ions) and n is the length of the hybrid in base 
pairs (slightly modified from Meinkoth & Wahl (1984) Anal Biochem. 138:267-284). 
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In designing a hybridization experiment, some factors affecting nucleic acid 
hybridization can be conveniently altered. The temperature of the hybridization and washes 
and the salt concentration during the washes are the simplest to adjust. As the temperature of 
the hybridization increases (i.e., stringency), it becomes less likely for hybridization to occur 
between strands that are nonhomologous, and as a result, background decreases. If the 
radiolabeled probe is not completely homologous with the immobilized fragment (as is 
frequently the case in gene family and interspecies hybridization experiments), the 
hybridization temperature must be reduced, and background will increase. The temperature of 
the washes affects the intensity of the hybridizing band and the degree of background in a 
similar manner. The stringency of the washes is also increased with decreasing salt 
concentrations. 

In general, convenient hybridization temperatures in the presence of 50% formamide 
are 42*^0 for a probe with is 95% to 100% homologous to the target fragment, 37°C for 90% 
to 95% homology, and 32''C for 85% to 90% homology. For lower homologies, formamide 
content should be lowered and temperature adjusted accordingly, using the equation above. If 
the homology between the probe and the target fragment are not known, the simplest 
approach is to start with both hybridization and wash conditions which are nonstringent. If 
non-specific bands or high background are observed after autoradiography, the filter can be 
washed at high stringency and reexposed. If the time required for exposure makes this 
approach impractical, several hybridization and/or washing stringencies should be tested in 
parallel; 

Nucleic Acid Probe Assays 

Methods such as PGR, branched DNA probe assays, or blotting techniques utilizing 
nucleic acid probes according to the invention can determine the presence of cDNA or 
mRNA. A probe is said to "hybridize" with a sequence of the invention if it can form a 
duplex or double stranded complex, which is stable enough to be detected. 

The nucleic acid probes will hybridize to the Neisserial nucleotide sequences of the 
invention (including both sense and antisense strands). Though many different nucleotide 
sequences will encode the amino acid sequence, the native Neisserial sequence is preferred 
because it is the actual sequence present in cells. mRNA represents a coding sequence and so 
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a probe should be complementary to the coding sequence; single-stranded cDNA is 
complementary to mRNA, and so a cDNA probe should be complementary to the non-coding 
sequence. 

The probe sequence need not be identical to the Neisserial sequence (or its 
complement) ~ some variation in the sequence and length can lead to increased assay 
sensitivity if the nucleic acid probe can form a duplex with target nucleotides, which can be 
detected. Also, the nucleic acid probe can include additional nucleotides to stabilize the 
formed duplex. Additional Neisserial sequence may also be helpful as a label to detect the 
formed duplex. For example, a non-complementary nucleotide sequence may be attached to 
the 5* end of the probe, with the remainder of the probe sequence being complementary to a 
Neisserial sequence. Altematively, non-complementary bases or longer sequences can be 
interspersed into the probe, provided that the probe sequence has sufficient complementarity 
with the a Neisserial sequence in order to hybridize therewith and thereby form a duplex 
which can be detected. 

The exact length and sequence of the probe will depend on the hybridization 
conditions, such as temperature, salt condition and the like. For example, for diagnostic 
applications, depending on the complexity of the analyte sequence, the nucleic acid probe 
typically contains' at least 10-20 nucleotides, preferably 15-25, and more preferably at least 
30 nucleotides, although it may be shorter than this. Short primers generally require cooler 
temperatures to form sufficiently stable hybrid complexes with the template. 

Probes may be produced by synthetic procedures, such as the triester method of 
Matteucci et al, (J. Am, Chem. Soc, (1981) 103:3185), or according to Urdea et al. {Proc, 
Natl Acad ScL USA (1983) 80: 7461), or using commercially available automated 
oligonucleotide synthesizers. 

The chemical nature of the probe can be selected according to preference. For certain 
applications, DNA or RNA are appropriate. For other applications, modifications may be 
incorporated e.g., backbone modifications, such as phosphorothioates or 
methylphosphonates, can be used to increase in vivo half-life, alter RNA affinity, increase 
nuclease resistance etc, (e.g., see Agrawal & Iyer (1995) Curr Opin Biotechnol 6:12-19; 
Agrawal (1996) TIBTECH 14:376-387); analogues such as peptide nucleic acids may also be 
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used (e.g., see Corey (1997) TIBTECH 15:224-229; Buchardt et aL (1993) TIBTECH 1 1:384- 
386). 

One example of a nucleotide hybridization assay is described by Urdea et aL in 
international patent application WO92/02526 (see also U.S. Patent 5,124,246). 

Alternatively, the polymerase chain reaction (PGR) is another well-known means for 
detecting small amounts of target nucleic acids. The assay is described in: MuUis et aL (Meth, 
EnzymoL (1987) 155: 335-350); US patent 4,683,195; and US patent 4,683,202. Two 
"primer" nucleotides hybridize with the target nucleic acids and are used to prime the 
reaction. The primers can comprise sequence that does not hybridize to the sequence of the 
amplification target (or its complement) to aid with duplex stability or, for example, to 
incorporate a convenient restriction site. Typically, such sequence will flank the desired 
Neisserial sequence. 

A thermostable polymerase creates copies of target nucleic acids from the primers 
using the original target nucleic acids as a template. After a threshold amount of target 
nucleic acids are generated by the polymerase, they can be detected by more traditional 
methods, such as Southem blots. When using the Southern blot method, the labeled probe 
will hybridize to the Neisserial sequence (or its complement). 

Also, mRNA or cDNA can be detected by traditional blotting techniques described in 
Sambrook et al {supra). mRNA, or cDNA generated fix)m mRNA using a polymerase 
enzyme, can be purified and separated using gel electrophoresis. The nucleic acids on the gel 
are then blotted onto a solid support, such as nitrocellulose. The solid support is exposed to a 
labeled probe and then washed to remove any unhybridized probe. Next, the duplexes 
containing the labeled probe are detected. Typically, the probe is labeled with a radioactive 
moiety. 

EXAMPLES 

The invention is based on the 961 nucleotide sequences from the genome of 
M meningitidis set out in Appendix C, SEQ ID NOs:l-961 of the '573 application, which 
together represent substantially the complete genome of serotype B of M meningitidis, as 
well as the full length genome sequence shown in Appendix D, SEQ ID NO 1068 of the '573 
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application, and the full length genome sequence shown in Appendix A hereto, SEQ ID NO. 
1. 

It will be self-evident to the skilled person how this sequence information can be 
utilized according to the invention, as above described. 

The standard techniques and procedures which may be employed in order to perform 
the invention {e,g, to utilize the disclosed sequences to predict polypeptides useful for 
vaccination or diagnostic purposes) were summarized above. This summary is not a 
limitation on the invention but, rather, gives examples that may be used, but are not required. 

These sequences are derived from contigs shown in Appendix C (SEQ ID NOs 1-961) 
and from the fiiU length genome sequence shown in Appendix D (SEQ ID NO 1068), which 
were prepared during the sequencing of the genome ofN. meningitidis (strain B). The full 
length sequence was assembled using the TIGR Assembler as described by G.S. Sutton et al., 
TTGR Assembler: A New Tool for Assembling Large Shotgun Sequencing Projects ^ Genome 
Science and Technology, 1:9-19 (1995) [see also R. D. Fleischmann, et aL, Science 269, 496- 
512 (1995); C. M. Eraser, et aL, Science 270, 397-403 (1995); C. J. Bult, et aL, Science 273, 
1058-73 (1996); C. M. Eraser, et. al. Nature 390, 580-586 (1997); J.-F. Tomb, et. al.. Nature 
388, 539-547 (1997); H. P, Klenk, et al.. Nature 390, 364-70 (1997); C. M. Fraser, et aL, 
Science 281, 375-88 (1998); M. L Gardner, et al.. Science 282, 1 126-1 132 (1998); K, E. 
Nelson, et al.. Nature 399, 323-9 (1999)]. Then, using the above-described methods, putative 
translation products of the sequences were determined. Computer analysis of the translation 
products were determined based on database comparisons. Corresponding gene and protein 
sequences, if any, were identified in Neisseria meningitidis (Strain A) and Neisseria 
gonorrhoeae. Then the proteins were expressed, purified, and characterized to assess their 
antigenicity and immunogenicity. 

In particular, the following methods were used to express, purify, and biochemically 
characterize the proteins of the invention. 

Chromosomal DNA Preparation 

A^. meningitidis strain 2996 was grown to exponential phase in 100 ml of GC medium, 
harvested by centrifiigation, and resuspended in 5 ml buffer (20% Sucrose, 50 mM Tris-HCl, 
50 mM EDTA, adjusted to pH 8.0). After 10 minutes incubation on ice, the bacteria were 



■wo 00/66791 



lPCT/USOO/05928 



-58- 

lysed by adding 10 ml lysis solution (50 mM NaCl, 1% Na-Sarkosyl, 50 ng/ml Proteinase K), 
and the suspension was incubated at 37°C for 2 hours. Two phenol extractions (equilibrated 
to pH 8) and one ChCyisoamylalcohol (24:1) extraction were performed. DNA was 
precipitated by addition of 0.3M sodium acetate and 2 volumes ethanol, and was collected by 
centrifugation. The pellet was washed once with 70% ethanol and redissolved in 4 ml buffer 
( 1 0 mM Tris-HCl, ImM EDTA, pH 8). The DNA concentration was measured by reading 
theODat260nm. 

Oligonucleotide design 

Synthetic ohgonucleotide primers were designed on the basis of the coding sequence 
of each ORF, using (a) the meningococcus B sequence when available, or (b) the 
gonococcus/meningococcus A sequence, adapted to ttie codon preference usage of 
meningococcus. Any predicted signal peptides were omitted, by deducing the 5 '-end 
amplification primer sequence immediately downstream fi^m the predicted leader sequence. 

For most ORFs, the 5' primers included two restriction enzyme recognition sites 
{BamHl-Ndel, BamHl-NheU or EcoRl-Nhel, depending on the gene's restriction pattern); the 
3' primers included a.Xhol restriction site. This procedure was established in order to direct 
the cloning of each amplification product (corresponding to each ORF) into two different 
expression systems: pGEX-KG (using QHhsr BamHl-Xhol or EcoRL-XhoV), and pET21b+ 
(using either Ndel-Xhol or Nhel-Xhol). 

5'-end primer tail: CGC GGATCCCATATG {BamHl-Ndel ) 

CGC GGATCCGCTAGC iBamHl-Nhel) 
CCG GAATTC T AGCTAGC (EcoRI-Nhel) 
3'-end primer tail: CCCG CTCGAG (JOioT) 

For some ORFs, two different amplifications were performed to clone each ORF in 
the two expression systems. Two different 5' primers were used for each ORF; the same 3' 
Xhol primer was used as before: 

5'-end primer tail: GGAATTCCATATGGCCATGG (NdeT) 
5 '-end primer tail: CG GGATCC (BamHl) 
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Other ORFs were cloned in the pTRC expression vector and expressed as an 
amino-terminus His-tag fusion. The predicted signal peptide may be included in the final 
product. Nhel'BamHl restriction sites were incorporated using primers: 
5 '-end primer tail: GATC AGCTAGC CATATG {NheJ) 
3 '-end primer tail: CGGGATCC (BamHT) 
As well as containing the restriction enzyme recognition sequences, the primers 
included nucleotides which hybridizeed to the sequence to be amplified. The number of 
hybridizing nucleotides depended on the melting temperature of the whole primer, and was 
determined for each primer using the formulae: 

Tn, = 4 (G+C)+ 2 (A+T) (tail excluded ) 

Tn,= 64.9 + 0.41 (% GC) - 600/N ( whole primer ) 

The average melting temperature of the selected oUgos were 65-70°C for the whole 
oligo and 50-55^C"for the hybridising region alone. 

Oligos were synthesized by a Perkin Ehner 394 DNA/RNA Synthesizer, eluted fi^om 
the colimins in 2 ml NH4-OH, and deprotected by 5 hours incubation at 56 °C. The oligos 
were precipitated by addition of 0.3M Na-Acetate and 2 volumes ethanoL The samples were 
then centrifiiged and the pellets resuspended in either 100|al or 1ml of water. OD260 was 
determined using a Perkin Ehner Lambda Bio spectophotometer and the concentration was 
determined and adjusted to 2-10 pmol/|xl. 

Table 1 shows the forward and reverse primers used for each amplification. In certain 
cases, it might be noted that the sequence of the primer does not exactly match the sequence 
in the ORF. When initial amplifications are performed, the complete 5* and/or 3* sequence 
may not be known for some meningococcal ORFs, although the corresponding sequences 
may have been identified in gonoccus. For amplification, the gonococcal sequences could 
thus be used as the basis for primer design, altered to take account of codon preference. In 
particular, the following codons may be changed: ATA-^ ATT; TCG->TCT; CAG->CAA; 
AAG^ AAA; GAG->GAA; CGA and CGG->CGC; GGG->GGC. 

Amplification 

The standard PGR protocol was as follows: 50-200 ng of genomic DNA were used as 
a template in the presence of 20-40 fiM of each oHgo, 400-800 fxM dNTPs solution, Ix PGR 
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buffer (including 1,5 mMMgCiz), 2.5 units Ta^/DNA polymerase (using Perkin-Elmer 
AmpliTaQ, GIBCO Platinum, Pwo DNA polymerase, or Tahara Shuzo Taq polymerase). 

In some cases, PGR was optimsed by die addition of lO^il DMSO or 50 ^il 2M 
betaine. 

After a hot start (adding the polymerase during a preliminary 3 minute incubation of 
the whole mix at 95 °C), each sample underwent a double-step amplification: the first 5 cycles 
were performed using as the hybridization temperature the one of the oUgos excluding the 
restriction enzymes tail, followed by 30 cycles performed according to the hybridization 
temperature of the whole length oligos. The cycles were followed by a final 10 minute 
extension step at 72°C. 

The standard cycles were as follows: 





Denature tjon 


Hybridisation 


Elongation 


First 5 cydes 


30 seconds 
95^*0 


30 seconds 
50-55**C 


30-60 seconds 
72°C 


Last 30 cydes 


30 seconds 
95°C 


30 seconds 
65-70^*0 


30-60 seconds 
72°C 



The elongation time varied according to the length of the ORF to be amplified. 

The amplifications were performed using either a 9600 or a 2400 Perkin Elmer 
GeneAmp PGR System. To check the results, 1/10 of the amplification volume was loaded 
onto a 1-1.5% agarose gel and the size of each amplified fragment compared with a DNA 
molecular weight marker. 

The amplified DNA was either loaded directly on a 1% agarose gel or first 
precipitated with ethanol and resuspended in a suitable volume to be loaded on a 1% agarose 
gel. The DNA fi:agment corresponding to the right size band was then eluted and purified 
fi-om gel, using the Qiagen Gel Extraction Kit, following the instmctions of the manufacturer. 
The final volume of the DNA firagment was 30^1 or 50^x1 of either water or lOmM Tris, pH 
8.5. 

Digestion of PGR fragments 

The purified DNA corresponding to the amplified firagment was split into 2 aliquots 
and double-digested with: 
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Ndol/Xhol or NheUXhol for cloning into pET-21b+ and fixrther expression of the 
protein as a C-terminus His- tag fusion 

BzinHVXhol ox EcoRUXhol for cloning into pGEX-KG and further expression of the 
protein as a GST N-terminus fusion. 

For ORF 76, NheUBamHl for cloning into pTRC-HisA vector and further expression 
of the protein as N-terminus His-tag fusion. 

Each purified DNA fragment was incubated (37^C for 3 hours to overnight) with 20 
units of each restriction enzyme (New England Biolabs ) in a either 30 or 40 jil final volume 
in the presence of the appropriate buffer. The digestion product was then purified using the 
QIAquick PGR purification kit, following the manufacturer's instructions, and eluted in a 
final volume of 30 (or 50) ixl of either water or lOmM Tris-HCl, pH 8,5. The final DNA 
concentration was determined by 1% agarose gel electrophoresis in the presence of titrated 
molecular weight marker. 

Digestion of the cloning vectors (pET22B, pGEX-KG and pTRC-His A) 

10 fig plasmid was double-digested with 50 xmits of each restriction enzyme in 200 ^il 
reaction volume in the presence of appropriate buffer by overnight incubation at 37®C. After 
loading the whole digestion on a 1% agarose gel, the band corresponding to the digested 
vector was purified from the gel using the Qiagen QIAquick Gel Extraction Kit and the DNA 
was eluted in 50 fil of 10 mM Tris-HCl, pH 8.5. The DNA concentration was evaluated by 
measuring OD260 of the sample, and adjusted to 50 Kig/jil. 1 fil of plasmid was used for each 
cloning procedure. 

Cloning 

The fi:agments corresponding to each ORF, previously digested and purified, were 
ligated in both pET22b and pGEX-KG. In a final volume of 20 nl, a molar ratio of 3: 1 
firagment/vector was ligated using 0.5 fxl of NEB T4 DNA ligase (400 units/^il), in the 
presence of the buffer supplied by the manufacturer. The reaction was incubated at room 
temperature for 3 hours. In some experiments, ligation was performed using the Boheringer 
"Rapid Ligation Kit", following the manufacturer's instructions. 
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In order to introduce the recombinant plasmid in a suitable strain, 100 jil E. coli DH5 
competent cells were incubated with the ligase reaction solution for 40 minutes on ice, then at 
37°C for 3 minutes, then, after adding 800 \i\ LB broth, again at 37°C for 20 minutes. The 
cells were then centrifuged at maximum speed in an Eppendorf microfuge and resuspended in 
approximately 200 ^1 of the supernatant. The suspension was then plated on LB ampicillin 
(100 mg/ml ). 

The screening of the recombinant clones was performed by growing 5 
randomly-chosen colonies overnight at 37 °C in either 2 ml (pGEX or pTC clones) or 5ml 
(pET clones) LB broth + 100 ^ig/ml ampicillm. The cells were then pcUetted and the DNA 
extracted using the Qiagen QL\prep Spin Miniprep Kit, following the manufacturer's 
instructions, to a final volume of 30 ^l. 5 ^l of each individual miniprq) (approximately Ig ) 
were digested with either M/el/ATioI or BamHVXhol and the whole digestion loaded onto a 1- 
1.5% agarose gel (depending on the expected insert size), in parallel with the molecular 
weight marker (1Kb DNA Ladder, GIBCO). The screening of the positive clones was made 
on the base of the correct insert size. 

Cloning 

Certain ORFs may be cloned into the pGEX-HIS vector using EcoRl-Pstl, 
EcoRl-Sall, or Sall-Psa cloning sites. After cloning, the recombinant plasmids may be 
introduced in the .^.coli host W31 10. 

Expression 

Each ORF cloned into the expression vector may then be transformed into the strain 
suitable for expression of the recombinant protein product. 1 ^1 of each construct was used to 
transform 30 ^1 of E.coli BL21 (pGEX vector), E.coli TOP 10 (pTRC vector) or E.coli BL2 1- 
DE3 (pET vector), as described above. In the case of the pGEX-ffis vector, the same E.coli 
strain (W3 1 10) was used for initial cloning and expression. Single recombinant colonies 
were inoculated into 2mi LB+Amp (100 ng/ml), incubated at 37*'C overnight, then diluted 
1 :30 in 20 ml of LB+Amp (100 Mg/ml) in 100 ml flasks, making sure that the ODeoo ranged 
between 0. 1 and 0. 15. The flasks were incubated at 30°C into gyratory water bath shakers 
until OD indicated exponential growth suitable for induction of expression (0.4-0.8 OD for 
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pET and pTRC vectors; 0.8-1 OD for pGEX and pGEX-His vectors). For the pET, pTRC 
and pGEX-His vectors, the protein expression was induced by addiction of ImM IPTG, 
whereas in the case of pGEX system the final concentration of IPTG was 0.2 mM. After 3 
hours incubation at 30°C, the final concentration of the sample was checked by OD. In order 
to check expression, 1ml of each sample was removed, centrifiiged in a microfuge, the pellet 
resuspended in PBS, and analysed by 12% SDS-PAGE with Coomassie Blue staining. The 
whole sample was centrifiiged at 6000g^ and the pellet resuspended in PBS for further use. 

GST-fusion proteins large-scale purification. 

A single colony was grown overnight at 37°C on LB+Amp agar plate. The bacteria 
were inoculated into 20 ml of LB+Amp liquid colture in a water bath shaker and grown 
overnight. Bacteria were diluted 1 :30 into 600 ml of fiesh medium and allowed to grow at 
the optimal temperature (lO-ST'C) to OD550 0.8-1. Protein:e3q)ression was induced with 
0.2mM IPTG followed by three hours incubation. The culture was centrifiiged at 8000 rpm 
at 4®C. The supernatant was discarded and the bacterial pellet was resuspended in 7.5 ml 
cold PBS. The cells were disrupted by sonication on ice for 30 sec at 40W using a Branson 
sonifier B-15, frozen and thawed two times and centrifiiged again. The supernatant was 
collected and mixed with ISOfxl Glutatione-Sepharose 4B resin (Pharmacia) (previously 
washed with PBS) and incubated at room temperature for 30 minutes. The sample was 
centrifiiged at 700^ for 5 minutes at 4C. The resin was washed twice with 10 ml cold PBS 
for 10 minutes, resuspended in 1ml cold PBS, and loaded on a disposable column. The resin 
was washed twice with 2ml cold PBS until the flow-through reached OD280 of 0,02-0.06. 
The GST-fiision protein was eluted by addition of 700}il cold Glutathione elution buffer 
lOmM reduced glutathione, 50mM Tris-HCl) and firactions collected until the OD28O was 0. 1. 
21|il of each fi:action were loaded on a 12% SDS gel using either Biorad SDS-PAGE 
Molecular weight standard broad range (Ml) (200, 1 16,25, 97,4, 66,2, 45, 31, 21.5, 14,4, 6.5 
kDa) or Amersham Rainbow Marker (M") (220, 66, 46, 30, 21.5, 14.3 kDa) as standards. As 
the MW of GST is 26kDa, this value must be added to the MW of each GST-fiision protein. 
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His-fusioD soluble proteins large-scale purification. 

A single colony was grown overnight at SV^'C on a LB + Amp agar plate. The 
bacteria were inoculated into 20ml of LB+Amp liquid culture and incubated overnight in a 
water bath shaker. Bacteria were diluted 1:30 into 600ml fresh medium and allowed to grow 
at the optimal temperature (20-37^C) to OD550 0.6-0.8. Protein expression was induced by 
addition of 1 mM IPTG and the culture further incubated for three hours. The culture was 
centrifuged at 8000 rpm at 4^C, the supernatant was discarded and the bacterial pellet was 
resuspended in 7.5ml cold lOmM imidazole buffer (300 mM NaCl, 50 mM phosphate buffer, 
10 mM imidazole, pH 8), The cells were disrupted by sonication on ice for 30 sec at 40 W 
using a Branson sonifier B-15, frozen and thawed two times and centrifuged again. The 
supematant was collected and mixed with 150^1 Ni^^-resin (Phamiacia) (previously washed 
with lOmM imidazole buffer) and incubated at room temperature with gentle agitation for 30 
minutes. The sample was centrifuged at 700g^ for 5 minutes at 4^C. The resin was washed 
twice with 10 ml cold lOmM imidazole buffer for 10 minutes, resuspended in 1ml cold 
lOmM imidazole buffer and loaded on a disposable column. The resin was washed at 4^C 
with 2ml cold 1 OmM imidazole buffer until the flow-through reached the O.D280 of 0.02- 
0.06. The resin was washed with 2ml cold 20mM imidazole buffer (300 mM NaCl, 50 mM 
phosphate buffer, 20 mM imidazole, pH 8) until the flow-through reached the O.D280 of 0,02- 
0.06. The His-fusion protein was eluted by addition of 700(al cold 250niM imidazole buffer 
(300 mM NaCl, 50 mM phosphate buffer, 250 mM imidazole, pH 8) and fractions collected 
until the O.D280 was 0.1, 21ki1 of each fraction were loaded on a 12% SDS gel. 

His-fusion insoluble proteins large-scale purification. 

A single colony was grown overnight at 37 °C on a LB + Amp agar plate. The 
bacteria were inoculated into 20 ml of LB+Amp liquid culture in a water bath shaker and 
grown overnight Bacteria were diluted 1 :30 into 600ml fresh medium and let to grow at the 
optimal temperature (37^C) to 0,0550 0.6-0.8. Protein expression was induced by addition 
of 1 mM IPTG and the culture further incubated for three hours. The culture was centrifuged 
at 8000rpm at 4°C. The supematant was discarded and the bacterial pellet was resuspended 
in 7.5 ml buffer B (urea 8M, lOmM Tris-HCl, lOOmM phosphate buflFer, pH 8.8). The cells 
were disrupted by sonication on ice for 30 sec at 40W usmg a Branson sonifier B-15, frozen 
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and thawed twice and centrifliged again. The supernatant was stored at -20''C, while the 
pellets were resuspended in 2 ml guanidine buffer (6M guanidine hydrochloride, lOOmM 
phosphate buffer, 10 mM Tris-HCl, pH 7.5) and treated in a homogenizer for 10 cycles. The 
product was centrifuged at 13000 rpm for 40 minutes. The supernatant was mixed with 
150^1 Ni^'^-resin (Phamiacia) (previously washed with buffer B) and incubated at room 
temperature with gentle agitation for 30 minutes. The sample was centrifuged at 700 g for 5 
minutes at 4''C. The resin was washed twice with 10 ml buffer B for 10 minutes, 
resuspended in 1ml buffer B, and loaded on a disposable column. The resin was washed at 
room temperature with 2ml buffer B until the flow-through reached the OD280 of 0.02-0,06, 
The resin was washed with 2ml buffer C (urea 8M, lOmM Tris-HCl, lOOmM phosphate 
buffer, pH 6.3) until the flow-through reached the O.D280 of 0.02-0.06. The His-fusion 
protein was eluted by addition of 700|il elution buffer (urea 8M, lOinM Tris-HCl, lOQmM 
phosphate buffer, pH 4.5) and ftactions collected until the OD280 was 0.1, 21^1 of each 
fraction were loaded on a 12% SDS gel. 

His-fusion proteins renaturation 

10% glycerol was added to the denatured proteins. The proteins were then diluted to 
20fig/ml using dialysis buffer I (10% glycerol, 0,5M arginine, SOmM phosphate buffer, 5mM 
reduced glutathione, 0.5mM oxidised glutathione, 2M urea, pH 8.8) and dialysed against the 
same buffer at 4°C for 12-14 hoiu^. The protein was further dialysed against dialysis buffer 
n (10% glycerol, 0.5M arginine, SOmM phosphate buffer, 5mM reduced glutathione, O.SmM 
oxidised glutathione, pH 8.8) for 12-14 hours at 4°C, Protein concentration was evaluated 
using the formula: 

Protein (mg/ml) = (1.55 x OD280) - (0.76 x OD260) 

Mice immunisations 

20^g of each purified protein were used to immunise mice intraperitoneally. In the 
case of some ORFs, Balb-C mice were immimised with Al(OH)3 as adjuvant on days 1,21 
and 42, and immune response was monitored in samples taken on day 56. For other ORFs, 
CDl mice could be immunised using the same protocol. For other ORFs, CDl mice could be 
immunised using Freund's adjuvant, and the same immunisation protocol was used, except 
that the immune response was measured on day 42, rather than 56, Similarly, for still other 
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ORFs, CDl mice could be immunised with Freund's adjuvant, but the immune response was 
measured on day 49. 

ELISA assay (sera analysis) 

The acapsulated MenB M7 strain was plated on chocolate agar plates and incubated 
overnight at 37°C. Bacterial colonies were collected from the agar plates using a sterile 
dracon swab and inoculated into 7ml of Mueller-Hinton Broth (Difco) containing 0.25% 
Glucose. Bacterial growth was monitored every 30 minutes by following OD^io^ The 
bacteria were let to grow until the OD reached the value of 0.3-0.4. The culture was 
centrifiiged for 10 minutes at 10000 rpm. The supernatant was discarded and bacteria were 
washed once with PBS, resuspended in PBS containing 0.025% formaldehyde, and incubated 
for 2 hours at room temperature and then overnight at 4^C with stirring. lOO^il bacterial cells 
were added to each well of a 96 well Greiner plate and incubated overnight at 4°C. The wells 
were then washed three times with PBT washing buffer (0. 1% Tween-20 in PBS). 200 of 
saturation buffer (2.7% Polyvinylpyrrolidone 10 in water) was added to each well and the 
plates incubated for 2 hours at 37''C. Wells were washed three times with PBT. 200 |al of 
diluted sera (Dilution buffer: 1% BSA, 0. 1% Tween-20, 0.1% NaNa in PBS) were added to 
each well and the plates incubated for 90 minutes at 37°C. Wells were washed three times 
with PBT. 100 III of HRP-conjugated rabbit anti-mouse (Dako) serum diluted 1 :2000 in 
dilution buffer were added to each well and the plates were incubated for 90 minutes at 37*^0. 
Wells were washed three times with PBT buffer. 100 nl of substrate buffer for HRP (25 ml 
of citrate buffer pH5, 10 mg of O-phenildiamine and 10 ^tl of H2O) were added to each well 
and the plates were left at room temperature for 20 minutes. 100 jal H2SO4 was added to each 
well and OD490 was followed. The ELISA was considered positive when OD490 was 2.5 
times the respective pre-immune sera. 

FACScan bacteria Binding Assay procedure. 

The acapsulated MenB M7 strain was plated on chocolate agar plates and incubated 
overnight at 37°C. Bacterial colonies were collected fiom the agar plates using a sterile 
dracon swab and inoculated into 4 tubes containing 8ml each Mueller-Hinton Broth (Difco) 
containing 0.25% glucose. Bacterial growth was monitored every 30 minutes by following 
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OD(32o- The bacteria were let to grow until the OD reached the value of 0.35-0.5. The culture 
was centrifuged for 10 minutes at 4000 rpm. The supernatant was discarded and the pellet 
was resuspended in blocking buffer (1% BSA, 0.4% NaNa) and centrifuged for 5 minutes at 
4000 rpm. Cells were resuspended in blocking buffer to reach OD620 of 0.07. lOOjil bacterial 
cells were added to each well of a Costar 96 well plate. lOOfil of diluted (1 :200) sera (in 
blocking buffer) were added to each well and plates incubated for 2 hours at 4°C. Cells were 
centrifuged for 5 minutes at 4000 rpm, the supematant aspirated and cells washed by addition 
of 200^1/well of blocking buffer in each well. 1 OOfil of R-Phicoerj^rin conjugated F(ab)2 
goat anti-mouse, diluted 1:100, was added to each well and plates incubated for 1 hour at 
4*'C. Cells were spun down by centrifixgation at 4000rpm for 5 minutes and washed by 
addition of 200^1/well of blocking buffer. The supematant was aspirated and cells 
resuspended in 200fxl/well of PBS, 0.25% formaldehyde. Samples were transferred to 
FACScan tubes and read. The condition for FACScan setting were: FLl on, FL2 and FL3 
off; FSC-H Treshold:92; FSC PMT Voltage: E 02; SSC PMT: 474; Amp. Gains 7.1; FL-2 
PMT: 539. Compensation values: 0. 

OMV preparations 

Bacteria were grown overnight on 5 GC plates, harvested with a loop and resuspended 
in 10 ml 20mM Tris-HCl. Heat inactivation was performed at 56®C for 30 minutes and the 
bacteria disrupted by sonication for 10' on ice ( 50% duty cycle, 50% output ). Unbroken 
cells were removed by centrifugation at 5000g^ for 10 minutes and the total cell envelope 
fi:action recovered by centrifugation at 50000g^ at 4''C for 75 minutes. To extract cytoplasmic 
membrane proteins from the crude outer membraiies, the whole fraction was resuspended in 
2% sarkosyl (Sigma) and incubated at room temperature for 20 minutes. The suspension was 
centrifuged at lOOOOg^ for 10 minutes to remove aggregates, and the supematant further 
ultracentrifiiged at 50000g^ for 75 minutes to pellet the outer membranes. The outer 
membranes were resuspended in lOmM Tris-HCl, pH8 and the protein concentration 
measured by the Bio-Rad Protein assay, using BSA as a standard. 
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Whole Extracts preparation 

Bacteria were grown overnight on a GC plate, harvested with a loop and resuspended 
in 1ml of 20niM Tris-HCl. Heat inactivation was performed at 56''C for 30' minutes. 

Western blotting 

Purified proteins (500ng/lane), outer membrane vesicles (5 ^g) and total cell extracts 
(25^g) derived from MenB strain 2996 were loaded on 15% SDS-PAGE and transferred to a 
nitrocellulose membrane. The transfer was performed for 2 hours at 150mA at 4°C, in 
transferring buffer (0.3 % Tris base, 1.44 % glycine, 20% methanol). The membrane was 
saturated by overnight incubation at 4^C in saturation buffer (10% skimmed milk, 0. 1% 
Triton XI 00 in PBS). The membrane was washed twice with washing buffer (3% skimmed 
milk, 0.1% Triton XlOO in PBS) and incubated for 2 hours at 37°C with 1:200 mice sera 
diluted in washing buffer. TheTnembrane was washed twice and incubated for 90 minutes 
with a 1 :2000 dilution of horseradish peroxidase labeled anti-mouse Ig. The membrane was 
washed twice with 0. 1% Triton XlOO in PBS and developed with the Opti-4CN Substrate Kit 
(Bio-Rad), The reaction was stopped by adding water. 

Bactericidal assay 

MC58 strain was grown overnight at 37^C on chocolate agar plates. 5-7 colonies 
were collected and used to inoculate 7ml Mueller-Hinton broth. The susF>ension was 
incubated at 37^C on a nutator and let to grow until OD620 was in between 0.5-0.8. The 
culture was aliquoted into sterile 1.5ml Eppendorf tubes and centrifuged for 20 minutes at 
maximum speed in a microfuge. The pellet was washed once in Gey's buffer (Gibco) and 
resuspended in the same buffer to an OD620 of 0.5, diluted 1:20000 in Gey's buffer and stored 
at 25°C, 

50^1 of Gey's buffer/1% BSA was added to each well of a 96-well tissue culture 
plate, 25^1 of diluted (1:100) mice sera (dilution buffer Gey's bufifer/0.2% BSA) were added 
to each well and the plate incubated at 4®C. 25^1 of the previously described bacterial 
suspension were added to each well. 25^1 of either heat-inactivated (56°C waterbath for 30 
minutes) or normal baby rabbit complement were added to each well. Immediately after the 
addition of the baby rabbit complement, 22nl of each sample/well were plated on Mueller- 
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Hinton agar plates (time 0). The 96-well plate was incubated for 1 hour at 31^C with rotation 
and then 22^1 of each sample/well were plated on Mueller-Hinton agar plates (time 1). After 
overnight incubation the colonies corresponding to time 0 and time Ih were counted. 

The following DNA and amino acid sequences are identified by titles of the following 
fomi: [g, m, or a] [#].[seq or pep], where "g" means a sequence from K gonorrhoeae^ "m" 
means a sequence from A^. meningitidis 5, and "a" means a sequence from N. meningitidis A ; 

means the nximber of the sequence; "seq" means a DNA sequence, and "pep" means an 
amino acid sequence. For example, "gOOl.seq" refers to an N. gonorrohoeae DNA sequence, 
number 1. The presence of the suffix "-1" or "-2" to these sequences indicates an additional 
sequence found for the same ORF. Further, open reading frames are identified as ORF #, 
where "#" means the number of the ORF, corresponding to the number of the sequence 
which encodes the ORF, and the ORF designations may be suffixed with ".ng" or ".a", 
indicating that the ORF corresponds to a N, gonorrhoeae sequence or a N. meningitidis A 
sequence, respectively. Computer analysis was performed for the comparisons that follow 
between "g", "m", and "a" peptide sequences; and therein the "pep" suffix is implied where 
not expressly stated. 



EXAMPLE 1 

The following ORFs were predicted fix>m the contig sequences and/or the fiill length 
sequences using the methods herein described. 

Localization of the ORFs 

ORF: contig: 
279 gnm4.seq 

The following partial DNA sequence was identified in K meningitidis <SEQ ID 2>: 
m279,seq 

1 ATAACGCGGA TTTGCGGCTG CTTGATTTCA ACGrGTTTTCA GGGCTTCGGC 
51 AAGTTTGTCG GCGGCGGGTT TCATCAGGCT GCAATGGGAA GGTACGGACA 
101 CGGGCAGCGG CAGGGCGCGT TTGGCACCGG CTTCTTTGGC GGCAGCCATG 
151 GCGCGTCCGA CGGCGGCGGC GTTGCCTGCA ATCACGATTT GTCCGGGTGA 
201 GTTGAAGTTG ACGGCTTCGA CCACTTCGCT TTGGGCGGCT TCGGCACAAA 
251 TGGCTTTAAC CTGCTCATCT TCCAAGCCGA GAATCGCCGC CATTGCGCCC 
301 ACGCCTTGCG GTACGGCGGA CTGCATCAGT TCGGCGCGCA GGCGCACGAG 
351 TTTGACCGCG TCGGCAAAAT TCAATGCGCC GGCGGCAACG AGTGCGGTGT 
401 ATTCGCCGAG GCTGTGTCCG GCAACGGCGG CAGGCGTTTT GCCGCCXTGCT 
451 TCTAAATAG 
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This corresponds to the amino acid sequence <SEQ ED 3; ORF 279>: 
m279.pep 

1 ITRICGCLIS TVFRASASLS AAGFIRIiQWE GTDTGSGRAR LAPASLAAAM 
51 ARPTAAA LPA ITICPGELKL TASTTSLWAA SAQMALTCSS SKPRIAAIAP 
101 TPCGTADCIS SARRRTSLTA SAKFNAPAAT SAVYSPRLCP ATAAGVLPPA 
151 SK* 



The following partial DNA sequence was identified in Kgonorrhoeae <SEO ID 4>- 

g279.Beq ^ 
1 atgacgcgga tttgcggctg cttgatttca acggttttga gtgtttcggc 
51 aagtttgtcg goggcgggtt tcatcaggct gcaatgggaa ggaacggata 
101 ccggcagcgg cagggcgcgt ttggctccgg cttctttggc ggcagccatg 
151' gtgcgtccga cggcggcggc gttgcctgca atcacgactt gtccgggcga 
201 gttgaagttg acggcttcga ccacttcgcc ctgtgcggat tcggcacaaa 
251 tctgcctgac ctgttcatct tccaaaccca aaatggccgc cattgcgcct 
301 acgccttgcg gtacggcgga ctgpatcagt tcggcgcgca ggcggacgag. 
351 tttgacggca tcggcaaaat ccaatgcttc ggcggcgaca agcgcggtgt 
401 attcgccgag gctgtgtccg gcaacggogg caggcgtttt gccgcccact 
451 tccaaatag 

This corresponds to the amino acid sequence <SEQ ID 5; ORF 279,ng>: 
g279.pep 

1 KTRICX3CLIS TVLSVSASLS AAGFIRLQWE GTDTGSGRAR LAPASLAAAH 
51 VRPTAAAI-PA ITTCPGEUCL TASTTSPCAD SAQICLTCSS SKPKMAAIAP 
101 TPCGTADCIS SARRRTSLTA SAKSNASAAT SAVYSPRLCP ATAAGVLPPT 
151 SK* 

ORF 279 shows 89.5% identity ova- a 152 aa overlap with a predicted ORF (ORF 279 jig) 
^mN. gonorrhoeae: 

10 20 30 40 50 60 

ITRICGCLISTVFRASASLSAAGFIRIOWEGTDTGSGRARIiAPASIJJUV^^ 
Jimillll.h Ulllf|||||||||||||||MMIIII|||||||:|||f||||| 
hrrRXCGCLISTVI^SASLSAAGFIRI^QWEGTDTGSGRARIAPASIiAA;^^ 

10 20 30 40 50 60 



ni279 .pep 
g279 



.70 80 90 100 110 120 

m279 .pep ITICPGELKLTASTTSLWAASAQMALTCSSSKPRIAAIAPTPCGTADCISSARRRTSLTA 

II IIIIIIIIMMI I III: lllllllhHIIilMlllllllllllllMlil 

g279 ITTCPGEI1KLTASTTSPCADSAQICI.TCSSSKPKMAAIAPTPCGTADCISSARRRTSLTA 

70 80 90 100 110 120 

130 140 150 

m2 79 . pep SAKFN7VPAATSAVySPRI/:PATAAGV3UPPASKX 
I'll II llllllllllllllllllllllrlll 
g2 79 SAKSNASAATSAVySPRLCPATAAGVLPPTSKX 

130 140 150 

The following partial DNA sequence was identified in A'l meningitidis <SEQ ID 6>: 

a279.seq 

1 ATGACNCNGA TTTGCGGCTG CTTGATTTCA ACGGTTTNNA GGGCTTCGGC 

51 GAGTTTGTCG GCGGCGGGTT TCATGAGGCT GCAATGGGAA GGTACNGACA 

101 CNGGCAGCGG CAGGGCGCGT TTGGCGCCGG CTTCTTTGGC GGCAAGCATA 

151 GCGCGCTCGA CGGCGGCGGC ATTGCCTGCA ATCACGACTT GTCCGGGCGA 

201 GTTGAAGTTG ACGGCTTCAA CCACTTCATC CTGTGCGGAT TCGGCGCAAA 

251 TTTGTTTTAC CTGTTCATCT TCCAAGCCGA GAATCGCCGC CATTGCGCCC 

301 ACGCCTTGCG GTACGGCGGA* CTGCATCAGT TCGGCGCGCA NGCGCACGAG 

351 TTTGACCGCG TCGGCAAAAT CCAATGCGCC GGCGGCAACN AiSTGCGGTGT 
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401 ATTCGCCGAN GCTGTGTCCG GCAACGGCGG CAGGCGTTTT GCCGCCCGCT 
4 51 TCCGAATAG 

This corresponds to the amino acid sequence <SEQ ID 7; ORP 279,a>: 

a279.pep 

1 MTXICGCLIS TVXRASASLS AAGFMRLQWE GTDTGSGRAR LAPASLAASI 
51 ARS TAAALPA ITTCPGELKL TASTTSSCAD SAQICFTCSS SKPRIAAIAP 
101 TPCGTADCIS SARXRTSLTA S7\KSNAPAAT SAVYSPXLCP ATAAGVLPPA 
151 SE* 

ni279/a279 ORFs 279 and 279.a showed a 88.2% identity in 152 aa overlap 

10 20 30 40 50 60 

m27 9 . pep ITRICGCLISTVFRASASLSAAGFIRLQWEGTDTGSGRARLAPASLAAAMARPTAAALPA 
: I I I I I I M I I I M I I I I f M I : M I I I I M M I I I I I I I I I I I I I : : M I I I I I M 
a279 MTXICGCLISTVXRASASLSAAGFMRLQWEGTDTGSGRARLAPASLAASIARSTAAALPA 

10 20 30 40 50 60 

70 80 90 100 110 120 

m279 , pep ITICPGELKLTASTTSLWAASAQMALTCSSSKPRIAAIAPTPCGTADCISSARRRTSLTA 
i I 11 t If I I I I M I I I III: : M I I I I I I I I M I 11 I I I I I I I I I I I I 11 I I I I 
a27 9 ITTCPGELKLTASTTSSCADSAQICFTCSSSKPRIAAIAPTPCGTADCISSARXRTSLTA 

70 80 90 100 110 120 

130 140 150 

m2 7 9 - pep SAKFNAPAATS AVYSPRLCPATAAGVLPPASKX 

III II II I I I M I M II M I I I I I I I M I : I 
a2 7 9 S AKSNAPMTSAVYS PXLCPATMGVLPPASEX 

130 140 150 



519 and 519-1 gnm7.seq 

The following partial DNA sequence was identified in N. meningitidis <SEQ ID 8>: 

m519.seq (partial) 

1 ..TCCGTTATCG GGCX3TATGGA GTTGGACAAA ACGTTTGAAG AACGCGACGA 

51 AATCAACAGT ACTGTTGTTG CGGCTTTGGA CGAGGCGGCC GGGgCTTgGG 

101 GTGTGAAGGT TTTGCGTTAT GAGATTAAAG ACTTGGTTCC GCCGCAAGAA 

151 . ATCCTTCGCT CAATGCAGGC GCAAATTACT GCCGAACGCG AAAAACGCGC 

201 CCGTATCGCC GAATCXX3AAG GTCGTAAAAT CGAACAAATC AACCTTGCCA 

251 GTGGTCAGCG CGAAGCCGAA ATCCAACAAT CCGAAGGCGA GGCTCAGGCT 

301 GCGGTCAATG CGTCAAATGC CGAGAAAATC GCCCGCATCA ACCGCGCCAA 

351 AGGTGAAGCG GAATCCTTGC GCCTTGTTGC CGAAGCCAAT GCCGAAGCCA 

401 TCCGTCAAAT TGCCGCCGCC CTTCAAACCC AAGGCGGTGC GGATGCGGTC 

451 AATCTGAAGA TTGCGGAACA ATACGTCGCT GOGTTCAACA ATCTTGCCAA 

501 AGAAAGCAAT ACGCTGATTA TGCCXXXTCAA TGTTGCCGAC ATCGGCAGCC 

551 TGATTTCTGC CX3GTATGAAA ATTATCGACA GCAGCAAAAC CGCCAAaTAA 

This corresponds to the amino acid sequence <SEQ ID 9; ORF 519>: 

m519 , pep (partial ) 

1 . .SVIGRMEIX)K TFEERDEINS TWAALDEAA GAWGVKVLRY EIKDLVPPQE 

51 ILRSMQAQIT AEREKRARIA ESEGRKIEQI NliASGQREAE IQQSEGEAQA 

101 AVNASMAEKI ARXNRAKGEA ESLRLVAEAK AEAXRQIAAA LQTQGGADAV 

151 NLKIAEQYVA AFNNLAKESN TLIMPANVAD IGSLISA€»1K IIDSSKTAK* 

The following partial DNA sequence was identified in N. gonorrhoeae <SEQ ID 10>: 

g519 . seq 

1 atggaatttt tcattatctt gttggcagcc gtcgccgttt tcggcttcaa 

51 atcctttgtc gtcatccccc agcaggaagt ccacgttgtc gaaaggctcg 
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101 ggcgtttcca tcgcgcccbg acggccggtt tgaatatttt gattcccttt 

151 atcgaccgcg tcgcctaiecg ccattcgctg aaagaaatcc ctttagacgt 

201 acccagccag gtctgcatca cgcgcgataa tacgcaattg actgttgacg 

251 gcatcatcta tttCGaagta accgatccca aactcgcctc atacggfetcg 

301 agcaactaca tfeatggeaat tacccagctt gcccaaacga cgctgcgttc 

351 cgttattsggg cgtafeggagt tggacaaaac gtttgfaagaa cgcgacgaaa 

4 01 tcaacagtac cgtcgtetdG gccctcgatg aagGcgGcgg ggcttggggt 

451 gtgaaagtcG tGcgjfetkega aafecaa^gat ttggttCGgc cgcaagaaat 

501 ccttcgegGa atgcaggGaic aaafetaGGge GgaacgGgaa aaacgcgccc 

55 1 gt at tgcGga a tcGga^ggc cgtaaaa teg aaeaaat caa cg t tgccagt 

601 ggtcagGgtg aagecgaaat GGaacaatcc gaaggcgaigg cteaggctgc 

651 ggtcaatgeg tCGaa:tgc:.cg agaaaajsegc Gcgc^tcaaG cgGgcGaaaig 

701 gcgaagcgga atcGctgcgG GttgttgcGg aagGqaatgc cgaagGGaac 

751 cgtcaaattg ccgGcgccGt tcaaaccGaa agcggggcgg atgcggtGaa 

801 tctgaagatt gcgggaGaat aGgttaccgG gttckaaaat cttgccaaag 

851 aagacaataG gcggattaa'g cccgeGaagg ttgccgaaat cgggaaccct 

901 aattttGggc .ggcatgaaaa attttcgGca gaagcaaaaa Gggccaaata 

951 a 

This corresponds to the ammo acid sequence <SEQ ID 1 1; ORF 519.ng>: 

g519.pep 

1 MEFFIILIiAA VAVFG FKSFV VIPQQEVHW ERLGRFHRAL TAGLNILIPF 

51 IDRVAYRHSli KEIPLDVPSQ VGITRDNTQL TVDGIIYFQV TDPKLASYGS 

101 SNYIMAITQL AQTTLRSVIG. RMELDKTFEE RDEINSTWS ALDEAAGAWG 

151 VKVIiRYEIKD LVPPQEILRA MOAQXTAERE KRARIAESEG RKIEQINLAS 

201 GQREAEIQQS EGEAQAAVNA SNAEKIARIN RAKGEAESLR LVAEANAEAN 

251 RQIAAALQTQ SGADAVNIiKI AGQYVTAFKN LAKEDNTRIK PAKVAEIGNP 

301 NFRRHEKFSP EAKTAK* 



ORF 519 shows 87.5% identity over a 200 aa overlap with a predicted ORF (ORF 5 19.ng) 
from N. gonorrhoeae: 

m519/g519 

10 20 30 

m5 19 . pep SVIGRMELDKTFEERDEINSTWAAIiDEAA 

MIIIIIIIMIIIIIIIIIIIhllllll 

g519 YFQVTOPKIiASyGSSNyiMAITQIJ^TTLRSVIGRMEIX>KTFEERDEINSTVVSALDEAA 
90 100 110 120 130 140 



40 50 60 70 80 90 

m519 .pep GAWGVKVLRYEIKDLVPPQEILRSMQAQITAEREKRARIAESEGRKIEQXNLASGQREAE 

IIIIIIIIIIIIIIMIIIIilhllllllllMIIMIIillMIIMIillMIIII! 

g519 GAWGVKVLRYElKDLVPPQEILRAMQAQITAEREKRARIAESEGRKIEQINtiASGQREAE 
150 160 170 180 190 200 



100 110 120 130 140 150 

m519 . pep IQQSEGEAQAAVNASNAEKIARIMRAKGEAESLRLVAEANAEAIRQIAAAIfQTQGGADAV 

lllilllllMilllllllllllllllllllllllllllllll IMIIIIIIhlllll 

g519 ICXJSEGEAQAAVNASNAEKIARINRAKGEAESLRLVAEANAEANRQIAAAIiQTQSGADAV 
210 220 230 240 250 260 

160 170 180 190 200 

m519 .pep NLKIAEQYVAAFNNLAKESNTLIMPANVADIGSL-ISAGMKIIDSSKTAK 
lllllllhl|:|lll|:|l I Ihlhll: : h :|||| 

g519 NLKIAGQYVTAFKNLAKEDNTRIKPAKVAEIGNPNFRRHEKFSPEAKTAK 
270 280 290 300 310 



The following partial DNA sequence was identified in K meningitidis <SEQ ID 12>: 

a519.seq 
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1 ATGGAATTTT TCATTATCTT GCTGGCAGCC GTCGTTGTTT TCGGCTTC7\A 

51 ATCCTTTGTT GTCATCCCAC AGCAGGAAGT CCACGTTGTC GAAAGGCTCG 

101 GGCGTTTCCA TCGCGCCCTG ACGGCCGGTT TGAATATTTT GATTCCCTTT 

151 ATCGACCGCG TCGCCTACCG CCATTCGCTG AAAGAAATCC CTTTAGACGT 

201 ACCCAGCCAG GTCTGCATCA CGCGCGACAA TACGCAGCTG ACTGTTGACG 

2 51 GTATCATCTA TTTCCAAGTA ACCGACCCCA AACTCGCCTC ATACGGTTCG 

301 AGCAACTACA TTATGGCGAT TACCCAGCTT GCCCAAACGA CGCTGCGTTC 

351 CGTTATCGGG CGTATGGAAT TGGACAAAAC GTTTGAAGAA CGCGACGAAA 

4 01 TCAACAGCAC CGTCGTCTCC GCCCTCGATG AAGCCGCCGG AGCTTGGGGT 

451 GTGAAGGTTT TGCGTTATGA GATTAAAGAC TTGGTTCCGC CGCAAGAAAT 

501 CCTTCGCTCA ATGCAGGCGC AAATTACTGC TGAACGCGAA AAACGCGCCC 

551 GTATCGCCGA ATCCGAAGGT CGTAAAATCG AACAAATCAA CCTTGCCAGT 

601 GGTCAGCGCG AAGCCGAAAT CCAACAATCC GAAGGCGAGG CTCAGGCTGC 

651 GGTCAATGCG TCAAATGCCG AGAAAATCGC CCGCATCAAC CGCGCCAAAG 

701 GTGAAGCGGA ATCCTTGCGC CTTGTTGCCG AAGCCAATGC CGAAGCCATC 

751 CGTCAAATTG CCGCCGCCCT TCAAACCCAA GGCGGTGCGG ATGCGGTCAA 

801 TCTGAAGATT GCGGAACAAT ACGTCGCCGC GTTCAACAAT CTTGCCAAAG 

851 AAAGCAATAC GCTGATTATG CCCGCCAATG TTGCCGACAT CGGCAGCCTG 

901 ATTTCTGCCG GTATGAAAAT TATCGACAGC AGCAAAACCG CCAAATAA 



This corresponds to the amino acid sequence <SEQ ID 13; ORF 519.a>: 

a519.pep 

1 MEFFIILLAA WVFX5 FKSFV VIPQQEVHW ERLGRFHRAL TAGLNILIPF 

51 IDRVAYRHSL KEIPLDVPSQ VCITRDNTQL TVDGIIYFQV TDPKLASYGS 

101 SNYIMAITQL AQTTLRSVIG RMELDKTFEE RDEINSTWS ALDEAAGAWG 

151 VKVLRYEIKD LVPPQEILRS MQAQITAERE KRARIAESEG RKIEQINLAS 

201 GQREAEIQQS EGEAQAAVNA SNAEKIARIN RAKGEAESLR LVAEANAEAI 

251 RQIAAALQTQ GGADAVNLKI AEQYVAAFNN LAKESNTLIM PANVADIGSL 

301 ISAGMKIIDS SKTAK* 



m519/a519 ORFs 519 and 519. a showed a 99,5% identity in 199 aa overlap 

10 20 30 

m51 9 . pep SVIGRMELDKTFEERDEINSTWAALDEAA 

M I M I I I I I i I I I I I I I I I I I I : I I 1 I I I 
a51 9 YFQVTDPKLASYGSSNYIMAITQLAQTTLRSVIGRMELDKTFEERDEINSTWSALDEAA 
90 100 110 120 130 140 



40 50 60 70 80 90 

in5 1 9 , pep GAWGVKVLRYEIKDLVPPQEILRSMQAQITi\EREKRARlAESEGRKIEQINLASGQREAE 
I i I M M 1 I I I I I I I I M I I I I I M M I I I I I I I I I I I M I M M I I I I I I I I M I I I I I 
a519 GAWGVKVLRYEIKDLVPPQEILRSMQAQITAEREKRARIAE5EGRKIEQINLASGQREAE 
150 160 170 180 190 200 

100 110 120 130 140 150 

mS 1 9 . pep IQQSEGEAQAAVNASNAEKIARINRAKGEAESLRLVAEANAEAIRQIAAALQTQGGADAV 
I I M I M M 1 I I M I I M M M I I I I M M I I I I M M I I M I I I I I I I 1 I I M M t I I I 
a5 1 9 IQQSEGEAQAAVNASNAEKIARINRAKGEAESLRLVAEANAEAIRQIAAALQTQGGADAV 
210 220 230 240 250 260 



160 170 180 190 200 

ni519.pep NLKI AEQYVAAFNN LAKE SNTLIMPANVADIGSLISAGMKI I DSSKTAKX 

I I I i I M M I I I M I I M I I I I I 1 I I I I I I I M I M I M I I I I I I I I I I 1 
a519 NLKIAEQYVAAFNNLAKESNTLIMPANVADIGSLISAGMKIIDSSKTAKX 
270 280 290 300 310 



Further work revealed the following DNA sequence identified in N. meningitidis <SEQ ID 
14>: 

m519-l.seq 
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1 ATGGAATTTT TCATTATCTT GTTGGTAGCC GTCGCCGTTT TCGGTTTCAA 

51 ATCCTTTGTT GTCATCCCAC AACAGGAAGT CCACGTTGTC GAAAGGCTGG 

101 GGCGTTTCCA TCGCGCCCTG ACXSGcCGGTT TGAATATTTT GATTCCCTTT 

151 ATCGACCGCG TCGCCTACCG CCATTCGCTG AAAGAAATCC CTTTAGACGT 

201 ACCCAGCCAG GTCTGCATCA CGCGCGACAA TACGCAGCTG ACTGTTGACG 

251 GCATCATCTA TTTCCAAGTA ACCGACCCCA AACTCGCCTC ATACGGTTCG 

301 AGCAACTACA TTATGGCGAT TACCCAGCTT GCCCAAACGA CGCTGCGTTC 

351 CGTTATCGGG CGTATGGAGT TGGACAAAAC GTTTGAAGAA CGCGACGAAA 

401 TCAACAGTAC TGTTGTTGCG GCTTTGGACG AGGCGGCCGG GGCTTGGGGT 

451 GTGAAGGTTT TGCGTTATGA GATTAAAGAC TTGGTTCCGC CGCAAGAAAT 

501 CCTTCGCTCA ATGCAGGCGC AAATTACTGC CGAACGCGAA AAACGCGCCC 

551 GTATCGCCGA ATCCGAAGGT CGTAAAATCG AACAAATCAA CCTTGCCAGT 

601 GGTCAGCGCG AAGCCGAAAT CCAACAATCC GAAGGCGAGG CTCAGGCTGC 

651 GGTCAATGCG TCAAATGCCG AGAAAATCGC CCGCATCAAC CGCGCCAAAG 

701 GTGAAGCGGA ATCCTTGCGC CTTGTTGCCG AAGCCAATGC CGAAGCCATC 

751 CGTCAAATTG CCGCCGCCCT TCAAACCCAA GGCGGTGCGG ATGCGGTCAA 

801 TCTGAAGATT GCGGAACAAT ACGTCGCTGC GTTCAACAAT CTTGCCAAAG 

851 AAAGCAATAC GCTGATTATG CCCGCCAATG TTGCCGACAT CGGCAGCCTG 

901 ATTTCTGCCG GTATGAAAAT TATCGACAGC AGCAAAACCG CCAAATAA 

This corresponds to the amino acid sequence <SEQ ID 15; ORF 519-1>: 

in519-l. 

1 MEFFIILLVA VAVFG FKSEV VIPQQEVHW ERLGRFHRAL TAGLNILIPF 

51 IDRVAYRHSL KEIPLDVPSQ VCITRDNTQL TVDGIIYFQV TDPKLASYGS 

101 SNYIMAITQL AQTTLRSVIG RMELDKTJ^ RDEINSTWA ALDEAAGAWG 

151 VKVLRYEIKD LVPPQEILRS MQAQITAERE KRARIAESEG RKIEQINLAS 

201 GQREAEIQQS EGEAQAAVNA SNAEKIARIN RAKGEAESLR LVAEANAEAI 

251 RQIAAALQTQ GGADAVNLKI AEQYVAAFNN LAKESNTLIM PANVADIGSL 

301 ISAGMKIIDS SKTAK* 

The following DNA sequence was identified in N. gonorrhoeae <SEQ ID 16>: 

g519-l.seq 

1 ATGGAATTTT TCATTATCTT GTTGGCAGCC GTCGCCGTTT TCGGCTTCAA 

51 ATCCTTTGTC GTCATCCCCC AGCAGGAAGT CCACGTTGTC GAAAGGCTCG 

101 GGCGTTTCCA TCGCGCCCTG ACGGCCGGTT TGAATATTTT GATTCCCTTT 

151 ATCGACCGCG TCGCCTACCG CCATTCGCTG AAAGAAATCC CTTTAGACGT 

201 ACCCAGCCAG GTCTGCATCA CGCGCGATAA TACGCAATTG ACTGTTGACG 

251 GCATCATCTA TTTCCAAGTA ACCGATCCCA AACTCGCCTC ATACGGTTCG 

301 AGCAACTACA TTATGGCAAT TACCCAGCTT GCCCAAACGA CGCTGCGTTC 

351 CGTTATCGGG CGTATGGAGT TGGACAAAAC GTTTGAAGAA CGCGACGAAA 

401 TCAACAGTAC CGTCGTCTCC GCCCTCGATG AAGCCGCCGG GGCTTGGGGT 

451 GTGAAAGTCC TCCGTTACGA 7UVTCAAGGAT TTGGTTCCGC CGCAAGAAAT 

501 CCTTCGCGCA ATGCAGGCAC AAATTACCGC CGAACGCGAA AAACGCGCCC 

551 GTATTGCCGA ATCCGAAGGC CGTAAAATCG AACAAATCAA CCTTGCCAGT 

601 GGTCAGCGTG AAGCCGAAAT CCAACAATCC GAAGGCGAGG CTCAGGCTGC 

651 GGTCAATGCG TCCAATGCCG AGAAAATCGC CCGCATCAAC CGCGCCAAAG 

701 GCGAAGCGGA ATCCCTGCGC CTTGTTGCCG AAGCCAATGC CGAAGCCATC 

751 CGTCAAATTG CCGCCGCCCT TCAAACCCAA GGCGGGGCGG ATGCGGTCAA 

801 TCTGAAGATT GCGGAACAAT ACGTAGCCGC GTTCAACAAT CTTGCCAAAG 

851 AAAGCAATAC GCTGATTATG CCCGCCAATG TTGCCGACAT CGGCAGCCTG 

901 ATTTCTGCCG GCATGAAAAT TATCGACAGC AGCAAAACCG CCAAATAA 

This corresponds to the amino acid sequence <SEQ ID 17; ORF 519-l.ng>: 

g519-l.pep 

1 MEFFIILLAA VAVFG FKSFV VIPQQEVHW ERLGRFHRAL TAGLNILIPF 

51 IDRVAYRHSL KEIPLDVPSQ VCITRDNTQL TVDGIIYFQV TDPKLASYGS 

101 SNYIMAITQL AQTTLRSVIG RMELDKTFEE RDEINSTWS ALDEAAGAWG 

151 VKVLRYEIKD LVPPQEILRA MQAQITAERE KRARIAESEG RKIEQINLAS 

201 GQREAEIQQS EGEAQAAVNA SNAEKIARIN RAKGEAESLR LVAEANAEAI 

251 RQIAAALQTQ GGADAVNLKI AEQYVAAFNN LAKESNTLIM PANVADIGSL 

301 ISAGMKIIDS SKTAK* 
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m519-l/g519-l ORFs 519-1 emd 519-1. ng showed- a 99.0% identity in 315 
overlap 

10 20 30 40 50 60 

g519-l.pep MEFFIILLAAVAVFGFKSFWIPQQEVHVVERLGRFHRALTAGLNILIPFIDRVAYRHSL 
I I I I I I I I : I I I I M I I I i I It t I I I I I I I I I I M M I I I I M I I I I I I M I I I I I I I It 
m519-l MEFFIILLVAVAVFGFKSFWIPQQEVHWERLGRFHRALTAGLNILIPFIDRVAYRHSL 

10 20 30 40 50 60 

70 80 90 100 110 120 

g519-l.pep keipldvpsqvcitrdntqltvdgiiyfqvtdpklasygssnyimaitqlaqttlrsvig 
I I II I M II I II I II II I I I I I I M I I I I I I It II II I 1 II M I I M M I M I II I II II 
keipldvpsqvcitrdntqltvdgiiyfqvtdpklasygssnyimaitqlaqttlrsvig 

70 80 90 100 110 120 

130 140 150 160 170 180 

rmeldktfeerdeinstwsaldeaagawgvkvlryeikdlvppqeilramqaqitaere 
I M I I M I I I M I I I I I II : II 11 I I I I I I II I I I I I I I I II I I I I I I I : I I I I I I I I II 

rmeldktfeerdeinstwaaldeaagawgvkvlryeikdlvppqeilrsmqaqitaere 

130 140 150 160 170 180 

190 200 210 220 230 240 

krariaesegrkieqinlasgqreaeiqqsegeaqaavnasnaekiarinrakgeaeslr 

I I I I II I I I I I I I I [I 1 I I I M I I 1 I I M I I 11 I I I I I I I I t M I M I I I I 11 I I I I I I I 
krariaesegrkieqinlasgqreaeiqqsegeaqaavnasnaekiarinrakgeaeslr 

190 200 210 220 230 240 

250 260 270 280 290 300 

lvaeanaeairqiaaalqtqggadavnlkiaeqyvaafnnlakesntlimpanvadigsl 
11 M I I I I I 1 i I M I II I II M I I II I I I I I I M M i I I I I I I M II I I II I I I I II 1 M 
lvaeanaeairqiaaalqtqggadavnlkiaeqyvaafnnlakesntlimpanvadigsl 

250 260 270 280 290 300 

310 

I S AGMKI I DSSKTAKX 

II I I I I M 1 I I I I I I I 
I SAGMKI I DSSKTAKX 

310 

The following DNA sequence was identified in N. meningitidis <SEQ ID 18>: 

a519-l. seq 

1 ATGGAATTTT TCATTATCTT GCTGGCAGCC GTCGTTGTTT TCGGCTTCAA 

51 ATCCTTTGTT GTCATCCCAC AGCAGGAAGT CCACGTTGTC GAAAGGCTCG 

101 GGCGTTTCCA TCGCGCCCTG ACGGCCGGTT TGAATATTTT GATTCCCTTT 

151 ATCGACCGCG TCGCCTACCG CCATTCGCTG AAAGAAATCC CTTTAGACGT 

201 ACCCAGCCAG GTCTGCATCA CGCGCGACAA TACGCAGCTG ACTGTTGACG 

251 GTATCATCTA TTTCCAAGTA ACCGACCCCA AACTCGCCTC ATACGGTTCG 

301 AGCAACTACA TTATGGCGAT TACCCAGCTT GCCCAAACGA CGCTGCGTTC 

351 CGTTATCGGG CGTATGGAAT TGGACAAAAC GTTTGAAGAA CGCGACGAAA 

401 TCAACAGCAC CGTCGTCTCC GCCCTCGATG AAGCCGCCGG AGCTTGGGGT 

451 GTGAAGGTTT TGCGTTATGA GATTAAAGAC TTGGTTCCGC CGCAAGAAAT 

501 CCTTCGCTCA ATGCAGGCGC AAATTACTGC TGAACGCGAA AAACGCGCCC 

551 GTATCGCCGA ATCCGAAGGT CX3TAAAATCG AACAAATCAA CCTTGCCAGT 

601 GGTCAGCGCG AAGCCGAAAT CCAACAATCC GAAGGCGAGG CTCAGGCTGC 

651 GGTCAATGCG TCAAATGCCG AGAAAATCGC CCGCATCAAC CGCGCCAAAG 

701 GTGAAGCGGA ATCCTTGCGC CTTGTTGCCG AAGCCAATGC CGAAGCCATC 

751 CGTCAAATTG CCGCCGCCCT TCAAACCCAA GGGGGTGCGG ATGCGGTCAA 

801 TCTGAAGATT GCGGAACAAT ACGTCGCCGC GTTCAACAAT CTTGCCAAAG 

851 AAAGCAATAC GCTGATTATG CCCGCCAATG TTGCCGACAT CGGCAGCCTG 

901 ATTTCTGCCG GTATGAAAAT TATCX3ACAGC AGCAAAACCG CCAAATAA 



in519-l 

g519-l.pep 
in519-l 

g519-l.pep 
in519-l 

g519-l.pep 
m519-l 

g519-l .pep 
m519-l 
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This corresponds to the amino acid sequence <SEQ ID 19; ORF 519-La>: 

a519-l.pep. ' . 

1 MEFFIILLAA WVFG FKSFV VIPQQEVHW ERLGRFHRAL TAGLNILIPF 

51 IDRVAYRHSL KEIPLDVPSQ VCITRDNTQL TVDGIIYFQV TDPKLASYGS 

101 SNYIMAITQL AQTTLRSVIG RMELDKTFEE RDEINSTWS ALDEAAGAWG 

151 VKVLRYEIKD LVPPQEILRS MQAQITAERE KRARIAESEG RKIEQINLAS 

201 GQREAEIQQS EGEAQAAVNA SNAEKIARIN RAKGEAESLR LVAEANAEAI 

251 RQIAAALQTQ GGADAVNLKI AEQYVAAFNN LAKESNTLIM PANVADIGSL 

301 ISAGMKIIDS SKTAK* 

m519-l/a519-l ORFs 519-1 and 519-1. a showed a 99.0% identity in 315 

overlap 

• 10 20 30 40 50 60 

a519-l.pep MEFFIILLAAVWFGFKSFWIPQQEVHWERLGRFHRALTAGLNILIPFIDRVAYRHSL 
, 'I Ml II II I Mill Mill Ml III III II I II IN Ml II I II III II I IN 

m519-l MEFFIILLVAVAVFGFKSFWIPQQEVHVVERLGRFHRALTAGLNILIPFIDRVAYRHSL 

10 20 30 40 50 60 

"70 80 90 100 110 120 

aSl 9-1 . pep KEIPLDVPSQVCITRDNTQLTVDGIIYFQVTDPKLASYGSSNYIMAITQLAQTTLRSVIG 

, MMMMMMMIMMIMMMIMMMMMMM II I I I I I I I I I I I I 

m519-l KEIPLDVPSQVCITRDNTQLTVDGIIYFQVTDPKLASYGSSNYIMAITQLAQTTLRSVIG 

70 80 90 100 110 120 

130 140 150 160 170 180 

aSl 9-1 .pep RMELDKTFEERDEINSTWSALDEAAGAWGVKVLRYEIKDLVPPQEILRSMQAQITAERE 
) IIMI Ml 1111111111:111 Ml Mill IIMMMIIIIMMIII Ml I M MM 
RMELDKTFEERDEINSTWAALDEAAGAWGVKVLRYEIKDLVPPQEILRSMQAQITAERE 
130 140 150 160 170 180 



in519-l 



190 200 210 220 230 240 

a5 1 9- 1 . pep KRARI AESEGRKIEQINLASGQREAEIQQSEGEAQAAVNASNAEKI ARINRAKGEAESLR 
<< I M I M M II I M I I II I I i II M 11 II I I I I I I I I I I M I I II I I II M I M I I I I i 
KRARIAESEGRKIEQINLASGQREAEIQQSEGEAQAAVNASNAEKIARINRAKGEAESLR 
190 200 210 220 230 240 



m519-l 



250 260 270 280 290 300 

a519-l . pep LVAEANAEAI RQIAAALQTQGGADAVNLK I AEQYVAAFNN LAKE SNTLIMPANVAD I GSL 
<><I1I(IIIMIMMIIMIIIIIIIIMIIMMIIIIIII|IMIIMIIIIMII 
LVAEANAEAIRQIAAALQTQGGADAVNLKIAEQYVAAFNNLAKESNTLIMPANVADIGSL 
250 260 270 280 290 300 



in519-l 



310 

a519-l.pep ISAGMKIIDSSKTAKX 
M M M I I II II M I I 
in519-l ISAGMKIIDSSKTAKX 

310 



576 and 576-1 gnin22.seq 



The following partial DNA sequence was identified in N, meningitidis <SEQ ID 20>: 

in576.seq.. (partial) 

1 ..ATGCAGCAGG CAAGCTATGC GATGGGCGTG GACATCGGAC GCTCCCTGAA 
51 GCAAATGAAG GAACAGGGCG CGGAAATCGA TTTGAAAGTC TTTACCGAAG 
101 CCATGCAGGC AGTGTATGAC GGCAAAGAAA TCAAAATGAC CGAAGAGCAG 
151 GCTCAGGAAG TCATGATGAA ATTCCTTCAG GAACAACAGG CTAAAGCCGT 
201 AGAAAAACAC AAGGCGGACG CGAAGGCCAA TAAAGAAAAA GGCGAAGCCT 
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251 TTCTGAAAGA AAATGCCGCC AAAGACGGCG TGAAGACCAC TGCTTCCGGC 

301 CTGCAATACA AAATCACCAA ACAGGGCGAA GGCAAACAGC CGACCAAAGA 

351 CGACATCGTT ACCGTGGAAT ACGAAGGCCG CCTGATTGAC GGTACGGTAT 

401 TCGACAGCAG CAAAGCCAAC GGCGGCCCGG TCACCTTCCC TTTGAGCCAA 

451 GTGATTCCGG GTTGGACCGA AGgCGTACAG CTTCTGAAAG AAGGCGGCGA 

501 AGCCACGTTC TACATCCCGT CCAACCTTGC CTACCGCGAA CAGGGTGCGG 

551 GCGACAAAAT CGGTCCGAAC GCCACTTTGG TATTTGATGT GAAACTGGTC 

601 AAAATCGGCG CACCCGAAAA CGCGCCCGCC AAGCAGCCGG CTCAAGTCGA 

651 CATCAAAAAA GTAAATTAA 

This corresponds to the amino acid sequence <SEQ ID 21; ORF 576>: 

m576.pep. . (partial) 

1 ..MQQASYAMGV DIGRSLKQMK EQGAEIDLKV FTEAMQAVYD GKEIKMTEEQ 
51 AQEVMMKFLQ EQQAKAVEKH KADAKANKEK GEAFLKENAA KDGVKTTASG 
101 LQYKITKQGE GKQPTKDDIV TVEYEGRLID GTVFDSSKAN GGPVTFPLSQ 

151 VIPGWTEGVQ LLKEGGEATF YIPSNLAYRE QGAGDKIGPN ATLVFDVKLV 
201 KIGAPENAPA KQPAQVDIKK VN* 

The following partial DNA sequence was identified in gonorrhoeae <SEQ ID 22>: 

g576.8eq. . (partial) 

1 . . atgggcgtgg acatcggacg ctccctgaaa caaatgaagg aacagggcgc 

51 ggaaatcgat ttgaaagtct ttaccgatgc catgcaggca gtgtatgacg 

101 gcaaagaaat caaaatgacc gaagagcagg cccaggaagt gatgatgaaa 

151 ttcctgcagg agcagcaggc taaagccgta gaaaaacaca aggcggatgc 

201 gaaggccaac aaagaaaaag gcgaagcctt cctgaaggaa aatgccgccg 

251 aagacggcgt gaagaccact gcttccggtc tgcagtacaa aatcaccaaa 

301 cagggtgaag gcaaacagcc gacaaaagac gacatcgtta ccgtggaata 

351 cgaaggccgc ctgattgacg gtaccgtatt cgacagcagc aaagccaacg 

401 gcggcccggc caccttccct ttgagccaag tgattccggg ttggaccgaa 

451 ggcgtacggc ttctgaaaga aggcggcgaa gccacgttct acatcccgtc 

501 caaccttgcc taccgcgaac agggtgcggg cgaaaaaatc ggtccgaacg 

551 ccactttggt atttgacgtg aaactggtca aaatcggcgc acccgaaaac 

601 gcgcccgcca agcagccgga tcaagtcgac atcaaaaaag taaattaa 

This corresponds to the amino acid sequence <SEQ ID 23; ORF 576.ng>: 

g576,pep. . (partial) 

1 ..MGVDIGRSLK QMKEQGAEID LKVFTDAMQA VYDGKEIKMT EEQAQEVMMK 
51 FLQEQQAKAV EKHKADAKAN KEKGEAFLKE NAAEDGVKTT ASGLQYKITK 

101 QGEGKQPTKD DIVTVEYEGR LIDGTVFDSS KANGGPATFP LSQVIPGWTE 

151 GVRLLKEGGE ATFYIPSNLA YREQGAGEKI GPNATLVFDV KLVKIGAPEN 
201 APAKQPDQVD IKKVN* 



Computer analysis of this amino acid sequence gave the following results: 
Homology with a predicted ORF ftom N. gonorrhoeae 

ia576/g576 97.2% identity in 215 aa overlap 

10 20 30 40 50 60 

m57 6 , pep MQQASYAMGVDIGRSLKQMKEQGAEIDLKVFTEAMQAVYDGKEIKMTEEQAQEVMMKFLQ 

I I I I N I M M 1 I i I I 1 I I I It I I I: I M I I I i I I I I I I I I I I I I I M I I I I I 
g57 6 MGVDIGRSLKQMKEQ(5AEIDLKVFTDAMQAVYDGKEIKMTEEQAQEVMMKFLQ 

10 20 30 40 50 

70 80 90 100 110 120 

tn57 6 . pep EQQAKAVEKHKADAKANKEKGEAFLKENAAKDGVKTTASGLQYKITKQGEGKQPTKDDIV 
I M 1 I M I I I I I I I I I I I I I I I I I M I M I : i I I I I I I I 11 I I I I I i I I I M I I I I 1 I I I 
g57 6 ECX2AKAVEKHKADAKANKEKGEAFLKENAAEDGVKTTASGLQYKITKQGEGKQPTKDDIV 
60 70 80 90 100 110 
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130 140 150 160 170 180 

m57 6.pep TVEYEGRLIDGTVFDSSKANGGPVTFPLSQVIPGWTEGVQLLKEGGEATFYIPSNLAYRE 
I I I I I I M I I I If I I ] I 1) I I I I: I I I M I M I I I I I I I : M I I I I f I I I M I I I I I I I I 
6 TVEYEGRLIDGTVFDSSKANGGPATFPLSQVIPGWTEGVRLLKEGGEATFYIPSNLAYRE 
120 130 140 150 160 170 

190 200 210 220 

m5 7 6 . pep QGAGDKIGPNATLVFDVKLVKIGAPENAPAKQPAQVDIKKVNX 
I I I I ' I I I I I ( M I I I If M I M I N I I I t I I I M II I I II 1 
g576 QGAGEKIGPNATLVFDVKLVKIGAPENAPAKQPDQVDIKKVNX 
180 190 200 210 

The following partial DNA sequence was identified in N, meningitidis <SEQ ID 24>: 

a576. seq 

1 ATGAACACCA TTTTCAA/^T 

51 ACTTTCCGCC TGCGGCAAAA 

101 CTGCCGCCGC TTCTTCCGCG 

151 ATGCAGCAGG CAAGCTATGC 

201 GCAAATGAAG GAACAGGGCG 

251 CCATGCAGGC AGTGTATGAC 

301 GCTCAGGAAG TCATGATGAA 

351 AGAAAAACAC AAGGCGGACG 

401 TTCTGAAAGA AAATGCCGCC 

451 CTGCAATACA AAATCACCAA 

501 CGACATCGTT ACCGTGGAAT 

551 TCGACAGCAG CAAAGCCAAC 

601 GTGATTCTGG GTTGGACCGA 

651 AGCCACGTTC TACATCCCGT 

701 GCGACAAAAT CGGCCCGAAC 

751 AAAATCGGCG CACCCGAAAA 

801 CATCAAAAAA GTAAATTAA 

This corresponds to the amino acid sequence <SEQ ED 25; ORF 576.a>: 

a57 6.pep 

1 MNTIFKISAL TLSAALALSA CGKKEAAPAS ASEPAAASSA QGDTSSIGST 

51 MQQASYAMGV DIGRSLKQMK EQGAEIDLKV FTEAMQAVYD GKEIKMTEEQ 

101 AQEVMMKFLQ EQQAKAVEKH KADAKANKEK GEAFLKENAA KDGVKTTASG 

151 LQYKITKQGE GKQPTKDDIV TVEYEGRLID GTVFDSSKAN GGPVTFPLSQ 

201 VILGWTEGVQ LLKEGGEATF YIPSNLAYRE QGAGDKIGPN ATLVFDVKLV 

251 KIGAPENAPA KQPAQVDIKK VN* 



CAGCGCACTG ACCCTTTCCG CCGCTTTGGC 
AAGAAGCCGC CCCCGCATCT GCATCCGAAC 
CAGGGCGACA CCTCTTCGAT CGGCAGCACG 
GATGGGCGTG GACATCGGAC GCTCCCTGAA 
CGGAAATCGA TTTGAAAGTC TTTACCGAAG 
GGCAAAGAAA TCAAAATGAC CGAAGAGCAG 
ATTCCTTCAG GAACAACAGG CTAAAGCCGT 
CGAAGGCCAA TAAAGAAAAA GGCGAAGCCT 
AAAGACGGCG TGAAGACCAC TGCTTCCGGC 
ACAGGGCGAA GGCAAACAGC CGACCAAAGA 
ACGAAGGCCG CCTGATTGAC GGTACGGTAT 
GGCGGCCCGG TCACCTTCCC TTTGAGCCAA 
AGGCGTACAG CTTCTGAAAG AAGGCGGCGA 
CCAACCTTGC CTACCGCGAA CAGGGTGCGG 
GCCACTTTGG TATTTGATGT GAAACTGGTC 
CGCGCCCGCC AAGCAGCCGG CTCAAGTCGA 



m576/a576 ORFs 576 and 576. a showed a 99.5% identity in 222 aa overlap 

10 20 30 

in57 6 . pep MQQASYAMGVDIGRSLKQMKEQGAEIDLKV 

M II M I I M I I I II I 1 I M I I I I M I I I I 
a576 CGKKEAAPASASEPAAASSAQGDTSSIGSTMQQASYAMGVDIGRSLKQMKEQGAEIDLKV 

30 40 50 60 70 80 

40 50 60 70 80 90 

m576.pep FTEAMQAVYDGKEIKMTEEQAQEVMMKFLQEQQAKAVEKHKADAKANKEKGEAFLKENAA 
I N I I I If I I I I I I I I II M I I I I I I f I III M M I M I I M I I I I N I I 1 I I I I I f I I I 
a 5 7 6 FTEAMQAVYDGKEIKMTEEQAQEVMMKFLQEQQAKAVEKHKADAKANKEKGEAFLKENAA 

90 100 110 120 130 140 

100 110 120 130 140 150 

m5 7 6 . pep KDGVKTTASGLQYKITKQGEGKQPTKDDIVTVEYEGRLIDGTVFDSSKANGGPVTFPLSQ 
Mill I II I Ml III II I III Mill Mill III III I INI II III IIIIIIIIIMM 
^576 KDGVKTTASGLQYKITKQGEGKQPTKDDIVTVEYEGRLIDGTVFDSSKANGGPVTFPLSQ 

150 160 170 180 190 200 
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160 170 180 190 200 210 

in57 6.pep VIPGWTEGVQLLKEGGEATFYIPSNLAYREQGAGDKIGPNATLVFDVKLVKIGAPENAPA 
II M I I I I I II I i I II M II I I I I M I I I I I I II I I It I M I II I I I I II II I I I I I M 
a57 6 VILGWTEGVQLLKEGGEATFYIPSNLAYREQGAGDKIGPNATLVFDVKLVKIGAPENAPA 

210 220 230 240 250 260 



220 

mS 7 6 . pep KQPAQVDIKKVNX 
I t I I I I I I 1 t M I 
a57 6 KQPAQVDIKKVNX 

270 



Further work revealed the following DNA sequence identified in N. meningitidis <SEQ ID 
26>: 

m576-l . seq 

1 ATGAACACCA TTTTCAAAAT CAGCGCACTG ACCCTTTCCG CCGCTTTGGC 

51 ACTTTCCGCC TGCGGCAAAA AAGAAGCCGC CCCCGCATCT GCATCCGAAC 

101 CTGCCGCCGC TTCTTCCGCG CAGGGCGACA CCTCTTCGAT CGGCAGCACG 

151 ATGCAGCAGG CAAGCTATGC GATGGGCGTG GACATCGGAC GCTCCCTGAA 

201 GCAAATGAAG GAACAGGGCG CGGAAATCGA TTTGAAAGTC TTTACCGAAG 

251 CCATGCAGGC AGTGTATGAC GGCAAAGAAA TCAAAATGAC CGAAGAGCAG 

301 GCTCAGGAAG TCATGATGAA ATTCCTTCAG GAACAACAGG CTAAAGCCGT 

351 AGAAAAACAC AAGGCGGACG CGAAGGCCAA TAAAGAAAAA GGCGAAGCCT 

401 TTCTGAAAGA AAATGCCGCC AAAGAGGGGG TGAAGACCAC TGCTTCCGGC 

4 51 CTGC7\ATACA AAATCACCAA ACAGGGCGAA GGCAAACAGC CGACCAAAGA 

501 CGACATCGTT ACCGTGGAAT ACGAAGGCCG CCTGATTGAC GGTACGGTAT 

551 TCGACAGCAG CAAAGCCAAC GGCGGCCCGG TCACCTTCCC TTTGAGCCAA 

601 GTGATTCCGG GTTGGACCGA AGGCGTACAG CTTCTGAAAG AAGGCGGCGA 

651 AGCCACGTTC TACATCCCGT CCAACCTTGC CTACCGCGAA CAGGGTGCGG 

701 GCGACAAAAT CX3GTCCGAAC GCCACTTTGG TATTTGATGT GAAACTGGTC 

7 51 AAAATCGGCG CACCCGAAAA CXSCGCCCGCC AAGCAGCCGG CTCAAGTCGA 

801 CATCAAAAAA GTAAATTAA 

This corresponds to the amino acid sequence <SEQ ID 27; ORF 576-l>: 

m57 6-l -pep 

1 MNTIFKISAL TLSAALALSA CGKKEAAPAS ASEPAAASSA QGDTSSIGST 

51 MQQASYAMGV DIGRSLKQMK EQGAEIDLKV FTEAMQAVYD GKEIKMTEEQ 

101 AQEVMMKFLQ EQQAKAVEKH KADAKANKEK GEAFLKENAA KDGVKTTASG 

151 LQYKITKQGE GKQPTKDDIV TVEYEGRLID GTVFDSSKAN GGPVTFPLSQ 

201 VIPGWTEGVQ LLKEGGEATF YIPSNLAYRE QGAGDKIGPN ATLVFDVKLV 

251 KIGAPENAPA KQPAQVDIKK VN* 

The following DNA sequence was identified in N. gonorrhoeae <SEQ ID 28>: 

g57 6-l . seq 

1 ATGAACACCA TTTTCAAAAT CAGCGCACTG ACCCTTTCCG CCGCTTTGGC 

51 ACTTTCCGCC TGCGGCAAAA AAGAAGCCGC CCCCGCATCT GCATCCGAAC 

101 CTGCCGCCGC TTCTGCCGCG CAGGGCGACA CCTCTTCAAT CGGCAGCACG 

151 ATGCAGCAGG CAAGCTATGC AATGGGCGTG GACATCGGAC GCTCCCTGAA 

201 ACAAATGAAG GAACAGGGCG CGGAAATCGA TTTGAAAGTC TTTACCGATG 

251 CCATGCAGGC AGTGTATGAC GGCAAAGAAA TCAAAATGAC CGAAGAGCAG 

301 GCCCAGGAAG TCATGATGAA ATTCCTGCAG GAGCAGCAGG CTAAAGCCGT 

351 AGAAAAACAC AAGGCGGATG CGAAGGCCAA CAAAGAAAAA GGCGAAGCCT 

401 TCCTGAAGGA AAATGCCGCC AAAGACGGCG TGAAGACCAC TGCTTCCGGT 

451 CTGCAGTACA AAATCACCAA ACAGGGTGAA GGCAAACAGC CGACAAAAGA 

501 CGACATCGTT ACCGTGGAAT ACGAAGGCCG CCTGATTGAC GGTACCGTAT 

551 TCGACAGCAG CAAAGCCAAC GGCGGCCCGG CCACCTTCCC TTTGAGCCAA 

601 GTGATTCCGG GTTGGACCGA AGGCGTACGG CTTCTGAAAG AAGGCGGCGA 

651 AGCCACGTTC TACATCCCGT CCAACCTTGC CTACCGCGAA CAGGGTGCGG 

701 GCGAAAAAAT CGGTCCGAAC GCCACTTTGG TATTTGACGT GAAACTGGTC 

751 AAAATCGGCG CACCCGAAAA CGCGCCCGCC AAGCAGCCGG ATCAAGTCGA 
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SO 1 CATCAAAAAA GTAAATTAA 

This corresponds to the amino acid sequence <SEQ ED 29; ORF 576-l.ng>: 

g57 6-1 . pep 

1 MNTIFKISAL TLSAALALS A CGKKEAAPAS ASEPAAASAA QGDTSSIGST 

51 MQQASYAMGV DIGRSLKQMK EQGAEIDLKV FTDAMQAVYD GKEIKMTEEQ 

101 AQEVMMKFLQ EQQAKAVEKH KADAKANKEK GEAFLKENAA KDGVKTTASG 

151 LQYKITKQGE GKQPTKDDIV TVEYEGRLID GTVFDSSKAN GGPATFPLSQ 

201 VIPGWTEGVR LLKEGGEATF YIPSNLAYRE QGAGEKIGPN ATLVFDVKLV 

251 KIGAPENAPA KQPDQVDIKK VN* 



g576-l/in576-l ORFs 576-1 and 576-1, ng showed a 97.8% identity 
overlap 

10 20 30 40 50 

g57 6- 1 . pep MNTIFKISALTLSAALALSACGKKEAAPASASEPAAASAAQGDTSSIGSTMQQAS YAMGV 
I t I I I I I I M I I I I I N t M M I I I I I I I M M I I I M : I I I I I I I M I I I I I I I I M I I 
m57 6-l MNTIFKISALTLSAALALSACGKKEAAPASASEPAAASSAQGDTSSIGSTMQQASYAMGV 

10 20 30 40 50 60 

70 80 90 100 110 120 

g576-l - pep DIGRSLKQMKEQGAEIDLKVFTDAMQAVYDGKEIKMTEEQAQEVMMKFLQEQQAKAVEKH 
M I I I I I I I I i I I I I I I I I I I I : I I I I I I I M M I I I 1 J I I I I I t I I I M I I 1 I I I I M I 
m57 6- 1 DIGRSLKQMKEQGAEIDLKVFTEAMQAVYDGKEIKMTEEQAQEVMMKFLQEQQAKAVEKH 

70 80 90 100 110 120 

130 140 150 160 170 180 

g57 6-l.pep kadakankekgeaflkenaakdgvkttasglqykitkqgegkqptkddivtveyegrlid 
M I I I M M M I I I I I I I I I I I N I I I I M I I I I M I i I M M It M I I I I I M 1 II I I I 
m576-l kadakankekgeaflkenaakdgvkttasglqykitkqgegkqptkddivtveyegrlid 

130 140 150 160 170 180 

190 200 210 220 230 240 

g576-i . pep gtvfdsskanggpatfplsqvipgwtegvrllkeggeatfyipsnlayreqgagekigpn 

I I M M I I : t I M N I I M II I I I : I I M I I I t I I I II M M I f t I II I : II I M 

m57 6-l gtvfdsskanggpvtfplsqvipgwtegvqllkeggeatfyipsnlayreqgagdkigpn 

190 200 210 220 230 240 

250 260 270 

g57 6-1 . pep ATLVFDVKLVKIGAPENAPAKQPDQVDIKKVNX 
I M I I I I I I I M I M II M I I II I I II I I 1 I I 
m57 6- 1 ATLVFDVKLVKIGAPENAPAKQPAQVDIKKVNX 

250 260 270 

The following DNA sequence was identified in A^. meningitidis <SEQ ID 30>: 
a576-l.seq 

1 ATGAACACCA TTTTCAAAAT CAGCGCACTG ACCCTTTCCG CCGCTTTGGC 

51 ACTTTCCGCC TGCGGCAAAA AAGAAGCCGC CCCCGCATCT GCATCCGAAC 

101 CTGCCGCCGC TTCTTCCGCG CAGGGCGACA CCTCTTCGAT CGGCAGCACG 

151 ATGCAGCAGG CAAGCTATGC GATGGGCGTG GACATCGGAC GCTCCCTGAA 

201 GCAAATGAAG GAACAGGGCG CGGAAATCGA TTTGAAAGTC TTTACCGAAG 

251 CCATGCAGGC AGTGTATGAC GGCAAAGAAA TCAAAATGAC CGAAGAGCAG 

301 GCTCAGGAAG TCATGATGAA ATTCCTTCAG GAACAACAGG CTAAAGCCGT 

351 AGAAAAACAC AAGGCGGACG CGAAGGCCAA TAAAGAAAAA GGCGAAGCCT 

401 TTCTGAAAGA AAATGCCGCC AAAGACGGCG TGAAGACCAC TGCTTCCGGC 

4 51 CTGCAATACA AAATCACCAA ACAGGGCGAA GGCAAACAGC CGACCAAAGA 

501 CGACATCGTT ACCGTGGAAT ACGAAGGCCG CCTGATTGAC GGTACGGTAT 

551 TCGACAGCAG CAAAGCCAAC GGCGGCCCGG TCACCTTCCC TTTGAGCCAA 

601 GTGATTCTGG GTTGGACCGA AGGCGTACAG CTTCTGAAAG AAGGCGGCGA 

651 AGCCACGTTC TACATCCCGT CCAACCTTGC CTACCGCGAA CAGGGTGCGG 

701 GCGACAAAAT CGGCCCGAAC GCCACTTTGG TATTTGATGT GAAACTGGTC 



in 272 aa 
60 



AVO 00/66791 



lPCT/USOO/05928 



-81- 

7 51 AAAATCGGCG CACCCGAAAA CGCGCCCGCC AAGCAGCCGG CTCAAGTCGA 
■ 801 CATCAAAAAA GTAAATTAA 

This corresponds to the amino acid sequence <SEQ ID 31; ORF 576-La>: 

a576-l.pep 

1 MNTIFKISAL TLSAALALS A CGKKEAAPAS ASEPAAASSA QGDTSSIGST 

51 MQQASYAMGV DIGRSLKQMK EQGAEIDLKV FTEAMQAVYD GKEIKMTEEQ 

101 AQEVMMKFLQ EQQAKAVEKH KADAKANKEK GEAFLKENAA KDGVKTTASG 

151 LQYKITKQGE GKQPTKDDIV TVEYEGRLID GTVFDSSKAN GGPVTFPLSQ 

201 VILGWTEGVQ LLKEGGEATF YIPSNLAYRE QGAGDKIGPN ATLVFDVKLV 

251 KIGAPENAPA KQPAQVDIKK VN* 

a576-l/m576-l ORFs 57 6-1 and 57 6-1. a 99.6% identity in 272 aa overlap 

10 20 30 40 50 60 

a576-l.pep MNTIFKISALTLSAALALSACGKKEAAPASASEPAAASSAQGDTSSIGSTMQQASYAMGV 
1 I I I I I I I M I I I I I I t M I I I M I I I I i M I I 1 M I I M I I M I I I i I I I I I M I I I M 
m576-l MNTIFKISALTLSAALALSACGKKEAAPASASEPAAASSAQGDTSSIGSTMCX2ASYAMGV 

10 20 30 40 50 60 

70 80 90 100 110 120 

a576-l.pep DIGRSLKQMKECXSAEIDLKVFTEAMQAVYDGKEIIOdTEEQAQEVMMKFLQEQQAKAVEKH 
I I I I I I M I 1 I I I I I I I i I I I I I I I I ) I I I I I I I I I I I I M I i I I I I I I t I I I I I I I I M 
m57 6-l DIGRSLKQMKEQGAEIDLKVFTEAMQAVYDGKEIKMTEEQAQEVMMKFLQEQQAKAVEKH 

70 80 90 100 110 120 

130 140 150 160 170 180 

a57 6- 1 . pep . KADAKANKEKGEAFLKENAAKDGVKTTASGLQYKITKQGEGKQPTKDDI VTVEYEGRLID 
I I I I M M I 11 I I I I i I I I I I I I M I I I I I I I I I I I I M I I I M I I M I I I I I I 1 I I I I I 
m576-l KADAKANKEKGEAFLKENAAKDGVKTTASGLQYKITKQGEGKQPTKDDIVTVEYEGRIilD 

130 140 150 160 170 180 

190 200 210 220 230 240 

a576-l .pep GTVFDSSKANGGPVTFPLSQVILGWTEGVQLLKEGGEATFYIPSNLAYREQGAGDKIGPN 
I I I I I I I I M I I I i I I I I I I I I I I I I I I I M I I I M i I I t I I I I i I M I I I I I I I I I t I 
m57 6-l GTVFDSSKANGGPVTFPLSQVIPGWTEGVQLLKEGGEATFYIPSNLAYREQGAGDKIGPN 

190 200 210 220 230 240 

250 260 270 

a576-l . pep ATLVFDVKLVKIGAPENAPAKQPAQVDIKKVNX 
I I I I I I I M M M I I I I M I I I f I I M I I I I I I 
m576-l ATLVFDVKLVKIGAPENAPAKQPAQVDIKKVNX 

250 260 270 



919 and 919-2 gnm43.seq 



The following partial DNA sequence was identified in N.meningitidis <SEQ ID 32>: 

m919 .seq 

1 ATGAAAAAAT ACCTATTCCG CGCCGCCCTG TACGGCATCG CCGCCGCCAT 

51 CCTCGCCGCC TGCCAAAGCA AGAGCATCCA AACCTTTCCG CAACCCGACA 

101 CATCCGTCAT CAACGGCCCG GACCGGCCGG TCGGCATCCC CGACCCCGCC 

151 GGAACGACGG TCGGCGGCGG CGGGGCCGTC TATACCGTTG TACCGCACCT 

201 GTCCCTGCCC CACTGGGCGG CGCAGGATTT CGCCAAAAGC CTGCAATCCT 

251 TCCGCCTCGG CTGCGCCAAT TTGAAAAACC GCCAAGGCTG GCAGGATGTG 

301 TGCGCCCAAG CCTTTCAAAC CCCCGTCCAT TCCTTTCAGG CAAAACAGTT 

351 TTTTGAACGC TATTTCACGC CGTGGCAGGT TGCAGGCAAC GGAAGCCTTG 
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401 . CCGGTACGGT TACCGGCTAT TACGAACCGG TGCTGAAGGG CGACGACAGG 

4 51 CGGACGGCAC AAGCCCGCTT CCCGATTTAC GGTATTCCCG ACGATTTTAT 
501 CTCCGTCCCC CTGCCTGCCG GTTTGCGGAG CGGAAAAGCC CTTGTCCGCA 

5 51 TCAGGCAGAC GGGAAAAAAC AGCGGCACAA TCGACAATAC CGGCGGCACA 
601 CATACCGCCG ACCTCTCCcG ATTCCCCATC ACCGCGCGCA CAACAGCAAT 
651 CAAAGGCAGG TTTGAAGGAA GCCGCTTCCT CCCCTACCAC ACGCGCAACC 
701 AAATCAACGG CGGCGCGCTT GACGGCAAAG CCCCGATACT CGGTTACGCC 
751 GAAGACCCTG TCGAACTTTT TTTTATGCAC ATCCAAGGCT CGGGCCGTCT 
801 GAAAACCCCG TCCGGCAAAT ACATCCGCAT CGGCTATGCC GACAAAAACG 
851 AACATCCyTA CGTTTCCATC GGACGCTATA TGGCGGATAA GGGCTACCTC 
901 AAACTCGGAC AAACCTCCAT GCAGGGCATT AAGTCTTATA TGCGGCAAAA 
951 TCCGCAACGC CTCGCCGAAG TTTTGGGTCA AAACCCCAGC TATATCTTTT 

1001 TCCGCGAGCT TGCCGGAAGC AGCAATGACX? GCCCTGTCGG CGCACTGGGC 

1051 ACGCCGCTGA TGGGGGAATA TGCCGGCGCA GTCGACCGGC ACTACATTAC 

1101 CTTGGGTGCG CCCTTATTTG TCGCCACCGC CCATCCGGTT ACCCGCAAAG 

1151 CCCTCAACCG CCTGATTATG GCGCAGGATA CCGGCAGCGC GATTAAAGGC 

1201 GCGGTGCGCG TGGATTATTT TTGGGGATAC GGCGACGAAG CCGGCGAACT 

1251 TGCCGGCAAA CAGAAAACCA CGGGATATGT CTGGCAGCTC CTACCCAACG 

13 01 GTATGAAGCC CXSAATACCGc CCGTAA 



This corresponds to the amino acid sequence <SEQ ID 33; ORF 919>: 

m9 19 . pep 

1 MKKYLFRAAL YGIAAAILAA CQSKSIQTFP QPDTSVINGP DRPVGIPDPA 

51 GTTVGGGGAV YTWPHLSLP HWAAQDFAKS LQSFRLGCAN LKNRQGWQDV 

101 CAQAFQTPVH SFQAKQFFER YFTPWQVAG»J GSLAGTVTGY YEPVLKGDDR 

151 RTAQARFPIY GIPDDFISVP LPAGLRSGKA LVRIRQTGKN SGTIDNTGGT 

201 HTADLSRFPI TARTTAIKGR FEGSRFLPYH TRNQINGGAL DGKAPILGYA 

251 EDPVELFFMH IQGSGRLKTP SGKYIRIGYA DKNEHPYVSI GRYMADKGYL 

301 KLGQTSMQGI KSYMRQNPQR LAEVLGQNPS YIFFRELAGS SNDGPVGALG 

351 TPLMGEYAGA VDRHYITU3A PLFVATAHPV TRKALNRLIM AQDTGSAIKG 

401 AVRVDYFWGY GDEAGELAGK QKTTGYVWQL LPNGMKPEYR P* 



The following partial DNA sequence was identified in N.meningitidis <SEQ ID 34>: 



m919-2.se<2 



1 
51 
101 
151 
201 
251 
301 
351 
401 
451 
501 
551 
601 
651 
701 
751 
801 
851 
901 
951 
1001 
1051 
1101 
.1151 



ATGAAAAAAT 

CCTCGCCGCC 

CATCCGTCAT 

GGAACGACGG 

GTCCCTGCCC 

TCCGCCTCGG 

TGCGCCCAAG 

TTTTGAACGC 

CCGGTACGGT 

CGGACGGCAC 

CTCCGTCCCC 

TCAGGCAGAC 

CATACCGCCG 

CAAAGGCAGG 

AAATCAACGG 

GAAGACCCTG 

GAAAACCCCG 

AACATCCCTA 

AAACTCGGAC 

TCCGCAACGC 

TCCGCGAGCT 

ACGCCGCTGA 

CTTGGGTGCG 

CCCTCAACCG 



ACCTATTCCG 

TGCCAAAGCA 

CAACGGCCCG 

TCGGCGGCGG 

CACTGGGCGG 

CTGCGCCAAT 

CCTTTCAAAC 

TATTTCACGC 

TACCGGCTAT 

AAGCCCGCTT 

CTGCCTGCCG 

GGGAAAAAAC 

ACCTCTCCCG 

TTTGAAGGAA 

CGGCGCGCTT 

TCGAACTTTT 

TCCGGCAAAT 

CGTTTCCATC 

AAACCTCCAT 

CTCGCCGAAG 

TGCCGGAAGC 

TGGGGGMTA 

CCCTTATTTG 

CCTGATTATG 



CGCCGCCCTG 

AGAGCATCCA 

GACCGGCCGG 

CGGGGCCGTC 

CGCAGGATTT 

TTGAAAAACC 

CCCCGTCCAT 

CGTGGCAGGT 

TACGAACCGG 

CCCGATTTAC 

GTTTGCGGAG 

AGCGGCACAA 

ATTCCCCATC 

GCCGCTTCCT 

GACGGCAAAG 

TTTTATGCAC 

ACATCCGCAT 

GGACGCTATA 

GCAGGGCATT 

TTTTGGGTCA 

AGCAATGACG 

TGCCGGCGCA 

TCGCCACCGC 

GCGCAGGATA 



TACGGCATCG 

AACCTTTCCG 

TCGGCATCCC 

TATACCGTTG 

CGCCAAAAGC 

GCCAAGGCTG 

TCCTTTCAGG 

TGCAGGCAAC 

TGCTGAAGGG 

GGTATTCCCG 

CGGAAAAGCC 

TCGACAATAC 

ACCGCGCGCA 

CCCCTACCAC 

CCCCGATACT 

ATCCAAGGCT 

CGGCTATGCC 

TGGCGGATAA 

AAGTCTTATA 

AAACCCCAGC 

GCCCTGTCGG 

GTCGACCGGC 

CCATCCGGTT 

CCGGCAGCGC 



CCGCCGCCAT 

CAACCCGACA 

CGACCCCGCC 

TACCGCACCT 

CTGCAATCCT 

GCAGGATGTG 

CAAAACAGTT 

GGAAGCCTTG 

CGACGACAGG 

ACGATTTTAT 

CTTGTCCGCA 

CGGCGGCACA 

CAACAGCAAT 

ACGCGCAACC 

CGGTTACGCC 

CGGGCCGTCT 

GACAAAAACG 

GGGCTACCTC 

TGCGGCAAAA 

TATATCTTTT 

CGCACTGGGC 

ACTACATTAC 

ACCCGCAAAG 

GATTAAAGGC 
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1201 GCGGTGCGCG TGGATTATTT TTGGGGATAC GGCGACGAAG CCGGCGAACT 
1251 TGCCGGCAAA CAGAAAACCA CGGGATATGT CTGGCAGCTC CTACCCAACG 
1301 GTATGAAGCC CGAATACCGC CCGTAA 

This corresponds to the amino acid sequence <SEQ ID 35; ORF 919-2>: 



in919-2 .pop 



1 
51 
101 
151 
201 
251 
301 
351 
401 



MKKYLFRAAL 
GTTVGGGGAV 
CAQAFQTPVH 
RTAQARFPIY 
HTADLSRFPI 
EDPVELFET4H 
KLGQTSMQGI 
TPLMGEYAGA 
AVRVDYFWGY 



YGIAAAILAA 
YTWPHLSLP 
SFQAKQFFER 
GIPDDFISVP 
TARTTAIKGR 
IQGSGRLKTP 
KSYMRQNPQR 
VDRHYITLGA 
GDEAGELAGK 



CQSKSIQTFP 
HWAAQDFAKS 
YFTPWQVAGN 
LPAGLRSGKA 
FEGSRFLPYH 
SGKYIRIGYA 
LAEVLGQNPS 
PLFVATAHPV 
QKTTGYVWQL 



QPDTSVINGP 
LQSFRLGCAN 
GSLAGTVTGY 
LVRIRQTGICN 
TRNQINGGAL 
DKNEHPYVSI 
YIFFRELAGS 
TRKALNRLIM 
LPNGMKPEYR 



DRPVGIPDPA 
LKNRQGWQDV 
YEPVLKGDDR 
SGTIDNTGGT 
DGKAPILGYA 
GRYMADKGYL 
SNDGPVGALG 
AQDTGSAIKG 
P* 



The following partial DNA sequence was identified in N.gonorrhoeae <SEQ ID 36>: 

g919.8eq 

1 ATGAAAAAAC ACCTGCTCCG CTCCGCCCTG TACGGcatCG CCGCCgccAT 

51 CctcgCCGCC TGCCAAAgca gGAGCATCCA AACCTTTCCG CAACCCGACA 

101 CATCCGTCAT CAACGGCCCG GACCGGCCGG CCGGCATCCC CGACCCCGCC 

151 GGAACGACGG TTGCCGGCGG CGGGGCCGTC TATACCGTTG TGCCGCACCT 

201 GTCCATGCCC CACTGGGCGG CGCaggATTT TGCCAAAAGC CTGCAATCCT 

251 TCCGCCTCX5G CTGCGCCAAT TTGAAAAACC GCCAAGGCTG GCAGGATGTG 

301 TGCGCCCAAG CCTTTCAAAC CCCCGTGCAT TCCTTTCAGG CAAAGcGgTT 

351 TTTTGAACXX: TATTTCACGC cgtGGCaggt tgcaggcaAC GGAAGcCTTG 

4 01 Caggtacggt TACCGGCTAT TACGAACCGG TGCTGAAGGG CGACGGCAGG 

451 CGGACGGAAC GGGCCCGCTT CCCGATTTAC GGTATTCCCG ACGATTTTAT 

501 CTCCGTCCCG CTGCCTGCCG GTTTGCGGGG CGGAAAAAAC CTTGTCCGCA 

551 TCAGGCAGac ggGGAAAAAC AGCGGCACGA TCGACAATGC CGGCGGCACG 

€01 CATACCGCCG ACCTCTCCCG ATTCCCCATC ACCGCXJCGCA CAACGGcaat 

651 caaaGGCAGG TTTGAaggAA GCCGCTTCCT CCCTTACCAC ACGCGCAACC 

701 AAAtcaacGG CGGCgcgcTT GACGGCAAag cccCCATCCT CggttacgcC 

751 GAagaccCcG tcgaacttTT TTTCATGCAC AtccaaggCT CGGGCCGCCT 

801 GAAAACCCcg tccggcaaat acatCCGCAt cggaTacgcc gacAAAAACG 

851 AACAtccgTa tgtttccatc ggACGctaTA TGGCGGACAA AGGCTACCTC 

901 AAGctcgggc agACCTCGAT GCAGGgcatc aaagcCTATA TGCGGCAAAA 

951 TCCGCAACGC CTCGCCGAAG TTTTGGGTC7V AAACCCCAGC TATATCTTTT 

1001 TCCGCX3AGCT TGCCGGAAGC GGCAATGAGG GCCCCGTCGG CGCACTGGGC 

1051 ACGCCACTGA TGGGGGAATA CGCCGGCGCA ATCGACCGGC ACTACATTAC 

1101 CTTGGGCGCG CCCTTATTTG TCGCCACCGC CCATCCGGTT ACCCGCAAAG 

1151 CCCTCAACOG CCTGATTATG GCGCAGGATA CAGGCAGCGC GATCAAAGGC 

1201 GCGGTGCGCG TGGATTATTT TTGGGGTTAC GGCGACGAAG CCGGCGAACT 

1251 TGCCGGCAAA CAGAAAACCA CGGGATACGT CTGGCAGCTC CTGCCCAACG 

1301 GCATGAAGCC CGAATACCGC CCGTGA 

This corresponds to the amino acid sequence <SEQ ID 37; ORF 919.ng>: 
g9l9 .pep 

1 MKKHLLRSAL YGIAAAILAA CQSRSIQTFP QPDTSVINGP DRPAGIPDPA 

51 GTTVAGGGAV YTWPHIiSMP HWAAQDFAKS I,QSFRI*GCAN LKNRQGWQDV 

101 CAQAFQTPVH SFQAKRFFER YFTPWQVAGN GSLAGTVTGY YEPVLKGDGR 

151 RTERARFPIY GIPDDFISVP LPAGLRGGKN LVRIRQTGKN SGTIDNAGGT 

201 HTADLSRFPI TARTTAIKGR FEGSRFLPYH TRNQINGGAL DGKAPILGYA 

251 ^ EDPVELFFMH IQGSGRLKTP SGKYIRIGYA DKNEHPYVSI GRYMADKGYL 

301 KLGQTSMQGI KAYMRQNPQR LAEVLGQNPS YIFFRELAGS GNEGPVGALG 

351 TPLMGEYAGA IDRHYITLGA PLFVATAHPV TRKAWIRLIM AQDTGSAIKG 

401 AVRVDYFWGY GDEAGELAGK QKTTGYVWQL LPNGMKPEYR P* 
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ORF 919 shows 95.9 % identity over a 441 aa overlap with a predicted ORF (ORF 919.ng) 
from K gonorrhoeae: 

ni919/g919 

10 20 30 40 50 60 

m919 . pep MKKYLFRAALYGIAAAILAACQSKSIQTFPQPDTSVINGPDRPVGIPDPAGTTVGGGGAV 
MIH:|:|IIIIIII|||||||:|||||||||||||||||||:|||M|||||:||||| 
g919 MKKHLLRSALYGIAAAILAACQSRSIQTFPQPDTSVINGPDRPAGIPDPAGTTVAGGGAV 

10 20 30 40 50 60 



m919.pep 
g919 



70 80 90 100 110 120 

YTVVPHI^LPHWAAQDFAKSI^SFRIiGCANLKNRQGWQDVCTVQAFQTPVHSFQAKQFFER 

IMIIIIhllllllllllllllllllllilllllMilf IMINIIIIIIIIhllll 

YTVVPHX^MPHWAAQDFAKSLQSFRIiGCANLKNRQGWQEJVCAQAFQTPVHSFQAKRFFER 
70 80 90 100 110 120 



130 140 150 160 170 180 

m919 . pep YFTPWQVAGNGSLAGTVTGYYEPVLKGDDRRTAQARFPIYGIPDDFISVPLPAGIiRSGKA 

IIIMMMMIIIMIIIIIIIIIIII III Ullllllllllllllllllllhll 

g9l9 YFTPWQVAGNGSLAGTVTGYYEPVLKGDGRRTERARFPIYGIPDDFISVPIiPAGLRGGKN 

130 140 150 160 170 180 



190 200 210 220 230 240 

m919 . pep LVRIRQTGKKSGTIDNTGGTHTADIiSRFPITARTTAIKGRFEGSRFLPYHTRNQINGGAL 

IlilNillllllllhlllllllllllllllllllllllllllllllllllllllllll 

9919 LVRIRQTGKNSGTIDNAGGTHTADLSRFPITARTTAIKGRFEGSRFLPYHTRNQINGGAL 



190 



200 



210 



220 



230 



240 



250 260 270 280 290 3 00 

m9 19 . pep DGKAPIIiGYAEDPVELFFMHIQGSGRLKTPSGKYIRIGYADKNEHPYVSIGRYMADKGYL 

IIINIIIIIiMlllllllilllllllllllllillllllllllllllllll lllllll 

g9 19 DGKAPILGYAEDPVELFFMHIQGSGRLKTPSGKYIRIGYADKNEHPYVSIGRYMADKGYL 

250 260 270 280 290 300 

310 320 330 340 350 360 

m919 .pep KI/SQTSMQGIKSYMRQOTQRI^VI^NPSYIFFRELAGSSNDGPVGALGTPLMGEYAGA 

I I I M II I II h I I I M II II II I I I I II I 11 I II I I II I : I : I II I I III f I I I I I II I 
g9 1 9 KIiGQTSMQGI KAYMRQNPQRLAEVLGQNPS YI FFRELAGSGNEGPVGALGTPLMGEYAGA 

310 320 330 340 350 360 

370 380 390 400 410 420 

m919 . pep VDRHYITLGAPLFVATAHPVTRKALNRLIMAQDTGSAIKGAVRVDYFWGYGDEAGEIAGK 

Hlllllllllllllllllllllllllllllllllllllllllllllllllillllllll 
9919 IDRH YITIiGAPLFVATAHPVTRKALNRLIMAQDTGSAIKGAVRVDYFWGYGDEAGELAGK 

370 380 390 400 410 420 



430 440 
m9 1 9 . pep QKTTGYVWQLLPNOIKPE YRPX 

IIIIIIIIIIIIIIIIIIMII 
9919 QKTTGYVWQLLPNQ4KPEYRPX 

430 440 



The following partial DNA sequence was identified in Kmeningitidis <SEQ ID 38>: 

a919. seq 
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1 ATGAAAAAAT ACCTATTCCG 

51 CCTCGCCGCC TGCCAAAGCA 

101 CATCCGTCAT CAACGGCCCG 

151 GGAACGACGG TCGGCGGCGG 

201 GTCCCTGCCC CACTGGGCGG 

251 TCCGCCTCGG CTGCGCCAAT 

301 TGCGCCCAAG CCTTTCAAAC 

351 TTTTGAACGC TATTTCACGC 

401 CCGGTACGGT TACCGGCTAT 

451 CGGACGGCAC AAGCCCGCTT 

501 CTCCGTCCCC CTGCCTGCCG 

551 TCAGGCAGAC GGGAAAAAAC 

601 CATACCGCCG ACCTCTCCCA 

651 CAAAGGCAGG TTTGAAGGAA 

701 AAATCAACGG CGGCGCGCTT 

751 GAAGACCCCG TCGAACTTTT 

801 GAAAACCCCG TCCGGCAAAT 

851 AACATCCCTA CGTTTCCATC 

901 AAGCTCGGGC AGACCTCGAT 

951 CCCGCAACGC CTCGCCGAAG 

1001 TCCGAGAGCT TACCGGAAGC 

1051 ACGCCGCTGA TGGGCGAGTA 

1101 CTTGGGCGCG CCCTTATTTG 

1151 CCCTCAACCG CCTGATTATG 

1201 GCGGTGCGCG TGGATTATTT 

1251 TGCCGGCAAA CAGAAAACCA 

1301 GTATGAAGCC CGAATACCGC 



CGCCGCCCTG TGCGGCATCG CCGCCGCCAT 
AGAGCATCCA AACCTTTCCG CAACCCGACA 
GACCGGCCGG TCGGCATCCC CGACCCCGCC 
CGGGGCCGTT TATACCGTTG TGCCGCACCT 
CGCAGGATTT CGCCAAAAGC CTGCAATCCT 
TTGAAAAACC GCCAAGGCTG GCAGGATGTG 
CCCCGTCCAT TCCGTTCAGG CAAAACAGTT 
CGTGGCAGGT TGCAGGCAAC GGAAGCCTTG 
TACGAGCCGG TGCTGAAGGG CGACGACAGG 
CCCGATTTAC GGTATTCCCG ACGATTTTAT 
GTTTGCGGAG CGGAAAAGCC CTTGTCCGCA 
AGCGGCACAA TCGACAATAC CGGCGGCACA 
ATTCCCCATC ACTGCGCGCA CAACGGCAAT 
GCCGCTTCCT CCCCTACCAC ACGCGCAACC 
GACGGCAAAG CCCCGATACT CGGTTACGCC 
TTTTATGCAC ATCCAAGGCT CGGGCCGTCT 
ACATCCGCAT CGGCTATGCC GACAAAAACG 
GGACGCTATA TGGCGGACAA AGGCTACCTC 
GCAGGGCATC AAAGCCTATA TGCAGCAAAA 
TTTTGGGGCA AAACCCCAGC TATATCTTTT 
AGCAATGACG GCCCTGTCGG CGCACTGGGC 
CGCCGGCGCA GTCGACCGGC ACTACATTAC 
TCGCCACCGC CCATCCGGTT ACCCGCAAAG 
GCGCAGGATA CCGGCAGCGC GATTAAAGGC 
TTGGGGATAC GGCGACGAAG CCGGCGAACT 
CGGGATATGT CTGGCAGCTT CTGCCCAACG 
CCGTAA 



This corresponds to the amino acid sequence <SEQ ID 39; ORF 919.a>: 
a919.pep 

1 MKKYLFRAAIi CGIAAAILAA CQSKSIQTFP QPDTSVINGP DRPVGIPDPA 

51 GTTVGGGGAV YTWPHLSLP HWAAQDFAKS LQSFRLGCAN LKNRQGWQDV 

101 CAQAEXJTPVH SVQAKQFFER YFTPWQVAGN GSLAGTVTGY YEPVLKGDDR 

151 RTAQARFPIY GIPDDFISVP LPAGLRSGKA LVRIRQTGKN SGTIDNTGGT 

201 HTADLSQFPI TARTTAIKGR FEGSRFLPYH TRNQINGGAL DGKAPILGYA 

251 EDPVELFFMH IQGSGRLKTP SGKYIRIGYA DKNEHPYVSI GRYMADKGYL 

301 KLGQTSMQGI KAYMQQNPQR LAEVLGQNPS YIFFRELTGS SNDGPVGALG 

351 TPLMGEYAGA VDRHYITLGA PLFVATAHPV TRKALNRLIM AQDTGSAIKG 

4 01 AVRVDYFWGY GDEAGELAGK QKTTGYVWQL LPNGMKPEYR P* 

m9 1 9/a9 1 9 ORFs 919 and 9 1 9.a showed a 98.6% identity in 44 1 aa overlap 

10 20 30 40 50 60 

m919.pep MKKYLFRAALYGIAAAILAACQSKSIQTFPQPDTSVINGPDRPVGIPDPAGTTVGGGGAV 

I I I M I I I M I I I I I i M I I 1 I I I I I I I I I I I I I I I I I I I I M I i I I I I I i I M M I M 
a919 MKKYLFRAALCGIAAAILAACQSKSIQTFPQPDTSVINGPDRPVGIPDPAGTTVGGGGAV 

10 20 30 40 50 60 



70 80 90 100 110 120 

m919.pep YTWPHLSLPHWAAQDFAKSLQSFRLGCANLKNRQGWQDVCAQAFQTPVHSFQAKQFFER 
I I II M I I M I I I I I I M I I M I I M I I I I I I I I I M I I M I I I I I I I I I I I I i M 1 M 
a91 9 YTWPHLSLPHWAAQDFAKSLQSFRLGCANLKNRQGWQDVCAQAFQTPVHSVQAKQFFER 

70 80 90 100 110 120 

130 140 150 160 170 180 

m919.pep YFTPWQVAGNGSLAGTVTGYYEPVLKGDDRRTAQARFPIYGIPDDFISVPLPAGLRSGKA 
I I I I I I t I M M II I I II I II I I II II I I II M M 1 I 1 I I M II I I ! I I I! I I I II M I I 
a919 YFTPWQVAGNGSLAGTVTGYYEPVLKGDDRRTAQARFPIYGIPDDFISVPLPAGLRSGKA 

130 140 150 160 170 180 



m919-pep 



190 200 210 220 230 240 

LVRIRQTGKNSGTIDNTGGTHTADLSRFPITARTTAIKGRFEGSRFLPYHTRNQINGGAL 
II I I I I M M I I M M I M II I I I I I: I I I I I II I I I II I I I I I t I I I I 1 I I I I I I M I I 
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a919 LVRIRQTGKNSGTIDNTGGTHTADLSQFPITARTTAIKGRFEGSRFLPYHTRNQINGGAL 

190 200 210 220 230 240 

250 260 270 280 290 300 

m919.pep DGKAPILGYAEDPVELFFMHIQGSGRLKTPSGKYIRIGYADKNEHPYVSIGRYMADKGYL 

M I I I I i I I I M I I I I I I I i I M M I I I I M I I I I I I I I I I M I I I I I I M i I I j 

a919 DGKAPILGYAEDPVELFFMHIQGSGRLKTPSGKYIRIGYADKNEHPYVSIGRYMADKGYL 

250 260 270 280 290 300 

310 320 330 340 350 360 

ni91 9 . pep KLGQTSMQGIKSYMRQNPQRLAEVLGQNPSYIFFRELAGSSNDGPVGALGTPLMGEYAGA 
I I I i N I M I I : I I: I I t 11 I 1 I I I I M t I I N I I I I : M I M I I M I I I I I I I I I M I I 
a919 KLGQTSMQGIKAYMQQNPQRLAEVLGQNPSYIFFRELTGSSNDGPVGALGTPLMGEYAGA 

310 320 330 340 350 360 

370 380 390 400 410 420 

m91 9 . pep VDRHYITLGAPLFVATAHPVTRKALNRLIMAQDTGSAIKGAVRVDYFWGYGDEAGELAGK 
I I I i I H I I I N M I I M I I I I I I I j f I I M I M I I I M I t I I M I I IN I I f I M I I M 
a 9 1 9 VDRHYITLGAPLFVATAHPVTRKALNRLIMAQDTGSAIKGAVRVDYFWGYGDEAGE LACK 

370 380 390 400 410 420 

430 440 
in9 1 9 . pep QKTTG YVWQLLPNGMKPEYRPX 

I M I I I I I I i I I I I I I I I M I I 
a91 9 QKTTGYVWQLLPNGMKPEYRPX 
430 440 



121 and 121-1 



The following partial DNA sequence was identified in N. meningitidis <SEQ ID 40>: 

inl21. seq 

1 ATGGAAACAC AGCTTTACAT CGGCATCATG TCGGGAACCA GCATGGACGG 

51 GGCGGATGCC GTACTGATAC GGATGGACGG CGGCAAATGG CTGGGCGCGG 

101 AAGGGCACGC CTTTACCCCC TACCCCGGCA GGTTACGCCG CCAATTGCTG 

151 GATTTGCAGG ACACAGGCGC AGACGAACTG CACCGCAGCA GGATTTTGTC 

201 GCAAGAACTC AGCCGCCTAT ATGCGCAAAC CGCCGCCGAA CTGCTGTGCA 

251 GTC/^AAACCT CGCACCGTCC GACATTACCG CCCTCGGCTG CCACGGGCAA 

301 ACCGTCCGAC ACGCGCCGGA ACACGGTTAC AGCATACAGC TTGCCGATTT 

351 GCCGCTGCTG GCGxxxxxxx xxxxxxxxxx xxxxxxxxxx xxxxxxxxxx 

401 xxxxxxxxxx xxxxxxxxxx xxxxxxxxxx xxxxxxxxxx xxxxxxxxxx 

451 xxxxxxxxxx xxxxxxxxxx xxxxxxxxxx xxxxxxxxxx xxxxxxxxxx 

501 xxxxxxxxxx xxxxxxxxxx xxxxxxxxxx xxxxxxxxxx xxxxxxxxxx 

551 xxxxxxxxxx xxxxxxxxxx xxxxxxxxxx xxxxxxxxxx xxxxxxxxxx 

601 xxxxxxCAGC TTCCTTACGA CAAAAACGGT GCAAAGTCGG CACAAGGCAA 

651 CATATTGCCG CAACTGCTCG ACAGGCTGCT CGCCCACCCG TATTTCGCAC 

701 AACGCCACCC TAAAAGCACG GGGCGCGAAC TGTTTGCCAT AAATTGGCTC 

751 GAAACCTACC TTGACGGCGG CGAAAACCGA TACGACGTAT TGCGGACGCT 

801 TTCCCGTTTT ACCGCGCAAA CCGTTTGCGA CGCCGTCTCA CACGCAGCGG 

851 CAGATGCCCG TCAAATGTAC ATTTGCGACG GCGGCATCCG CAATCCTGTT 

901 TTAATGGCGG ATTTGGCAGA ATGTTTCGGC ACACGCGTTT CCCTGCACAG 

951 CACCGCCGAC CTGAACCTCG ATCCGCAATG GGTGGAAGCC GCCGnATTTG 

1001 CGTGGTTGGC GGCGTGTTGG ATTAATCGCA TTCCCGGTAG TCCGCACAAA 

1051 GCAACCGGCG CATCCAAACC GTGTATTCTG AnCGCGGGAT ATTATTATTG 

1101 A 

This corresponds to the amino acid sequence <SEQ ID 41; ORF 12 1>: 

ml21 .pep 

1 METQLYIGIM SGTSMDGADA VLIRMDGGKW LGAEGHAFTP YPGRLRRQLL 

51 DLQDTGADEL HRSRILSQEL SRLYAQTAAE LLCSQNLAPS DITALGCHGQ 
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101 TVRHAPEHGY SIQLADLPLL Axxxxxxxxx xxxxxxxxxx xxxxxxxxxx 

151 xxxxxxxxxx xxxxxxxxxx xxxxxxxxxx xxxxxxxxxx xxxxxxxxxx 

201 xxQLPYDKNG AKSAQGNILP QLLDRLLAHP YFAQRHPKST GRELFAINWL 

251 ETYLDGGENR YDVLRTLSRF TAQTVCDAVS HAAADARQMY ICDGGIRNPV 

301 LMADLAECFG TRVSLHSTAD LNLDPQWVEA AXFAWLAACW INRIPGSPHK 

351 ATGASKPCIL XAGYYY* 

The following partial DNA sequence was identified in N. gonorrhoeae <SEQ ID 42>: 

gl21. seq 

1 ATGGAAACAC AGCTTTACAT CGGCATTATG TCGGGAACCA GTATGGACGG 

51 GGCGGATGCC GTGCTGGTAC GGATGGACGG CGGCAAATGG CTGGGCGCGG 

101 AAGGGCACGC CTTTACCCCC TACCCTGACC GGTTGCGCCG CAAATTGCTG 

151 GATTTGCAGG ACACAGGCAC AGACGAACTG CACCGCAGCA GGATGTTGTC 

201 GCAAGAACTC AGCCGCCTGT ACGCGCAAAC CGCCGCCGAA CTGCTGTGCA 

251 GTCAAAACCT CGCTCCGTGC GACATTACCG CCCTCGGCTG CCACGGGCAA 

301 ACCGTCCGAC ACGCGCCGGA ACACGGTtac AGCATACAGC TTGCCGATTT 

351 GCCGCTGCTG GCGGAACTGa cgcggatttT TACCGTCggc gacttcCGCA 

401 GCCGCGACCT TGCTGCCGGC GGaCciAGGTG CGCCGCTCGT CCCCGCCTTT 

451 CACGAAGCCC TGTTCCGCGA TGACAGGGAA ACACGCGTGG TACTGAACAT 

501 CGGCGGGATT GCCAACATCA GCGTACTCCC CCCCGGCGCA CCCGCCTTCG 

551 GCTTCGACAC AGGGCCGGGC AATATGCTGA TGGAcgcgtg gacgcaggca 

601 cacTGGcagc TGCCTTACGA CAAAAacggt gcAAAGgcgg cacAAGGCAA 

651 catatTGCcg cAACTGCTCG gcaggctGCT CGCCcaccCG TATTTCTCAC 

701 AACCCcaccc aaAAAGCACG GGgcGCGaac TgtttgcccT AAattggctc 

751 gaaacctAcc ttgacggcgg cgaaaaccga tacgacgtat tgcggacgct 

801 ttcccgattc accgcgcaciA ccgTttggga cgccgtctca CACGCAGCGG 

851 CAGATGCCCG TCAAATGTAC ATTTGCGGCG GCGGCATCCG CAATCCTGTT 

901 TTAATGGCGG ATTTGGCAGA ATGTTTCGGC ACACXSCGTTT CCCTGCACAG 

951 CACCGCCGAA CTGAACCTCG ATCCTCAATG GGTGGAGGCG gccgCATTtg 

1001 cgtggttggC GGCGTGTTGG ATTAACCGCA TTCCCGGTAG TCCGCACAAA 

1051 GCGACCGGCG CATCCAAACC GTGTATTCTG GGCGCGGGAT ATTATTATTG 

1101 A 

This corresponds to the amino acid sequence <SEQ ID 43; ORF 121. ng>: 

9-121 .pep 

1 METQLYIGIM SGTSMDGADA VLVRMDGGKW LGAEGHAFTP YPDRLRRKLL 

51 DLQDTGTDEL HRSRMLSQEL SRLYAQTAAE LLCSQNLAPC DITALGCHGQ 

101 TVRHAPEHGY SIQLADLPLL AELTRIFTVG DFRSRDLAAG GQGAPLVPAF 

151 HEALFRDDRE TRWLNIGGI ANISVLPPGA PAFGFDTGPG NMLMDAWTQA 

201 HWQLPYDKNG AKAAQGNILP QLI/3RLLAHP YFSQPHPKST GRELFALNWL 

251 ETYLDGGENR YDVLRTLSRF TAQTVWDAVS HAAADARQMY ICGGGIRNPV 

301 LMADLAECFG TRVSLHSTAE LNLDPQWVEA AAFAWLAACW INRIPGSPHK 

351 ATGASKPCIL GAGYYY* 



ORF 121 shows 73,5% identity over a 366 aa overlsqi withta predicted ORF (ORF121,ng) 
from N. gonorrhoeae: 

ml21/gl21 



10 20 30 40 50 60 

ml21 . pep METQLYIGIMSGTSMDGADAVLIRMDGGKWLGAEGHAFTPYPGRLRRQLLDLQDTGADEL 
I I ) I I I M I 1 I I 1 I I I I I I I I I : I I I I I I I I I I I I I I I 1 I I 1 I I I I : 1 I M M I I : I I I 
gl21 METQLYIGIMSGTSMDGADAVLVRMDGGKWLGAEGHAFTPYPDRLRRKLLDLQDTGTDEL 

10 20 30 40 50 60 

70 80 90 100 110 120 

ml21 . pep HRSRILSQELSRLYAQTAAELLCSQNLAPSDITALGCHGQTVRHAPEHGYSIQLADLPLL 
M I I : I I I I M I i I I I 1 I I I I I M I i I I I I I I I I I I I I I I t I I I I I M I I I I I I I I I M 
gl21 HRSRMLSQELSRLYAQTAAELLCSQNLAPCDITAIXSCHGQTVRHAPEHGYSIQLADLPLL 

70 80 90 100 . 110 120 

130 140 150 160 170 180 
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ml21 . pep 
gl21 

ml21 .pep 
gl21 

inl21. pep 
gl21 

1T1I2I .pep 
gl21 

ml21.pep 
gl21 



AXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXX 
I ; : : 

AELTRIFTVGDFRSRDLAAGGQGAPLVPAFHEALFRDDRETRWLNIGGIANISVLPPGA 
130 140 150 160 170 180 

190 200 210 220 230 240 

XXXXXXXXXXXXXXXXXXXXXXQLPYDKNGAKSAQGNILPQLLDRLLAHPYFAQRHPKST 
' I M I I I I I I I : I I I I j I I I I I M I I t M I : I j | | I I 
PAFGFDTGPGNMLMDAWTQAHWQLPYDKNGAKAAQGNILPQLLGRLLAHPYFSQPHPKST 
190 200 210 220 230 240 

250 260 270 280 290 300 

GRELFAINWLETYLDGGENRYDVLRTLSRFTAQTVCDAVSHAAADARC»4YICDGGIRNPV 

INfll: IIIMIIIIIIIIIIMIMII IIIIIMIIIIMMI IIIIMI 

GRELFALNWLETYLDGGENRYDVLRTLSRFTAQTVWDAVSHAAADARQMYICGGGIRNPV 
250 260 270 280 290 300 

310 320 330 340 350 360 

LMADU^CFGTRVSIJISTADLNLDPQWVEAAXFAWLAACWINRIPGSPHKATGASKPCIL 
MMIIIIIMIIII||||:||||||||MI lllllllllilllltllMIMItllll 
LMADIJ^CFGTRVSLHSTAELNLDPQWVEAAAFAWLAACWINRIPGSPHKATGASKPCIL 



310 



320 



330 



340 



350 



360 



XAGYYYX 
I I I I I I 
GAGYYYX 



The following partial DNA sequence was identified in A^. meningitidis <SEQ ID 44>: 

al21.seq 

1 ATGGAAACAC AGCTTTACAT CGGCATCATG TCGGGAACCA GCATGGACGG 

51 GGCGGATGCC GTACTGATAC GGATGGACGG CGGCAAATGG CTGGGCGCGG 

101 AAGGGCACGC CTTTACCCCC TACCCCGGCA GGTTACGCCG CAAATTGCTG 

151 GATTTGCAGG ACACAGGCGC GGACGAACTG CACCGCAGCA GGATGTTGTC 

201 GCAAGAACTC AGCCGCCTGT ACGCGCAAAC CGCCGCCGAA CTGCTGTGCA 

251 GTCAAAACCT CGCGCCGTCC GACATTACCG CCCTCGGCTG CCACGGGCAA 

301 ACCGTCAGAC ACGCGCCGGA ACACAGTTAC AGCGTACAGC TTGCCGATTT 

351 GCCGCTGCTG GCGGAACGGA CTCAGATTTT TACCGTCGGC GACTTCCGCA 

401 GCCGCGACCT TGCGGCCGGC GGACAAGGCG CGCCGCTCGT CCCCGCCTTT 

451 CACGAAGCCC TGTTCCGCXSA CGACAGGGAA ACACGCGCGG TACTGAACAT 

501 CGGCGGGATT GCCAACATCA GCGTACTCCC CCCCGACGCA CCCGCCTTCG 

551 GCTTCGACAC AGGACCGGGC AATATGCTGA TGGACGCGTG GATGCAGGCA 

601 CACTGGCAGC TTCCTTACGA CAAAAACGGT GCAAAGGCGG CACAAGGCAA 

651 CATATTGCCG CAACTGCTCG ACAGGCTGCT CGCCCACCCG TATTTCGCAC 

701 AACCCCACCC TAAAAGCACG GGGCGCX3AAC TGTTTGCCCT AAATTGGCTC 

751 GAAACCTACC TTGACGGCGG CXSAAAACCGA TACGACGTAT TGCGGACGCT 

801 TTCCCGATTC ACCGCGCAAA CCGTTTTCGA CGCCGTCTCA CACGCAGCGG 

851 CAGATGCCCG TCAAATGTAC ATTTGCGGCG GCGGCATCCG CAATCCTGTT 

901 TTAATGGCGG ATTTGGCAGA ATGTTTCGGC ACACGCGTTT CCCTGCACAG 

951 CACCGCCGAA CTGAACCTCG ATCCGCAATG GGTAGAAGCC GCCGCGTTCG 

1001 CATGGATGGC GGCGTGTTGG GTCAACCGCA TTCCCGGTAG TCCGCACAAA 

1051 GCAACCGGCG CATCCAAACC GTGTATTCTG GGCGCGGGAT ATTATTATTG 

1101 A 

This corresponds to the amino acid sequence <SEQ ID 45; ORF 121.a>: 

al21 .pep 

1 METQLYIGIM SGTSMDGADA VLIEWDGGKW LGAEGHAFTP YPGRLRRKLL 

51 DLQDTGADEL HRSRMLSQEL SRLYAQTAAE LLCSQNLAPS DITALGCHGQ 

101 TVRHAPEHSY SVQLADLPLL AERTQIFTVG DFRSRDLAAG GQGAPLVPAF 

151 HEALFRDDRE TRAVLNIGGI ANISVLPPDA PAFGFDTGPG NMLMDAWMQA 

201 HWQLPYDKNG AKAAQGNILP QLLDRLLAHP YFAQPHPKST GRELFAUWL 

251 ETYLDGGENR YDVLRTLSRF TAQTVFDAyS HAAADARQMY ICGGGIRNPV 

301 LMADLAECFG TRVSLHSTAE LNLDPQWVEA AAFAWMAACW VNRIPGSPHK 
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3 51 ATGASKPCIL GAGYYY* 



ml21/al21 ORFs 121 and 121. a 74.0% identity in 366 aa overlap 

10 20 30 40 50 60 

ml21 . pep METQLYIGIMSGTSMDGADAVLIRMDGGKWLGAEGHAFTPYPGRLRRQLLDLQDTGADEL 
I I I I M I I M I M I I M I I I I I t M I I I I I I I M I I M I I I M I M I : I I I I M I I I I M 
al21 METQLYIGIMSGTSMDGADAVLIRMDGGKWLGAEGHAFTPYPGRLRRKLLDLQDTGADEL 

10 20 30 40 50 60 

70 80 90 100 110 120 

ml21 . pep HRSRILSQELSRLYAQTAAELLCSQNLAPSDITALGCHGQTVRHAPEHGYSIQLADLPLL 
I I I I : I I M I I I I N I I I I I I I I I I I I I I t I I I I I M I I I I I I I I I M : M : I I I I I I I I 
al21 HRSRMLSQELSRLYAQTAAELLCSQNLAPSDITALGCHGQTVRHAPEHSYSVQLADLPLL 

70 80 90 100 110 120 

130 140 150 160 170 180 

ml2 1 . pep AXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXX 
I : : 

al21 AERTQIFTVGDFRSRDLAAGGQGAPLVPAFHEALFRDDRETRAVLNIGGIANISVLPPDA 

130 140 150 160 170 180 

190 200 210 220 230 240 

ml2 1 . pep XXXXXXXXXXXXXXXXXXXXXXQLPYDKNGAKSAQGNILPQLLDRLLAHPYFAQRHPKST 
• I I I I I M I I I : I i I I I I I I M I I I I I M I I I I Mill 

al21 PAFGFDTGPGNMLMDAWMQAHWQLPYDKNGAKAAQGNILPQLLDRLLAHPYFAQPHPKST 

190 200 210 220 230 240 

250 260 270 280 290 300 

ral21.pep GRELFAINkLETYLDGGENRYDVLRTLSRFTAQTVCDAVSHAAADARQMYICDGGIRNPV 
I 1 II II : I I M 11 I I 1 I I I I II II I I I II I I I II I I M I I I I I II I I I I I I I I I M I I 
al2 1 GRELFALNWLET YLDGGENRYDVLRTLSRFTAQTVFDAVSHAAADARQMYICGGGXRNPV 

250 260 270 280 290 300 

310 320 330 340 350 360 

ml2 1 . pep LMADLAECFGTRVSLHSTADLNLDPQWVEAAXFAWLAACWINRIPGSPHKATGASKPCIL 
M I I I II I II I I I I I I I I I : I I I I I I I I I I I I I I : I I I I : I I I I I I I I M I I I ! M I I I 
al21 LMADLAECFGTRVSLHSTAELNLDPQWVEAAAFAWMAACWVNRIPGSPHKATGASKPCIL 

310 320 330 340 350 360 

ml 21. pep XAGYYYX 
I I I I I I 

al21 GAGYYYX 



Further work revealed the DNA sequence identified in A^. meningitidis <SEQ ID 46>: 

ral21-l . seq 

1 ATGGAAACAC AGCTTTACAT CGGCATCATG TCGGGAACCA GCATGGACGG 

51 GGCGGATGCC GTACTGATAC GGATGGACGG CGGCAAATGG CTGGGCGCGG 

101 AAGGGCACGC CTTTACCCCC TACCCCGGCA GGTTACX3CCG CCAATTGCTG 

151 GATTTGCAGG ACACAGGCGC AGACGAACTG CACCGCAGCA GGATTTTGTC 

201 GCAAGAACTC AGCCGCCTAT ATGCGCAAAC CGCCGCCGAA CTGCTGTGCA 

251 GTCAAAACCT CGCACCGTCC GACATTACCG CCCTCGGCTG CCACGGGCAA 

301 ACCGTCCGAC ACGCGCCGGA ACACGGTTAC AGCATACAGC TTGCCGATTT 

351 GCCGCTGCTG GCGGAACGGA CGCGGATTTT TACCGTCGGC GACTTCCGCA 

4 01 GCCGCGACCT TGCGGCCGGC GGACAAGGCG CGCCACTCGT CCCCGCCTTT 

4 51 CACGAAGCCC TGTTCCGCGA CAACAGGGAA ACACGCGCGG TACTGAACAT 

501 CGGCGGGATT GCCAACATCA GCGTACTCCC CCCCGACGCA CCCGCCTTCG 

551 GCTTCGACAC AGGGCCGGGC AATATGCTGA TGGACGCGTG GACGCAGGCA 

601 CACTGGCAGC TTCCTTACGA CAAAAACGGT GCAAAGGCGG CACAAGGCAA 

651 CATATTGCCG CAACTGCTCG ACAGGCTGCT CGCCCACCCG TATTTCGCAC 

701 AACCCCACCC TAAAAGCACG GGGCGCGAAC TGTTTGCCCT AAATTGGCTC 

751 GAAACCTACC TTGACGGCGG CGAAAACCGA TACGACGTAT TGCGGACGCT 
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801 TTCCCGTTTT ACCGCGCAAA CCGTTTGCGA CGCCGTCTCA CACGCAGCGG 
851 CAGATGCCCG TCAAATGTAC ATTTGCGGCG GCGGCATCCG CAATCCTGTT 
901 TTAATGGCGG ATTTGGCAGA ATGTTTCGGC ACACGCGTTT CCCTGCACAG 
951 CACCGCCGAC CTGAACCTCG ATCCGCAATG GGTGGAAGCC GCCGNATTTG 
1001 CGTGGTTGGC GGCGTGTTGG ATTAATCGCA TTCCCGGTAG TCCGCACAAA 
1051 GCAACCGGCG CATCCAAACC GTGTATTCTG ANCGCGGGAT ATTATTATTG 
1101 A 

This corresponds to the amino acid sequence <SEQ ID 47; ORF 121-1>: 

inl21-l.pep 

1 METQLYIGIM SGTSMDGADA VLIRMDGGKW LGAEGHAFTP YPGRLRRQLL 

51 DLQDTGADEL HRSRILSQEL SRLYAQTAAE LLCSQNLAPS DITALGCHGQ 

101 TVRHAPEHGY SIQLADLPLL AERTRIFTVG DFRSRDLAAG GQGAPLVPAF 

151 HEALFRDNRE TRAVLNIGGI ANISVLPPDA PAFGFDTGPG NMLMDAWTQA 

201 HWQLPYDKNG AKAAQGNILP QLLDRLLAHP YFAQPHPKST GRELFALNWL 

251 ETYLDGGENR YDVLRTLSRF TAQTVCDAVS HAAADARQMY ICGGGIRNPV 

301 LMADIAECFG TRVSLHSTAD LNLDPQWVEA AXFAWLAACW INRIPGSPHK 

351 ATGASKPCIL XAGYYY* 

iiil21-l/gl21 ORFs 121-1 and 121-1, ng shoved a 95.6% identity in 366 aa 

overlap 

10 20 30 40 50 60 

ml 2 1- 1 . pep METQLYIGIMSGTSMDGADAVLIRMDGGKWLGAEGHAFTPYPGRLRRQLLDLQDTGADEL 

I I M I t M I If I M N I I I M I : I I I I I I M I M I I 1 M I t I M I f : I M I M I I : I [ I 
gl21 METQLYIGIMSGTSMDGADAVLVRMDGGKWLGAEGHAFTPYPDRLRRKLLDLQDTGTDEL 

10 20 30 40 50 60 

70 80 90 100 110 120 

ml 2 1-1. pep HRSRILSQELSRLYAQTAAELLCSQNLAPSDITALGCHGQTVRHAPEHGYSIQLADLPLL 
1 M I : it I I M f I I I M It I M I M M M I M I I t I I I I I t t t I 1 t t t ) I I t t t I I t I I 
gl21 HRSRMLSQELSRLYAQTAAELLCSQNLAPCDITALGCHGQTVRHAPEHGYSIQLADLPLL 

70 80 90 100 110 120 

. 130 140 150 160 170 180 

ml21-l.pep AERTRIFTVGDFRSRDLAAGGQGAPLVPAFHEALFRDNRETRAVLNIGGIANISVLPPDA 
It 11 I I t t I t I It I I t I I I t t I I M t t t t M t I t t I : I t I t : I I i t t t I t t t I I I I t I 
gl21 AELTRIFTVGDFRSRDLAAGGQGAPLVPAFHEALFRDDRETRWLNIGGIANISVLPPGA 

130 140 150 160 170 180 

190 200 210 220 230 240 

ml2 1-1 . pep PAFGFOTGPGNMLMDAWTQAHWQLPYDKNGAKAAQGNILPQLLDRLLAHPYFAQPHPKST 
t i t I t 1 1 II t t I t II t I t I I II t I t I 1 t I I t I t t t I I I t I I t I I I I I I t I t : t t t t t I i 
gl21 PAFGFDTGPGNMLMDAWTQAHWQLPYDKNGAKAAQGNILPQLLGRLLAHPYFSQPHPKST 

190 200 210 220 230 240 

250 260 270 280 290 300 

ml2 1-1 . pep GRELFALNWLETYIiDGGENRYDVLRTLSRFTAQTVCDAVSHAAADARQMYICGGGIRNPV 

II M t t ( t I I I t I t t t I t t I 11 t I M i M It 1 N I I I t II I i I I I I I I I t t I t t I I I II 
gl2 1 GRELFALNWLETYLDGGENRYDVLRTLSRFTAQTVWDAVSHAAADARQMYICGGGIRNPV 

250 260 270 280 290 300 

310 320 330 340 350 360 

ml21-l . pep LMADLAECFGTRVSLHSTADLNLDPQWVEAAXFAWLAACWINRIPGSPHKATGASKPCIL 
It I t I I I t I I I I I I t t I t t : I I t t I I I I I I t I t II I I t I I I M I I I I It I I I I t 1 1 I I t 
gl21 LMADLAECFGTRVSLHSTAELNLDPQWVEAAAFAWLAACWINRIPGSPHKATGASKPCIL 

310 320 330 340 350 360 



ml21-l -pep 
gl21 



XAGYYYX 
1 ( I I I I 
GAGYYYX 
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The following partial DNA sequence was identified in A^. meningitidis <SEQ ID 48>: 

al21-l . seq 

1 ATGGA7VACAC AGCTTTACAT CGGCATCATG TCGGGAACCA GCATGGACGG 

51 GGCGGATGCC GTACTGATAC GGATGGACGG CGGCAAATGG CTGGGCGCGG 

101 AAGGGCACGC CTTTACCCCC TACCCCGGCA GGTTACGCCG CAAATTGCTG 

151 GATTTGCAGG ACACAGGCGC GGACGAACTG CACCGCAGCA GGATGTTGTC 

201 GCAAGAACTC AGCCGCCTGT ACGCGCAAAC CGCCGCCGAA CTGCTGTGCA 

251 GTCAAAACCT CGCGCCGTCC GACATTACCG CCCTCGGCTG CCACGGGCAA 

301 ACCGTCAGAC ACGCGCCGGA ACACAGTTAC AGCGTACAGC TTGCCGATTT 

351 GCCGCTGCTG GCGGAACGGA CTCAGATTTT TACCGTCGGC GACTTCCGCA 

401 GCCGCGACCT TGCGGCCGGC GGACAAGGCG CGCCGCTCGT CCCCGCCTTT 

451 CACGAAGCCC TGTTCCGCGA CGACAGGGM ACACGCGCGG TACTGAACAT 

501 CGGCGGGATT GCCAACATCA GCGTACTCCC CCCCGACGCA CCCGCCTTCG 

551 GCTTCGACAC AGGACCGGGC AATATGCTGA TGGACGCGTG GATGCAGGCA 

601 CACTGGCAGC TTCCTTACGA CAAAAACGGT GCAAAGGCGG CACAAGGCAA 

651 CATATTGCCG CAACTGCTCG ACAGGCTGCT CGCCCACCCG TATTTCGCAC 

701 AACCCCACCC TAAAAGCACG GGGCGCGAAC TGTTTGCCCT AAATTGGCTC 

751 GAAACCTACC TTGACGGCGG CGAAAACCGA TACGACGTAT TGCGGACGCT 

801 TTCCCGATTC ACCGCGCAAA CCGTTTTCGA CGCCGTCTCA CACGCAGCGG 

851 CAGATGCCCG TCAAATGTAC ATTTGCGGCG GCGGCATCCG CAATCCTGTT 

901 TTAATGGCGG ATTTGGCAGA ATGTTTCGGC ACACGCGTTT CCCTGCACAG 

951 CACCGCCGAA CTGAACCTCG ATCCGCAATG GGTAGAAGCC GCCGCGTTCG 

1001 CATGGATGGC GGCGTGTTGG GTCAACCGCA TTCCCGGTAG TCCGCACAAA 

1051 GCAACCGGCG CATCCAAACC GTGTATTCTG GGCGCGGGAT ATTATTATTG 

1101 A 



This corresponds to the amino acid sequence <SEQ ID 49; ORF 121-l.a>: 

al21-l.p€p 

1 METQLYIGIM SGTSMDGADA VLIRMDGGKW LGAEGHAFTP YPGRLRRKLL 

51 DLQDTGADEL HRSRMLSQEL SRLYAQTAM LLCSQNLAPS DITALGCHGQ 

101 TVRHAPEHSY SVQLADLPLL AERTQIFTVG DFRSRDLAAG GQGAPLVPAF 

151 HEALFRDDRE TRAVLNIGGI ANISVLPPDA PAFGFDTGPG NMLMDAWMQA 

201 HWQLPYDKNG AKAAQGNILP QLLDRLLAHP YFAQPHPKST GRELFALNWL 

251 ETYLDGGENR YDVLRTLSRF TAQTVFDAVS HAAADARQMY ICGGGIRNPV 

301 LMADLAECFG TRVSLHSTAE LNLDPQWVEA AAFAWMAACW VNRIPGSPHK 

351 ATGASKPCIL GAGYYY* 

ial21-l/al21-l ORFs 121-1 and 121-1. a showed a 96.4% identity in 366 aa overlap 

10 20 30 40 50 60 

ml2 1- 1 . pep METQLYIGIMSGTSMDGADAVLIRMDGGKWLGAEGHAFTPYPGRLRRQLLDLQDTGADEL 
I t I I I It I (1 1) 1 M I I I M I I M I M I I I I [ I I N N 1 t i M li I I : I M t M I I I I I I 
al21-l METQLYIGIMSGTSMDGADAVLIRMDGGKWLGAEGHAFTPYPGRLRRKLLDLQDTGADEL 

10 20 30 40 50 60 

70 80 90 100 110 120 

ral21-l . pep HRSRILSQELSRLYAQTAAELLCSQNLAPSDITALGCHGQTVRHAPEHGYSIQLADLPLL 
I 1 I I: i I I I M I I I I f I I f I I I I I I I I 1 M I I I I I [ t I I t I I t f f t I I: M : I ni I I i I 
al21-l HRSRMLSQELSRLYAQTAAELLCSQNLAPSDITALGCHGQTVRHAPEHSYSVQLADLPLL 

70 80 90 100 110 120 



130 140 150 160 170 180 

ml21-l .pep AERTRIFTVGDFRSRDLAAGGQGAPLVPAFHEALFRDNRETRAVLNIGGIANISVLPPDA 
I r I I : I I f I I M I U I t I I t 1 I I M I I I I I I I I M I I : I I I I I [ I I M M M I I M I I I I 
al21-l AERTQIFTVGDFRSRDLAAGGQGAPLVPAFHEALFRDDRETRAVLNIGGIANISVLPPDA 

130 140 150 160 170 180 

190 200 210 220 230 240 

inl21-l . pep PAFGFDTGPGNMLMDAWTQAHWQLPYDKNGAKAAQGNILPQLLDRLLAHPYFAQPHPKST 
ilMMll MINI III INNIIIIMIIIIMIMMMMIIMIIIIMMIMI 
al21-l PAFGFDTGPGNMLMDAWMQAHWQLPYDKNGAKAAQGNILPQLLDRLLAHPYFAQPHPKST 

190 200 210 220 230 240 
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250 260 270 280 290 300 

ml21-l . pep GRELFALNWLETYLDGGENRYDVLRTLSRFTAQTVCDAVSHAAADARQMYICGGGIRNPV 
' t N I M 1 t I I [ t I i I I M M f t [ I I I I I ( I I M [ I I I [ I t I I I M M N I M I I I t t ( 
al21-l GRELFALNWLETYLDGGENRYDVLRTLSRFTAQTVFDAVSHAAADARQMYICGGGIRNPV 

250 260 270 280 290 300 

310 320 330 340 350 360 

ml21-l.pep LMADLAECFGTRVSLHSTADUJLDPQWVEAAXFAWLAACWINRIPGSPHKATGASKPCIL 
M N M I I I I M I M I I I t : I M f t N M I I I M : I t I I: M I I I I M I M M f 1 I I [ t 
al21 LMADLAECFGTRVSLHSTAELNLDPQWVEAAAFAWMAACWVNRIPGSPHKATGASKPCIL 

310 320 330 340 350 360 



ral21-l.pep XAGYYYX 
I I I I I I 

al21 GAGYYYX 



128 and 128-1 



The following partial DNA sequence was identified in A^. meningitidis <SEQ ID 50>: 

ml28.seq (partial) 

1 ATGACTGACA ACGCACTGCT CCATTTGGGC GAAGAACCCC GTTTTGATCA 

51 AATCAAAACC GAAGACATCA AACCCGCCCT GCAAACCGCC ATCGCCGAAG 

101 CGCGCGAAGA AATCGCCGCC ATCAAAGCCC AAACGCACAC CGGCTGGGCA 

151 AACACTGTCG AACCCCTGAC CGGCATCACC GAACGCGTCG GCAGGATTTG 

201 GGGCGTGGTG TCGCACCTCA ACTGCGTCGC CGACACGCCC GAACTGCGCX3 

251 CCGTCTATAA CGAACTGATG CCCGAAATCA CCGTCTTCTT CACCGAAATC 

301 GGACAAGACA TCGAGCTGTA CAACCGCTTC AAAACCATCA AAAATTCCCC 

351 CGAATTCGAC ACCCTCTCX!C CCGCACAAAA AACCAAACTC AACCAC 

1 TACGCCAGCG AAAAACTGCG CGAAGCCAAA TACGCGTTCA GCGAAACCGA 

51 wGTCAAAAAA TAyTTCCCyG TCGGCAAwGT ATTAAACGGA CTGTTCGCCC 

101 AAmTCAAAAA ACTmTACGGC ATCGGATTTA CCGAAAAAAC yGTCCCCGTC 

151 TGGCACAAAG ACGTGCGCTA TTkTGAATTG CAACAAAACG GCGAAmCCAT 

201 AGGCX5GCGTT TATATGGATT TGTACX3CACG CGAAGCCAAA CGCGGCGGCG 

251 CGTGGATGAA CGACTACAAA GGCCGCCGCC GTTTTTCAGA CGGCACGCTG 

301 CAAyTGCCCA CCGCCTACCT CGTCTGCAAC TTCGCCCCAC CCGTCGGCGG 

351 CAGGGAAGCC CGCyTGAGCC ACGACGAAAT CCTCATCCTC TTCCACGAAA 

401 CCGGACACGG GCTGCACCAC CTGCTTACCC AAGTGGACGA ACTGGGCGTA 

4 51 TCCGGCATCA ACGGCGTAkA ATGGGACGCG GTCGAACTGC CCAGCCAGTT 

501 TATGGAAAAT TTCGTTTGGG AATACAATGT CTTGGCACAA mTGTCAGCCC 

551 ACGAAGAAAC CGGcgTTCCC yTGCCGAAAG AACTCTTsGA CAAAwTGCTC 

601 GCCGCCAAAA ACTTCCAAsG CGGCATGTTC yTsGTCCGGC AAwTGGAGTT 

651 CGCCCTCTTT GATATGATGA TTTACAGCGA AGACGACGAA GGCCGTCTGA 

701 AAAACTGGCA ACAGGTTTTA GACAGCGTGC GCAAAAAAGT CGCCGTCATC 

751 CAGCCGCCCG AATACAACCG CTTCGCCTTG AGCTTCGGCC ACATCTTCGC 

801 AGGCGGCTAT TCCGCAGCTn ATTACAGCTA CGCGTGGGCG GAAGTATTGA 

851 GCGCGGACGC ATACGCCGCC TTTGAAGAAA GCGACGATGT CGCCGCCACA 

901 GGCAAACGCT TTTGGCAGGA AATCCTCGCC GTCGGGGnAT CGCGCAGCGG 

951 nGCAGAATCC TTCAAAGCCT TCCGCGGCCG CGAACCGAGC ATAGACGCAC 

1001 TCTTGCGCCA CAGCGGTTTC GACAACGCGG TCTGA 

This corresponds to the amino acid sequence <SEQ ID 51; ORF 128>: 

ml2 8,pep (partial) 

1 MTDNAIiLHLG EEPRFDQIKT EDIKPAIiQTA lAEAREQIAA IKAQTHTGWA 

51 NTVEPIiTGIT ERVGRIWGW SHI2JCVADTP ELRAVYNELM PEITVFFTEX 

101 GQDIEIjYNRF KTIKNSPEED TLSPAQKTKL NH 

// 

1 YASEKIiREAK YAFSETXVKK YFPVGXVLNG liFAQXKKLYG IGFTEKTVPV 
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51 WHKDVRYXEL QQNGEXIGGV YMDLYAREGK RGGAWMNDYK GRRRFSDGTL 

101 QLPTAYLVCN FAPPVGGREA RLSHDEILIL FHETGHGLHH LLTQVDELGV 

151 SGINGVXWDA VELPSQFMEN FVWEYNVLAQ XSAHEETGVP LPKELXDKXL 

201 AAKNFQXGMF XVRQXEFALF DMMIYSEDDE GRLKNWQQVL DSVRKKVAVI 

251 QPPEYNRFAL SFGHIFAGGY SAAXYSYAWA EVLSADAYAA FEESDDVAAT 

301 GKRFWQEILA VGXSRSGAES FKAFRGREPS IDALLRHSGF DNAV* 

The following partial DNA sequence was identified in A'^ gonorrhoeae <SEQ ID 52>: 

gl28 . seq 

1 atgattgaca acgCActgct ccacttgggc gaagaaccCC GTTTTaatca 

51 aatccaaacc gaagACAtca AACCCGCCGT CCA7UVCCGCC ATCGCCGAAG 

101 CGCGCGGACA AATCGCCGCC GTCAAAGCGC AAACGCACAC CX3GCTGGGCG 

151 AACACCGTCG AGCGTCTGAC CGGCATCACC GAACGOGTCX3 GCAGGATTTG 

201 GGGCGTCX3TG TCCCATCTCA ACTCCGTCGT CGACACGCCC GAACTGCGCG 

251 CCGTCTATAA CGAACTGATG CCTGAAATCA CC?GTCTTCTT CACCGAAATC 

301 GGACAAGACA TCGAACTGTA CAACCGCTTC AAAACCATCA AAAATTCCCC 

351 CGAATTTGCA ACGCTTTCCC CCGCACAAAA AACCAAGCTC GATCACGACC 

401 TGCGCGATTT CGTATTGAGC GGCGCGGAAC TGCCGCCCGA ACGGCAGGCA 

451 GAACTGGCAA AACTGCAAAC CGAAGGCGCG CAACTTTCCX3 CCAAATTCTC 

501 CCAAAACGTC CTAGACGCGA CCGACGCGTT CGGCATTTAC TTTGACGATG 

551 CCGCACCGCT TGCCGGCATT CCCGAAGACG CGCTCGCCAT GTTTGCCGCC 

601 GCCGCGCAAA GCGAAGGCAA AACAGGTTAC AAAATCGGCT TGCAGATTCC 

651 GCACTACCTT GCCX3TTATCC AATACXjCCGG CAACCXK:GAA CTGBCGCGAAC 

701 AAATCTACC?G CGCCTACGTT ACCXX5TGCCA GCGAACTTTC AAACGACGGC 

751 AAATTCGACA ACACCGCCAA CATCGACCGC ACGCTCGAAA ACX5CATTGAA 

801 AACCGccaaa cTGCTCGGCT TTAAAAATTA CGCCGAATTG TCGCTGGCAA 

851 CCAAAATGGC GGACACGCCC GAACAGGTTT TAAACTTCCT GCACGACCTC 

901 GCCCGCCGCG CCAAACCCTA CX5CCX3A7^AAA GACCTCGCCG AAGTCAAAGC 

951 CTTCGCCCGC GAACACCTCG GTCTCX3CCX5A CCCGCAGCCG TGGGACTTGA 

1001 GCTACGCCGG CGAAAAACTG CGCGAAGCCA AATACGCATT CAGCGAAACC 

1051 GAAGTCAAAA AATACTTCCC CGTCGGCAAA GTTCTGGCAG GCCTGTTCGC 

1101 CCAAATCAAA AAACTCTACG GCATCGGATT CGCCGAAAAA ACCGTTCCCG 

1151 TCTGGCACAA AGACX5TGCX3C TATTTTGAAT TGCAACAAAA CGGCAAAACC 

1201 ATCGGCGGCG TTTATATGGA TTTGTACGCA CGCGAAGGCA AACGCGGCGG 

1251 CGCGTGGATG AACGACtaca AAGGCCGCCG CCGCTTTGCC GACGgcacGC 

1301 TGCAACTGCC CACCGCCTAC CTCGTCTGCA ACTTCGCCCC GCCCGTCGGC 

1351 GGCAAAGAAG C3GCX3TTTAAG CCACGACX3AA ATCCTCACCC TCTTCCACGA 

1401 AacCGGCCAC GGACTGCACC ACCTGCTTAC CCAAGTGGAC GAACTGGGCG 

14 51 TGTCCGGCAT CAAcggcgtA GAATGGGACG CGGTCGAACT GC?CCAGCCAG 

1501 TTTATGGAAA ACTTCGTTTG GGAATACAAT GTATTGGCAC AAATGTCCGC 

1551 CCACGAAGAA AccgGCGAGC CCCTGCCGAA AGAACTCTTC GACAAAATGC 

1601 TcgcCGCCAA AAACTTCCAG CGCGGTATGT TCCTCGTCCG GCAAATGGAG 

1651 TTCGCCCTCT TCGATATGAT GATTTACAGT GAAAGCGACG AATGCCGTCT 

1701 GAAAAACTGG CAGCAGGTTT TAGAGAGCGT GGGGAAAGAA GTcGCCXSTCA 

1751 TCCAACCGCC CGAATACAAC CX5CTTCGCCA ACAGCTTCGG CCacatCtTC 

1801 GCcggcGGCT ATTCCGCAGG CTATTACAGC TACGCATGGG CCXSAAGTCCt 

1851 CAGCACCX3AT GCCTACGCCG CCTTTGAAGA AAGcGACGac gtcGCCGCCA 

1901 CAGGCAAACG CTTCTGGCAA GAAAtccttg ccgtcggcgg ctCCCGCAGC 

1951 gcgGCGGAAT CCTTCAAAGC CTTCCGCGGA CGCGAACCGA GCATAGACGC 

2001 ACTGCTGCGC CAaagcggtT TCGACAACGC gGCttgA 

This corresponds to the amino acid sequence <SEQ ID 53; ORF 128.ng>: 
gl28-pep 

1 MIDNALLHIiG EEPRFNQIQT EDIKPAVQTA lAEARGQIAA VKAQTHTGWA 

51 NTVERIjTGIT ERVGRIWGW SHIiNSWDTP ELRAVYNELM PEITVFFTEI 

101 GQDIELYNRP KTIKNSPEFA TLSPAQKTKI, DHDIiRDFVUS GAELPPERQA 

151 ELAKIiQTEGA QUSAKFSWV LDATDAFGIY FDDAAPLAGI PEDALAMFAA 

201 AAQSEGKTGY KIGLQIPHYL AVIQYAGNRE IiREQIYRAYV TRASELSNDG 
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251 KFDNTANIDR TLENALKTAK LLGFKNYAEL SLATKMADTP EQVLNFLHDL 

301 ARRAKPYAEK DLAEVKAPAR EHLGLADPQP WDLSYAGEKL REAKYAFSET 

351 EVKKYFPVGK VLAGLFAQIK KIiYGIGFAEK TVPVWHKDVR YFELQQNGKT 

401 IGGVYMDLYA REGKRGGAWM NDYKGRRRFA DGTLQLPTAY LVCNFAPPVG 

451 GKEARLSHDE ILTLFHETGH GLHHLLTQVD EliGVSGINGV EWDAVELPSQ 

501 FMENFVWEYN VLAQMSAHEE TGEPL.PKELF DKMLAAKNFQ RGMFLVRQME 

551 FALFDMMIYS ESDECRLKNW QQVLDSVRKE VAVIQPPEYN RFANSFGHIF 

601 AGGYSAGYYS YAWAEVLSTD AYAAFEESDD VAATGKRFWQ EILAVGGSRS 

651 AAESFKAFRG REPSIDALLR QSGFDNAA* 



ORF 128 shows 91 .7% identity over a 475 aa overlap with a predicted ORF (ORF 128.ng) 
from N, gonorrhoeae: 

ml28/gl28 

10 20 30 40 50 60 

gi28 .pep MIDNALIiHLGEEPRFNQIQTEDIKPAVQTAIAEARGQIAAVKAQTHTGWANTVERIiTGIT 

I lilNMIIIIIhlhllllllhilllllll lllhllllllllMIII Hill 

ml 2 8 MTDNALIiHIXSEEPRFDQIKTEDIKPALQTAIAEAREQIAAIKAQTHTGWANTVEPLTC 

10 20 30 40 50 60 

70 80 90 100 110 120 

gl28 .pep ERVGRIWGVVSHIjNSVVOTPEIjRAVYNEIJ^PEIT^/FFTEIGQDIEIjYNRFKTIKNSPEFA 

llllllllllllll hlllllllllllllllllllllllllllllllllMIIIIIII 

ml2 8 ERVGRIWGVVSHLNCVADTPELRAVYNEIiMPEITVFFTEIGQDIELYNRFKTIKNSPEFD 

70 80 90 100 110 120 

130 140 150 160 170 180 

gl28 . pep TLSPAQKTKXJ^HDLRDFVLSGAELPPERQAELAKLQTEGAQLSAKFSQmn^DATDAFGIY 

IIIMIIM|:| 
ml 2 8 TliSP AQKTKLNH 

130 

// 

340 350 360 

g 1 2 8 . pep YAGEKLREAKYAFSETEVKKYFPVGKVtAG 

IhlMIIIIIIIIII llllllll II I 

n»12 8 YASEKLREAKYAFSETXVKKYFPVGXVIJ^G 

10 20 30 

^ 370 380 390 400 410 420 

gl2 8 , pep LFAQIKKLYGIGFAEKTTVPVWHKDVRYFELQQNGKTIGGVYMDLYAREGKRGGAWMNDYK 

Mil I I I I II II : i I II I I II I M II I I I I I I : : I M I i I I I I I M M i I I I I i II I I 
nil2 8 LFAOXKKIiYGIGFTEKTVPVWHKDVRYXELQQNGEXIGGVYMDLYAREGKRGGAWMNDYK 

40 50 60 70 80 90 

430 440 450 460 470 480 

g 1 2 8 . pep GRRRFADGTIiQIiPTAYLVCNFAP PVGGKEARIjSHDE I IiTLFHETGHGIjHHIjLTQVDELGV 

IIIIIHIIIIIIIIMIIIIIIIIIhllllllllll llllllllllllllllllill 

ml 2 8 GRRRFSDGTLQLPTAYLVCNFAPPVGGREARLSHDE I LI LFHETGHGIiHHt.LTQVDELGV 

100 110 120 130 140 150 

490 500 510 520 530 540 

gl2 8 . pep SGINGVEWDAVELPSQFMENFVWEYNVtAQMSAHEETGEPLPKELFDKMIJUUCNFQRCadF 

llilll Mllllllllllllllllillll IIMIII Mini II lllllll III 

ml28 SGINGVXWDAVELPSQFMENFVWEYNVlJVQXSAHEETGVPLPKEIjkDKXIJUaCNFQXGMF 

160 170 180 190 200 210 

550 560 570 580 590 600 
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LVRQMEFALFDMMIYSESDECRLKNWQQVIiDSVRKEVAVIQPPEYNRFANSFGHIFAGGY 

III IIMIIIIIIIhll III II I 11 I 111 II :|| III I II II III llllllllll 
XVRQXEFALFDMMIYSEDDEGRLKNWQQVLDSVRKKVAVIQPPEYNRFALSFGHIFAGGY 
220 230 240 250 260 270 

610 620 630 640 650 660 

SAGYYSYAWAEVLSTDAYAAFEESDDVAATGKRFWQEILAVGGSRSAAESFKAFRGREPS 

II: lllllllllhlllllllllllllllllllllllllll llhlllllllllllll 
SAAXYSYAWAEVLSADAYAAFEESDDVAATGKRFWQEILAVGXSRSGAESFKAFRGREPS 
280 290 300 310 320 330 

670 679 
IDALLRQSGFDNAAX 

lllllhlllllh 

IDALLRHSGFDNAVX 
340 

The following partial DNA sequence was identified in N. meningitidis <SEQ ID 54>: 

al28.seq 

1 ATGACTGACA ACGCACTGCT CCATTTGGGC GAAGAACCCC GTTTTGATCA 

51 AATCAAAACC GAAGACATCA AACCCGCCCT GCAAACCGCC ATTGCCGAAG 

101 CGCGCGAACA AATCGCCGCC ATCAAAGCCC AAACGCACAC CGGCTGGGCA 

151 AACACTGTCG AACCCCTGAC CGGCATCACC GAACGCGTCG GCAGGATTTG i 

201 GGGCGTGGTG TCGCACCTCA ACTCCGTCAC CGACACGCCC GAACTGCGCG 

251 CCGCCTACAA TGAATTAATG CCCGAAATTA CCGTCTTCTT CACCGAAATC 

301 GGACAAGACA TCGAGCTGTA CAACCGCTTC AAAACCATCA AAAACTCCCC 

351 CGAGTTCGAC ACCCTCTCCC ACGCGCAAAA AACCAAACTC AACCACGATC 

4 01 TGCGCGATTT CGTCCTCAGC GGCGCGGAAC TGCCGCCCGA ACAGCAGGCA 

451 GAATTGGCAA AACTGCAAAC CGAAGGCGCG CAACTTTCCG CCAAATTCTC 

501 CCAAAACGTC CTAGACGCGA CCGACGCGTT CGGCATTTAC TTTGACGATG 

551 CCGCACCGCT TGCCGGCATT CCCGAAGACG CGCTCGCCAT GTTTGCCGCT 

601 GCCGCGC AAA GCGAAGGCAA AACAGGCTAC AAAATCGGTT TGCAGATTCC 

651 GCACTACCTC GCCGTCATCC AATACGCCGA CAACCGCAAA CTGCGCGAAC 

701 T^AATCTACCG CGCCTACGTT ACCCGCGCCA GCGAGCTTTC AGACGACGGC 

751 AAATTCGACA ACACCGCCAA CATCGACCGC ACGCTCGAAA ACGCCCTGCA 

801 AACCGCCAAA CTGCTCGGCT TCAAAAACTA CGCCGAATTG TCGCTGGCAA 

851 CCAAAATGGC GGACACCCCC GAACAAGTTT TAAACTTCCT GCACGACCTC 

901 GCCCGCCGCG CCAAACCCTA CGCCGAAAAA GACCTCGCCG AAGTCAAAGC 

951 CTTCGCCCGC GAAAGCCTCG GCCTCGCCGA TTTGCAACCG TGGGACTTGG 

1001 GCTACGCCGG CGAAAAACTG CGCGAAGCCA AATACGCATT CAGCGAAACC 

1051 GAAGTCAAAA AATACTTCCC CGTCGGCAAA GTATTAAACG GACTGTTCGC 

1101 CCAAATCAAA AAACTCTACG GCATCGGATT TACCGAAAAA ACCGTCCCCG 

1151 TCTGGCACAA AGACGTGCGC TATTTTGAAT TGCAACAAAA CGGCGAAACC 

1201 ATAGGCGGCG TTTATATGGA TTTGTACGCA CGCGAAGGCA AACGCGGCGG 

1251 CGCGTGGATG AACGACTACA AAGGCCGCCG CCGTTTTTCA GACGGCACGC 

1301 TGCAACTGCC CACCGCCTAC CTCGTCTGCA ACTTCACCCC GCCCGTCGGC 

1351 GGCAAAGAAG CCCGCTTGAG CCATGACGAA ATCCTCACCC TCTTCCACGA 

1401 AACCGGACAC GGCCTGCACC ACCTGCTTAC CCAAGTCGAC GAACTGGGCG 

1451 TATCCGGCAT CAACGGCGTA GAATGGGACG CAGTCGAACT GCCCAGTCAG 

1501 TTTATGGAAA ATTTCGTTTG GGAATACAAT GTCTTGGCGC AAATGTCCGC 

1551 CCACGAAGAA ACCGGCGTTC CCCTGCCGAA AGAACTCTTC GACAAAATGC 

1601 TCGCCGCCAA AAACTTCCAA CGCGGAATGT TCCTCGTCCG CCAAATGGAG 

1651 TTCGCCCTCT TTGATATGAT GATTTACAGC GAAGACGACG AAGGCCGTCT 

1701 GAAAAACTGG CAACAGGTTT TAGACAGCGT GCGCAAAGAA GTCGCCGTCG 

17 51 TCCGACCGCC CGAATACAAC CGCTTCGCCA ACAGCTTCGG CCACATCTTC 

1801 GCAGGCGGCT ATTCCGCAGG CTATTACAGC TACGCGTGGG CGGAAGTATT 

1851 GAGCGCGGAC GCATACGCCG CCTTTGAAGA AAGCGACGAT GTCGCCGCCA 

1901 CAGGCAAACG CTTTTGGCAG GAAATCCTCG CCGTCGGCGG ATCGCGCAGC 

1951 GCGGCAGAAT CCTTCAAAGC CTTCCGCGGA CGCGAACCGA GCATAGACGC 

2001 ACTCTTGCGC CACAGCGGCT TCGACAACGC GGCTTGA 



gl2 8 .pep 
ml28 

gl28 .pep 
ml28 

gl2 8 .pep 
ml28 
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This corresponds to the amino aeid^sequence <SEQ ID 55;. ORF 1 28.a>: 

a 12 8 .pep 

1 MTDNALLHLG EEPRFDQIKT EDIKPALQTA lAEAREQIAA IKAQTHTGWA 

51 NTVEPLTGIT ERVGR;IWGW SHLNSVTDTP ELRAAYNELM PEITVFFTEI 

101 GQDIELYNRF KTIKN'sPEFD TLSHAQKTKL NHDLRDFVLS GA^LPPEQQA 

151 ELAKLQTEGA QLSAKFSQNy LDATDAFGIY FDDAAPLAGI PEDALAMFAA 

201 AAQSEGKTGY KIGLQIPHYL AyiQYADNRK LRE^l YRi^YV TRA^ 

251 KFDNTANIDR TLENM^QTAK tLQEB^YAEL SLATKMADTP E^)^b 

301 ARRAKPYAEk DhP£^/^K^ ESlJSiJ^^^ WDIiiGYAGEiKi,> Rmm0^^f- 

351 EVKKYFPVGK VLN^femQilf KL^G^^ 

401 IGGVYMDLYA REGKRGGAWM NDYKGRPLRFS DGTLQL&TAY LVGNFTPE^ViSr 

451 GKEARLSHDE ILTLFHEJ^GR GLHHLLT^QVb ELGVSGINGV EWC>AVEL:ES% / 

501 FMENFVWEYN VIAQMSAHEfe TGVPLPKiLF - DKMLA^^KNEQ RGMFLV^MD ' ^ 

551 FALFDMMIYS EDDEGRLKNW QQVLDSVRKE VAWRPPEYN RFANSFGHO^E^ 

601 AGGYSAGYYS YAWAEVIiSAD AYAAFEESDP V 

651 AAESFKAFRG REPSIDALLR HSGFDNAA* 

ml28/al28 ORFs 128 and 128.a showed a 66.0% identity in 677 aa pverlapj 

10 ; 20 30 40 50 * 60 

nil28 . pep MTDNALLHLGEEPRFEKJIKTEDlKPAWTAiAEAREQIAAIKAQTHTGWANT^^ 

I H I M I I I I I I I II II I II i M i I I I I I M I I I I f I I II II I f I II i 11.11111(11 II 
al28 MTDNALLHI/SEEPRFDQIKTEDIKPAI^TAIAEAfiEQIAAIKAQTHTGWANTVEPLTGlT 

10 20 30 4 0 50V 60 

70 80 90 100 110 120 

ml28 .pep ERVGRIWGWSHLNCVADTPELRAVYNELMPEITVFFTEIGQDIELYNRFKTIKNSPEFD 
I t t I I I 11 I I I I I I r:IIMIII:|llltlNIIIMIIMIIII(IIIMIII|||M 
al28 ERVGRrWGWSHLNSVTDTPELRAAYNELMPEITVFFTEIGQDIELYNRFKTIKNSPEFD 

70 80 90 100 110 120 

130 

ml28 .pep TLSPAQKTKLNH 

III M I M I I I 

al28 TLSHAQKTKLNHDLRDFVLSGAELPPEQQAELAKLQTEGAQLSAKFSQNVLDATDAFGIY 

130 140 150 160 170 180 



ml28 . pep 



al28 FDDAAPLAGIPEDALAMFAAAAQSEGKTGYKIGLQIPHYLAVIQYADNRKLREQIYRAYV 

190 200 210 220 230 240 

iiil28.pep = 

al28 TElASELSDDGKFDNTANIDRTLENAIiOTAKLLGFKbnrAELSLATKMADTPEQVI^FIJlDL 

250 260 270 280 290 300 

140 150 

ml 2 8 . pep YASEKLREAKYAFSETXVKKYFPVGX 

II: I M I I I I I I M I I MMIMI 
al28 ARRAKPYAEKDLAEVKAFARESLGLADLQPWDLGYAGEKLREAKYAFSETEVKKYFPVGK 

310 320 330 340 350 360 

160 170 180 190 200 210 

ml28 . pep VLNGLFAQXKKLYGIGFTEKTVPVWHKDVRYXELQQNGEXIGGVYMDLYAREGKRGGAWM 
i 1 I n N I I I I I I I I I I I I I M I I I I I M I I II M I I: II N I N II I f I I 1 t I I I II 
al28 VU^GLFAQIKKLYGIGFTEKTVPVWHKDVRYFELQQNGETIGGVYMDLYAREGKRGGAWM 

370 380 390 400 410 420 

220 230 240 250 260 270 

ml28 . pep NDYKGRRRFSDGTLQLPTAYLVCNFAPPVGGREARLSHDEILILFHETGHGLHHLLTQVD 
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I I I I I I I I M M t I i M i I I I I N I : I M M : I [ I I M I I I I M t M i t I I I I I I t M I 
al28 NDYKGRRRFSDGTLQLPTAYLVCNFTPPVGGKEARLSHDEILTLFHETGHGLHHLLTQVD 

430 440 450 460 470 480 

280 290 300 310 320 330 

ml28 . pep ELGVSGINGVXWDAVELPSQFMENFVWEYNVLAQXSAHEETGVPLPKELXDKXLAAKNFQ 
M I If I M M I M i I I I t M t M t I M 1 I I I i I I M I f I I H t M M M I I t 1 t M 
al28 ELGVSGINGVEWDAVELPSQFMENFVWEYNVLAQMSAHEETGVPLPKELFDKMLAAKNFQ 

490 500 510 520 530 540 

340 350 360 370 380 390 

nil28 . pep XGMFXVRQXEFALFDMMIYSEDDEGRLKNWQQVLDSVRKKVAVIQPPEYNRFALSFGHIF 
III I 11 II M I I II II t t I II I M N I I M I II I I I: I 11 : : I t I II M I I I 1 I I I 
al 2 8 RGMFLVRQME FALFDMMI YSEDDEGRLKNWQQVLDSVRKEVAWRPPE YNRFANS FGHI F 

550 560 570 580 590 600 

400 410 420 430 440 450 

ml28 . pep AGGYSAAXYSYAWAEVLSADAYAAFEESDDVAATGKRFWQEILAVGXSRSGAESFKAFRG 

II M II : M I I I I I I I (1 I II I II I I I I I I II It M I I I I I f I I I I I I : I M I I I I M 
al 2 8 AGGYS AG YYS YAWAEVLSADAYAAFEES DDVAATGKRFWQEI LAVGGSRSAAES FKAFRG 

610 620 630 640 650 660 

460 470 
ml28 .pep REPSIDALLRHSGFDNAVX 

r I I M I I f I M I I N M : 
al28 REPSIDALLRHSGFDNTVAX 

670 



Further work revealed the DNA sequence identified in N. meningitidis <SEQ ID 56>: 

ial28-l. seq 

1 ATGACTGACA ACGCACTGCT CCATTTGGGC GAAGAACCCC GTTTTGATCA 

51 AATCAAAACC GAAGACATCA AACCCGCCCT GCAAACCGCC ATCGCCGAAG 

101 CGCGCGAACA AATCGCCGCC ATCAAAGCCC AAACGCACAC CGGCTGGGCA 

151 AACACTGTCG AACCCCTGAC CGGCATCACC GAACGCGTCG GCAGGATTTG 

201 GGGCGTGGTG TCGCACCTCA ACTCCGTCGC CGACACGCCC GAACTGCGCG 

251 CCGTCTATAA CX3AACTGATG CCCGAAATCA CCGTCTTCTT CACCGAAATC 

301 GGACAAGAC7V TCGAGCTGTA CAACCGCTTC AAAACCATCA AAAATTCCCC 

351 CGAATTCGAC ACCCTCTCCC CCGCACAAAA AACCAAACTC AACCACGATC 

401 TGCGCGATTT CGTCCTCAGC GGCGCGGAAC TGCCGCCCGA ACAGCAGGCA 

4 51 GAACTGGCAA AACTGCAAAC CGAAGGCGCG CAACTTTCCG CCAAATTCTC 

501 CCAAAACGTC CTAGACGCGA CCGACGCGTT CX3GCATTTAC TTTGACGATG 

551 CCGCACCGCT TGCCGGCATT CCCGAAGACG CGCTCGCCAT GTTTGCCGCC 

601 GCCGCGCAAA GCGAAAGCAA AACAGGCTAC AAAATCGGCT TGCAGATTCC 

651 AGACTACCTC GCCGTCATCC AATACGCCGA CAACCGCGAA CTGCGCGAAC 

701 AAATCTACCG CGCCTACGTT ACCCGCGCCA GCGAACTTTC AGACGACGGC 

751 AAATTCGACA ACACCGCCAA CATCGACCGC ACGCTCGCAA ACGCCCTGCA 

801 AACCGCCAAA CTGCTCGGCT TCAAAAACTA CGCCGAATTG TCGCTGGCAA 

851 CCAAAATGGC GGACACGCCC GAACAAGTTT TAAACTTCCT GCACGACCTC 

901 GCCCGCCGCG CCAAACCCTA CGCCGAAAAA GACCTCGCCG AAGTCAAAGC 

951 CTTCGCCCGC GAAAGCCTGA ACCTCX3CCGA TTTGCAACCG TGGGACTTGG 

1001 GCTACGCCAG CGAAAAACTG CGCGAAGCCA AATACGCGTT CAGCGAAACC 

1051 GAAGTCAAAA AATACTTCCC CGTCGGCAAA GTATTAAACG GACTGTTCGC 

1101 CCAAATCAAA AAACTCTACG GCATCX3GATT TACCGAAAAA ACCGTCCCCG 

1151 TCTGGCACAA AGACGTGCGC TATTTTGAAT TGCAACAAAA CGGCGAAACC 

1201 ATAGGCGGCG TTTATATGGA TTTGTACGCA CGCGAAGGCA AACGCGGCGG 

1251 CGCGTGGATG AACGACTACA AAGGCCGCCG CCGTTTTTCA GACGGCACGC 

1301 TGCAACTGCC CACCGCCTAC CTCGTCTGCA ACTTCGCCCC ACCCGTCGGC 

1351 GGCAGGGAAG CCCGCCTGAG CCACGACGAA ATCCTCATCC TCTTCCACGA 

1401 AACCGGACAC GGGCTGCACC ACCTGCTTAC CCAAGTGGAC GAACTGGGCG 



AVO 00/66791 



PCT/USOO/05928 



-98- 



14 51 TATCCGGCAT CAACGGCGTA GAATGGGACG CGGTCGAACT GCCCAGCCAG 

1501 TTTATGGAAA ATTTCGTTTG GGAATACAAT GTCTTGGCAC AAATGTCAGC 

1551 CCACGAAGAA ACCGGCGTTC CCCTGCCGAA AGAACTCTTC GACAAAATGC 

1601 TCGCCGCCAA AAACTTCCAA CGCGGCATGT TCCTCGTCCG GCAAATGGAG 

1651 TTCGCCCTCT TTGATATGAT GATTTACAGC GAAGACGACG AAGGCCGTCT 

1701 GAAAAACTGG CAACAGGTTT TAGACAGCGT GCGCAAAAAA GTCGCCGTCA 

1751 TCCAGCCGCC CGAATACAAC CGCTTCGCCT TGAGCTTCGG CCACATCTTC 

1801 GCAGGCGGCT ATTCCGCAGG CTATTACAGC TACGCGTGGG CGGAAGTATT 

1851 GAGCGCGGAC GCATACGCCG CCTTTGAAGA AAGCGACGAT GTCGCCGCCA 

1901 CAGGCAAACG CTTTTGGCAG GAAATCCTCG CCGTCGGCGG ATCGCGCAGC 

1951 GCGGCAGAAT CCTTCAAAGC CTTCCGCGGC CGCGAACCGA GCATAGACGC 

2001 ACTCTTGCGC CACAGCGGTT TCGACAACGC GGTCTGA 

This corresponds to the amino acid sequence <SEQ ID 57; ORF 128-1>: 

ml28-l.pep. 

1 MTDNALLHLG EEPRFDQIKT EDIKPALQTA lAEAREQIAA IKAQTHTGWA 

51 NTVEPLTGIT ERVGRIWGW SHLNSVADTP ELRAVYNELM PEITVFFTEI 

101 GQDIELYNRF KTIKNSPEFD TLSPAQKTKL NHDLRDFVLS GAELPPEQQA 

151 ELAKLQTEGA QLSAKFSQNV LDATDAFGIY FDDAAPLAGI PEDALAMFAA 

201 AAQSESKTGY KIGLQIPHYL AVIQYADNRE LREQIYRAYV TRASELSDDG 

251 KFDNTANIDR TLANALQTAK LLGFKNYAEL SLATKMADTP EQVLNFLHDL 

301 ARRAKPYAEK DLAEVKAFAR ESLNLADLQP WDLGYASEKL REAKYAFSET 

351 EVKKYFPVGK VLNGLFAQIK KLYGIGFTEK TVPVWHKDVR YFELQQNGET 

401 IGGVYMDLYA REGKRGGAWM NDYKGRRRFS DGTLQLPTAY LVCNFAPPVG 

451 GREARLSHDE ILILFHETGH GLHHLLTQVD ELGVSGINGV EWDAVELPSQ 

501 FMENFVWEYN VLAQMSAHEE TGVPLPKELF DKMLAAKNFQ RGMFLVRQME 

551 FALFDMMXYS EDDEGRLKNW QQVLDSVRKK VAVIQPPEYN RFALSFGHIF 

601 AGGYSAGYYS YAWAEVLSAD AYAAFEESDD VAATGKRFWQ EILAVGGSRS 

651 AAESFKAFRG REPSIDALLR HSGFDNAV* 

The following partial DNA sequence was identified inK gonorrhoeae <SEQ ID 58>: 

gl28-l. seq (partial) 

1 ATGATTGACA ACGCACTGCT CCACTTGGGC GAAGAACCCC GTTTTAATCA 

51 AATCAAAACC GAAGACATCA AACCCGCCGT CCAAACCGCC ATCGCCGAAG 

101 CGCGCGGACA AATCGCCGCC GTCAAAGCGC AAACGCACAC CGGCTGGGCG 

151 AACACCGTCG AGCGTCTGAC CGGCATCACC GAACGCGTCG GCAGGATTTG 

201 GGGCGTCGTG TCCCATCTCA ACTCCGTCXST CGACACGCCC GAACTGCGCG 

251 CCGTCTATAA CX5AACTGATG CCTGAAATCA CCGTCTTCTT CACCGAAATC 

301 GGACAAGACA TCGAACTGTA CAACCGCTTC AAAACCATCA AAAATTCCCC 

351 CGAATTTGCA ACGCTTTCCC CCGCACAAAA AACCAAGCTC GATCACGACC 

4 01 TGCGCGATTT CGTATTGAGC GGCGCGGAAC TGCCGCCCGA ACGGCAGGCA 

4 51 GAACTGGCAA AACTGCAAAC CGAAGGCGCG CAACTTTCCG CCAAATTCTC 

501 CCAAAACGTC CTAGACGCGA CCGACGCGTT CGGCATTTAC TTTGACGATG 

551 CCGCACCGCT TGCCGGCATT CCCGAAGACG CGCTCGCCAT GTTTGCCGCC 

601 GCCGCGCAAA GCGAAGGCAA AACAGGTTAC AAAATCGGCT TGCAGATTCC 

651 GCACTACCTT GCCGTTATCC AATACGCCGG CAACCGCGAA CTGCGCGAAC 

701 AAATCTACCG CGCCTACGTT ACCCGTGCCA GCGAACTTTC AAACGACGGC 

751 AAATTCGACA ACACCGCCAA CATCGACCGC ACGCTCGAAA ACGCATTGAA 

801 AACCGCCAAA CTGCTCGGCT TTAAAAATTA CGCCGAATTG TCGCTGGCAA 

851 CCAAAATGGC GGACACGCCC GAACAGGTTT TAAACTTCCT GCACGACCTC 

901 GCCCGCCGCG CCAAACCCTA CGCCGA7VAAA GACCTCGCCG AAGTCAAAGC 

951 CTTCGCCCGC GAACACCTCG GTCTCGCCGA CCCGCAGCCG TGGGACTTGA 

1001 GCTACGCCGG CGAAAAACTG CGCGAAGCCA AATACGCATT CAGCGAAACC 

1051 GAAGTCAA7VA AATACTTCCC CGTCGGCAAA GTTCTGGCAG GCCTGTTCGC 

1101 CCAAATCAAA AAACTCTACG GCATCGGATT CGCCGAAAAA ACCGTTCCCG 

1151 TCTGGCACAA AGACGTGCGC TATTTTGAAT TGCAACAAAA CGGCAAAACC 

1201 ATCGGCGGCG TTTATATGGA TTTGTACGCA CGCGAAGGCA AACGCGGCGG 

1251 CGCGTGGATG AACGACTACA AAGGCCGCCG CCGCTTTGCC GACGGCACGC 

1301 TGCAACTGCC CACCGCCTAC CTCGTCTGCA ACTTCGCCCC GCCCGTCGGC 

1351 GGCAAAGAAG CGCGTTTAAG CCACGACGAA ATCCTCACCC TCTTCCACGA 

1401 AACCGGCCAC GGACTGCACC ACCTGCTTAC CCAAGTGGAC GAACTGGGCG 

1451 TGTCCGGCAT CAACGGCGTA AAA 
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This corresponds to the amino acid sequence <SEQ ID 59; ORF 128-l.ng>: 

gl28-l.pep (partial) 

1 MIDNALLHLG EEPRFNQIPCT 

51 NTVERLTGIT ERVGRIWGW 

101 GQDIELYNRF KTIKNSPEFA 

151 ELAKLQTEGA QLSAKFSQNV 

201 AAQSEGKTGY KIGLQIPHYL 

251 KFDNTANIDR TLENALKTAK 

301 ARRAKPYAEK DLAEVKAFAR 

351 EVKKYFPVGK VLAGLFAQIK 

401 IGGVYMDLYA REGKRGGAWM 

451 GKEARLSHDE ILTLFHETGH 



ial28-l/gl28-l ORFs 128-1 and 
overlap 

10 20 30 40 50 60 

gl2 8- 1 . pep MI DNALLHLGEEPRFNQIKTEDIKPAVQTAIAEARGQIAAVKAQTHTGWANTVERLTGIT 
I M M M M I M I I : I I M t I I I I I : I I M I I I I M M : I I M I I I 1 I I I M Mill 
ml28-l MTDNALLHLGEEPRFDQIKTEDIKPALQTAIAEAREQIAAIKAQTHTGWANTVEPLTGIT 

10 20 30 40 50 60 

70 80 90 100 110 120 

gl28-l.pep ERVGRIWGVVSHLNSVVDTPELRAVYNELMPEITVFFTEIGQDIELYNRFKTIKNSPEFA 

It M I M i M I I I I I I : I I I t I I I I I t M I I I II t I I I M I t M t I I M I M M I II I I 
ml28-l ERVGRIWGWSHLNSVADTPELRAVYNELMPEITVFFTEIGQDIELYNRFKTIKNSPEFD 

70 80 90 100 110 120 

130 140 150 160 170 180 

gl28-l.pep TLSPAQKTKLDHDLRDFVLSGAELPPERQAELAKLQTEGAQLSAKFSQNVLDATDAFGIY 
M I II II I I I : II I II I M I M I II I (: I I I I t I II I I I I I I I I M M I I M I I I I II It 
ml28-l TLSPAQKTKLNHDLRDFVLSGAELPPEQQAELAKLQTEGAQLSAKFSQNVLDATDAFGIY 

130 140 150 160 170 180 

190 200 210 220. 230 240 

gl 2 8-1, pep FDDAAPLAGIPEDALAMFAAAAQSEGKTGYKIGLQIPHYLAVIQYAGNRELREQIYRAYV 
t I I t I t I I I II I I I I t I I I I I t I I I : I I M I I I I I I I 1 I I I I I I I I I I I t I 1 t I I I t I I 
ml 2 8 - 1 FDDAAPLAGI PEDALAMFAAAAQSESKTCYKIGLQI PHYLAVIQYADNRELREQI YE^YV 

190 200 210 220 230 240 

250 260 270 280 290 300 

gl28-l . pep TRASELSNDGKFDNTANIDRTLENALKTAKLLGFKNYAELSLATKMADTPEQVLNFLHDL 
i I I It I I : t I I I I I It I t M I I I I I : I I I I I f I I f 1 I I I t t I I t M t I M t I I t I I I I t 
ml28-l TRASELSDDGKFDNTANIDRTLANALQTAKLLGFKNYAELSLATKMADTPEQVLNFLHDL 

250 260 270 280 290 300 

310 320 330 340 350 360 

gl2 8-1 . pep ARRAKPYAEKDLAEVKAFAREHLGLADPQPWDLSYAGEKLREAKYAFSETEVKKYFPVGK 

I t t t t I I I I t I I t I I t t t t t t I : I t I I I I t t : I t : I t t I I I I M 1 I I II I I t I I I t II 
ml28-l ARRAKPYAEKDLAEVKAFARESLNLADLQPWDLGYASEKLREAKYAFSETEVKKYFPVGK 

310 320 330 340 350 360 

370 380 390 400 410 420 

gl28-l.pep VLAGLFAQIKKLYGIGFAEKTVPVWHKDVRYFELQQNGKTIGGVYMDLYAREGKRGGAWM 

II t I t I M I t I I 1 t I I : I I I t I I I I I tl I t I I I I I I I : I I It I I I I I t M t I I n II I I 
inl28-l VLNGLFAQIKKLYGIGFTEJCTVPVWHKDVRYFELQQNGETIGGVYMDLYAREGKRGGAWM 

370 380 390 400 410 420 



EDIKPAVQTA lAEARGQIAA VKAQTHTGWA 
SHLNSVVDTP ELRAVYNELM PEITVFFTEI 
TLSPAQKTKL DHDLRDFVLS GAELPPERQA 
LDATDAFGIY FDDAAPLAGI PEDALAMF7VA 
AVIQYAGNRE LREQIYRAYV TRASELSNDG 
LLGFKNYAEL SLATKMADTP EQVLNFLHDL 
EHLGLADPQP WDLSYAGEKL REAKYAFSET 
KLYGIGFAEK TVPVWHKDVR YFELQQNGKT 
NDYKGRRRFA DGTLQLPTAY LVCNFAPPVG 
GLHHLLTQVD ELGVSGINGV K 



128-1. ng showed a 94.5% identity in 4 91 aa 



gl28-l .pep 



430 440 450 460 470 480 

NDYKGRRRFADGTLQLPTAYLVCNFAPPVGGKEARLSHDEILTLFHETGHGLHHLLTQVD 
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M I I I i 1 I i : I I i M I M t I I M i I M I I I [ : M M I I M I I I I I I f M 1 I If M M I I 
ml28-l NDYKGRRRFSDGTLQLPTAYLVCNFAPPVGGREARLSHDEILILFHETGHGLHHLLTQVD 

430 440 450 460 470 480 

490 

gl28-l.pep ELGVSGINGVK 
M M M M I I : 

nil28-l ELGVSGINGVEWDAVELPSQFMENFVWEYNVLAQMSAHEETGVPLPKELFDKMLAAKNFQ 

490 500 510 520 530 540 

The following DNA sequence was identified in K meningitidis <SEQ ID 60>: 

al28-l,seq 

1 ATGACTGACA ACGCACTGCT CCATTTGGGC GAAGAACCCC GTTTTGATCA 

• 51 AATCAAAACC GAAGACATCA AACCCGCCCT GCAAACCGCC ATTGCCGAAG 

101 CGCGCGAACA AATCGCCGCC ATCAAAGCCC AAACGCACAC CGGCTGGGCA 

151 AACACTGTCG AACCCCTGAC CGGCATCACC GAACGCGTCG GCAGGATTTG 

201 GGGCGTGGTG TCGCACCTCA ACTCCGTCAC CGACACGCCC GAACTGCGCG 

251 CCGCCTACAA TGAATTAATG CCCGAAATTA CCGTCTTCTT CACCGAAATC 

301 GGACAAGACA TCGAGCTGTA CAACCGCTTC AAAACCATCA AAAACTCCCC 

351 CGAGTTCGAC ACCCTCTCCC ACGCGCAAAA AACCAAACTC AACCACGATC 

4P1 TGCGCGATTT CGTCCTCAGC GGCGCGGAAC TGCCGCCCGA ACAGCAGGCA 

451 GAATTGGCAA AACTGCAAAC CGAAGGCGCG CAACTTTCCG CCAAATTCTC 

501 CCAAAACGTC CTAGACGCGA CCGACGCGTT CGGCATTTAC TTTGACGATG 

551 CCGCACCGCT TGCCGGCATT CCCGAAGACG CGCTCGCCAT GTTTGCCGCT 

601 GCCGCGCAAA GCGAAGGGAA-AACAGGCTAC. AAAATCGGTT TGCAGATTCC 

651 GCACTACCTC GCCGTCATCC AATACGCCGA CAACCGCAAA CTGCGCGAAC 

701 AAATCTACCG CGCCTACGTT ACCCGCGCCA GCGAGCTTTC AGACGACGGC 

751 AAATTCGACA ACACCGCCAA CATCGACCGC ACGCTCGAAA ACGCCCTGCA 

801 AACCGCCAAA CTGCTCGGCT TCAAAAACTA CGCCGAATTG TCGCTGGCAA 

851 CCAAAATGGC GGACACCCCC GAACAAGTTT TAAACTTCCT GCACGACCTC 

901 GCCCGCCGCG CCAAACCCTA CGCCGAAAAA GACCTCGCCG AAGTCAAAGC 

951 CTTCGCCCGC GAAAGCCTCG GCCTCGCCGA TTTGC7VACCG TGGGACTTGG 

1001 GCTACGCCGG CGAAAAACTG CGCGAAGCCA AATACGCATT CAGCGAAACC 

1051 GAAGTCAAAA AATACTTCCC CGTCGGCPJ^A GTATTAAACG GACTGTTCGC 

1101 CCAAATCAAA AAACTCTACG GCATCGGATT TACCGAAAAA ACCGTCCCCG 

1151 TCTGGCACAA AGACGTGCGC TATTTTGAAT TGCAACAAAA CGGCGAAACC 

1201 ATAGGCGGCG TTTATATGGA TTTGTACGCA CGCGAAGGCA AACGCGGCGG 

1251 CGCGTGGATG AACGACTACA AAGGCCGCCG CCGTTTTTCA GACGGCACGC 

1301 TGCAACTGCC CACCGCCTAC CTCGTCTGCA ACTTCACCCC GCCCGTCGGC 

1351 GGCAAAGAAG CCCGCTTGAG CCATGACGAA ATCCTCACCC TCTTCCACGA 

1401 AACCGGACAC GGCCTGCACC ACCTGCTTAC CCAAGTCGAC GAACTGGGCG 

1451 TATCCGGCAT CAACGGCGTA GAATGGGACG CAGTCGAACT GCCCAGTCAG 

1501 TTTATGGAAA ATTTCGTTTG GGAATACAAT GTCTTGGCGC AAATGTCCGC 

1551 CCACGAAGAA ACCGGCGTTC CCCTGCCGAA AGAACTCTTC GACAAAATGC 

1601 TCGCCGCCAA AAACTTCCAA CGCGGAATGT TCCTCGTCCG CCAAATGGAG 

1651 TTCGCCCTCT TTGATATGAT GATTTACAGC GAAGACGACG AAGGCCGTCT 

1701 GAAAAACTGG CAACAGGTTT TAGACAGCGT GCGCAAAGAA GTCGCCGTCG 

1751 TCCGACCGCC CGAATACAAC CGCTTCGCCA ACAGCTTCGG CCACATCTTC 

1801 GCAGGCGGCT ATTCCGCAGG CTATTACAGC TACGCGTGGG CGGAAGTATT 

1851 GAGCGCGGAC GCATACGCCG CCTTTGAAGA AAGCGACGAT GTCGCCGCCA 

1901 CAGGCAAACG CTTTTGGCAG GAAATCCTCG CCGTCGGCGG ATCGCGCAGC 

1951 GCGGCAGAAT CCTTCAAAGC CTTCCGCGGA CGCGAACCGA GCATAGACGC 

2001 ACTCTTGCGC CACAGCGGCT TCGACAACGC GGCTTGA 

This corresponds to the amino acid sequence <SEQ ID 61; ORF 128-l.a>: 

al28-l.pep 

1 MTDNALLHLG EEPRFDQIKT EDIKPALQTA lAEAREQIAA IKAQTHTGWA 

51 NTVEPLTGIT ERVGRIWGW SHLNSVTDTP ELRAAYNELM PEITVFFTEI 

101 GQDIELYNRF KTIKNSPEFD TLSHAQKTKL NHDLRDFVLS GAELPPEQQA 

151 ELAKLQTEGA QLSAKFSQNV LDATDAFGIY FDDAAPIAGI PEDALAMFAA 

201 AAQSEGKTGY KIGLQIPHYL AVIQYADNRK LREQIYRAYV TRASELSDDG 

251 KFDNTANIDR TLENALQTAK LLGFKNYAEL SLATKMADTP EQVLNFLHDL 
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301 ARRAKPYAEK DLAEVKAFAR ESLGLADLQP WDLGYAGEKL REAKYAFSET 

351 EVKKYFPVGK VLNGLFAQIK KLYGIGFTEK TVPVWHKDVR YFELQQNGET 

4 01 IGGVYMDLYA REGKRGGAWM NDYKGRRRFS DGTLQLPTAY LVCNFTPPVG 

4 51 GKEARLSHDE ILTLFHETGH GLHHLLTQVD ELGVSGINGV EWDAVELPSQ 

501 FMENFVWEYN VLAQMSAHEE TGVPLPKELF DKMLAAKNFQ RGMFLVRQME 

551 FALFDMMIYS EDDEGRLKNW QQVLDSVRKE VAWRPPEYN RFANSFGHIF 

601 AGGYSAGYYS YAWAEVLSAD AYAAFEESDD VAATGKRFWQ EILAVGGSRS 

651 AAESFKAFRG REPSIDALLR HSGFDNAA* 



ml28-l/al28-l ORFs 128-1 and 128-l.a showed a 97.8% identity in 677 aa overlap 



10 20 30 40 50 60 

al28-l . pep MTDNALLHLGEEPRFDQIKTEDIKPALQTAIAEAREQIAAIKAQTHTGWANTVEPLTGIT 
I I I I I I I I N I I N I I I I 1 (1 M I I M M I t I t I M t t t t t I t t t I I i M t I I t I I I I t I 
ml 28-1 MTDNALLHLGEEPRFDQIKTEDIKPALQTAIAEAREQIAAIICAQTHTGWANTVEPLTGXT 

10 20 30 40 50 60 



70 80 90 100 110 120 

al28-l .pep ERVGRIWGWSHLNSVTDTPELRAAYNELMPEITVFFTEIGQDIELYNRFKTIKNSPEFD 
I ! I I I N I I t M I I I t : I I I 1 I I I : I I I I 11 I I I t I M t I i I M M I I I M I I I M I f M 
ml28-l ERVGRIWGWSHLNSVADTPELRAVYNELMPEITVFFTEIGQDIELYNRFKTIKNSPEFD 

70 80 90 100 110 120 



130 140 150 160 170 180 

al28-l • pep TLSHAQKTKLNHDLRDFVLSGAELPPEQQAELAKLQTEGAQLSAKFSQNVLDATD7VFGIY 
111 M M I I r I 1 1 II 1 I I I II 1 M I 1 II M M I II I I M I 1 M M I 1 I 1 I II 1 M M II 
ml28-l TLSPAQKTKLNHDLRDFVLSGAELPPEQQAELAKLQTEGAQLSAKFSQNVLDATDAFGIY 

130 140 150 160 170 180 



190 200 210 220 230 240 

al28-l . pep FDDAAPLAGXPEDALAMFAAAAQSEGKTGYKIGLQIPHYLAVIQYADNRKLREQIYRAYV 
I I I I I I I I M I I I I II I I I I I j I I I : II II 1 I M I 1 II I M I I I I I I I I: I I I I I II I M 
ml28-l FDDAAPLAGIPEDALAMFAAAAQSESKTGYKIGLQIPHYLAVIQYADNRELREQIYRAYV 

190 200 210 220 230 240 



250 260 270 280 290 300 

al28-l , pep TRASELSDDGKFDNTANIDRTLENALQTAKLLGFKNYAELSLATKMADTPEQVLNFLHDL 

I M I M II I M M I I I 1 I I I I t 1 I I I I I I I M I I II 1 I M I I I I I I M I t I I t I I I I I I 
inl28-l TRASELSDDGKFDNTANIDRTLANALQTAKLLGFKNYAELSLATKMADTPEQVLNFLHDL 

250 260 270 280 290 300 



310 320 330 340 350 360 

al28-l.pep ARRAKPYAEKDIAEVKAFARESIX3IADLQPWDIX3YAGEKLREAKYAFSETEVKKYFPVGK 
I II I I I I I It I I I I I I 1 I I I I I I : I M I I II M I I I : I I M II I t II M II M I I M I 11 
ml28-l ARRAKPYAEKDLAEVKAEAIIESLNLADLQPWDLGYASEKLREAKYAFSETEVKKYFPVGK 

310 320 330 340 350 360 



370 380 390 400 410 420 

al28-l . pep VLNGLFAQIKKLYGIGFTEKTVPVWHKDVRYFELQQNGETIGGVYMDLYAREGKRGGAWM 

I I I ( I I I I 1 I I M 1 I M I I I I t I I 1 I I M II 11 I II I I I I I I 1 I I I I M I I It t I 1 I t 1 I 
ml28-l VLNGLFAQIKKLYGIGFTEKTVPVWHKDVRYFELQQNGETIGGVYMDLYAREGKRGGAWM 

370 380 390 400 410 420 

430 440 450 460 470 480 

al28-l • pep NDYKGRRRFSDGTLQLPTAYLVCNFTPPVGGKEARLSHDEILTLFHETGHGLHHLLTQVD 
I t t I I I I I 1 I 1 I I I 1 I t I 1 I I t I I I : 1 I I M : I I I I t I t I I I I I I II I I II t I 1 1 I t I 1 
ml28-l NDYKGRRRFSDGTLQLPTAYLVCNFAPPVGGREARLSHDEILILFHETGHGLHHLLTQVD 

430 440 450 4 60 470 480 

490 500 510 520 530 540 

al28-l.pep ELGVSGINGVEWDAVELPSQFMENFVWEYNVLAQMSAHEETGVPLPKELFDKMLAAKNFQ 
I 1 1 I I I I I I t I I 1 I I I I I I t 1 I t I I 1 I N I 1 I I t It t I I 1 t 1 I 1 I I 1 I I 1 I I M M I 1 M 
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ml28-l ELGVSGINGVEWDAVELPSQFMENFVWEYNVLAQMSAHEETGVPLPKELFDKMLAAKNFQ 

490 500 510 520 530 540 

550 560 570 580 590 600 

al 28-1 .pep RGMFLVRQMEFALFDMMIYSEDDEGRLKNWQQVLDSVRKEVAWRPPEYNRFANSFGHIF 
I M I I M I I I i I I I I t I I N M It I t I I r I M M I M I I : I I I : : M I [ [ I M 1(1)11 
nil28-l RGMFLVRQMEFALFDMMIYSEDDEGRLKNWQQVLDSVRKKVAVIQPPEYNRFALSFGHIF 

550 560 570 580 590 600 

610 620 630 640 650 660 

al28-l . pep AGGYSAGYYSYAWAEVLSADAYAAFEESDDVAATGKRFWQEILAVGGSRSAAESFKAFRG 
M I N I I M M M I N N M I t N f t It I M I f M I I M r i M t I M I M M M I t ( M I 
ml 2 8-1 AGGYSAGYYS YAWAEVLSADAYAAFEESDDVAATGKRFWQEILAVGGSRSAAESFKAFRG 

610 620 630 640 650 660 



670 679 
a 1 2 8 - 1 . p ep RE PS I DALLRHSG FDNAAX 

t I t I M I II I 1 I II I t I : 
ml 2 8 - 1 REPS I DALLRHSGFDNAVX 

670 



206 



The following partial DNA sequence was identified in K meningitidis <SEQ ID 62>: 

m206.6eq 

1 ATGTTTCCCC CCGACAAAAC CCTTTTCCTC TGTCTCAGCG CACTGCTCCT 

51 CGCCTCATGC GGCACGACCT CCGGCAAACA CCGCCAACCG AAACCCAAAC 

XOl AGACAGTCCG GCAAATCCAA GCCGTCCGCA TCAGCCACAT CGACCGCACA 

151 CAAGGCTCGC AGGAACTCAT GCTCCACAGC CTCGGACTC7V TCGGCACGCC 

201 CTACAAATGG GGCGGCAGCA GCACCGCAAC CGGCTTCGAT TGCAGCGGCA 

251 TGATTCAATT CGTTTACAAr AACGCCCTCA ACGTCAAGCT GCCGCGCACC 

301 GCCCGCGACA TGGCGGCGGC AAGCCGsAAA ATCCCCGAcA GCCGCyTCAA 

351 GGCCGGOGAC CTCGTATTCT TCAACACCGG CGGCGCACAC CGCTACTCAC 

401 ACGTCGGACT CTACATCGGC AACGGCGAAT TCATCCATGC CCCCAGCAGC 

4 51 GGCAAAACCA TCAAAACCGA AAAACTCTCC ACACXTCTTTT ACGCCAAAAA 

501 CTACCTCGGC GCACATACTT TTTTTACAGA ATGA 

This corresponds to the amino acid sequence <SEQ ID 63; ORF 206>: 

m206 .pep. . 

1 MFPPDKTLFL CLSALLLASC GTTSG KHRQP KPKQTVRQIQ AVRISHIDRT 
51 QGSQELMLHS IjGLIGTPYKW GGSSTATGFD CSGMIQFVYK NALNVKLPRT . 
101 ARDMAAASRK IPDSRXKAGD liVFFNTGGAH RYSHVGLYIG NGEFIHAPSS 
151 GKTIKTEIOjS TPFYAKNYLG AHTFFTE* 



The following partial DNA sequence was identified in N, gonorrhoeae <SEQ ID 64>: 
g206. seq 

1 atgttttccc ccgacaaaac ccttttcctc tgtctcggcg cactgctcct 

51 cgcctcatgc ggcacgacct ccggcaaaca ccgccaaccg aaacccaaac 

101 agacagtccg gcaaatccaa gccgtccgca tcagccacat cggccgcaca 

151 caaggctcgc aggaactcat gctccacagc ctcggactca tcggcacgcc 

201 ctacaaatgg ggcggcagca gcaccgcaac cggcttcgac tgcagcggca 

251 tgattcaatt ggtttacaaa aacgccctca acgtcaagct gccgcgcacc 

301 gcccgcgaca tggcggcggc aagccgcaaa atccccgaca gccgcctcaa 

3 51 ggccggcgac atcgtattct tcaacaccgg cggcgcacac cgctactcac 

4 01 acgtcggact ctacatcggc aacggcgaat tcatccatgc ccccggcagc 
451 ggcaaaacca tcaaaaccga aaaactctcc acaccgtttt acgccaaaaa 
501 ctaccttgga gcgcatacgt tttttacaga atga 
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This corresponds to the amino acid sequence <SEQ ED 65; ORF 206.ng>: 

g206 -pep 

1 MFSPDKTLFL CLGALLLASC GTTSG KHRQP KPKQTVRQIQ AVRISHIGRT 

51 QGSQELMLHS LGLIGTPYKW GGSSTATGFD CSGMIQLVYK NALNVKLPRT 

101 ARDMAAASRK IPDSRLKAGD IVFFNTGGAH RYSHVGLYIG NGEFIHAPGS 

151 GKTIKTEKLS TPFYAKNYLG AHTFFTE* 



ORF 206 shows 96.0% identity over a 177 aa overlap with a predicted ORF (ORF 206.ng) 
from N, gonorrhoeae: 

m206/g206 

10 20 30 40 50 60 

MFPPDKTLFLCLSALLIjASCXSTTSGKimQPKPKQTTOQIQAVRISHIDRTQG 

II llllllllhllllllllllllllllllllllllllllllllll llllllllllll 
MFSPDKTLFLCLGALLI^CGTTSGKHRQPKPKOTVRQIQAVRISHIGRTQGSQELMLHS 
10 20 30 40 SO 60 

70 80 90 100 110 120 

LGLIGTPYKWGGSSTATGFT>CSC»lIQFVYKNAIiNVKLPRTARDMAAASRKIPDSRXKAGD 

iiiiiiiiiiiiiiiiiiiiiiiiihiiiiiiiiiiiiiiiiriiiiiiiiiii Mil 

IiGLIGTPyKWGGSSTATGFIX:SGMIQLVYKNALNVKLPRTARDMAAASRKIPDSRIiKAC3D 
70 80 90 100 110 120 

130 140 150 160 170 

LVFF^r^GGAHRYSHVGLyIGNGEFIHAPSSGKTIKTEKIiSTPFyAKNYIiGAHTFFTEX 

:|l II II I II ill MM 1 1 Mill nihil II MM III II MM II llllllll I 

IVFFNTGGAHRYSHVGLYIOJGEFIHAPGSGKTIKTEKIiSTPFYAKNYIiGAHTFFTE 
130 140 150 160 170 



The following partial DNA sequence was identified in N, meningitidis <SEQ ID 66>: 

a206. seq 

1 ATGTTTCCCC CCGACAAAAC CCTTTTCCTC TGTCTCAGCG CACTGCTCCT 

51 CGCCTCATGC GGCACGACCT CCGGCAAACA CCGCCAACCG AAACCCAAAC 

101 AGACAGTCCG GCAAATCCAA GCCGTCCGCA TCAGCCACAT CGACCGCACA 

151 CAAGGCTCGC AGGAACTCAT GCTCCACAGC CTCGGACTCA TCGGCACGCC 

201 CTACAAATGG GGCGGCAGCA GCACCGCAAC CGGCTTCGAT TGCAGCGGCA 

251 TGATTCAATT CGTTTACAAA AACGCCCTCA ACGTCAAGCT GCCGCGCACC 

301 GCCCGCGACA TGGCGGCGGC AAGCCGCAAA ATCCCCGACA GCCGCCTTAA 

351 GGCCGGCGAC CTCGTATTCT TCAACACCGG CGGCGCACAC CGCTACTCAC 

4 01 ACGTCGGACT CTATATCGGC AACGGCGAAT TCATCCATGC CCCCAGCAGC 

451 GGCAAAACCA TCAAAACCGA AAAACTCTCC ACACCGTTTT ACGCCAAAAA 

501 CTACCTCGGC GCACATACTT TCTTTACAGA ATGA 

This corresponds to the amino acid sequence <SEQ ID 67; ORF 206.a>: 

a206.pep 

1 MFPPD KTLFL CLSALLLASC GTT SGKHRQP KPKQTVRQIQ AVRISHIDRT 

51 QGSQEU1LHS LGLIGTPYKW GGSSTATGFD CSGMIQFVYK NALNVKLPRT 

101 ARDMAAASRK IPDSRLKAGD LVFFNTGGAH RYSHVGLYIG NGEFIHAPSS 

151 GKTIKTEKLS TPFYAKNYLG AHTFFTE* 

m206/a206 ORFs 206 and 206.a showed a 99.4% identity in 177 aa overlap 

10 20 30 40 50 60 

m206.pep MFPPDKTLFLCLSALLLASCGTTSGKHRQPKPKQTVRQIQAVRISHIDRTQGSQELMLHS 
( t I I I M I I I M I I M I I M I I II I I I I I I I I I I I I M I I N I I M I M I M N I I I M I 
a206 MFPPDKTLFLCLSALLLASCGTTSGKHRQPKPKQTVRQIQAVRISHIDRTQGSQEI24LHS 

10 20 30 40 50 60 



m206.pep 
g206 

m206 .pep 
g206 

m206 -pep 
g206 
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70 80 90 100 110 120 

m20 6.pep LGLIGTPYKWGGSSTATGFDCSGMIQFVYKNALNVKLPRTARDMAAASRKIPDSRXKAGD 
M t I N N I I I M f f ) I I t t I 1 I I M I M I M M I I t t M 1 1) M M M t I [ I t I MM 
a2 0 6 LGLIGTPYKWGGSSTATGFDCSGMIQFVYKNALNVKLPRTARDMAAASRKIPDSRLKAGD 

70 80 90 100 110 120 

130 140 150 160 170 

m206.pep LVFFNTGGAHRYSHVGLYIGNGEFIHAPSSGKTIKTEKLSTPFYAKNYLGAHTFFTEX 
tMMIMM MMMMMM IMMMMM MMMMMMIMtlMMMM 
a206 LVFFNTGGAHRYSHVGLYIGNGEFIHAPSSGKTIKTEKLSTPFYAKNYLGAHTFFTEX 

130 140 150 160 170 



287 



The following partial DNA sequence was identified in N. meningitidis <SEQ ID 68>: 

ra287. seq 

1 ATGTTTAAAC GCAGCGTAAT CGCAATGGCT TGTATTTTTG CCCTTTCAGC 

51 CTGCGGGGGC GGCGGTGGCG GATCGCCCGA TGTCAAGTCG GCGGACACGC 

101 TGTCAAAACC TGCCGCCCCT GTTGTTTCTG AAAAAGAGAC AGAGGCAAAG 

151 GAAGATGCGC CACAGGCAGG TTCTCAAGGA CAGGGCGCGC CATCCGCACA 

201 AGGCAGTCAA GATATGGCGG CGGTTTCGGA AGAAAATACA GGCAATGGCG 

251 GTGCGGTAAC AGCGGATAAT CCCAAAAATG AAGACGAGGT GGCACAAAAT 

301 GATATGGCGG AT^AATGCCGC CGGTACAGAT AGTTCGACAC. CGAATCACAC 

351 CCCGGATCCG AATATGCTTG CCGGAAATAT GGAAAATCAA GCAACGGATG 

401 CCGGGGAATC GTCTCAGCCG GCAAACCAAC CGGATATGGC AAATGCGGCG 

4 51 GACGGAATGC AGGGGGACGA TCCGTCGGCA GGCGGGCAAA ATGCCGGCAA 

501 TACGGCTGCC CAAGGTGCAA ATCAAGCCGG AAACAATCAA GCCGCCGGTT 

551 CTTCAGATCC CATCCCCGCG TCAAACCCTG CACCTGCGAA TGGCGGTAGC 

601 AATTTTGGAA GGGTTGATTT GGCTAATGGC GTTTTGATTG ACGGGCCGTC 

651 GCAAAATATA ACGTTGACCC ACTGTAAAGG CGATTCTTGT AGTGGCAATA 

701 ATTTCTTGGA TGAAGAAGTA CAGCTAAAAT CAGAATTTGA Ai\AATTAAGT 

751 GATGCAGACA AAATAAGTAA TTACAAGAAA GATGGGAAGA ATGATAAATT 

801 TGTCGGTTTG GTTGCCGATA GTGTGCAGAT GAAGGGAATC AATCAATATA 

851 TTATCTTTTA TAAACCTAAA CCCACTTCAT TTGCGCGATT TAGGCGTTCT 

901 GCACGGTCGA GGCGGTCGCT TCCGGCCGAG ATGCCGCTGA TTCCCGTCAA 

951 TCAGGCGGAT ACGCTGATTG TCGATGGGGA AGCGGTCAGC CTGACGGGGC 

1001 ATTCCGGCAA TATCTTCGCG CCCGAAGGGA ATTACCGGTA TCTGACTTAC 

1051 GGGGCGGAAA AATTGCCCGG CGGATCGTAT GCCCTTCGTG TTCAAGGCGA 

1101 ACCGGCAAAA GGCGAAATGC TTGCGGGCGC GGCCGTGTAC AACGGCGAAG 

1151 TACTGCATTT CCATACGGAA AACGGCCGTC CGTACCCGAC CAGGGGCAGG 

1201 TTTGCCGCAA AAGTCGATTT CGGCAGCAAA TCTGTGGACG GCATTATCGA 

1251 CAGCGGCGAT GATTTGCATA TGGGTACGCA AAAATTCAAA GCCGCCATCG 

1301 ATGGAAACGG CTTTAAGGGG ACTTGGACGG AAAATGGCAG CGGGGATGTT 

1351 TCCGGAAAGT TTTACGGCCC GGCCGGCGAG GAAGTGGCGG GAAAATACAG 

1401 CTATCGCCCG ACAGATGCGG AAAAGGGCGG ATTCGGCGTG TTTGCCGGCA 

1451 AAAAAGAGCA GGATTGA 

This corresponds to the amino acid sequence <SEQ ID 69; ORF 287>: 

m287.pep 

1 MFKRSVIAMA CIFALSA CGG GGGGSPDVKS ADTLSKPAAP WSEKETEAK 

51 EDAPQAGSQG QGAPSAQGSQ DMAAVSEENT GNGGAVTADN PKNEDEVAQN 

101 DMPQNAAGTD SSTPNHTPDP NMLAGNMENQ ATDAGESSQP ANQPDMANAA 

151 DGMQGDDPSA GGQNAGNTAA QGANQAGNNQ AAGSSDPIPA SNPAPANGGS 

201 NFGRVDLANG VLIDGPSQNI TLTHCKGDSC SGNNFLDEEV QLKSEFEKLS 

251 DADKISNYKK DGKNDKFVGL VADSVQMKGI NQYIIFYKPK PTSFARFRRS 

301 ARSRRSLPAE MPLIPVNQAD TLIVDGEAVS LTGHSGNIFA PEGNYRYLTY 
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351 GAEKLPGGSY ALRVQGEPAK GEMLAGAAVY NGEVLHFHTE NGRPYPTRGR 
401 FAAKVDFGSK SVEX^IIDSGD DLHMGTQKFK AAIDGNGFKG TWTENGSGDV 
451 SGKFYGPAGE EVAGKYSYRP- TDAEKGGFGV FAGKKEQD* 

The following partial DNA sequence was identified in K gonorrhoeae <SEQ ID 70>: 

g287 . seq 

1 atgtttaaac gcagtgtgat tgcaatggct tgtatttttc ccctttcagc 
51 ctgtgggggc ggcggtggcg gatcgcccga tgtcaagtcg gcggacacgc 

101 cgtcaaaacc ggccgccccc gttgttgctg aaaatgccgg ggaaggggtg 

151 ctgccgaaag aaaagaaaga tgaggaggca gcgggcggtg cgccgcaagc 

201 cgatacgcag gacgcaaccg ccggagaagg cagccaagat atggcggcag 

251 tttcggcaga aaatacaggc aatggcggtg cggcaacaac ggacaacccc 

301 aaaaatgaag acgcgggggc gcaaaatgat atgccgcaaa atgccgccga 

351 atccgcaaat caaacaggga acaaccaacc cgccggttct tcagattccg 

401 cccccgcgtc aaaccctgcc cctgcgaatg gcggtagcga ttttggaagg 

451 acgaacgtgg gcaattctgt tgtgattgac ggaccgtcgc aaaatataac 

501 gttgacccac tgtaaaggcg attcttgtaa tggtgataat ttattggatg 

551 aagaagcacc gtcaaaatca gaatttgaaa aattaagtga tgaagaaaaa 

601 attaagcgat ataaaaaaga cgagcaacgg gagaattttg tcggtttggt 

651 tgctgacagg gt:aaaaaagg atggaactaa caaatatatc atcttctata 

701 cggacaaacc acctactcgt tctgcacggt cgaggaggtc gcttccggcc 

751 gagattccgc tgattcccgt caatcaggcc gatacgctga ttgtggatgg 

801 ggaagcggtc agcctgacgg ggcattccgg caatatcttc gcgcccgaag 

851 ggaattaccg gtatctgact tacggggcgg aaaaattgcc cggcggatcg 

901 tatgccctcc gtgtgcaagg cgaaccggca aaaggcgaaa tgcttgttgg 

951 cacggccgtg tacaacggcg aagtgctgca tttccatatg gaaaacggcc 

1001 gtccgtaccc gtccggaggc aggtttgccg caaaagtcga tttcggcagc 

1051 aaatctgtgg acggcattat cgacagcggc gatgatttgc atatgggtac 

1101 gcaaaaattc aaagccgcca tcgatggaaa cggctttaag gggacttgga 

1151 cggaaaatgg cggcggggat gtttccggaa ggttttacgg cccggccggc 

1201 gaggaagtgg cgggaaaata cagctatcgc ccgacagatg ctgaaaaggg 

1251 cggattcggc gtgtttgccg gcaaaaaaga tcgggattga 

This corresponds to the amino acid sequence <SEQ ID 71; ORF 287.ng>: 

g287 .pep 

1 MFKRSVIAMA CIFPLSA CGG GGGGSPDVKS ADTPSKPAAP WAENAGEGV 

51 LPKEKKDEEA AGGAPQADTQ DATAGEGSQD MAAVSAENTG NGGAATTDNP 

101 KNEDAGAQND MPQKAAESAN QTGNNQPAGS SDSAPASNPA PANGGSDFGR 

151 TNVGNSWID GPSQNITLTH CKGDSCNGDN LLDEEAPSKS EFEKLSDEEK 

201 IKRYKKDEQR ENFVGLVADR VKKDGTNKYI IFYTDKPPTR SARSRRSLPA 

251 EIPLIPVNQA DTLIVDGEAV SLTGHSGNIF APEGNYRYLT YGAEKLPGGS 

301 YALRVQGEPA KGEMLVGTAV YNGEVLHFHM ENGRPYPSGG RFAAKVDFGS 

351 KSVDGIIDSG DDLHMGTQKF KAAIDGNGFK GTWTENGGGD VSGRFYGPAG 

401 EEVAGKYSYR PTDAEKGGFG VFAGKKDRD* 



m287/g287 ORFs 287 and 287.ng showed a 70,1% identity in 499 aa overly 

10 20 30 40 49 

ni287 . pep MFKRSVIAMACIFALSACGGGGGGSPDVKSADTLSKPAAPWSE KETEA 

I I I I I M I I I M I I I I N I I f M f I I i I i I I I I I I I I M I : I t : M 

g287 MFKRSVIAMACIFPLSACGGGGGGSPDVKSADTPSKPAAPWAENAGEGVLPKEKKDEEA 

10 20 30 40 50 60 



50 60 70 80 90 100 109 

ra2 8 7 . pep KEDAPQAGSQGQGAPSAQGSQDMAAVSEENTGNGGAVTADNPKNEDEVAQNDMPQNAAGT 

Mil : I I : : : II II M M I I I I I M M : I : I I I II I I M I I I II M I 
g287 AGGAPQADTQD — ATAGEGSQDMAAVSAENTGNGGAATTDNPKNEDAGAQNDMPQNAA — 

70 80 90 100 110 
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110 120 130 140 150 160 169 

m287 . pep DSSTPNHTPDPNMLAGNMENQATDAGESSQPANQPDMANAADGMQGDDPSAGGQNAGNTA 

g287 



170 180 190 200 210 220 229 

m287 . pep AQGANQAGNNQAAGSSDPIPASNPAPANGGSNFGRVDLANGVLIDGPSQNITLTHCKGDS 
- I I I : I M ( I I I M I M I M M t I N : I M : : : : I : I : N M M f I I M 11 N i [ 
g287 -ESANQTGNNQPAGSSDSAPASNPAPANGGSDFGRTNVGNSWIDGPSQNITLTHCKGDS 
120 130 140 150 160 170 

230 240 250 260 270 280 289 

m287 . pep CSGNNFLDEEVQLKSEFEKLSDADKISNYKKDGKNDKFVGLVADSVQMKGINQYIIFYKP 

I : I : I : I I ! I : I I 11 I I I I I : II : I I I I : :: I II I I 1 I I : I 1 : I I 1 || 
g287 CNGDNLLDEEAPSKSEFEKLSDEEKIKRYKKDEQRENFVGLVADRVKKDGTNKYIIFYTD 
180 190 200 210 220 230 

290 300 310 320 330 340 349 

m287 . pep KPTSFARFRRSARSRRSLPAEMPLIPVNQADTLIVDGEAVSLTGHSGNIFAPEGNYRYLT 
M : I I II M I 1 1 I 1 1 : II I I I I I I I I I 1 I t I I I I I I I 1 M I I I 1 I I I 1 M 1 I II 

g287 KPPT RSARSRRSLPAEIPLIPVNQADTLIVDGEAVSLTGHSGNIFAPEGNYRYLT 

240 250 260 270 280 290 

350 360 370 380 390 400 409 

m287 . pep YGAEKLPGGSYALRVQGEPAKGEMLAGAAVYNGEVLHFHTENGRPYPTRGRFAAKVDFGS 
iilNlllllllllMlllllill|:|:||lllMlltl llltlll: IIMIIIMM 
g287 YGAEKLPGGSYALRVQGEPAKGEMLVGTAVYNGEVLHFHMENGRPYPSGGRFAAKVDFGS 

300 310 320 330 340 350 

410 420 430 440 450 460 469 

m287 . pep KSVDGIIDSGDDLHMGTQKFKAAIDGNGFKGTWTENGSGDVSGKFYGPAGEEVAGKYSYR 
M 11 I I I t 1 I M I 1 1 I I I 1 1 I I 1 M I I I M 1 1 I I I I 1 : I M I 1 : I I II I M I I I I I I I II 
g2 8 7 KS VDGI I DSGDDLHMGTQKFKAAI DGNGFKGTWTENGGGDVSGRFYGPAGEEVAGKYS YR 

360 370 380 390 400 410 



470 480 489 

m2 8 7 . pep PTDAEKGGFGVFAGKKEQDX 
I M If I I I 1 I I N 1 I I :: 1 I 
g287 PTDAEKGGFGVFAGKKDRDX 

420 430 



The following partial DNA sequence was identified in A'; meningitidis <SEQ ID 72>: 

a287 .seq 

1 ATGTTTAAAC GCAGTGTGAT TGCAATGGCT TGTATTGTTG CCCTTTCAGC 

51 CTGTGGGGGC GGCGGTGGCX3 GATCGCCCGA TGTTAAGTCG GCGGACACGC 

101 TGTCAAAACC TGCCGCCCCT GTTGTTACTG AAGATGTCGG GGAAGAGGTG 

151 CTGCCGAAAG AAAAGAAAGA TGAGGAGGCG GTGAGTGGTG CGCCGCAAGC 

201 CGATACGCAG GACGCAACCG CCGGAAAAGG CGGTCAAGAT ATGGCGGCAG 

251 TTTCGGCAGA AAATACAGGC AATGGCGGTG CGGCAACAAC GGATAATCCC 

301 GAAAATAAAG ACGAGGGACC GCAAAATGAT ATGCCGCAAA ATGCCGCCGA 

351 TACAGATAGT TCGACACCGA ATCACACCCC TGCACCGAAT ATGCCAACCA 

4 01 GAGATATGGG AAACCAAGCA CCGGATGCCG GGGAATCGGC ACAACCGGCA 

451 AACCAACCGG ATATGGCAAA TGCGGCGGAC GGAATGCAGG GGGACGATCC 

501 GTCX3GCAGGG GAAAATGCCG GCAATACGGC AGATCAAGCT GCAAATCAAG 

551 CTGAAAACAA TCAAGTCGGC GGCTCTCAAA ATCCTGCCTC TTCAACCAAT 

601 CCTAACGCCA CGAATGGCGG CAGCGATTTT GGAAGGATAA ATGTAGCTAA 

651 TGGCATCAAG CTTGACAGCG GTTCGGAAAA TGTAACGTTG ACACATTGTA 

701 AAGACAAAGT ATGCGATAGA GATTTCTTAG ATGAAGAAGC ACCACCAAAA 

751 TCAGAATTTG AAAAATTAAG TGATGAAGAA AAAATTAATA AATATAAAAA 

801 AGACGAGCAA CGAGAGAATT TTGTCGGTTT GGTTGCTGAC AGGGTAGAAA 
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851 AGAATGGAAC TAACAAATAT GTCATCATTT ATAAAGACAA GTCCGCTTCA 

901 TCTTCATCTG CG CGATTCAG GCGTTCTGCA CGGTCGAGGC GGTCGCTTCC 

951 GGCCGAGATG CCGCTGATTG CCGTCAATGA GGCGGATACG CTGATTGTCG 

1001 ATGGGGAAGC GGTCAGCCTG ACGGGGCATT CCGGCAATAT CTTCGCGCCC 

1051 GAAGGGAATT ACCGGTATCT GACTTACGGG GCGGAAAAAT TGTCCGGCGG 

1101 ATCGTATGCC CTCAGTGTGC AAGGCGAAGG GGCATU^GGC GAAATGCTTG 

1151 CGGGCACGGG CGTGTACAAG GGCGAj\GTG€ TGCATTTCCA TATGGAAAAC 

1201 GGCCGTCCGT CCCCGTCCGG AGGGAGGTTT GCCGGAAAAG TCGATTTCGG 

12 51 CAGGAAATCT GTGGACGGCA TMTCGACAG CGGCGATGAT TTGCATATGG 

1301 GTACGCAAAA ATTCAAAGCe GTTAI'CGATG GAAACGG^CTT' TAAGGGGACT 

1351 TGGACGGAAA ATGGCGGCGG GGATOTTTCC GGAAGGTTTT ACGGGCCGGC 

1401 CGGCGAAGAA GTGGCGGGAA AATACAGCTA TCGCCCGACA GATGCGGAAA 

1451 AGGGCGGM'T CGpCGTGTTT GGCGGeAAAA AAGAGGA^SGA TTGA 

This corresponds to the amino acid sequence <SEQ ID 73; ORF 287.a>: 

a287.pep 

1 MFKRSVIAMA CIVALSA CGG GGGGSPDVKS ADTLSKPAAP WTEDVGEEV 

51 LPKEKKDEEA VSGAPQADTQ DATAGKGGQD MAAVSAENTG NGGAATTDNP 

101 ENKDEGPQND MPQNAADTDS STPNHTPAPN MPTRDMGNQA PDAGESAQPA 

151 NQPDMANAAD GMQGDDPSAG ENAGNTADQA ANQAENNQVG GSQNPASSTN 

201 PNATNGGSDF GRINVANGIK LDSGSENVTL THCKDKVCDR DFLDEEAPPK 

251 SEFEKLSDEE KINKYKKDEQ RENFVGLVAD RVEKNGTNKY VIIYKDKSAS 

301 SSSARFRRSA RSRRSLPAEM PLXPVNQADT LIVDGEAVSL TGHSGNIFAP 

351 EGNYRYLTYG AEKLSGGSYA LSVQGEPAKG EMLAGTAVYN GEVLHFHMEN 

401 GRPSPSGGRF AAKVDFGSKS VDGIIDSGDD LHMGTQKFKA VIDGNGFKGT 

451 WTENGGGDVS GRFYGPAGEE VAGKYSYRPT DAEKGGFGVF AGKKEQD* 



m287/a287 ORFs 287 and 287. a showed a 77.2% identity in 501 aa overlap 



10 20 30 40 49 

m287 . pep MFKRSVIAMACIFALSACGGGGGGSPDVKSADTLSKPAAPWSE KETEA 

I I I i t I I I I N I I I i 1 I I t I M I I I I I I I I I I I I M t M I i : I I : II 

a287 ■ MFKRSVIAMACIVALSACGGGGGGSPDVKSADTLSKPAAPWTEDVGEEVLPKEKKDEEA 

10 20 30 40 50 60 



50 60 70 80 90 100 109 

m287 . pep KEDAPQAGSQGQGAPSAQGSQDMAAVSEENTGNGGAVTADNPKNEDEVAQNDMPQNAAGT 
MM : I I : : : I : M 11 i 11 II M M M M M II M : M II II M 1 M I 
a2 8 7 VSGAPQADTQ — DATAGKGGQDMAAVSAENTGNGGAATTDNPENKDEGPQNDMPQNAADT 

70 80 90 100 110 



110 120 130 140 150 160 169 

in287 . pep DSSTPNHTPDPNMLAGNMENQATDAGESSQPANQPDMANAADGMQGDDPSAGGQNAGNTA 
M M I M II III : : I I 11 I M M : M M I M M M M I I I II M t II : I M I II 
a287 DSSTPNHTPAPNMPTRDMGNQAPDAGESAQPANQPDMANAAD04QGDDPSAG-ENAGNTA 
120 130 140 150 160 170 



170 180 190 200 210 220 229 

m287 . pep AQGANQAGNNQAAGSSDPI PASNPAPANGGSNFGRVDLANGVLIDGPSQNITLTHCKGDS 

M M M I II : : II : M : : M : M M : I 1 I : : M M : : I : I : I : M M II 
a287 DQAANQAENNQVGGSQNPASSTNPNATNGGSDFGRINVANGIKLDSGSENVTLTHCKDKV 
180 190 200 210 220 230 

230 240 250 260 270 280 289 

m287 . pep CSGNNFLDEEVQLKSEFEKLSDADKISNYKKDGKNDKFVGLVADSVQMKGINQYIIFYKP 

\- MINI: M M II I II : II : : II II : : : M M M I I : : I I : I : I : I I 
a287 CD-RDFLDEEAPPKSEFEKLSDEEKINKYKKDEQRENFVGLVADRVEKNGTNKYVIIYKD 
240 250 260 270 280 290 

290 300 310 320 330 340 

m287 . pep KP — TSFARFRRSARSRRSLPAEMPLIPVNQADTIiIVDGEAVSLTGHSGNIFAPEGNYRY 

I M I I 11 M M I It II I I I M M I I I I I I I I I I I I I I M II II t M M M I I I I II 
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^287 KSASSSSARFRRSARSRRSLPAEMPLIPVNQADTLIVDGEAVSLTGHSGNIFAPEGNYRY 
300 310 320 330 340 350 

350 360 370 380 390 400 

m287 . pep LTYGAEKLPGGSYALRVQGEPAKGEMLAGAAVYNGEVLHFHTENGRPYPTRGRFAAKVDF 
I I I I M I I Mini I I I I I I I I I I I I I : I M I I It I I I I I I I I I I : ) I M I I M I 

LTYGAEKLSGGSYALSVQGEPAKGEMLAGTAVYNGEVLHFHMENGRPSPSGGRFAAKVDF 
360 370 380 390 400 410 



a287 



410 420 430 440 450 460 

m287 , pep GS KSVDGI I DSGDDLHMGTQKFKAAIDGNGFKGTWTENGSGDVSGKFYGPAGEEVAGKYS 

Mllllllllflll]l)lllfll|:||MIM||NIM:|||||:|| IMMIII INI 
a287 GSKSVDGIIDSGDDLHMGTQKFKAVIDGNGFKGTWTENGGGDVSGRFYGPAGEEVAGKYS 
420 430 440 450 460 470 

470 480 489 

m2 8 7 , pep YRPTDAEKGGFGVFAGKKEQDX 

I 1 I I I I I I f 1 I I I I I i I I I 1 I I 
a2 8 7 YRPTDAEKGGFGVFAGKKEQDX 
480 490 



406 



The following partial DNA sequence was identified in A^. meningitidis <SEQ ID 74>: 

m406 . seq 

1 ATGCAAGCAC GGCTGCTGAT ACCTATTCTT TTTTCAGTTT TTATTTTATC 

51 CGCCTGCGGG ACACTGACAG GTATTCCATC GCATGGCGGA GGTAAACGCT 

101 TTGCGGTCGA ACAAGAACTT GTGGCCGCTT CTGCCAGAGC TGCCGTTAAA 

151 GACATGGATT TACAGGCATT ACACGGACGA AAAGTTGCAT TGTACATTGC 

201 CACTATGGGC GACCAAGGTT CAGGCAGTTT GACAGGGGGT CGCTACTCCA 

251 TTGATGCACT GATTCX5TGGC GAATACATAA ACAGCCCTGC CGTCCGTACC 

301 GATTACACCT ATCCACX3TTA CGPJKPJOCACC GCTGAAACAA CATCAGGCGG 

351 TTTGACAGGT TTAACCACTT CTTTATCTAC ACTTAATGCC CCTGCACTCT 

4 01 CTCGCACCCA ATCAGACGGT AGCGGAAGTA AAAGCAGTCT GGGCTTAAAT 

451 ATTGGCGGGA TGGGGGATTA TCGAAATGAA ACCTTGACGA CTAACCCGCG 

501 CGACACTGCC TTTCTTTCCC ACTTGGTACA GACCGTATTT TTCCTGCGCX3 

551 GCATAGACGT TGTTTCTCCT GCCAATGCCX3 ATACAGATGT GTTTATTAAC 

601 ATCGACGTAT TCGGAACGAT ACGCAACAGA ACCGAAATGC ACCTATACAA 

651 TGCCGAAACA CTGAAAGCCC AAACAAAACT GGAATATTTC GCAGTAGACA 

701 GAACCAATAA AAAATTGCTC ATCAAACXAA AAACXTAATGC GTTTGAAGCT 

751 GCCTATAAAG AAAATTACGC ATTGTGGATG GGGCCGTATA AAGTAAGCAA 

801 AGGAATTAAA CCGACGGAAG GATTAATGGT OGATTTCTCC GATATCCGAC 

851 CATACX3GCAA TCATACGGGT AACTCCX3CCC CATCCGTAGA GGCTGATAAC 

901 AGTCATGAGG GGTATGGATA CAGCGATGAA GTAGTOCX3AC AACATAGACA 

951 AGGACAACCT TGA 

This corresponds to the amino acid sequence <SEQ ID 75; ORF 406>: 

m406.pep 

1 MQARLLIPIL FSVFILSA CG TLTGIPSHGG GKRFAVEQEL VAASARAAVK 

51 DMDIiQALHGR KVALYIATMG DQGSGSIiTGG RYSIDALIRG EYINSPAVRT 

101 DYTYPRYETT AETTSGGLTG LTTSLSTIiNA PALSRTQSDG SGSKSSLGLN 

151 IGGMGDYRNE TLTTNPRDTA FLSHLVQTVF FijRGIDWSP ANADTDVFIN 

201 IDVFGTIRNR TEMHLYNAET LKAQTKLEYF AVDRTNKKLL IKPKTNAFEA 

251 AYKENYALWM GPYKVSKGIK PTEGLMVDFS DIRPYGNHTG NSAPSVEADN 

301 SHEGYGYSDE WRQHRQGQP * 
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The following partial DNA sequence was identified in N. gonorrhoeae <SEQ ED 76>: 

g40 6 . seq 

1 ATGCGGGCAC GGCTGCTGAT ACCTATTCTT TTTTCAGTTT TTATTTTATC 

51 CGCCTGCGGG ACACTGACAG GTATTCCATC GCATGGCGGA GGCAAACGCT 

101 TCGCX5GTCGA ACAAGAACTT GTGGCCGCTT CTGCCAGAGC TGCCGTTAAA 

151 GACATGGATT TACAGGCATT ACACGGACX3A AAAGTTGCAT TGTACATTGC 

201 AACTATGGGC GACCAAGGTT CAGGCAGTTT GACAGGGGGT CGCTACTCCA 

251 TTGATGCACT GATTCGCGGC GAATACATAA ACAGCCCTGC CGTCCGCACC 

301 GATTACACCT ATCCGCGTTA CGAAACCACC GCTGAAACAA CATCAGGCGG 

351 TTTGACGGGT TTAACCACTT CTTTATCTAC ACTTAATGCC CCTGCACTCT 

401 CGCGCACCCA ATCAGAOSGT AGCGGAAGTA GGAGCAGTCT GGGCTTAAAT 

451 ATTGGCGGGA TGGGGGATTA TCGAAATGAA ACCTTGACX3A CCAACCCX3CG 

501 CGACTICTGCC TTTCTTTCCX: ACTTGGTGCA GACCGTATTT TTCCTGCGCG 

551 GCATAGACGT TGTTTCTCCT GCCAATGCCG ATACAGATGT GTTTATTAAC - 

601 ATCGACGTAT TCX3GAACGAT ACGCAACAGA ACCX5A7^TGC ACCTATACAA 

651 TGCCGAAACA CTGAAAGCCC AAACAAAACT GGAATATTTC GCAGTAGACA 

701 GAACCAATAA AAAATTGCTC ATCAAACCCA AAACCAATGC GTTTGAAGCT 

751 GCCTATAAAG AAAATTACGC ATTGTGGATG GGGCCGTATA AAGTAAGCAA 

801 AGGAATCAAA CCGACGGAAG GATTGATGGT CX3ATTTCTCC GATATCCAAC 

851 CATACX3GCAA TCATACGGGT AACTCCGCCC CATCCXJTAGA GGCTGATAAC 

901 AGTCATGAGG GGTATGGATA CAGCX3ATGAA GCAGTGCGAC AACATAGACA 

951 AGGGCAACCT TGA 

This corresponds to the amino acid sequence <SEQ ID 77; ORF 406.ng>: 

g40€.pep 

1 MRARLIilPIIi FSVFILSA CX3 TLTGIPSHGG GKRFAVEQELi VAASARAAVK 

51 DMDLQAIiHGR KVALYIATMG DQGSGSLTGG RYSIDAIiIRG EYINSPAVRT 

101 DYTYPRYETT AETTSGGLTG IiTTSLSTLNA PAIiSRTQSDG SGSRSSLGIiN 

151 IGGMGDYRNE TIjTTNPRDTA FLSHLVQTVF FLRGIDWSP ANADTDVFIN 

201 IDVFGTIRNR TEMHLYNAET IiKAQTKLEYF AVDRTNKKLL IKPKTNAFEA 

251 AYKENYALWM GPYKVSKGIK PTEGLMVDFS DIQPYGNHTG NSAPSVEADN 

301 SHEGYGYSDE AVRQHRQGQP * 



ORF 406.ng shows 98.8% identity over a 320 aa overlap with a predicted ORF (ORF406,a) 
from N, gonorrhoeae: 

g406/m406 

10 20 30 40 50 60 

g4 06 . pep MRARIiLIPIIiFSVFILSACGTLTGIPSHGGGKRFAVEQELVAASARAAVKDMDIiQAIiHGR 

hlllilllillllllllllllllilllillllllllllllMIIMIMIillllilll 

m4 06 MQARLIjlPILFSVFIIiSACGTIiTGIPSHGGGKRFAVEQELVAASARAAVKDMDIiQAIiHGR 

10 20 30 40 50 60 

70 80 90 100 110 120 

g4 06 . pep KVAIiYIATMGDQGSGSLTGGRYSIDAIilRGEYINSPAVRTDYTYPRYETTAETTSGGLTG 

lllllllllilliillllllllllllllllllllllllllllllllMIIMIIIIIIII 

m4 0 6 KVAL YX ATMGDQGSGSIiTGGRYSIDALIRGEYINS PAVRTDYTYPRYETTAETTSGGLTG 

70 80 90 100 110 120 

130 140 150 160 170 180 

g4 0 6 . pep LTTSLSTIiNAPALSRTQSDGSGSRSSIiGLNr GGMGDYRNETLTTMPRDTAFLSHLVQTVF 

IIIIIIIIIIIMMIMIIIIhllllllllllllllilllllllllllllllilllll 

m4 0 6 LTTSIiSTIJfAPAIjSRTQSE)GSGSKSSlJGIiNlGGMCa>YRNETLTTNPRDTAFLSHLVQT^ 

130 140 150 160 170 180 

190 200 210 220 230 240 
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g4 06 . pep FLRGIDWSPANADTDVFINIDVFGTIRNRTEMHLYNAETLKAQTKLEYFAVDRTNKKLL 

IIIIIIINIIMIIIIIIIMIIIIIIMIIIMllMiiiiiiiiiiiiMiiiiiii 

FLRGIDWSPANADTDVFlNIDVFGTIRNRTEMHLYNAETLKAQTKLEYFAVDRTIiKKLL 
150 200 210 220 230 240 



m406 



- 250 260 270 280 290 300 

g406 . pep IKPKTNAFEAAYKENYALWMGPYKVSKGIKPTEGLMVDFSDIQPYGNHTGNSAPSVEADN 

IIINIIIIIilllllllllllllllillllllliiiiiiihiiiiiiiiiiiiiiii, 

IKPKTNAFEAAYKENYALWMGPYKVSKGIKPTEGLMVDFSDIRPYGNHTGNSAPSVEADN 
250 260 270 280 290 300 



m406 



310 320 
g4 0 6 . pep SHEGYGYSDEAVRQHRQGQPX 

lllllllllhllllllllll 
m4 0 6 SHEGYGYSDEWRQHRQGQPX 

310 320 

The following partial DNA sequence was identified inN. meningitidis <SEQ ID 78>: 

a406. seq 

1 ATGCAAGCAC GGCTGCTGAT ACCTATTCTT TTTTCAGTTT TTATTTTATC 

51 CGCCTGCGGG ACACTGACAG GTATTCCATC GCATGGCGGA GGTAAACGCT 

101 TCGCGGTCGA ACAAGAACTT GTGGCCGCTT CTGCCAGAGC TGCCGTTAAA 

151 GACATGGATT TACAGGCATT ACACGGACGA AAAGTTGCAT TGTACATTGC 

201 AACTATGGGC GACCAAGGTT CAGGCAGTTT GACAGGGGGT CGCTACTCCA 

251 TTGATGCACT GATTCGTGGC GAATACATAA ACAGCCCTGC CGTCCGTACC 

301 GATTACACCT ATCCACGTTA CGAAACCACC GCTGAAACAA CATCAGGCGG 

351 TTTGACAGGT TTAACCACTT CTTTATCTAC ACTTAATGCC CCTGCACTCT 

401 CGCGCACCCA ATCAGACGGT AGCGGAAGTA AAAGCAGTCT GGGCTTAAAT 

451 ATTGGCGGGA TGGGGGATTA TCGAAATGAA ACCTTGACGA CTAACCCGCG 

501 CGACACTGCC TTTCTTTCCC ACTTGGTACA GACCGTATTT TTCCTGCGCG 

551 GCATAGACGT TGTTTCTCCT GCCAATGCCG ATACGGATGT GTTTATTAAC 

601 ATCGACGTAT TCGGAACGAT ACGCAACAGA ACCGAAATGC ACCTATACAA 

651 TGCCGAAACA CTGAAAGCCC AAACAAAACT GGAATATTTC GCAGTAGACA 

701 GAACCAATAA AAAATTGCTC ATCAAACCAA AAACCAATGC GTTTGAAGCT 

751 GCCTATAAAG AAAATTACGC ATTGTGGATG GGACCGTATA AAGTAAGCAA 

801 AGGAATTAAA CCGACAGAAG GATTAATGGT CGATTTCTCC GATATCCAAC 

851 CATACGGCAA TCATATGGGT AACTCTGCCC CATCCGTAGA GGCTGATAAC 

901 AGTCATGAGG GGTATGGATA CAGCGATGAA GCAGTGCGAC GACATAGACA 

951 AGGGCAACCT TGA 

This corresponds to the amino acid sequence <SEQ ID 79; ORF 406.a>: 

a4 06 .pep 

1 MQARLLIPIL FSVFILSA CG TLTGXPSHGG GKRFAVEQEL VAASARAAVK 

51 DMDLQALHGR KVALYIATMG DQGSGSLTGG RYSIDALIRG EYINSPAVRT 

101 DYTYPRYETT AETTSGGLTG LTTSLSTLNA PALSRTQSDG SGSKSSLGLN 

151 IGGMGDYRNE TLTTNPRDTA FLSHLVQTVF FLRGIDWSP ANADTDVFIN 

201 IDVFGTIRNR TEMHLYNAET LKAQTKLEYF AVDRTNKKLL IKPKTNAFEA 

251 AYKENYALWM GPYKVSKGIK PTEGLMVDFS DIQPYGNHMG NSAPSVEADN 

301 SHEGYGYSDE AVRRHRQGQP * 

m406/a406 ORFs 406 and 406. a showed a 98.8% identity in 320 aa overlap 

10 20 30 40 50 60 

m4 06 . pep MQARLLIPILFSVFILSACGTLTGIPSHGGGKRFAVEQELVAASARAAVKDMDLQALHGR 
IflMMIIIIIIIItlfllf llllltllMllMIMllllMMIIIlllMIIMM 
MQARLLIPILFSVFILSACGTLTGIPSHGGGKRFAVEQELVAASARAAVKDMDLQALHGR 
10 20 30 40 50 60 



a406 



70 80 90 100 110 120 
m406.pep KVALYIATMGDQGSGSLTGGRYSIDALIRGEYINSPAVRTDYTYPRYETTAETTSGGLTG 
MIIIIIIIMMIINMIIIIIIIIIMNMMIMNIIIIIIMMII II 
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a4 06 KVALYIATMGDQGSGSLTGGRYSIDALIRGEYINSPAVRTDYTYPRYETTAETTSGGLTG 

70 80 90 100 110 120 

130 140 150 160 170 180 

m406 . pep LTTSLSTLNAPALSRTQSDGSGSKSSLGLNIGGMGDYRNETLTTNPRDTAFLSHLVQTVF 
I M I I M I I I f I 1 I I M M I I M I I 1 I I I M I I I 1 I I M I I I t I I I I I I I I I I M 1 M I I 
a4 06 LTTSLSTLNAPALSRTQSDGSGSKSSLGLNIGGMGDYRNETLTTNPRDTAFLSHLVQTVF 

130 140 150 160 170 180 

190 200 210 220 230 240 

m4 06 . pep FLRGIDWSPANADTDVFINIDVFGTIRNRTEMHLYNAETLKAQTKLEYFAVDRTNKKLL 
i M I I I I I I 1 I I M I I I I I f I I I I I I 1 I I t M I I I I I I I I I I I I i I I f I 1 I I i I I M I I I 
a4 06 FLRGIDWSPANADTDVFINIDVFGTIRNRTEMHLYNAETLKAQTKLEYFAVDRTNKKLL 

190 200 210 220 230 240 

250 260 270 '280 290 300 

m406 . pep IKPKTNAFEAAYKENYALWMGPYKVSKGIKPTEGLMVDFSDIRPYGNHTGNSAPSVEADN 
I M I I I I I I I I I I I I I I I I I I I I I i I I I I I I I I 1 I I I 1 I I I I : I I I I I I I I M M I I I I 
a406 IKPKTNAFEAAYKENYALWMGPYKVSKGIKPTEGLMVDFSDIQPYGNHMGNSAPSVEADN 

250 260 270 280 290 300 

310 320 
m4 0 6 . pep SHEGYGYSDE WRQHRQGQPX 

I I M 1 M M I : I 1 : I I I I I M 
a4 06 SHEGYGYSDEAVRRHRQGQPX 

310 320 



The following partial DNA sequence was identified in A^, meningitidis <SEQ ID 80>: 

m726 . seq 

1 ATGACCATCT ATTTCAAAAA CGGCTTTTAC GACGACACAT TGGGCGGCAT 

51 CCCCGAAGGC GCGGTTGCCG TCCGCGCCGA AGAATACGCC GCCCTTTTGG 

101 CAGGACAGGC GCAGGGCGGG CAGATTGCCG CAGATTCCGA CGGCCGCCCC 

151 GTTTTAACCC CGCCGCGCCC GTCCGATTAC CACGAATGGG ACGGCAAAAA 

201 ATGGAAAATC AGCAAAGCCG CCGCCGCCGC CCGTTTCGCC AAACAAAAAA 

251 CCGCCTTGGC ATTCCGCCTC GCGGAAAAGG CGGACGAACT CAAAAACAGC 

301 CTCTTGGCGG GCTATCCCCA AGTGGAAATC GACAGCTTTT ACAGGCAGGA 

351 AAAAGAAGCC CTCGCGCGGC AGGCGGACAA CAACGCCCCG ACCCCGATGC 

401 TGGCGCAAAT CGCCGCCGCA AGGGGCGTGG AATTGGACGT TTTGATTGAA 

451 AAAGTTATCG AAAAATCCGC CCGCCTGGCT GTTGCCGCCG GCGCGATTAT 

501 CGGAAAGCGT CAGCAGCTCG AAGACAAATT GAACACCATC GAAACCGCGC 

551 CCGGATTGGA CCCGCTGGAA AAGGAAATCG AAGAATGGAC GCTAAACATC 

601 GGCTGA 

This corresponds to the amino acid sequence <SEQ ID 81; ORF 726>: 

m726.pep 

1 MTIYFKNGFY DDTLGGIPEG AVAVRAEEYA ALLAGQAQGG QIAADSDGRP 

51 VLTPPRPSDY HEWDGKKWKI SKAAAAARFA KQKTALAFRL AEKADELKNS 

101 LLAGYPQVEI DSFYRQEKEA LARQADNNAP TPMLAQIAAA RGVELDVLIE 

151 KVIEKSARLA VAAGAIIGKR QQLEDKLNTI ETAPGLDALE KEIEEWTLNI 

201 G* 



The following partial DNA sequence was identified in N. meningitidis <SEQ ID 82>: 

01907-2. seq 

1 ATGAGAAAAC CGACCGATAC CCTACCCGTT AATCTGCAAC GCCGCCGCCT 
51 GTTGTGTGCC GCCGGTGCGT TGTTGCTCAG TCCTCTGGCG CACGCCGGCG 
101 CGCAACGTGA GGAAACGCTT GCCGACGATG TGGCTTCCGT GATGAGGAGT 



wo 00/66791 



lPCT/USOO/05928 



- 112- 



151 TCTGTCGGCA GCGTCAATCC GCCGAGGCTG GTGTTTGACA ATCCGAAAGA 

201 GGGCGAGCGT TGGTTGTCTG CCATGTCGGC ACGTTTGGCA AGGTTCGTCC 

2 51 CCGAGGAGGA GGAGCGGCGC AGGCTGCTGG TCAATATCCA GTACGAAAGC 

301 AGCCGGGCCG GTTTGGATAC GCAGATTGTG TTGGGGCTGA TTGAGGTGGA 

351 AAGCGCGTTC CGCCAGTATG CAATCAGCGG TGTCGGCGCG CGCGGCCTGA 

401 TGCAGGTTAT GCCGTTTTGG AAAAACTACA TCGGCAAACC GGCGCACAAC 

451 CTGTTCGACA TCCGCACCAA CCTGCGTTAC GGCTGTACCA TCCTGCGCCA 

501 TTACCGGAAT CTTGAAAAAG GCAACATCGT CCGCGCGCTT GCCCGCTTTA 

551 ACGGCAGCTT GGGCAGCAAT AAATATCCGA ACGCCGTTTT GGGCGCGTGG 

601 CGCAACCGCT GGCAGTGGCG TTGA 

This corresponds to the amino acid sequence <SEQ ID 83; ORF 907-2>: 

in907-2.pop 

1 MRKPTDTLPV NLQRRRLLCA AGALLLSPLA HAGAQREETL ADDVASVMRS 

51 SVGSVNPPRL VFDNPKEGER WLSAMSARLA RFVPEEEERR RLLVNIQYES 

101 SRAGLDTQIV LGLIEVESAF RQYAISGVGA RGLMQVMPFW KNYIGKPAHN 

151 LFDIRTNLRY GCTILRHYRN LEKGNIVRAL ARFNGSLGSN KYPNAVLGAW 

201 RNRWQWR* 



The following partial DNA sequence was identified in A^. meningitidis <SEQ ED 84>: 

in953 . seq 

1 ATGAAAAAAA TCATCTTCGC CGCACTCGCA GCCGCCGCCA TCAGTACTGC 

51 CTCCGCCGCC ACCTACAAAG TGGACGAATA TCACGCCAAC GCCCGTTTCG 

101 CCATCGACCA TTTCAACACC AGCACCAACG TCGGCGGTTT TTACGGTCTG 

151 ACCGGTTCCG TCGAGTTCGA CCAAGCAAAA CGCGACGGTA AAATCGACAT 

201 CACCATCCCC ATTGCCAACC TGCAAAGCGG TTCGCAACAC TTTACCGACC 

251 ACCTGAAATC AGCCGACATC TTCGATGCCG CCCAATATCC GGACATCCGC 

301 TTTGTTTCCA CCAAATTCAA CTTCAACGGC AAAAAACTGG TTTCCGTTGA 

351 CGGCAACCTG ACCATGCACG GCAAAACCGC CCCCGTCAAA CTCAAAGCCG 

401 AAAAATTCAA CTGCTACCAA AGCCCGATGG AGAAAACCGA AGTTTGTGGC 

451 GGCGACTTCA GCACCACCAT CGACCGCACC AAATGGGGCA TGGACTACCT 

501 CGTTAACGTT GGTATGACCA AAAGCGTCCG CATCGACATC CAAATCGAGG 

551 CAGCCAAACA ATAA 



This corresponds to the amino acid sequence <SEQ ID 85; ORF 953>: 

]n953 .pep 

1 MKKIIFAALA AAAISTASAA TYKVDEYHAN ARFAIDHFNT STNVGGFYGL 

51 TGSVEFDQAK RDGKIDITIP lANLQSGSQH FTDHIiKSADi FDAAQYPDIR 

101 FVSTKFNFNG KKLVSVDGNL TMHGKTAPVK LKAEKFNCYQ SPMEKTEVCG 

151 GDFSTTIDRT KWGMDYLVNV GMTKSVRIDI QIEAAKQ* 



The following partial DNA sequence was identified in N. meningitidis <SEQ ID 86>: 

orf 1-1 . seq 

1 ATGAAAACAA CCGACAAACG GACAACCGAA ACACACCGCA AAGCCCCGAA 

51 AACCGGCCGC ATCCGCTTCT CGCCTGCTTA CTTAGCCATA TGCCTGTCGT 

101 TCGGCATTCT TCCCCAAGCC TGGGCGGGAC ACACTTATTT CGGCATCAAC 

151 TACCAATACT ATCGCGACTT TGCCGAAAAT AAAGGCAAGT TTGCAGTCGG 

201 GGCGAAAGAT ATTGAGGTTT ACAACAAAAA AGGGGAGTTG GTCGGCAAAT 

251 CAATGACAAA AGCCCCGATG ATTGATTTTT CTGTGGTGTC GCGTAACGGC 

301 GTGGCGGCAT TGGTGGGCGA TCAATATATT GTGAGCGTGG CACATAACGG 

351 CGGCTATAAC AACGTTGATT TTGGTGCGGA AGGAAGAAAT CCCGATCAAC 

4 01 ATCX5TTTTAC TTATAAAATT GTGAAACGGA ATAATTATAA AGCAGGGACT 

4 51 AAAGGCCATC CTTATGGCGG CGATTATCAT ATGCCGCGTT TGCATAAATT 

501 TGTCACAGAT GCAGAACCTG TTGAAATGAC CAGTTATATG GATGGGCGGA 
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551 AATATATCGA TCAAAATAAT TACCCTGACC GTGTTCGTAT TGGGGCAGGC 

601 AGGCAATATT GGCGATCTGA TGAAGATGAG CCCAATAACC GCGAAAGTTC 

651 ATATCATATT GCAAGTGCGT ATTCTTGGCT CGTTGGTGGC AATACCTTTG 

701 CACAAAATGG ATCAGGTGGT GGCACAGTCA ACTTAGGTAG TGAAAAAATT 

751 AAACATAGCC CATATGGTTT TTTACCAACA GGAGGCTCAT TTGGCGACAG 

801 TGGCTCACCA ATGTTTATCT ATGATGCCCA AAAGCAAAAG TGGTTAATTA 

851 ATGGGGTATT GCAAACGGGC AACCCCTATA TAGGAAAAAG CAATGGCTTC 

901 CAGCTGGTTC GTAAAGATTG GTTCTATGAT GAAATCTTTG CTGGAGATAC 

951 CCATTCAGTA TTCTACGAAC CACGTCAAAA TGGGAAATAC TCTTTTAACG 

1001 ACGATAATAA TGGCACAGGA AAAATCAATG CCAAACATGA ACACAATTCT 

1051 CTGCCTAATA GATTAAAAAC ACGAACCGTT CAATTGTTTA ATGTTTCTTT 

1101 ATCCGAGACA GCAAGAGAAC CTGTTTATCA TGCTGCAGGT GGTGTCAACA 

1151 GTTATCGACC CAGACTGAAT AATGGAGAAA ATATTTCCTT TATTGACGAA 

1201 GGAAAAGGCG AATTGATACT TACCAGCAAC ATCAATCAAG GTGCTGGAGG 

1251 ATTATATTTC CAAGGAGATT TTACGGTCTC GCCTGAAAAT AACGAAACTT 

1301 GGCAAGGCGC GGGCGTTCAT ATCAGTGAAG ACAGTACCGT TACTTGGAAA 

1351 GTAAACGGCG TGGCAAACGA CCGCCTGTCC AAAATCGGCA AAGGCACGCT 

1401 GCACGTTCAA GCCAAAGGGG AAAACCAAGG CTCGATCAGC GTGGGCGACG 

1451 GTACAGTCAT TTTGGATCAG CAGGCAGACG ATAAAGGCAA AAAACAAGCC 

1501 TTTAGTGAAA TCGGCTTGGT CAGCGGCAGG GGTACGGTGC • AACTGAATGC 

1551 CGATAATCAG TTCAACCCCG ACAAACTCTA TTTCGGCTTT CGCGGCGGAC 

1601 GTTTGGATTT AAACGGGCAT TCGCTTTCGT TCCACCGTAT TCAAAATACC 

1651 GATGAAGGGG CGATGATTGT CAACCACAAT CAAGACAAAG AATCCACCGT 

1701 TACC7VTTACA GGCAATAAAG ATATTGCTAC AACCGGCAAT AACAACAGCT 

1751 TGGATAGCAA AAAAGAAATT GCCTACAACG GTTGGTTTGG CGAGAAAGAT 

1801 ACGACCAAAA CGAACGGGCG GCTCAACCTT GTTTACCAGC CCGCCGCAGA 

1851 AGACCGCACC CTGCTGCTTT CCGGCGGAAC AAATTTAAAC GGCAACATCA 

1901 CGCAAACAAA CGGCAAACTG TTTTTCAGCG GCAGACCAAC ACCGCACGCC 

1951 TACAATCATT TAAACGACCA TTGGTCGCAA AAAGAGGGCA TTCCTCGCGG 

2001 GGAAATCGTG TGGGACAACG ACTGGATCAA CCGCACATTT AAAGCGGAAA 

2051 ACTTCCAAAT TAAAGGCGGA CAGGCGGTGG TTTCCCGCAA TGTTGCCAAA 

2101 GTGAAAGGCG ATTGGCATTT GAGCAATCAC GCCCAAGCAG TTTTTGGTGT 

2151 CGCACCGCAT CAAAGCCACA CAATCTGTAC ACGTTCGGAC TGGACGGGTC 

2201 TGACAAATTG TGTCGAAAAA ACCATTACCG ACGATAAAGT GATTGCTTCA 

2251 TTGACTAAGA CCGACATCAG CGGCAATGTC GATCTTGCCG ATCACGCTCA 

2301 TTTAAATCTC ACAGGGCTTG CCACACTCAA CGGCAATCTT AGTGCAAATG 

2 351 GCGATACACG TTATACAGTC AGCCACAACG CCACCCAAAA CGGCAACCTT 

2401 AGCCTCGTGG GCAATGCCCA AGCAACATTT AATCAAGCCA CATTAAACGG 

2451 CAACACATCG GCTTCGGGCA ATGCTTCATT TAATCTAAGC GACCACGCCG 

2501 TACAAAACGG CAGTCTGACG CTTTCCGGCA ACGCTAAGGC AAACGTAAGC 

2551 CATTCCGCAC TCAACGGTAA TGTCTCCCTA GCCGATAAGG CAGTATTCCA 

2 601 TTTTGAAAGC AGCCGCTTTA CCGGACAAAT CAGCGGGGGC AAGGATACGG 

2651 CATTACACTT AAAAGACAGC GAATGGACGC TGCCGTCAGG CACGGAATTA 

2701 GGCAATTTAA ACCTTGACAA CGCCACCATT ACACTCAATT CCGCCTATCG 

2751 CCACGATGCG GCAGGGGCGC AAACCGGCAG TGCGACAGAT GCGCCGCGCC 

2801 GCCGTTCGCG CCGTTCGCGC CGTTCCCTAT TATCCGTTAC ACCGCCAACT 

2851 TCGGTAGAAT CCCGTTTCAA CACGCTGACG GTAAAGGGCA -AATTGAAGGG 

2901 TCAGGGAACA TTCCGCTTTA TGTCGGAACT CTTCGGCTAC CGCAGCGAX:A 

2951 AATTGAAGCT GGCGGAAAGT TCCGAAGGCA CTTACACCTT GGCGGTCAAC 

3001 AATACCGGCA ACGAACCTGC AAGCCTCGAA CAATTGACGG TAGTGGAAGG 

3051 AAAAGACAAC AAACCGCTGT CCGAAAACCT TAATTTCACC CTGCAAAACG 

3101 AACACGTCGA TGCCGGCGCG TGGCGTTACC AACTCATCCG CAAAGACGGC 

3151 GAGTTCCGCC TGCATAATCC GGTCAAAGAA CAAGAGCTTT CCGACAAACT 

3201 CGGCAAGGCA GAAGCCAAAA AACAGGCGGA AAAAGACAAC GCGCAAAGCC 

3251 TTGACGCGCT GATTGCGGCC GGGCGCGATG CCGTCGAAAA GACAGAAAGC 

3301 GTTGCCGAAC CGGCCCGGCA GGCAGGCGGG GAAAATGTCG GCATTATGCA 

3351 GGCGGAGGAA GAGAAAAAAC GGGTGCAGGC GGATAAAGAC ACCGCCTTGG 

3401 CGAAACAGCG CGAAGCGGAA ACCCGGCCGG CTACCACCGC CTTCCCCCGC 

3451 GCCCGCCGCG CCCGCCGGGA TTTGCCGCAA CTGCAACCCC AACCGCAGCC 

3501 CCAACCGCAG CGCGACCTGA TCAGCCGTTA TGCCAATAGC GGTTTGAGTG 

3551 AATTTTCCGC CACGCTCAAC AGCGTTTTCG CCGTACAGGA CGAATTAGAC 

3601 CGCGTATTTG CCGAAGACCG CCGCAACGCC GTTTGGACAA GCGGCATCCG 

3651 GGACACCAAA CACTACCGTT CGCAAGATTT CCGCGCCTAC CGCCAACAAA 



AVO 00/66791 



lPCT/USOO/05928 



- 114- 



3701 CCGACCTGCG CCAAATCGGT ATGCAGAAAA ACCTCGGCAG CGGGCGCGTC 

3751 GGCATCCTGT TTTCGCACAA CCGGACCGAA AACACCTTCG ACGACGGCAT 

3801 CGGCAACTCG GCACGGCTTG CCCACGGCGC CGTTTTCGGG C7U\TACGGCA 

3851 TCGACAGGTT CTACATCGGC ATCAGCGCGG GCGCGGGTTT TAGCAGCGGC 

3901 AGCCTTTCAG ACGGCATCGG AGGCAAAATC CGCCGCCGCG TGCTGCATTA 

3951 CGGCATTCAG GCACGATACC GCGCGGGTTT CGGCGGATTC GGCATCGAAC 

4 001 CGCACATCGG CGCAACGCGC TATTTCGTCC AAAAAGCGGA TTACCGCTAC 

4 051 GAAAACGTCA ATATCGCCAC CCCCGGCCTT GCATTCAACC GCTACCGCGC 

4101 GGGCATTAAG GCAGATTATT CATTCAAACC GGCGCAACAC ATTTCCATCA 

4151 CGCCTTATTT GAGCCTGTCC TATACCGATG CCGCTTCGGG CAAAGTCCGA 

4 201 ACACGCGTCA ATACCGCCGT ATTGGCTCAG GATTTCGGCA AAACCCGCAG 

4251 TGCGGAATGG GGCGTAAACG CCGATIATCAA AGGTTTCACG CTGTCCCTCC 

4 301 ACGCTGC.CGC CGCCAAAGGC CCGCAACTGG AAGCGCAACA CAGCGCGGGC 

4 351 ATCAAATTAG GCTACCGCTG GTAA 



This corresponds to the ammo acid sequence <SEQ ID 87; ORF orfl-l>: 

or£^l-l .pep 

1 MKTTDKRTTE THRKAPKTGR IRFSPAYLAI CLSEX3ILPQA WAGHTYFGIN 

51 YQYYRDFAEN KGKFAVGAKD lEVYNKKGEL VGKSMTKAPM IDFSWSRNG 

101 VAALVGDQYI VSVAHNGGYN NVDFGAEGRN PDQHRFTYKI VKRNNYKAGT 

151 KGHPYGGDYH MPRLHKFVTD AEPVEMTSYM DGRKYIDQNN YPDRVRIGAG 

201 RQYWRSDEDE PNNRESSYHI ASAYSWLVGG NTFAQNGSGG GTVNLGSEKI 

251 KHSPYGFLPT GGSFGDSGSP MFIYDAQKQK WLINGVLQTG NPYIGKSNGF 

301 QLVRKDWFYD EIFAGDTHSV FYEPRQNGKY SFNDDNNGTG KINAKHEHNS 

351 LPNRLKTRTV QLFNVSLSET AREPVYHAAG GVNSYRPRLN NGENISFIDE 

401 GKGELILTSN INQGAGGLYF QGDFTVSPEN NETWQGAGVH ISEDSTVTWK 

451 VNGVANDRLS KIGKGTLHVQ AKGENQGSIS VGDGTVILDQ QADDKGKKQA 

501 FSEIGLVSGR GTVQLNADNQ FNPDKLYFGF RGGRLDLNGH SLSFHRIQNT 

551 DEGAMIVNHN QDKESTVTIT GNKDIATTGN NNSLDSKKEI AYNGWFGEKD 

601 TTKTNGRLNL VYQPAAEDRT LLLSGGTNLN GNITQTNGKL FFSGRPTPHA 

651 YNHLNDHWSQ KEGIPRGEIV WDNDWINRTF KAENFQIKGG QAWSRNVAK 

701 VKGDWHLSNH AQAVFGVAPH QSHTICTRSD WTGLTNCVEK TITDDKVIAS 

751 LTKTDISGNV DLADHAHLNL TGLATLNGNL SANGDTRYTV SHNATQNGNL 

801 SLVGNAQATF NQATLNGNTS ASGNASFNLS DHAVQNGSLT LSGNAKANVS 

851 HSALNGNVSL ADKAVFHFES SRFTGQISGG KDTALHLKDS EWTLPSGTEL 

901 GNLNLDNATI TLNSAYRHDA AGAQTGSATD APRRRSRRSR RSLLSVTPPT 

951 SVESRFNTLT VNGKLNGQGT FRTOSELFGY RSDKLKLAES SEGTYTLAVN 

1001 NTGNEPASLE QLTWEGKDN KPLSENLNFT LQNEHVDAGA WRYQLIRKDG 

1051 EFRLHNPVKE QELSDKLGKA EAKKQAEKDN AQSLDALIAA GRDAVEKTES 

1101 VAEPARQAGG ENVGIMQAEE EKKRVQADKD TALAKQREAE TRPATTAFPR 

1151 ARRARRDLPQ LQPQPQPQPQ RDLISRYANS GLSEFSATLN SVFAVQDELD 

1201 RVFAEDRRNA VWTSGIRDTK HYRSQDFRAY RQQTDLRQIG MQKNLGSGRV 

1251 GILFSHNRTE NTFDDGIGNS ARLAHGAVFG QYGIDRFYIG ISAGAGFSSG 

1301 SLSDGIGGKI RRRVLHYGIQ ARYRAGFGGF GIEPHIGATR YFVQKADYRY 

1351 ENVNIATPGL AFNRYRAGIK ADYSFKPAQH . ISITPYLSLS YTDAASGKVR 

1401 TRVNTAVLAQ DFGKTRSAEW GVNAEIKGFT LSLHAAAAKG PQLEAQHSAG 

1451 IKLGYRW* 



The following partial DNA sequence was identified in N, meningitidis <SEQ ED 88>: 

orf 46-2 . seq 

1 TTGGGCATTT CCCGCAAAAT ATCCCTTATT CTGTCCATAC TGGCAGTGTG 

51 CCTGCCGATG CATGCACACG CCTCAGATTT GGCAAACGAT TCTTTTATCC 

101 GGCAGGTTCT CGACCGTCAG CATTTCGAAC CCGACGGGAA ATACCACCTA 

151 TTCGGCAGCA GGGGGGAACT TGCCGAGCGC AGCGGCCATA TCGGATTGGG 

201 AAAAATACAA AGCCATCAGT TGGGCAACCT GATGATTCAA CAGGCGGCCA 

251 TTAAAGGAAA TATCGGCTAC ATTGTCCGCT TTTCCGATCA CGGGCACGAA 

301 GTCCATTCCC CCTTCGACAA CCATGCCTCA CATTCCGATT CTGATGAAGC 

351 CGGTAGTCCC GTTGACGGAT TTAGCCTTTA CCGCATCCAT TGGGACGGAT 
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4 01 ACGAACACCA TCCCGCCGAC 

4 51 CCCGCTCCCA AAGGCGCGAG 

501 TGCCCAAAAT ATCCGCCTCA 

551 GGCTTGCCGA CCGTTTCCAC 

601 GGCGACGGAT TCAAACGCGC 

651 GGGCAATGCC GCCGAAGCCT 

701 TCATCGGCGC GGCAGGAGAA 

751 ATAAGCGAAG GCTCAAACAT 

801 CACCGAAAAC AAGATGGCGC 

851 TCAAAGACTA TGCCGCAGCA 

901 AATGCCGCAC AAGGCATAGA 

951 CCCCATCAAA GGGATTGGAG 

1001 TCACGGCACA TCCTATCAAG 

1051 AAAGGGAAAT CCGCCGTCAG 

1101 ATACCCGTCC CCTTACCATT 

1151 GTTACGGCAA AGAAAACATC 

X201 AAAAATGTCA AACTGGCAGA 

1251 TGACGGTAAA GGGTTTCCGA 

1301 AGCTCGATAT TCAAGAATTA 

1351 GTGTTTGATG CGAAACCGAG 

1401 GACAACTCGT GAGCAGGTGG 

14 51 ATATAAACAG TAACTTTAGC 

1501 AAACTAAAAT CTGCCGATGA 

1551 TACCGATAGC ATGAATGACA 

1601 AAGAGAATGG CTTCACAAAT 

1651 AAAGCATATA TCGTAAGAGG 

1701 TGGCAGGATA CATGAATTAA 

1751 ATACTAGTTG GAAAAATCCT 

1801 AAGAGACCTC GTTATAGGAG 



GGCTATGACG GGCCACAGGG CGGCGGCTAT 
GGATATATAC AGCTACGACA TAAAAGGCGT 
ACCTGACCGA CAACCGCAGC ACCGGACAAC 
AATGCCGGTA GTATGCTGAC GCAAGGAGTA 
CACCCGATAC AGCCCCGAGC TGGACAGATC 
TCAACGGCAC TGCAGATATC GTTAAAAACA 
ATTGTCGGCG CAGGCGATGC CGTGCAGGGC 
TGCTGTCATG CACGGCTTGG GTCTGCTTTC 
GCATCAACGA TTTGGCAGAT ATGGCGCAAC 
GCCATCCGCG ATTGGGCAGT CCAAAACCCC 
AGCCGTCAGC AATATCTTTA TGGCAGCCAT 
CTGTTCGGGG AAAATACGGC TTGGGCGGCA 
CGGTCGCAGA TGGGCGCGAT CGCATTGCCG 
CGACAATTTT GCCGATGCGG CATACGCCAA 
CCCGAAATAT CCGTTCAAAC TTGGAGCAGC 
ACCTCCTCAA CCGTGCCGCC GTCAAACGGC 
CCAACGCCAC CCGAAGACAG GCGTACCGTT 
ATTTTGAGAA GCACGTGAAA TATGATACGA 
TCGGGGGGCG GTATACCTAA GGCTAAGCCT 
ATGGGAGGTT GATAGGAAGC TTAATAAATT 
AGAAAAATGT TCAGGAAATA AGGAACGGTA 
CAACATGCTC AACTAGAGAG GGAAATTAAT 
AATTAATTTT GCAGATGGAA TGGGAAAATT 
AGGCTTTTAG TAGGCTTGTG AAATCAGTTA 
CCAGTTGTGG AGTACGTTGA AATAAATGGA 
AAATAATRGG GTTTTTGCTG CAGAATACCT 
AATTTAAAAA AGTTGACTTT CCTGTTCCTA 
ACTGATGTCT TGAATGAATC AGGTAATGTT 
TAAATAA 



This corresponds to the amino acid sequence <SEQ ID 89; ORF orf46-2>: 

orf 46-2. pep 

1 LGISRKISLI LSILAVCLPM HAHASDLAND SFIRQVLDRQ HFEPDGKYHL 

51 FGSRGELAER SGHIGLGKIQ SHQLGNLMIQ QAAIKGNIGY IVRFSDHGHE 

101 VHSPFDNHAS HSDSDEAGSP VDGFSLYRIH WDGYEHHPAD GYDGPQGGGY 

151 PAPKGARDIY SYDIKGVAQN IRLNLTDNRS TGQRIADRFH NAGSMLTQGV 

201 GDGFKRATRY SPELDRSGNA AEAFNGTADI VKNIIGAAGE IVGAGDAVQG 

251 ISEGSNIAVM HGLGLLSTEN KMARINDLAD MAQLKDYAAA AIRDWAVQNP 

301 NAAQGIEAVS NIFMAAIPIK GIGAVRGKYG LGGITAHPIK RSQMGAIALP 

351 KGKSAVSDNF ADAAYAKYPS PYHSRNIRSN LEQRYGKENI TSSTVPPSNG 

401 KNVKLADQRH PKTGVPFDGK GFPNFEKHVK YDTKLDIQEL SGGGIPKAKP 

4 51 VFDAKPRWEV DRKLNKLTTR EQVEKNVQEI RNGNINSNFS QHAQLEREIN 

501 KLKSADEINF ADGMGKFTDS MNDKAFSRLV KSVKENGFTN PWEYVEING 

551 KAYIVRGNNR VFAAEYLGRI HELKFKKVOr PVPNTSWKNP TDVLNESGNV 

601 KRPRYRSK* 



Using the above-described procedures, the following oligonucleotide primers were 
employed in the polymerase chain reaction (PGR) assay in order to clone the ORFs as 
indicated: 

Olig nucleotides used for PGR 



Table 1 
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ORF 


Primer 


Sequence 


Restriction sites 


279 


Forward 
Reverse 


CGCGGATCCCATATG-TTGCCTGCAATCACGATT 
<SEQ ID 90> 

CCCGCTCGAG-TTTAGAAGCGGGCGGCAA <SEQ 
ID91> 


BamHI-Ndel 
Xhol 


519 


Forward 
Reverse 


CGCGGATCCCATATG-TTCAAATCCTTTGTCGTCA 
<SEQ ID 92> 

CCCGCTCGAG-TTTGGCGG 1 1 1 I GCTGC <SEQ ID 
93> 


BamHI-Ndel 
Xhol 


576 


Forward 
Reverse 


CGCGGATCCCATATG-GCCGCCCCCGCATCT 
<SEQ ID 94> 

CCCGCTCGAG-ATTTAC 1 1 II 1 IGATGTCGAC 
<SEQ ID 95> 


BamHI-Ndel 
Xhol 


919 


Forward 
Reverse 


CGCGGATCCCATATG-TGCCAAAGCAAGAGCATC 
<SEQ ID 96> 

CCCGCTCGAG-CGGGCGGTATTCGGG <SEQ ID 
97> 


BamHI-Ndel 
Xhol 


121 


Forward 
Reverse 


CGCGGATCCCATATG-GAAACACAGCTTTACAT 
<SEQ ID 98> 

CCCGCTCGAG-ATAATAATATCCCGCGCCC <SEQ 
ID 99> 


BamHI-Ndel 
Xhol 


128 


Forward 
Reverse 


CGCGGATCCCATATG-ACTGACAACGCACT <SEQ 
ID 100> 

CCCGCTCGAG-GACCGCGTTGTCGAAA <SEQ ID 
101> 


BamHI-Ndel 
Xhol 


206 


Forward 
Reverse 


CGCGGATCCCATATG-AAACACCGCCAACCGA 
<SEQ ID 102> 

CCCGCTCGAG-TTCTGTAAAAAAAGTATGTGC 
<SEQ ID 103> 


BamHI-Ndel 


287 


Forward 
Reverse 


CCGGAATTCTAGCTAGC-CTTTCAGCCTGCGGG 
<SEQ ID 104> 

CCCGCTCGAG-ATCCTGCTC 1 II II IGCC <SEQ ID 
105> 


EcoRI-Nhel 
Xhol 


406 


Forward 
Reverse 


CGCGGATCCCATATG-TGCGGGACACTGACAG 
<SEQ ID 106> 

CCCGCTCGAG-AGGTTGTCCTTGTCTATG <SEQ 
ID 107> 


BamHI-Ndel 
Xhol 



EXAMPLE 2 
Expression of ORF 919 
The primer described in Table 1 for ORF 919 was used to locate and clone ORF 919. 
The predicted gene 919 was cloned in pET vector and expressed in E, colL The product of 
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protein expression and purification was analyzed by SDS-PAGE, In panel A) is shown the 
analysis of 919-His fusion protein purification. Mice were immunized with the purified 919- 
His and sera were used for Western blot (panel B), FACS analysis (panel C), bactericidal 
assay (panel D), and ELISA assay (panel E). Symbols: Ml, molecular weight maiker; PP, 
purified protein, TP, N. meningitidis total protein extract; OMV, N. meningitidis outer 
membrane vesicle preparation. Arrows indicate the position of the main recombinant protein 
product (A) and the N. meningitidis immunoreactive band (B). These experiments confirm 
that 919 is a surface-exposed protein and that it is a useful immunogen. The hydrophilicity 
plots, antigenic index, and amphipatic regions of ORF 919 are provided in Figure 10. The 
AMPHI program is used to predict putative T-cell epitopes (Gao et al 1989, J, Immunol 
143:3007; Roberts et al. 1996, AIDS Res Human Retroviruses 12:593; Quakyi et al. 1992, 
Scand J Immunol Suppl 1 1:9). The nucleic acid sequence of ORF 919 and the amino acid 
sequence encoded thereby is provided in Example 1. 

EXAMPLE 3 
Expression of ORF 279 
The primer described in Table 1 for ORF 279 was used to locate and clone ORF 279. 
The predicted gene 279 was cloned in pGex vector and expressed in E. coli. The product of 
protein expression and purification was analyzed by SDS-PAGE. In panel A) is shown the 
analysis of 279-GST purification. Mice were immunized with the purified 279-GST and sera 
were used for Western blot analysis (panel B), FACS analysis (panel C), bactericidal assay 
(panel D), and ELISA assay (panel E). Symbols: Ml, molecular weight marker; TP, N. 
meningitidis total protein extract; OMV, N. meningitidis outer membrane vescicle 
preparation. Arrows indicate the position of the main recombinant protein product (A) and 
the N. meningitidis immunoreactive band (B). These experiments confirm that 279 is a 
surface-exposed protein and that it is a usefiil inununogen. The hydrophilicity plots, 
antigenic index, and amphipatic regions of ORF 279 are provided in Figure 1 1. The AMPHI 
program is used to predict putative T-cell epitopes (Gao et al 1989, J. Immunol 143:3007; 
Roberts et al. 1996, AIDS Res Human Retroviruses 12:593; Quakyi et al, 1992, Scand J 
Immunol Suppl 1 1 :9). The nucleic acid sequence of ORF 279 and the amino acid sequence 
encoded thereby is provided in Example 1. 
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EXAMPLE 4 
Expression of ORF 576 
The primer described in Table 1 for ORF 576 was used to locate and clone ORF 576. 
The predicted gene 576 was cloned in pGex vector and expressed in E, coli. The product of 
protein purification was analyzed by SDS-PAGE, In panel A) is shown the analysis of 576- 
GST fusion protein purification. Mice were immunized with the purified 576-GST and sera 
were used for Western blot (panel B), FACS analysis (panel C), bactericidal assay (panel D), 
and ELISA assay (panel E). Symbols: Ml. molecular weight marker, TP, N. meningitidis 
total protein extract; OMV, A^. meningitidis outer membrane vescicle preparation. Arrows 
indicate the position of the main recombinant protein product (A) and the N, meningitidis 
immimoreactive band (B).. These experiments confirm that ORF 576 is a surface-exposed 
protein and that it is a usefiil immunogen. The hydrophilicity plots, antigenic index, and 
amphipatic regions of ORF 576 are provided in Figure 12. The AMPHI program is used to 
predict putative T-cell epitopes (Gao et al 1989, J. Immunol 143:3007; Roberts et al. 1996, 
AIDS Res Human Retro^nruses 12:593; Quakyiet al. 1992, Scand J Immunol Suppl 11:9). 
The nucleic acid sequence of ORF 576 and the amino acid sequence encoded thereby is 
provided in Example 1. 

EXAMPLE 5 
Expression of ORF 5 19 
The primer described in Table 1 for ORF 519 was used to locate and clone ORF 519. 
The predicted gene 519 was cloned in pET vector and expressed in E. coli. The product of 
protein purification was analyzed by SDS-PAGE. In panel A) is shown the analysis of 519- 
His fiision protein purification. Mice were immunized with the purified 5 19-His and sera 
were used for Western blot (panel B), FACS analysis (panel C), bactericidal assay (panel D), 
and ELISA assay (panel E). Symbols: Ml, molecular weight marker; TP, N. meningitidis 
total protein extract; OMV, N. meningitidis outer membrane vesicle preparation. Arrows 
indicate the position of the main recombinant protein product (A) and the A': meningitidis 
immunoreactive band (B). These experiments confirm that 5 19 is a surface-exposed protein 
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and that it is a useful immunogen. The hydrophilicity plots, antigenic index, and amphipatic 
regions of ORF 519 are provided in Figure 13. The AMPHI program is used to predict 
putative T-cell epitopes (Gao et al 1989, J. Immunol 143:3007; Roberts et al. 1996, AIDS Res 
Human Retroviruses 12:593; Quakyi et al. 1992, Scand J Immunol Suppl 1 1:9). The nucleic 
acid sequence of ORF 519 and the amino acid sequence encoded thereby is provided in 
Example 1. 

EXAMPLE 6 
Expression of ORF 121 
The primer described in Table 1 for ORF 121 was used to locate and clone ORF 121, 
The predicted gene 121 was cloned in pET vector and expressed in E, coli. The product of 
protein purification was analyzed by SDS-PAGE. In panel A) is shown the analysis of 121- 
His fusion protein purification. Mice were immunized with the purified 121 -His and sera 
were used for Western blot analysis (panel B), FACS analysis (panel C), bactericidal assay 
(panel D), and ELISA assay (panel E). Results show that 121 is a surface-exposed protein. 
Symbols: Ml, molecular weight marker; TP, N, meningitidis total protein extract; OMV, N. 
meningitidis outer membrane vescicle preparation. Arrows indicate the position of the main 
recombinant protein product (A) and the A^. meningitidis immunoreactive band (B). These 
experiments confirm that 121 is a surface-exposed protein and that it is a useful immunogen. 
The hydrophilicity plots, antigenic index, and amphipatic regions of ORF 121 are provided in 
Figure 14, The AMPHI program is used to predict putative T-cell epitopes (Gao et al 1989, J. 
Immunol 143:3007; Roberts et al. 1996, AIDS Res Human Retroviruses 12:593; Quakyi et al. 
1992, Scand J Immunol Suppl 1 1 :9). The nucleic acid sequence of ORF 121 and the amino 
acid sequence encoded thereby is provided in Example 1. 

EXAMPLE 7 
Expression of ORF 128 
The primer described in Table 1 for ORF 128 was used to locate and clone ORF 128. 
The predicted gene 128 was cloned in pET vector and expressed in E. coli. The product of 
protein purification was analyzed by SDS-PAGE. In panel A) is shown the analysis of 128- 
His purification. Mice were immunized with the purified 128-His and sera were used for 
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Westem blot analysis (panel B), FACS analysis (panel C), bactericidal assay (panel D) and 
ELISA assay (panel E). Results show that 128 is a surface-exposed protein. Symbols: Ml, 
molecular weight marker; TP, A^. meningitidis total protein extract; OMV, N. meningitidis 
outer membrane vesicle preparation. Arrows indicate the position of the main recombinant 
protein product (A) and the A^. meningitidis immunoreactive band (B). These experiments 
confirm that 128 is a surface-exposed protein and that it is a useful immunogen- The 
hydrophilicity plots, antigenic index, and amphipatic regions of ORF 128 are provided in 
Figure 15. The AMPHI program is used to predict putative T-cell epitopes (Gao et al 1989, J. 
Immunol 143:3007; Roberts et al. 1996, AIDS Res Human Retroviruses 12:593; Quakyi et al. 
1 992, Scand J Immunol Suppl 11:9). The nucleic acid sequence of ORF 128 and the amino 
acid sequence encoded thereby is provided in Example 1. 

EXAMPLE 8 
Expression of ORF 206 
The primer described in Table 1 for ORF 206 was used to locate and clone ORF 206. 
The predicted gene 206 was cloned in pET vector and expressed in E. coli. The product of 
protein purification was analyzed by SDS-PAGE. In panel A) is shown the analysis of 206- 
His purification. Mice were immunized with the purified 206-His and sera were used for 
Westem blot analysis (panel B). It is worthnoting that the immunoreactive band in protein 
extracts from meningococcus is 38 kDa instead of 17 kDa (panel A). To gain information on 
the nature of this antibody staining we expressed ORF 206 in E. coli without the His-tag and 
including the predicted leader peptide. Westem blot analysis on total protein extracts fi^om E. 
coli expressing this native form of the 206 protein showed a recative band at a position of 38 
kDa, as observed in meningococcus. We conclude that the 38 kDa band in panel B) is 
specific and that anti-206 antibodies, likely recognize a multimeric protein complex. In panel 
C is shown the FACS analysis, in panel D the bactericidal assay, and in panel E) the ELISA 
assay. Results show that 206 is a surface-exposed protein. Symbols: Ml, molecular weight 
marker; TP, N. meningitidis total protein extract; OMV, N. meningitidis outer membrane 
vesicle preparation. Arrows indicate the position of the main recombinant protein product (A) 
and the N. meningitidis immunoreactive band (B). These experiments confirm that 206 is a 
surface-exposed protein and that it is a useful immimogen. The hydrophilicity plots. 
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antigenic index, and amphipatic regions of ORF 5 19 are provided in Figure 16. The AMPHI 
program is used to predict putative T-cell epitopes (Gao et al 1989, J. Immunol 143:3007; 
Roberts et al. 1996, AIDS Res Human Retroviruses 12:593; Quakyi et al 1992, ScandJ 
Immunol Suppl 1 1 :9). The nucleic acid sequence of ORF 206 and the amino acid sequence 
encoded thereby is provided in Example 1. 

EXAMPLE 9 
Expression of ORF 287 
The primer described in Table 1 for ORF 287 was used to locate and clone ORF 287. 
The predicted gene 287 was cloned in pGex vector and expressed in E. colL The product of 
protein purification was analyzed by SDS-PAGE. In panel A) is shown the analysis of 287- 
GST fusion protein purification. Mice were immunized with the purified 287-GST and sera 
were used for FACS analysis (panel B), bactericidal assay (panel C), and ELIS A assay (panel 
D). Results show that 287 is a surface-exposed protein. Symbols: Ml, molecular weight 
marker. Arrow indicates the position of the main recombinant protein product (A). These 
experiments confirm that 287 is a surface-exposed protein and that it is a useful immimogen. 
The hydrophilicity plots, antigenic index, and amphipatic regions of ORF 287 are provided in 
Figure 17, The AMPHI program is used to predict putative T-cell epitopes (Gao et al 1989, J. 
Immunol 143:3007; Roberts et al, 1996, AIDS Res Human Retroviruses 12:593; Quakyi et al. 
1992, Scand J Immunol Suppl 1 1 :9). The nucleic acid sequence of ORF 287 and the amino 
acid sequence encoded thereby is provided in Example 1. 

EXAMPLE 10 
Expression of ORF 406 
The primer described in Table 1 for ORF 406 was used to locate and clone ORF 406. 
The predicted gene 406 weis cloned in pET vector and expressed in E. coli. The product of 
protein purification was analyzed by SDS-PAGE. In panel A) is shown the analysis of 406- 
His fusion protein purification. Mice were immunized with the purified 406-His and sera 
were used for Western blot analysis (panel B), FACS analysis (panel C), bactericidal assay 
(panel D), and BLISA assay (panel E). Results show that 406 is a surface-exposed protein. 
Symbols: Ml, molecular weight marker; TP, A': meningitidis total protein extract; OMV, 
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meningitidis outer membrane vesciele preparation. Arrows indicate the position of the main 
recombinant protein product (A) and the A^l meningitidis immunoreactive band (B), These 
experiments confirm that 406 is a surface-exposed protein and that it is a useful immunogen. 
The hydrbphilicity ptots, antigenic index, and amphipatic regions of ORF 406 are provided in 
Figure 18. The AMPHI program is lised to predict putative T-cell epitopes (Gao et al 1989, J. 
Immunol 143:3007; Roberts et al. 1996; AIDS Res Human Retroviruses 12:593; Quakyi et al. 
1992, Scand J Immunol Suppl 1 1 :9)- The nucleic acid sequence of ORF 406 and the amino 
acid sequence encoded thereby is provided in Example 1. 

The foregoing examples are intended to illustrate but not to limit the invention. 
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Claims 

1 . A method for identifying an amino acid sequence, comprising the step of 
searching for putative open reading frames or protein-coding sequences within one or more 
of A'; meningitidis nucleotide sequences selected from the group consisting of SEQ ID NO 1 
and the NMB open reading frames. 

2. A method according to claim 1, comprising the steps of searching a 

N. meningitidis nucleotide sequence for an initiation codon and searching the upstream 
sequence for an in-frame termination codon. 

3. A method for producing a protein, comprising the step of expressing a protein 
comprising an amino acid sequence identified according to any one of claims 1-2. 

4. A method for identifying a protein in A^. mengitidis, comprising the steps of 
producing a protein according to claim 3, producing an antibody which binds to the protein, 
and determining whether the antibody recognises a protein produced by K menigitidis. 

5. Nucleic acid comprising an open reading frame or protein-coding sequence 
identified by a method according to any one of claims 1-2. 

6. A protein obtained by the method of claim 3 . 

7- Nucleic acid comprising one or more of the N, meningitidis nucleotide 
sequences selected from the group consisting of SEQ ID NO 1 and the NMB open reading 
firames. 

8. Nucleic acid comprising a nucleotide sequence having greater than 50% 
sequence identity to a nucleotide sequence selected fix>m the group consisting of SEQ ID NO 
1 and the NMB open reading fi-ames. 
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9. Nucleic acid comprising a fragment of a nucleotide sequence selected from the 
group consisting of SEQ ED NO 1 and the NMB open reading frames. 

10. Nucleic acid according to claim 9, wherein the fragment is unique to the 
genome of N. meningitidis. 

1 1 . Nucleic acid complementary to the nucleic acid of any one of claims 7-10. 

12. A protein comprising an amino acid sequence encoded within one or more of 
thcN, meningitidis nucleotide sequences selected from the group consisting of SEQ ID NO 1 
and the NMB open reading frames. 

13. A protein comprising an amino acid sequences having greater than 50% 
sequence identity to an amino acid sequence encoded within one or more of the 

A^. meningitidis nucleotide sequences selected from the group consisting of SEQ ED NO 1 and 
the NMB open reading frames. 

14. A protein comprising a fragment of an amino acid sequence encoded within 
one or more of the N. meningitidis nucleotide sequences selected from the group consisting of 
SEQ ID NO 1 and the NMB open reading frames. 

15. Nucleic acid encoding a protein according to any one of claims 6-8. 

16. A computer, a computer memory, a computer storage medium or a computer 
database containing the nucleotide sequence of a nucleic acid according to any one of claims 
7-11. 

17. A computer, a computer memory, a computer storage medium or a computer 
database containing one or more of the N, meningitidis nucleotide sequences selected from 
the group consisting of SEQ ED NO 1 and the NMB open reading frames. 



wo 00/66791 



PCTAJSOO/05928 



-125- 

18. A polyclonal or monoclonal antibody which binds to a protein according to 
any one of claims 12-14 or 6. 

19. A nucleic acid probe comprising nucleic acid according to any one of claims 
5, 7-10, oris. 

20. An amplification primer comprising nucleic acid according to any one of 
claims 5, 7-10, or 15. 

21. A composition comprising (a) nucleic acid according to any one of claims 5, 
7-10, or 15; (b) protein according to any one of claims 12-14; and/or (c) an antibody 
according to claim 18. 

22. The use of a composition according to claim 21 as a medicament or as a 
diagnostic reagent. 

23. The use of a composition according to claim 21 in the manufacture of (a) a 
medicament for treating or preventing infection due to Neisserial bacteria and/or (b) a 
diagnostic reagent for detecting the presence of Neisserial bacteria or of antibodies raised 
against Neisserial bacteria. 

24. A method of treating a patient, comprising administering to the patient a 
therapeutically effective amount of a composition according to claim 21. 
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919 (46 kDa) 

PURIFICATION 
Ml 919 




919 (46 kDa) 

WESTERN BLOT 
OMV TP PP 




919 (46 kDa) 



FACS 
100-1 




919 (46 kDa) 
BACTERICIDAL ASSAY 



-preimmune 

-GST 

-919 



400 -r 



300 - 



CO 

a> 



i 200:: 



o 
u 




100-- 



919 (46 kDa) 
EUSA assay: positive 



time 
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279 (10.5 kDa) 

PURIFICATION 
Ml 279 




279 (10.5 kDa) 

WESTERN BLOT 
TP OMV 






279 (10.5 kDa) 279 (10.5 kDa) 




time 



fig.2^jE 

279 (10.5 kDa) 
EUSA assay: positive 
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576 (27.8 kDa) 

PURIFICATION 
Ml 576 




576 (27.8 kDa) 

WESTERN BLOT 
TP OMV 




576 (27.8 kDa) 



FACS 
100-, 




10" 10^ 10 



576 (27.8 kDa) 
BACTERICIDAL ASSAY 



-preumnune 

-GST 

-576 



400 T 



300 



CO 



1 200 



o 
o 



100- 




to 



576 (27.8 kDa) 
EL^A assay: positive 



time 
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519 (33 kDa) 

PURIFICATION 
Ml 519 




519 (33 kDa) 

WESTERN BLOT 
TP OMV 



519 (33 kDa) 



FACS 
100 -, 




Fig'. 40 

519 (33 kDa) 
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121 (40 kDa) 

PURIFICATION 
Ml 121 



121 (40 kDa) 

WESTERN BLOT 
TP OMV 




121 (40 kDa) 
FACS 



70-1 




121 (40 kDa) 
BACTERICIDAL ASSAY 
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500 -r 




time 



121 (40 kDa) 
EUSA assajr: positive 
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128 (101 kDa) 

PURIFICATION 
Mi 128 



128 (101 kDa) 

WESTERN BLOT 
TP OMV 




128 (101 kDa) 
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ELBA assay: positive 
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206 (17 kDa) 

PURIFICATION 
Ml 206 




206 (17 kDa) 

WESTERN BLOT 
TP OMV 




206 (17 kDa) 
FACS 



100 -, 




206 (17 kDa) 
BACTERICIDAL ASSAY 



-preimmune 

-GST 

-206 




time 



206 (17 kDa) 
ELISA assay: positive 
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287 (78 kDa) 

PURIFICATION 
Ml 287 




287 (78 kDa) 
BACTERICIDAL ASSAY 



-preimmune 

-GST 

-206 




287 (78 kDa) 
FACS 



100-1 




287 (78 kDa) 
EIiTSA assay: positive 



time 
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406 (33 kDa) 

PURIFICATION 
Ml 406 




406 (33 kDa) 

WESTERN BLOT 
TP OMV 




1 




406 (33 kDa) 
FACS 



100-1 




406 (33 kDa) 
BACTERICIDAL ASSAY 



-preimmune 

-GST 

-406 




time 



406 (33 kDa) 
ELISA assa)r: positive 
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Hydrophilicity Plot, Antigenic Index and AMPHI Regions 
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279 

Hydrophilicity Plot, Antigenic Index and AMPHI Regions 
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Hydrophilicity Plot, Antigenic Index and AMPHI Regions 
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Hydrophilicity Plot, Antigenic Index and AMPBI Regions 
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121-1 

Hydrophilicity Plot, Antigenic Index and AMPBJ Regions 
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Hydrophilicity Plot, Antigenic Index and AMPHI Regions 
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206 

Hydrophilicity Plot, Antigenic Index and AMPHI Regions 
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287 

Hydrophilicity Plot, Antigenic Index and AMPHI Regions 
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406 



Hydrophilicity Plot, Antigenic Index and AMPHI Regions 
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The following DNA sequence was identified in N. meningitidis B <SEQ ID NO. I>: 



TAAACCTTATCCACATCCAAACGCATAACCGTAACCCATTCACCGTTATGGAAATGTCGC 
CCGACAACCACCCAGCCGAATGATTCATAAAATATTTGCACATCAGGCGTATAAAGATAC 
AAGAACTTTATCCCCAGCGAACGCGCTGCGCCTATGCAGTGGGCGACCAGCCTCCTGCCA 
ATGCCTTTTCCGCGATATTCAGGTAAAACAAAGACATCCCCCAACCAATATTCATACCGT 
GGAAAACTTTCCATATCATGCCGCTTGACCGCAGCCGAACCCAACAGGATTCCGGAATCA 
TCCACAGCCGCAAATGCCAGCGGCAGTTCGTCATCCTTCAAACACCTGCCGTAATAGGCA 

tgaatcttatccacagaagaccacqgttcaaatccgtgccactcctcaaacaacgcctga 

accaacctgccgatatgcccggctftcxgctgtgtaatgaaaacagtattgtccacaaag 

agggaattcatcggtcaattccccgacgccttcgttccccctgcgccgtaaaccgcattc 

caagcatggtccaaacgcactccgatttgcctcaaatcttcagcttgccgggctttttgc 

gccattgctgcaggaatttccgcttccaaacgggcgatgtctgcctgagccgtctgcaaa 

cgccggcgcgcatcttccaaatccgactgcatcccgatgatttttccgtccagattgttt 

tgcttttgcaataaggcgcggtaaccggattggatgctgagcagattgtcttcagcatcc 

cctgcccatacgcttgtagaaaaaacaaccatcagaaaataaaatatttttttcattttt 

aacttccatttaaatgctgtctgaagccgtattccgacatcagacggcatcgcccacgcc 

tgtggataacttaagcgcggatgcgtttcaacacttcttctttgccgattaatgccaaca 

cagcatcgacgctgggggttttcgccgtaccgcagacggcaaggcgcaggggcatgccga 

gtttgcccattttaatgccttcttcgtcgcagaagggtttgaagaggtcgtggatggctt 

cggcattccagfcttccagcccttcgaggcgttcggcaaagcgcagcatacgggcggcgg 

cttcatcgtcccagtgtttctgcacgtctgcttcggcaggcgtttgtttgacgtagaagt 

agaagcactcgtcggcaagcgtgttcaagtcttgggggcggtctttgaccagttccaaca 

catcttccaaagcaggtttttcggtttcatx;aatatcgcgcaacgcju«;^ 

cgagttcggcgagtttgccgttgggtgtgattttgatgtgttcgccgttgatccagtaga 

gttttttcaagtccatacggcttggagacggggaaacgtctttcaaatcaaaccattcga 

tgaattgttccattgtgaagaattcatcgtcgccgtgcgcccagcccaagcgtgccagat 

agttgagcatcgcttcgggcaggatgcccattgcgccgaaatcggtaatggcaacggtat 

cgccgctgcgtttggagatttttttgccttgttcgttaagaatcatcggcaggtggccgt 

ATTCGGGCAGGTTCGCGTCGATGGeTTTTAAGATGTTGATTTGTTTCGGCGTGTTGTTCA 

CATGGTCGTCGCCGCGGATAACGTGGGTAACGCCCATGTCGTAGTCGTCTACGACAACGC 

AGAAGTTGTAGGTCGGCGTACCGTCGGCGCGGGCGATAATCAGGTCATCGAGTGCTTCGT 

TGGGGATGGAGATTTCGCCTTTGACCAAGTCTGTCCATTTGGTCACACCGTCCAAAGGCG 

TTTTGAAACGGACAACGGGTTGTACGTCGGACGGGATTTCGGGCAGGGrTTTTACCTACTT 

CCGGACGCCAGCGGCGGTCGTAAGTCGCCGAGCCTTCTTTTTCGGCTTTCTCACGCATGG 

CTTCCAGCTCTTCTTTGCTGCAATAGCAGTAGTAGGCATGGCCTTTTTCTAAAAGTTCGG 

CAATGACCTCTTTGTAGCGGTCG7UVACGGCGAGTTTGGTAAACGACGTTGTCGGCGTTGT 

CGTAATTGAGACCGACCCATTTCATGCCGTCGAGGATGATGTTGACGGATTCGGCGGTAG 

AACGCGCCAAGTCGGTGTCTTCAATACGTAATAGGAACTCGCCTTTATGATGGCGGGCAA 

ACGCCCATGAAAACAAGGCGGTGCGCACGCCGCCGATGTGCAGGTAGCCGGTGGGGCTGG 

GGGCGAAACGGGTTTTGACGGTCATGATGGCTCCGAAATCTTTGAAAGCGTTTATTTTAC 

TGGTTTTACCGTGCTTGGGCATCAAAAATGCCGTCTGAACCCTGCCTGCGGATAAAGTTT 

CAGACGGCATTTTCCTTGTTTTCAATGCTTCGGCACGCGGAACAGTGTATCACGCGCCGC 

CGACCGAATTCCTTCGGGATTGCGTCCAAAAAAAAGTTCAATGAAACAGCTAATTGAAAA 

AATCCCGCCCCCATTTTTCCAAACGGTAGAGGGATAACGCATATCCCTCTTGCAGCATAA 

AGATTTTTTTCTTATTTCCCGCATCAAACCGCGTGGTCGGCGTGGCAGACATATAAACGC 

GGACACCCAAATCCTCCGCCATTTCCGCCGCCCGCGCCAAATGGTAGQGATCGCTGACAA 

TCACCACGCTGGCAATACCGTTGGCACGCAAAACCGGACGGATGTTGTTCAGGTTTTCAT 

AAGTGTTGCGCGAAGTGTTTTC AAAC AGGATGTTGCGGGGCGGAACCCCCTGTTTGAGTG 

CGTACCGCCGCCCGACCTCGGCTTCGGTCATATAGCCTTTTTTGGTCCGGCCTCCCGTAA 

ACACGATTTTGCCTACCCTGCGGCTCTGATAAAGTGCGATGGCATGGTTGATGCGTTCGC 

GGAAAACAGGAGAAGGGCGTTTGTCCCACGCGGCGGCGCCCAACACCAGCGCGGCATCCG 

CCCGGACATACGGCGGCAAAACCTGCCCACCCGTCCGATAAACCGCCCAAACGGATGAGG 

CAAACACCAGCAAAAGCGGAAAAACACTCAAACAGAAACCGCCCAACAGGTAATAGCGCA 

AGCCGTTGCGGCTGCAAAACAGCCGTTTGTTCACAATACCGCTTCGATATTTTCCAGCGG 

TCTGCCGACAGCCGCCTTACCGTTTGCCAAAACAATCGGACGCTCCAACAGGGCGGGATG 

ATCGGCGATGGCACGCAGCAGCGCGTCATTGTCCAAATTGGGGTTGTCCAAACCCAATTC 

CTTATACAAATCATCTTTCACGCGCATCATCCCGCGCGCCGATGCCAAGCCCAATTTGTT 

GAAAATATCCTTCAATTCGGACAAGTCGGGCGGCGTATCCAAATATTTGACCACTTCGGC 

AGCAATGCCGCGTTCTTCCAATAGGGACAAGGCGGCACGCGATTTGCTGCAACGCGGATT 

GTGGAAAATTTTGATTTCAGGCATGACATTTCCTTGCTTCTCGACAATCCCCTTATTATC 

GGCTTACACAGGGTTTTACTCAATATCCCGCCTACAACCGTACCAAACGGTTTACAATAC 

CCGAATCGACATACAAAGGACAAAACGATGAJUVTACTTGAATCTTCCCGCAATCACCCTT 

GCCQCCACATTTGCCGCACATACCGCCTCGGCAGACGAACTGGCCGGATGGAAAGACAAC 

ACCCCGCAAAGCCTGCAATCGCTCAAAGCCCCCGTACGCATCGTCAACCTTTGGGCGACT 

TGGTGCGGCCCGTGCCGAAAAGAGATGCCTGCCATGTCCAAATGGTACAAAGCGCAGAAA 

AAAGGCAGCGTCGATATGGTCGGCATCGCGCTCGACACATCCGACAATATCGGCAACTTC 
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CTCAAACAAACTCCTGTTTCCTACCCGATTTGGCGTTACACCGGGGCGAACAGCCGAAAC 

TTTATGAAAACCTACGGAAACACTGTCGGCGTACTGCCCTTTACCGTCGTCGAAGCACCG 

AAATGCGGATACAGGCAGACCATTACCGGGGAGGTAAACGAAAAAAGCCTGACCGACGCC 

GTCAAACTCGCCCATTCAAAATGCCGTTAAACGCCGGATGCCGTCTGAAGCCGCTTCAGA 

TGGCATTTTTCTTTTCCACCCGCCTGCCGGTGCAAACTTATCCACTATCTAAAAACAGGC 

GGAATCTTTATAATCGGCACTGTCTTACCTATTGTTCAGACGGCATATCCCTGCGGACGC 

AACCGCCCGAAACGATATGCCGCCCTTCCTTACAGGACCTCCTATGATCCGTTTCGAACA 

AGTTTCCAAAACCTATCCCGGCGGTTTTGAAGCCCTGAAAAACGTCAGCTTCCAAATCAA 

CAAAGGCGAAATGATATTTATCGCGGGACACTCCGGTTCGGGCAAATCCACCATCCTCAA 

ACTGATTTCGGGCATTACCAAGCCGAGCAGGGGCAAAATCCTGTTTAACGGGCAGGACCT 

CGGCACATTGTCCGACAACCAAATCGGCTTTATGCGCCAACACATCGGCATCGTGTTCCA 

AGACCACAAAATCCTCTACGACCGCAACGTCCTGCAAAACGTCATCCTGCCGCTTCGGAT 

TATCGGCTATCCGCCGCGCAAAGCCGAAGAGCGTGCCCGCATCGCCATCGAAAAAGTCGG 

CCTGAAAGGACGAGAATTGGACGATCCCGTAACCCTCTCCGGCGGTGAACAACAACGCCT 

GTGGATCGCCCGCGCCGTCGTTCACCAGCCCGGCCTGCTGATTGCCGACGAACCCTCCGC 

CAACCTCGACCGCGCCTACGCGCTCGATATTATGGAATTGTTCAAAACCTTCCACGAAGC 

GGGAACTACCGTCATCGTTGCCGCACATGACGAAACCCTGATGGCGGACTACGGACACCG 

CATCCTGCGCCTCTCGAAAGGACGACTCGCATGAGCATCATCCACTACCTCTCGCTGCAC 

GTCGAATCCGCGCGCACCGCGCTCAAGCAGCTCCTGCGCCAACCCTTCGGCACACTGCTT 

ACCCTCATGATGCTCGCCGTCGCGATGACCCTGCCGCTGTTTATGCATCTGGGCATCCAA 

AGCGGGCAAAGCGTGTTGGGCAAACTCAACGAGTCGCCGCAAATCACAATCTATATGGAA 

ACCTCCGCCGCACAAAGCGACAGCGATACCGTCCGCAGCCTGCTGGCGCGCGACAAACGG 

CTCGACAACATCCGCTTCATCGGCAAAGAAGACGGTCTGGAAGAATTACAGTCCAATCTT 

GACCAAAATCTGATTTCCATGCTTGACGGCAACCCCCTGCCGGATGTCTTTATCGTTACC 

CCCGACCCGGCAACCACGCCCGCCCAAATGCAGGCAATCTACCGAGACATTACCAAACTG 

CCTATGGTCGAATCCGCGTCTATGGATACCGAATGGGTGCAAACGCTGTACCAAATCAAC 

GAGTTCATCCGCAAAATTTTGTGGTTTCTTTCCCTGACGCTGGGGATGGCGTTCGTCCTT 

GTCGCACACAACACCATCCGCCTGCAAATCCTCAGCCGCAAAGAAGAAATCGAAATCACC 

AAACTCTTGGGCGCGCCCGCGTCGTTTATCCGCCGCCCATTCCTTTATCAAGCCATGTGG 

CAGAGCATCCTTTCCGCCGCCGTCAGCTTGGGGCTTTGCGGTTGGCTGCTCTCTGCCGTG 

CGCCCATTGGTCGATGCCATTTTCAAACCCTACGGACTTAATATCGGCTGGCGGTTCTTC 

TACGCTGGCGAACTCGGGCTGGTGTTCGGCTTCGTCATCGCGTTGGGCGTATTCGGCGCG 

TGGCTTGCCACCACCCAGCACCTGCTCGGCTTCAAAGCCAAAAAATAAAACACCGTCAAA 

AATGCCGTCCGAACCCGTTTTCAGACGGCATTTCAATTTGCCAGTATAATGGCGCATTTT 

TCCAACAAGGAACCTACCATGCTGACCTCGGAACAAGTAAAAGCCATGATTGAAGGCGTG 

GCAAAATGCGAACATATCGAAGTAGAAGGCGACGGACACCATTTTTTCGCCGTCATCGTT 

TCATCAGAATTTGAAGGCAAGGCACGCCTCGCGCGCCACCGCCTGATTAAAGACGGACTC 

AAAGCCCAACTGGAAAGTAACGAACTGCACGCACTrTCCATTTCGGTTGCCGCCACTCCG 

GCGGAATGGGCAGCCAAAGCACAATAATCGCCACACAAAAATGCCGTCTGAAACCATTTC 

GTTTCAGACGGCATTTTTTTTATATCAAACCGCTTACGCGCCGCGTTTTTCCAAAGCGGC 

TACGGCAGGCAGCTCTTTGCCTTCCAAGAACTCAAGGAACGCGCCGCCGCCGGTGGAGAT 

GTAGCCGATTTGTTCGGTAACGCCGAATTTGGCAATCGCCGCCAGCGTGTCGCCGCCGCC 

CGCAATCGAGAACGCTTTGCTTTGGGCAATGGCTTCGGCAAGGGCTTTCGTACCGCCTGC 

GAATTGGTCAAACTCGAACACGCCGACCGGCCCGTTCCAAACGACCGTACCGGCGGCTTT 

AAGCAAATCGGCAAGCGCGGCAGCGGATTTCGGACCGATGTCCAAAATCATCTCGTCTTC 

GGCAACGTCGGCAATGTCTTTCACCACAGCTTCCGCATCGGCGGCAATGTCTTTCACCAC 

AGCTTCCGCATCGGCGGCAAAGGCTTTGGCAACGACGACATCGGTCGGCAGCGGCACAGA 

ACCGCCTTTTGCCGCCATTTTCGCCATAATTTTTTTGGATTCTTCCACCAAATCGTGTTC 

CGCCAAAGATTTGCCGATGGCTTTGCCTTCCGCCAACAGGAAGGTGTTTGCGATACCGCC 

GCCGACGATGAGTTGGTCGACTTTGTCCGCCAGCGATTCGAGGATGGTCAGCTTGGTGGA 

CACTTTGCTGCCGGCAACGATGGCAACCATCGGGCGCGCGGGCTGTTTCAAGGCTTTGCC 

CAAAGCGTCGAGTTCGCCCGCCATCAATACGCCGGCGCAGGCAACGGGCGCGGCTTGGGC 

GACGGCTTCGGTCGAGGCTTGGGCGCGGTGGGCGGTTCCGAACGCGTCATTGACGAACAC 

GTCGCACAAAGAAGCGTAGGCTTTACCCAGTTCCAAATCGTTTTTCTTCTCGCCTTTGTT 

GATGCGCACGTTTTGCAGCATGACX^ACATCGCCCGCGTTCAGGGCGGGTTTGTTTTCACG 

CCAGTCGTTCAATACTTTCACGTCTTTGCCCAACAGGCTGCCCAAGTGCGCGGCAACGGG 

GGCGACATCGTCTTCGGGGTGGAACTCGCCTTCGGTCGGGCGGCCGAGATGGGTCATCAC 

GATAACGGACGCACCGTTGTCCACGCAGTATTTAATGGACGCGAGCGAGGCGCGGATACG 

GGTGTCGT.CGCTGATTTTGCCGTCTTTGAACGGTACGTTCATATCGGCGCGGATGAGGAC 

GGTTTTGCCCTGCACGTTTTGl^CGGTCAGTTTTAAAAATGCCATAATCyVGTCCTTTTCA 

ATCAGTGTTTGCGATACGGAAACAATTGATGCCGTCTGAAGGCTTCAGACGGCATCGCAA 

CCCGATCAGCCGGATACGCGCTCGATTTTCGCGCCGACGCTGCCGAGTTTTTTTTCAATA 

TTTTCATAACCGCGATCCAAGTGGTAAATCTGTTCGACCACGGTTTCGCCTCGCGCCGCC 

AAACCGGCGATAACGAGGCTGGCGGACGCACGCAAATCCGTCGCCTTGACGACTGCGCCG 

GAAAGCTGTTCCACACCCTGCACAAATGCCGTATTGCCCTCGGTTGTGATGTTCGCCCCC 

ATCCGGTTCAACTCGGGGACGTGCATAAAGCGGTTTTCAAAAATCGTTTCCACCACGCGG 

CAGCTTCCCTCCGCCACGGCATTCAATGCCATAAACTGCGCCTGCATATCCGTGGGGAAG 

CCGGGGTGGACGACCGTGCGGATGTCCACCGCCTTCGGACGCTGCCGCATATCGATGGCG 

ATCCAATCGTCGCCCGCCTCAATCACCGCACCTGCCTCAACCAGTTTGTCCAACACCACT 

TCCATCGTTTTCGGCGCGGCATTCCGCAAAACCACCCTGCCACCGGTTATCGCCACCGCG 

CACAGGAACGTCCCCGCCTCGATCCGGTCGGGGACGACGCTGTGTTCGCAGCCTTGCAGC 

TCGTCCACCCCTTCCACAATCATTGTGGACGTACCGATGCCGCTGATTTTCGCGCCCATT 

TTGACCAGGCATTCCGCOUUVTCGACCACTTCAGGCTCJUVTGGCGCAGTTTTCCAAAACC 

GTCGTACCTTCCGCCAGCGTCGCCGCCATCAGGAGGTTTTCCGTGCCGCCGACGGTAACG 

ACATCCATCGCCACGCGCGTACCTTTGAGTTTGCCTTTGGCTTTGACGTAACCGTGTTCG 
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ATAACAATCTCAGCACCCATCGCTTCCAAGCCTTTCAAATGCTGATCGACGGGGCGCGAA 
CCGATGGCGCAGCCGCCCGGCAGGCTGACTTGCGCCTCGCCGAAACGCGCCAGCGTCGGG 
CCCAGCACCAAAATCGAAGCGCGCATCGTTCGGACCAACTCGTAAGGGGCGCAGGTATTG 
TTTACCGTACCGCCGTTGATTTCAAATTCGCTGATATTGTCGGTCAGGACGCGCGCGCCC 
ATCCCCTGAAGCAGCTTTTGCGTGGTTTTCACATCTGCCAGCATAGGGACGTTTTTCAGG 
CGCAACGTACCCGATGTCAGCAAACCCGCGCACATCAGCGGCAATGCCGCGTTTTTCGCG 
CCCGAGACCGTTATTTCCCCGTTGAGCGGGCCGTTTGCGGAGATTTTCAGTTTGTCCACG 
TTTGTTCTTTCCTGGTGGGTACTTGTATAGTGAATTAACAAAAATCGGGACAAGGCGGCG 
AAGCCGCAGACAGTACAGATAGTACAGAACCGATTCACTTGGTGCTTCAGCACCTTAGAG 
AATCGTTCTCTTTGAGCTAAGGCGAGGCAATACCGTACTGGTTTTTGTTAATCCACTATA 
ATATTTCAATTCTCGGGACAACGCATAAAGCATCACCCGATGAAGGTTGCAGAGGCGGAA 
TTATAAGGGATTTTCGGGAAAAATACGGAAGCCGCACCAAAGAATTTGACGAAATGCCGC 
GCTTTCCGAACAAGGATTGTCGGAAGACAAAAAAGCCGAGTTTTGAAAACTCAGCTTTTT 
TGCTTTATCTGGTGGGTCGTGAGCGATTCGAACGCTCGACCAACGGATTAAAAGTCCGCT 
GCTCTACCGGCTGAGCTAACGACCCGATAAGTTTGGAATTTTACAGACCGGCCGAAACCC 

TAAACCAAAGAAGTCAACACCGATGCACCCAATGCGCCGAACACGACCGACAGCGAAACG 
GAAATCGGGATATGCACCCAATGCATTACCAGCATTTTCACACCGATAAAACCCAACACG 
AATGCCAATCCATATTTCAGGAAGATAAAGCGTTCCGCCACATCCGCCAGCAGGAAATAC 
ATCGCCCGCAAGCCCAGAATTGCGAAAATATTGGAAGTCAGCACGATAAACGGATCGGTG 
GTAACGGCAAAGACGGCGGGGATGCTGTCCACGGCAAACACGACATCGCTCAATTCAATC 
ATCACCAGCACCAAAAACAGCGGCGTGGCGATTTTTTTGCCGTTTTCGACGGTAAAAAAT 
TTCTCGCCGTGAAATTCCGTGCCGACCGGAACGACTTTCTTGACGGTATTCAGCAGCCTG 
CTGTTTGCCAAATCCTCTTTCTCATCGCCTTCGGGCTTCATCATGTGTATACCAGTATAG 
AGCAGGAACGCGCCAAACAGATACAGAATCCACTCAAACTGCTGAACCAGTGCCGCGCCG 
ACGAAAATCATGACGGTGCGCAATACCAATGCGCCCAATACGCCGTACAGCAGCACGCGG 
TGCTGAAACTGTGGTGCGACTTTGAAGTAGCCGAATATCATCAGGAACACGAAAATATTG 
TCGACTGCCAACGATTTTTCCAAAATGTAGCCGGTAAAGAATTCCAATACTTTTTCTTTT 
GCGACTGCCGCGCCGTAGCCGGGATTGCCGGCGAGTTCAAAATACAGCCAGCCCGCGAAC 
AGGCAGGATACGGCAACCCACAAGCCGCTCCATGCCAAGGCTTCTTTGACGCCGACTTTA 
TGGCTGCCGTTTTTCTTCAGCGAAAACATATCCAAGGCAATCATGACCAGCACTGCCGCA 
AAAAAAACGCCGTAAAACAACGGCGACCCGATGCCGGGATATTCTGTCATGGTTCAATCT 
CCTGATTTGAAATGTAATTGTGTTACCAGCTGATATAAAACATCGCTTTTGCCAAAAAGA 
CAATCAGCAGCATATGGGTAAAGACGACGGCGTGTATGTATTTCGACCAACCGACCGTCA 
GTGTGGAACGCGCCATTTTGACGACGGCGATGGCGAAGTGCGCCAATACGCTGAACGCCA 
ACAGGATTTTCAGCGTCAGCATCGTACCGAAGGAAGTGGCAAACGGTTCGCCCAATATAG 
AAAGATAGCGGTTTGCCGCCATCACGATGCCGCTGGCGAACAGCAGTCCGACCACAAACG 
GCATCACCCTGACGGCGCGGTAAGACATTGCCTTTTCCACTTCGCGCCGCGCCTCGCGCG 
ACACCCGTCCCGTATGCAGGACGGACAAAACCAGCACTTCAAAAAACACGCCGCCGACAA 
AGGCAATAGCGCAATACAGATGAACGATGTGCGCGACGGCATAAATACTCATACGATGCT 
CCAAACGGAAAACTCGGATACGGATTGTATCACTATCGCCCCCGATATCCGCATACCGCT 
TCCCGCACCGCCTCGGCGATTCTCGCGCCCGCTCCGCGATGTTGTGCGATAAAGCCGTCC 
ACGCGCGCCTGCATCTGCATCCCCCCCCCCTCGGACGATAAGGTTTTTTCAACGGCTTCC 
CGCCACGCATCCGCCGATTCGACTTGAACCGCCGCACCCGATGCCAAGGCGTGTCGGCAG 
GCTTCGGAAAAATTGTAGGTTGAAAAGCCGAATATCGTCGGAACGCCGCAGGAAAGCGGT 
TCGATGATGTTCTGACAACCCGAATCGACCAGACTGCCGCCGACAAAAGCGACATCGGCG 
CACAGGTAATACGCATACAGCTCGCCCATACTGTCGCCTATCCACACCTGCGTATCAGGT 
TCGACCGGCAAACCGTCGCTGCGCCGCTGAACCTTAAACCCGAAGCGTTTTGCCGTTTCA 
AATACCGTCTGAAAATGCTCGGGATGGCGCGGCACGACGACCAGCAGCGCATCGCCGCGA 
TATTGTTGCCACGCCGCCAGCAGTTTTTCCGCCTCGTCTTCACCCCGATAAACGCGCGTG 
CTGCCGCACACGGCAACCGGCCGGCCTCCGATGCGTTTTTCAAACTGCCCCGCCAGCGTT 
TTCyiTCTGTTCCGACGGTATGATGTCGTATTTGGTATTGCCGCACACCTGCACGGATGCC 
GCGCCCAATTTCGCCAACCGCGCCGCATCCGCCTCTGTCTGCGCCAGACACCCCGTCAGC 
GAAGCGGCGGCAGGACGGATCAGGCGGCGGACTTTCAGATAACCGTTCAACGATTTTTCC 
GACAGCCGCGCATTCGCCAAAAACAGCGGCACACCCGCGCGCCGGCATTCCCTCATCAGG 
TTGGGCCAGATTTCGGTTTCCATCAAAATGCCGAACATCGGGCGGTGTTCGCGCAAAAAC 
TGCCGTACCCACGTTTTTTTGTCATACGGAAGATAGCGGCATTGCGCATCGGGAAACAGA 
ACTTGCGCGGTTTCCCGCCCCGTCGGGGTCATCTGCGTCATCAGCAGCGGCGCATCGGGA 
AAACGCCGCCGCAACTCGCGTATCAAGGACTGGGCGGCACGCGTTTCTCCGACCGAAACG 
GCGTGTATCCAAACCGCGCCGGTAACGGGATTCGGATACGGCTTGCCGAAACGCTCGTCC 
CGATGCGCCCGATATGCCGGGGCACTTCCGGAGCGTTTGTCCAAATAACGCCGTATCCAT 
ATCGGCGCAAGCAGCCACAATACATCATAAAGCaVTTCGAACATCTTTCTATTTCCTG^ 
AAACAAATGCCGTCTGAACGGTTCAGACGGCATTTCGGCAACGGAATCAAATATCGTAGG 
TTGTCGAAGCGGTATCTCCGCCCTTGCCCGTCCAGTTGGTATGGAAAAACTCACCGCGCG 
GTTTGTCGGTGCGCTCGTAAGTGTGCGCGCCGAAGTAGTCGCGCTGTGCCTGCAAGAGGT 
TGGCAGGCAGACGTTCGGTCGTGTAGCCGTCCAAGAACGTAATCGCCGAAGCCATGCAGG 
GCATAGGGATGCCGCATTCGACCGCCTTGGCAACCACCTTGCGCCACGCCGGCAGGCAGT 
TTTCCAAAATATTTTTGAAATACGGATCCGCACCCAAGAACACCAAATCGGGATTGTTTT 
CATACGCGTCGCGGATATTGCTTAAGAATGCGCTGCGAATGATGCACCCCTCGCGCCACA 
GCAGCGCAGTGTTGCCGTAGTCCyiAATCCCAGCCGTAGCTTTCGCCCGCTTCGCGGATCA 
GCATAAAGCCTTGTGCGTAGGAAATGATTTTAGATGCAAGCAGGGCCTGTCTCAACGCCT 
CGACCCATTCTTGTTTGCCGCCTTCGACGGGCGTAACGGTTCGGGCGAACAGTTT^ 
TCTGCACGCGCTGTTCTTTGAACGACGAAACGCAGa^GGCGAATACGGCTTCGGAAATCA 
• GCGTGAGCGGAATAGGCAAATCCAAAGaVTTGATGCCCGTCCATTTGCCTGTACCTTTTT 
GCCCTGCCGTATCGAGGATTTTCTCGACCAGCGGTTCGCCGCCTTCGTCCTTATAGCCCA 
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AAATTGCCGCTGTGATTTCAATCAGATAAGAATCCAGCTCGGTTTTGTTCCACTCGGCAA 
ACACGCGGTACATTTCGTCGTAAGACAGCCCCAAGCCGTCTTTCATGAACTGGTACGCTT 
CGCAAATCAACTGCATATCGCCATATTCGATGCCGTTATGCACCATTTTGACAAAATGCC 
CCGCACCGTCTTTGCCGACCCAGTCGCAACACGGTTCGCCCTGCGACGTTTTGGCGGCAA 
TCGCCTGAAAAATCGGCTTGACCGCATCCCAAGCGCGCTTATCCCCGCCCGGCATAATGG 
ACGGCCCGCGCCGCGCCCCTTCTTCCCCGCCGGACACGCCCGCGCCGACAAACAAAATCC 
CTTTTTCAGCAAGGTAATGTGTCCGCCGTGTCGTGTCGGGGTAATTGGCATTGCCGCCGT 
CGATAAGGATGTCGCCTTCTTCCAACAGCGGAAGCAGTTGTTCGATAAATTCGTCAACCA 
CCGAACCGGCACGAACCATCATCATAATTTTTCGCGGTTTTTCCAGCTTATCGACCAAAT 
CTTGCAAAGAATACGCGCCGATAATATTAGTTCCTTTTGCCGCGCCGTTTAAAAATTCGT 
CCACCTTGGCAGTCGTGCGGTTGTAGGCAACCACCTTAAATCCGCAATCGTTCATATTCA 
AAATCAGGTTTTGCCCCATAACCGCCAAACCGATTACACCAATATCGCCGTTCATTGCAG 
GAAGCTCCGTTATAGATTTAATTTATCGACCGCAACTCTACCCGATTTACACTTGTTTAA 
CAATCCTTAACTTTTTAATTTTTTGAAAAGATGCCTTTACGCTTTGCTGTACCGTTTTGC 
TGAAGGGTTATAAATAAAATATAAAATTTAAATAATAAAACGATGATTATATTGATAGGA 
G AAATTT TCTGTG GGTAACTTTTTTTT ATTTT AAAAATC ATC AGG ATTTCTTTTTTTT AG 
GGTGTCGGTAAGGCGGATTCCCTTTTGTGCATACCTGTGGATTGTTTTTCATGAAGAATA 
GTTTTTGTGGACAGTTTGCTTGTTGTGCAAATGGCATCCTACTTTTCTTTACCGAATGGC 
TGCCGATGTCTTTAAGAACCGGAATACTGTGGAGGTTTGAGAGGAAAGTGTGTTTGGAAC 
TTGTGGAAATGGTCAGGTGTCGGCACGAATGTCTTATTTCTGCATATCGGCAGAGTGCGC 
ATCCGAATTTGTGTATAAGTGGTGGAAAAAATGAGATTTGCGGGTAAATCTCACAATATT 
TCAGTCAGATAACTTTGGATTGCTTGTGTATAAGTAAACTTTCGGATGGGGATACGTAAC 
GGAAACCTGTACCGCGTCATTCCCACGAACCTACATTCCGTCATTCCCACGAAAGTGGGA 
ATGATGAAATTTTGAGTTTTAGGAATTTATCGGGAGCAACAGAAACCGCTCCGCCGTCAT 
TCCCGCGCAGGCGGGAATCTAGAACGTAAAATCTAAAGAAACCGTGTTGTAACGGCAGAC 
CGATGCCGTCATTCCCGCGCAGGCGGGAATCTAGACCATTGGACAGCGGCAATATTCAAA 
GATTATCTGAAAGTCCGAGATTCTGGATTCCCACTTTCGTGGGAATGACGGGATTTGAGA 
TTGCGGCATTTATCGGAAAAAACAGAAACCGCTCCGCCGTCATTCCCGCGCAGGCGGGAA 
TCCAGACCTTAGAACAACAGCAATATTCAAAGGTTATCTGAAAGTCCGAGATTCTGGATT 
CCCACTTTCGTGGGAATjGACGGGATTTTAGGTTTCTGATTTTGGTTTTCTGTTTTTGTGG 

gaatgatgaaattttgagttttaggaatttaccggaaaaaacagaaaccgctccgccgtc 
attcccgcgcaggcgggaatccagaccttagaataacagcaatattcaaagattatctga 
aagtccgggattctagattcccactttcgtgggaatgacggcatcagtctgccgtttaca 
gcacggtttctttagattttacgttctagattcccgcctgcgcgggaatgacgaatccat 
ccatacgaaaacctgcaccacgtcattcccacgaacctacatcccgtcattcccacaaaa 
acagaaacctcaaatcccgtcattcccgcgcaggcgggaatctagacttgtcggtgcgga 
cgcttatcggataaaacggtttcttgagattccgcgtcctggattcccactttcgcggga 

ATG ACGAATT TT AGGT TTCTGTT TTGGTTTTTTGTCCTTGT AGGAATGATGAAAATTT AA 
GTTTTAGGAATTTACCGGAAAAAATAGAAAGCGTTATCCACAAGTTCTGATGTTCAGCTC 
GTGAAATGCGTCGGGCAAATCATCGCTGTCGGCAAATTCCACCCGGTCGTAAGCCGTTTC 

gtctgccaaaaccgcgcgcaagagtgcgttgttgatggcgtgtcccgatttgtagccttc 
aaatgcgccgacaatcggatgtccgacgatatacaaatcaccgatggcatcaaggatttt 
gtggcgcacaaactcatcgggatagcgcaagccttcaggattcaggacatccgtgtcgtc 
aatcacgatggcgttgttcaaattgccgcccaaacccagattgtgggcgcgcatcatttc 
cacttcgtgcataaagccgaaagtgcgcgcgcgcgcgatttcgtcgatgtaggatttgcc 
ggcgaaatcgatttcaaaagtgggcgagctgcggttgaaaaccggatggtcgaattcgat 
ggtcagcgttaccttaaagccgtcatacggcgtaaagcgcacccatttgcccgcttcttt 
gatttcgacaggcttgaggattttcaaaaaacgcttttgcgccttttgatcgaccacgcc 
cgcatcttgcaaaaggtaaataaacggcaggctggagccgtccataatcgggatttcggg 
cgcgttcagctcaatcagcgcattgtcgatgccgtaggcggacagcgcggacataatgtg 
ttcgatcgtgccgacgcgcacgcctttgtcggtaacgatggtggaggaaaggcgggtatc 
gttgatctuuvtaaggggtcagcttgatttgttcgcccatctcgccgtccaaatcggtacg 
gcggaaggaaatcccgctgttttcaggcgcggggtgcagggtcagcgcgacgcgttcgcc 
cgaatgcagcccgacgccggtaacgctgatggatttcgccaaagttctttgcagcataaa 
ccgcttccttatcaagggggtaagttttggaataatacgataaaaccggaaaaacaggct 
atgtttttccatagtatttgccaatgtatccgttttcaatacgtaagccgcataaaaatg 
tatagtggattaacaaaaatcaagacaaggcgacgaacccacccccctcctgaaaaacgc 
aaatuu^tgccgtccgaaaacctttcggacggcattttcgcgtaaaccgtcattcccacaa 
ggacaaaaaaccaaaacagaaaaccaaaaacagcaacctaaaattcgtcattcccgcgca 
ggcgggaatttggaatttcaatgcctcaagaatttatcggaaaaaaccaaaacccttccg 
ccgtcattcccacgaaagtgggaatctagaaatgaaaagcagcaggcatttatcggaaat 
gaccgaaactgaacggactggattcccgcttttgcgggaatgacggcgacagggttgctg 
ttatagtggatgaacaaaaaccagtacggcgttgcctcggcttagctcaaagagaacgat 
tctctaaggtgctgaagcaccaagtgaatcggttccgtactatttgtactgtctgcggct 
tcgtcgccttgtcctgatttttgttaatcaictatatctagccgaattactttatttttt 
gatacgtaaccggccggttgccgtcattcccgcgcaggcgggaatctagacattcaatgc 
taaggcaatttatcgggaatgactgaaactcaaaaagctggattcccactttcgtgggaa 
tgacgcggtgcaggtttccgtacggatagcttcgtcattcccgagtaggcgggaatctag 
tccgcttgttcggtaaatgagagggcggattgcgcgcctgtcagataaaccacgtgttta 
aacgggcggcaatgaggtacgcgcagagccttgaagcgcaatcgatatattattttcagc 
caaaacggacgcccccgcttgccttgcaaacctttaaaaaggaagccacccggattaatc 
cgagtggccgtggaaaatcacttaccgcttgatttatttaaaatttatggtataatttac 
cttagctggcatcacttgcgtcgcggcaggttgacggcaggtgcttggtgtcaatcttct 

"TAGCGTTGGCGGCGGCGGCGGCGGTAACGTCGTCGTTGGCGGCTTTGGCTTTGTCGCGCG 
TAACCGGCTGTCCGCAGAACCATTTTACCGAACCGTTTTGACGCTTGGCCCACAGGGAGA 
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GTTTTTTGCCTTTGATTTCGTTGTTTACGTTGCTTGAAGCCATTTGGGCGGTAACGACGC 

CGTTTTTGACTTCAACGCTTTTAACATATTTGCCTTTGATTTCAGAGGAGGTTGCCACGC 

CGGCAGAAGTGTTGTTGCCGGGCCATTCGCCGTGATTCAGGTAATACTCGGTAACGGCTG 

ATTTTTGACCTTCGG CC AAAAGAATGGCTTCGGAAACTTGTGCGCGGGCTGTGTAGTCTT 

GATAAGCAGGAAGGGCGACTGCCGCCAAAATGCCGACGATGGCAATCACAATCATCAGCT 

CGATAAGGGTAAAACCTTTTTGAAGGGTGTTCATAAAATTACTCCTAATTGGAAAGGAAA 

TGCCTCAAGCTTACGCCATCGGCATTATGCAATGTATTTGACCATCGGTATTTTGTTGCG 

ATACCTGTGTATTATAAAGCAAGATTGGTACCAAGTTTGTATTTTGAGGTGAAAATTTAT 

GCGTTTATCTCTATGTAATTGTTTTTATTTTACATTTTCTTTCGTTTGGCGTGGTTTGAG 

TAATTAGGGGGTTGCCGTTTTTTGTCAGCAGTGTTGAAAATTGTCAGTTTTAGTGCCGAT 

TTTCGGCACTTTTTTATTGGCGTGGGGTATCTCTATTGGCATGGGGCATCGGGTGTGTTG 

ATTGGGTCGGAATTTGAGATTTTTGAATTTGCGCGGTAGCATAGGGTGGGTTGGGTGGGA 

AATTTTAAATTTAATTTTTAAAAATTTCCGTTTTCTTGGAAAGTGATTGAAATCGGCGCG 

TGGTGTTCCTGTGCAACCGGCAGTTGAATCATCGCGGCAGGTTTCCGTGCGGATGGCTTC 

GTCATTCCCGCGCAGGCGGGAATCCAGCCTTGTTGGTACGGAAACTTATCGGGAAAACGG 

TTTCTTGAGATTTTACGTTCTGGATTCCCACTTTCGCGGGAATGACGCGGTGCAGGTTTC 

CGTATGGATAGCTTCGTCATTCCCGCGGAGGCGGGAATCCAGGTCTGTCGGCACGGAAAC 

TTATCGGGTAAAAAGGTTTCTTGAGATTTTTCGTCCTGGATTCCCACTTTCGTGGGAATG 

ACGGGATGTAGGTTCGTGGGAATGACGGTTTAGGTATTTTTATAGAAAGCCGTAGGTGGT 

GTTTCTATGCAAACGACAGATGAATCATCGCGGCAGGTTGACGGCAGGTGCTTGGTGTCG 

ATTTTGTCGGTGCCGGTGGCGGCGGCGGTAACGGCGTCGTCTTTGGCGTTGTCGGCGCGC 

GTAACCGGCAGTCCGCAGAACCATTTTACCGAACCGGCTTGACGCTTGGCCCACAGGGAG 

AGTTTTTTGCCTTTGATTTCGTTGTTTACGTTGCTTGAAGCCATTTGGGCGGTAACGACG 

CCGTTTTTGACTTCAACGCTTTTAACATATTTGCCTTTGATGTCGGCGGAGGTTGCCACG 

CCGGCAGAACTGTTGTTGCCGGGCCATTCGCCGTGATTCAGGTAATACTCTGTGACGGCT 

GATTTTTGACCTTCAGCCAAAAGAATGGCTTCGTCATTCCCGCGCAGGCGGGAATCTAGG 

TCTGTCGGCACGGAAACTTATCGGGAAAACAGTTTCTTGAGATTTTGCGTTCTGGATTCC 

CGCTTTCGCGGGAATGACGGGATTAAAGTTTCAAAATTTATTCTAAATAACTGAAATTCA 

ACGAACTAGATTCCCACTTTCGTGGGAATGACGAATTTTAGGTTGCTGTTTTTGTGGGAA 

TGATGAAATTTTAAGTTTTAGGAATTTATCGAAAAAACAGAAACCGCTCCGCCGTCATTC 

CCGCGCAGGCGGGAATCCAGCCTCGTCGGTACGGAAACTTATCGGGTAAAAAGGTTTCTC 

TAGTTTGGTGTCGATTTTCTTGTCGATGCTGTTGACGGCAGGTGCTTGGTGTCGATCTGC 

TTGCCGTTGGCGGCGGTGTCGGCTTTGACGGCGTCGGCGCTGGCGTTGTCGCGCTTAACC 

GGCTGTCCGTAGAACCATTTTACCGAACCGTCTTGACGCTTGGCCCACAGGGAGAGTTTT 

TTGCCTTGGATTTCTTTGTTTACGCCGCTTGAAAGCATTGTGGCGGTAACGACGCCGTTT 

TTGACTTCAACTTTCTCAACATATTTGCCTTTGATGTTGGCGGAGGTTGCCACGCCGGCA 

GAACTGTTGTTGCCGGGCCATTCGCCGTGATTCAGGTAATACTCGGTGACGGCTGATTTT 

TGACCTTCAGCCAAAAGAATGGCTTCGTCATTCCCGCGCAGGCGGGAATCTAGACCTTAG 

AACAACAGCAATATTCAAAGATTATCTGAAAGTCCGGGATTCTAGATTCCCACTTTCGTG 

GGAATGACGAATTTTAGGTTGCTGTTTTTGGTTTTCTGTTTTTGAGGGAATGATGAAATT 

TTAAGTTTTAGGAATTTATCAGAAAAAACAGAAACCGCTCCGCCGTCATTCCCGCGCAGG 

CGGGAATCCAGGTCTGTCGGTACGGAAACTTATCGGGTAAAACGGTTTCTCTAGTTTGGT 

GTCGATTTTCTTGTCGGTGCTGTTGACGGCAGGTGCTTGGTGTTGATGTTGGCGGTGCCC 

TTGCCGGTGGCGGCGGTGACGGCGTCGTCTTTGGCTTTGTCGCGCGTAACCGGCTGTCCG 

CAGAACCATTTTACCGAACCGTTTTGACGCTTGGCCCACAGGGAGAGTTTTTTGCCTTTG 

ATTTCGTTGTTTACGTTGCTTGAAGCCATTTGGGCGGTAACGACGCCGTTTTTGACTTCA 

ACGCTTTTAACATATTTGCCTTTGATTTCAGAGGAGGTTGCCACGCCGGCAGAACTGTTG 

TCGCCGGGCCATTCGCCGTGATTCAGGTAATACTCGGTAACGGCTGATTTTTGACCTTCG 

ACCAAAAGGATAGCTTCGTCATTCCCGCGCAGGCGGGAATCCAGCCTTGTCGGTACGGAA 

ACTTATCGGGTAAAACGGTTTCTTTAGATTTTGCGTTCTGGATTCCCACTTTCGTGGGAA 

TGACGGGATTAAAGTTTCAAAATTTATTCTAAATAACTGAAACTCAACGAACTAGATTCC 

CGCTTTTGCGGGAATGACGAATTTTAGGTTTCTGTTTTGGGTTTTCTGTTTTTGAGGGAA 

TGATGAAATTTTAGGTTTCTGTTTTTGGTTTTCTGTCCTTGTGGGAATGATGAAATTTTA 

AGTTTTAGGAATTTATCGGAAAAAACAGAAACCGCTCCGCCGTCATTCCCGCGCAGGCGG 

GAATCCAGCCTCGTCGGTGCGGAAACTTATCGGGAAAACGGTTTCTTTAGATTTTACGTT 

CTGGATTCCTACTTTCGTGGGAAAGACGAATTTTAGGTTTCTGTTTTTGGTTTTCTGTCC 

TTGTGGGAATGATGAAAATTTAAGTTTTAGGAATTTATCGGAAAAAACAGAAACCGeTCT 

GCCGTCATTCCCGCAAAAGCGGGAATCCAGCCTOnrGGTGCGGAAACTTATCGGGTAAA 

AAGGTTTCTTTAGTTTGGTGTCGATTTTGTCGGTGCCGGTGGCGGCGGCAACGTCGTCTT 

TGGCGTTGTCGGCGCGCGTAACCGGCTGTCCGCAGAACCATTTTACCGAACCGGCTTGAC 

GCTTGGCCCACAGGGAGAGTTTTTTGCCTTTGATTTCGTTGTTTACGCCGGTTGAAAGCA 

TTGTGGCGGTAACGACGCCGTTTTTGACTTCAACTTCCTTAACATATTTGCCTTTGATTG 

TTGAAGAAGATGCCACGCCGGCGGCATCATTAAATCCCGTCATTCCCACTTTCGTGGGAA 

TGACGGGATTAAAGTTTCAAAATTTATTCTAAATAACTGAAACTCAACGAACTAGATTCC 

CGCTTTTGCGGGAATGACGAATTTTAGGTTGCTGTTTTTGGTTTTCTGTCCTTGCGGGAA 

TGATGAAATTTTAAGTTTTAGGAATTTATCGAAAAAACAGAAACCGCTCCGCCGTCATTC 

CCGCGCAGGCGGGAATCCAGCCTCGTCGGTGCGGAAACTTATCGGGAAAACGGTTTCTTG 

AGATTTTGCGTTCTGGATTCCCGCTTTCGTGGGAATGACGGTTTAGGTATTTTTATAGAA 

AGCCGTAGGTGGTGTTTCTATGCAAACGACAGATGAAGCGTCGCGGCAGGTTGACGGCAG 

GTGCTTGGTGTTGATGTTGTCGGCGGTCTTGGCGGCGGCGGCGACGGTGTCGGCTTTGGC 

GTCGGTGCGCGTAACCGGCTGTCCGCAGAACCATTTTACCGAACCGTCTTGACGCTTGGC 

CCACAGGGAGAGTTTTTTGCCTTGGATTTCTTTGTTTACGCCGCTTGAAAGCATTGTGGC 

GGTAATGACGCCGTTTGCGACTGTAACTTCCTTAACATATTTGCCTTTGATTGTTGAAGA 

AGATGCCACGCCGGCAGAAGTGTTGTTGCCGGGCCATTCGCCGTGATTCAGGTAATACTC 

TGTGACGGCTGATTTTTGACCTTCGGCCAAAAGGATAGCTTCGTCATTCCCGCGCAGGCG 
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GGAATCCAGGTCTGTCGGTACGGAAACTTATCGGGTAAAACGGTTTCTTTAGATTTTGCG 
TTCTGGATTCCCACTTTCGCGGGAATGACGGGATTAAAGTTTCAAAATTTATTCTAAATA 
ACTGAAACCAACGAACTAGATTCCCACTTTTGCGGGAATGACGAAGTTTTTCTGCCATTT 
GCCGTGATTCGGGCAATACTCGGTAACGGCTGATTTTTTGAAAGTGTTTGAAATCGGCGC 
GTGGTGTTTCTATGCAACCGGTAGATGAATCATCGCGGCAGGTTGACGGCAGGTGCTTGG 
TGTTGATTTTGTCGTCGGTCTTGCCGTTGGCGGCGGCGACGTCGGTGGCGGTGGCGGTGG 
CGGTGTCGTTGCGCGTAACCGGCTGTCCGCAGAACCATTTGACCGAACCGTTTTGACGCT 
TGGCCCACAGGGAGAGTTTTTTGCCTTTGATTTCTTTGTTTACGCCGCTTGAAAGCATTG 
TGGCGGT/IACGACGCCGTTTTTGACTTCAACTTTCTCAACATATTTGCCTTTGATGTCGG 
AGGAGGATGCCACGCCGGCGGCATCATTAAATCCCGTCATTCCCGCAAAAGCGGGAATCT 
AGAACTCAGGACCGGAGAAACCTTTTTACCCGATAAGTTTCCGTGCCGACAGACCTAGAT 
TCCCGCCTGCGTGGGAATGATGGGATTAAAGTTTCAAAATTTATTCTAAATAACTGAAAC 
TCAACGAACTAGATTCCCGCTTTTGCGGGAATGACGAATTTTAGGTTTCTGTTTGTGGGT 
TTCTGTTCTTGTGGGAATGATGAAATTTTAAGTTTTAGGAATTTATCGGAAAAAACAGAA 
ACCGCTCCGCCGTCATTCCCGCGCAGGCGGGAATCCAGCCTTGTCGGTACGGAAACTTAT 
CGGGTAAAAAGGTTTCTCTAGTTTGGTGTCGATTTTCTTGTCGGTGCTGTTGACGGCAGG 
TGCTTGGTGTTGATTTTGTCGGTGTCGGGTGTGGCGGCGGTGACTTCGTCGGTGCCGGCT 
TTGGCGTTGGCGGCGTTGCGCGTAACCGGCTGTCCGCAGAACCATTTTACCGAACCGTCT 
TGACGCTTGGCCCACAGGGAGAGTTTTTTGCCTTGGATTTCTTTGTTTACGCCGCTTGAA 
AGCATTGTGGCGGTAATGACGCCGTTTGCGACTGTAACTTCCTTAACATATTTGCCTTTG 
ATTGTTGAAGAAGATGCCACGCCQGCAGAAGTGTTGTTTTTCGGCCATTCGCCGTGATTC 
GGGT7VATACTCGGGTGTTTTTGTGCAAACGGCAGATGCTGCGTCGCGGCAGGTTGACGGC 
AGGTGCTTGGTGTTGGTTTTCTTGTTGCCGGTGTTGTCGGCGGCGACGGTGTCGTCGGTG 
CCGGCGCGCGTAACCGGCTGTCCGCAGAACCATTTTACCGAACCGTTTTGACGCTTGGCC 
CACAGGGAGAGTTTTTTGCCTTGGATTTCTTTGTTTACGCCGCTTGAAAGCATTGTGGCG 
GTAACGACGCCGTTTGCGACTGTAACTTCCTTAACATATTTTCCTTTGATTTTAGAGGAG 

gatgccacgccggcggcatcattaaatcccgtcattcccacgaaagtgggaatctagaac 
tcaggaccggagaaacctttttacccgataagtttccgtgccgacagacctggattcccg 
cctgcgcgggaatgacgaagtttttcggccattcgccgtgattcgggcaatactcgggtg 
ttttgtgcaaacggcagatgctgCgtcgcggcaggttgacggcaggtgcttggtgtcaat 
cttcttaccgttggcggcggcggcggcggtaacgtcgtcgttgg cggc t'rr cjgcgt ' rg tc 
gcgctcaaccggctgtccgcagaaccattttaccgaaccggcttgacgcttggcccacag 
ggagagttttctgcctttgatttctttgtttacgccgcttgaagccattatgtcagacgg 
tattgcccgggcagctttattcgtacactttcagcagctcgacttcaaatatcaaagtgg 
cgtgcgggggaatcacgccgcccgcgccgtgtgcgccgtagcccatttccgaagggatgg 
tcagcttgcgtttgccgccttccttcatgccgccgaagccttcgtcccagcctttgatga 
cttgtccgacaccgagcgtgatggtcagcggctggcggcggtcgaggctggagtcgaatt 
tggttccgttttccagccaacctgtgtaatgcacggtaatctctttgcctttaactgctt 

CTTTTCCGAAGCCTTCTTGCAAGTCTTCAATAATCAGGCCGCCCATATTTGTCCTTTCGT 

tgcttgttggtcaaaacggcaagggtaacataccgtccgtcgaagtcaaatgccgctcaa 

gtaaaggttccatgctttttcatggaaatagaaaacgacggtgttgattaggggttcgac 
cagcgcaactgctcccgatacgcctatactgcccgtcagtacataggttacactgaaggc 

GACGCTGAAATGCAGTGCGGCAAAAGTCAGGGTTTTAAGCATCATCCTCTCCCGGATTGG 

acattgacggagagatgataaagattatcataaggctgcgcggtttaaatttgctatttg 
ttgttagtgtagataaatcgttttttaaataaggataggaattatgaatcataaaaagat 
cgttgttttggatgcggatactttgcccggccgggtttttcattttgattttccgcacga 
gcttgcggtttacggtacgacaggtgcggatgaaacggcagaacgggtgcgcgatgcaca 
tattgtcattactaacaaagtgatgatttctgccgatattattgcggctaatccgcagtt 
ggagctgattgccgtcagtgcgaccggcgtgaacaatgtcgatattggggcggcgaaggc 
ggccggtgttgcggtatgcaatgtccgcgcatacggaaacgaatcggttgcggaacacgc 

CTTTATGCTGATGATTGCGTTAATGCGGAATTTGCCTGCCTATCAGCGTGATGTTGCGGC 

aggattgtgggaaaagtcgccgtttttctgccattacggcgcgccgattcgggatttgaa 
cggcaaaacgctggcggttttcggacgcggcaatatcggacggacgcttgccggatacgc 
gcaggcattcggtatgggggtggtgtttgccgaacacaaacacgcgtccgctgtgcgtga 

AGGCTATGTTTCCTTTGAAGATGCGGTACG GGC T GCTG ATGTGT TG T C G C TGC AC TGTCC 

gctaaacgcccaaactgaaaatatgataggcgaaaacgaattgcggcagatgaagcctgg 
cgcggttttaatcaattgtgggcgcggcgggctggtggatgaaaacgcgctgcttgccgc 
actcaaatacgggcagatcggtggggcaggtgtcgatgttttgacgaatgagccgcccaa 
aaacggcaatcccttgctgaatgcacgattacccaatctgattgttacgccgcataccgc 
gtgggcaagtcgtgaggctttggacaggctgtttgatatattgttggcgaacattcacgc 
ctttgtgaaaggagaggcgcaaaaccgcgtggtttgaacctgtcgggattgcggaaaaaa 
atgccgtctgaacgcctcaagggttcagacggcatttcttgagattcccgtttaaccgac 
tttgtcgcccggctgcgcgcctgtatccacatccaagagcttcagtttcccgtctgccgt 
ggcggcactcaaaatcatgccttcagatacaccgaattttgccattttgcgcggggcgaa 
gttggcgacggcgatgaccatgcggccgttcaattcggcagggttcgggtaagacgcggc 
gatgccggagaagatgatgcgtttttcaaaaccgaaatcgaggtcgaatttcaaaagttt 
ggtgctgccttcgacagcttcgcagttcaatactttggcaacgcgcatgtcgattttcat 
aaagtcgtcgaaactcgcctgttcggcgactttttcgtatttgccctcttcggcggcagg 
tgcggctgcggcggcgatgctttgttt g ttggcttcgattaaatcgtccactt gttl 't l 'g 
ctccactcgttgcattaaatcttcgtatttgttgatggcgtgtttgcccaaggtatcgcg 
tgtatttgcccaagtgatggcttccaaattcaggaatttggcgqcgtttgcggcggtttg 
cggcaagacgggggcgaggtaggcggtcaacatggtgaaggcgttgatgagttcgctgca 

atcaacgtattcgttgacaatgtctgccaaggccatgatgtcgcgcagggctttggcgta 
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TTCGCGGCTTTCGTAGCATTCGGCAATGGCTTCGCTTTGCGCAGTCAGTTTTGCCAGCAA 
TTCGCTGTCGGCAACATCTTTCAGACGGCCTTCAAAGCGTTTGGCGATGAAACCTGAGGC 
GCGGGCGGCGATGTTGACGTATTTGCCGACGAGGTCGCTGTTTACGCGGCTGATAAAGTC 
TTGCAGGTTCAAATCGATGTCTTCGATTTTGCTGTTGAGTTTGGCGGCGATGTAGTAGCG 
CATCCACTCGGGGTTCAGGCCTTGTTCCAGATAGGATTTGGCGGTAATAAACGTGCCGCG 
CGATTTGGACATTTTTTGTCCGTCGACGGTCAAAAAGCCGTGTGCGTACACGCCGGTCGG 
GGCGCGGTGGCCGGAGAAATGCAGCATAGCGGGCCAGAACAGGGCGTGGAAATAGAGAAT 
ATCTTTGCCGATGAAGTGGTACATCTCGGTTTGGCTGTCGGCTTTGAAGTATTCGTCAAA 
ATCGACGCCGATGCGGTCGCACAGGTTTTTAAACGACGCCATGTAGCCGACGGGCGCGTC 
CAGCCAGACGTAGAAGTATTTGCCCGGCGCGTCGGGGATTTCAAAACCGAAATACGGCGC 
GTCGCGGGAAATATCCCAGTCGGACAGGGTGGTTTCTTCACCTTCGCCCAGCCATTCTTT 
CATTTTGTTGAGGGCTTCGGCTTGCAGATGGGGCTTGCCGTCGTGCGGGTTGTTGCCGGA 
AGTCCATGCTTTGAGGAAGTCGGCGCATTCGCCCAGTTTGAAGAAGAAGTGTTCGGATTC 
GCGCAATTCGGGTTTCGTACCGGAAACGGCGGAATACGGGTTAATCAGTTCGGTCGGGGA 
ATAGGTCGTGCCGCAGACTTCGCAGTTGTCGCCGTATTGGTCTTGGGCGTGGCATTTCGG 
GCATTCGCCTTTGACGAAGCGGTCGGGCAGGAACATTTGTTTTTCGGGGTCGAAAAGCTG 
CTCGATGACGCGGCTCTCAATCTTGCCGTTGGCTTTCAGCGCGCGGTAAATGTCTTGGGA 
AAACTGTTTGTTTTCAGGGGAATGGGTGCTGTAATAATTGTCGTAACCGATGAAAAAGCC 
AGTAAAGTCGGCGAGGTGCTCTTCGCGCACTTTGGCAATCATGTCTTCGGGCGCGATACC 
TTGTTTTTGCGCGGCAAGCATTACGGGCGTGCCGTGGGTGTCGTCGGCGCAGCAGTAGTG 
GCACGCGTGGCCGCGCAGTTTTTGAAAGCGCACCCAAACGTCGGTTTGGATGTGTTCGAC 
CATGTGGCCGAGGTGGATGCTGCCGTTGGCATAGGGCAGGGCGGAGGTAACTAAGATTTT 
GCGTGTCATATTGTGCTTTGCAAACAATGGGTAAAGGCGGATTATACCGCAAATCAAACG 
GGGAAATGCCGTCTGAAGCCTGAAAAATCGGGCTTCAGACGGCATTTTTGCCAACCGGCG 
GGAGTTATTCGACGGTTACGGATTTCGCCAGGTTGCGCGGCTTGTCCACATCGGTACCGC 
GTGCGAGGGCGGTGTGGTAGGCGAGGAGCTGCACGGGGATAGTATGCACGACGGGGGACA 
GTTTGCCGACGTGGCGCGGTGCGCGGATAACGTGCACACCTTCGGTGGCATTAAAATTGC 
TGTCGAGGTCGGCAAAGACGAAAAGTTCGCCGCCGCGCGCGCCGACTTCCTGCATATTGG 
CTTTGACTTTGTCCAACAGGCTGTCGTTGGGTGCGATGACGACGACGGGCATATTTTCGT 
CCACCAGGGCAAGCGGCCCGTGCTTCAGTTCGCCGGCAGGATAGGCTTCGGCGTGGATGT 
AGGTGATTTCCTTCaVGCTTCAACGCACCTTCGKGGGGAA!EGGGGI^ 
C T AAAAACAGCGCGCTGGTTTTCTTGGCAAAC TGTTGCGCCCATGCGGCAATTTGAGG TT 
CGAGGTTCAGAGCGTGCTGCACGCTGCCGGGAAGCTGGCGGAGTTCTTCGGTGTAACGCG 
CTTCGTCTTCTTCGGAAACCAAACCGCGCACTTTCGCCAGCGTTACCGCCAAACCGAACA 
GCGCAACCAGTTGCGTGGTAAACGCTTTGGTCGAGGCGACGCCGATTTCCGCACCGGCAC 
GGGTATAAAGCACGAGGCTGCTTTCGCGCGGCAGGGCGGATTCCATCACGTTGCAAATGG 
AGAGGCTGTGGCGGTGTCCCAAGGATTTGGCGTATTTCAACGCCTCCATCGTGTCCAGCG 
TTTCGCCGGATTGGGAAATGGTAATGACCAGTTGGTCGGAATCAGCAATCACGCTGCGGT 
ATCGGTATTCGCTGGCGATTTCGACGTCGGACGGGATTTTTGCGATGGATTCCAACCAAT 
ATTTGGCGGTCAGCGCGGCGTAATAGGACGTGCCGCAGGCAAGGATTTTGACGCTGCGGA 
TGCTTTCAAACACGCTTTTGGCATCTTTGCCGAAGTTTTCGGGGATGAAGCCGCCGTCGA 
GGAAAACCTCCGCCGTGTCTGCAATCGCGCGGGGCTGCTCGTGGATTTCTTTTTGCATAA 
. AGTGGCTGTACAGTCCCAGTTCCAAAGAGGCGAGCGAGAGTTCGGATACCTTGACTTTGC 
GTTCGGCAGGCAGGCCGTTTTTATCGGTCAGCCTTTTGATGCCGTCTGAAGCCAGCAGCG 
CGATGTCGCCGTCTTCGAGGTACGCCACGCGGCGCGTAAAGGCGATGACGGCGGATACGT 
CCGAAGCGATAAAGGTTTCATCGTCGCCCAAAGCGACCAAAAGCGGGCAGCCCATACGCG 
CCACAACTAATTCATCAGGCTTGTCTTGGGCAATAACCGCGATGGCGTATGCGCCGTGGA 
AACGTTTGACCGCTTCTTGTACCGCTTCAAACAGCCTGCCGCCGTTTTGCGCGTATTCGT 
GATTGATGCTGTGTGCGATGACTTCGGTATCCGTTTGCGATTCAAAACGGTATCCCAAAC 
CTTCCAAACGTTTGCGTTCGCTTTCAAAGTTTTCGATGATGCCGTTGTGTACGACCGCAA 
TCATACCGCCGCTGATGTGCGGGTGGGCGTTCGGCTCAGTAACGCCGCCGTGTGTCGCCC 
AACGCGTATGTCCGATGCCGATGCCGCCGCTGATGCCTTTTTCGCGTGCCX^GTCCTCCA 
TAAGCTGCACGCGTCCGACGCGGCGCACACGTTTGATTTTGCCGTCGGTGTTGACGGOU^ 
TGCCTGATGAGTCATAACCCCGGTATTCGAGGCGTTTGAGACCGTCGGTCAGAAAATCGA 
CGACGTTGTGATGGGCGCGGATGGCGCCGACGATACCGCACATAACTGTTCCTTAGTATC 
CGGTTGAAAAAAAACiUSGGGCGGACGGCTTCCGTGGCGCACCTTCCTCTTCGGATTATAA 
ACCGCCTCCCGCGCCGGAAAACAGCAAAATGCCGTCTGAAGGCTTGGGCTTGCTCAAAAA 
AAGGAGGGATTTCCCTGTTTATCCAGGATGGGCGTTCAGACGGCATTACCTGCTGCTGGT 
TTATAGTTTTTGCAAATCAACATTGACAAGCTGAAAAAAAAAAACAATATACTCGCTCGG 
TCTTAATGTTAACGGAGTATGGAAATGAAACAAATGCTTTTAGCCGTCGGCGTGGTGGCG 
GTGTTGGCGGGCTGCGGCAAGGATGCCGGCGGTTACGAGGGTTATTGGCGCGAAAAGTCG 
GACAAAAAAGAGGGTATGATTGCCGTCAAAAAAGAAAAAGGCAATTACTTCCTTAATAAA 
ATCCACGTGGTTACAGGCAAGGAAGAGTCCTTGCTTTTGTCTGAAAAAGACGGCGCGCTT 
TCGATAAACACAGGGATAGGGGAAATCCCGATCAAACTTTCCGACGACGGGAAAGAGCTG 
TATGTCGAACGTAGGCAGTATGTCAAAACCGATGCGGCGATGAAGGACAAAATCATCGCC 
CATCAGAAAAAGTGCGGACAAACAGCACAGGCATACCGCGACGCGCGAAATGCGTTGCCG 
TCAAACCAGACGTATCAGCAGCATCTGGCGGCGATCGAGCAATTGAAACGGCGGTTTGAA 
GCCGAGTTTGACGAATTGGAAAAAGAAATCAAATGCAACGGCAGAAGCCCGGCATTGTTG 
CTTTAGTAGGGGACAACCGGGAGGATGCCGCCGTCCGAATCGGATGTGCGGTTTCTGTAC 
CGGTACGGGCGGGCAGGAATGTCCGCCTTTTTTGTTCGGATGCGTTTGAATACCCGTTTG 
ATTCCGACCGTTTGCAAGGGGTATTTCCGTTCGGGCGGAAATTATAGTGGATTAACAAAA 
ACCTVGTACGGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTCAAGCA 
CCAAGTGAATCGGTTCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATT 
TAAATTTGATCCACTATAATTCCGTCAAATAAGAAAGGAATTTTGTGCCTGCGGTATCGC 
AAAACTTCGCCTTAATGCGCCCGATTGCXITAGGGATGGGCTTCAGATGGCATTGTTTTCC 
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GGTTTACGGGCGGTATTCGGGCTTCATACCGTTGGGTAGGAGCTGCCAGACATATCCCGT 
GGTTTTCTGTTTGCCGGCAAGTTCGCGGGCTTCGTCGCCGTATCCCCAAAAATAATCCAG 
GCGCACCGCGCCTTTAATCGCGCTGCCGGTATCCTGCGCCATAATCAGGCGGTTGAGGGG 
TTTGCGGGTAACCGGATGGGCGGTGGCGACAAATAAGGGCGCACCCAAGGTAATGTAGTG 
CCGGTCGACTGCGCCGGCATATTCCCCCATCAGCGGCGTGCCCAGTGCGCCGACAGGGCC 
GTCATTGCTGCTTCCGGCAAGCTCGCGGAAAAAGATATAGCTGGGGTTTTGACCCAAAAC 
TTCGGCGAGGCGTTGCGGATTTTGCCGCATATAAGACTTAATGCCCTGCATGGAGGTTTG 
TCCGAGTTTGAGGTAGCCCTTATCCGCCATATAGCGTCCGATGGAAACGTAGGGATGTTC 
GTTTTTGTCGGCATAGCCGATGCGGATGTATTTGCCGGACGGGGTTTTCAGACGGCCCGA 
GCCTTGGATGTGCATAAAAAAAAGTTCGACAGGGTCTTCGGCGTAACCGAGTATCGGGGC 
TTTGCCGTCAAGCGCGCCGCCGTTGATTTGGTTGCGCGTGTGGTAGGGGAGGAAGCGGCT 
TCCTTCAAACCTGCCTTTGATTGCTGTTGTGCGCGCGGTGATGGGGAATCGGGAGAGGTC 
GGCGGTATGTGTGCCGCCGGTATTGTCGATTGTGCCGCTGTTTTTTCCCGTCTGCCTGAT 
GCGGACAAGGGCTTTTCCGCTCCGCAAACCGGCAGGCAGGGGGACGGAGATAAAATCGTC 
GGGAATACCGTAAATCGGGAAGCGGGCTTGTGCCGTCCGCCTGTCGTCGCCCTTCAGCAC 
CGGTTCGTAATAGCCGGTAACCGTACCGGCAAGGCTTCCGTTGCCTGCAACCTGCCACGG 
CGTGAAATAGCGTTCAAAAAACTGTTTTGCCTGAAAGGAATGGACGGGGGTTTGAAAGGC 
TTGGGCGCACACATCCTGCCAGCCTTGGCGGTTTTTCAAATTGGCGCAGCCGAGGCGGAA 
GGATTGCAGGCTTTTGGCGAAATCCTGCGCCGCCCAGTGGGGCAGGGACAGGTGCGGTAC 
AACGGTATAGACGGCCCCGCCGCCGCCGACCGTCGTTCCGGCGGGGTCGGGGATGCCGAC 
CGGCCGGTCCGGGCCGTTGATGACGGATGTGTCGGGTTGCGGAAAGGTTTGGATGCTCTT 
GCTTTGGCAGGCGGCGAGGATGGCGGCGGCGATGCCGTACAGGGCGGCGCGGAATAGGTA 
TTTTTTCATAATGGACAATGTTGCCGGCAGTAATAAGAAAGATGGTTTCGGGCGGCGTTG 
CGGCAGCCGTGGAGAGGGGATTTTAACACAGGGCGCAGCTGCAGCCTGCGGAACTTTCCG 
CCGCGCGGTACTGCAGATAAAAATAACTTGCATTTGTATTTACAAGCAATGAAAATATTC 
CGATAATATATTATTCATCATCCTTGTTCGTTCGCGTTTATGCTGGTCGCTTTTTTAATT 
ATGTTGCGCGAGGGTATTGAAGCCGCGCTCATTGTCGGCATCGTTGCCGGTTTTCTGAAA 
CAGTCCGGACATTCCAAACTGATGCCTAAGGTCTGGTTCGGGGTCGTCCTTGCTTCTTTG 
ATGTGTTTGGGGCTGGGGTACGGCATCCATTCGGCAACGGGCGAGATTCCCCAGAAGCAG 
CAGGAGTTCGTCGTCGGCATTATCGGTTTGGTTGCCGTTGCCATGCTGACTTATATGATT 
TTATGGATGAAAAAGGCGGCGCGTTCGATGAAGCGGCAGCTTCAGGATTCTGTGCAGGCG 
GCTTTGAACCGTGGCAGCGGTCAAGGATGGGCCTTGGTCGGTATGGCGTTTCTTGCCGTG 
GCGCGCGAAGGTCTGGAGAGTGTTTTTTTCCTGCTTGCCGTATTCAAACAGAGCCCGACG 
TGGCAGATGCCGGCCGGCGCGGTAGCGGGGGTTTTGGCTGCCGCCGTGATTGGCGCGTTG 
ATTTATCAGGGCGGGATGCGCCTGAATCTGGCGAAGTTTTTCCGTTGGACGGGGGCGTTT 
CTGATTGTCGTTGCCGCCGGCCTGCTTGCCGGCTCGCTGCGCGCGCTGCATGAGGCAGGT 
ATTTGGAACGCGCTTCAGGACATTGTGTTCGACTCATCAAAATATTTGCACGAAGACAGT 
CCGTTGGGCGTGCTGGTCGGCGGATTTTTCGGCTATACCGACCATCCGACGCAGGGCGAG 
ACCTTGGTTTGGCTGCTGTACCTTATTCCCGTCATAACTTGGTTTTTGTGCGGCAGCAGG 
CCGTCTGAAACTTTAACCCGTAAAGAGGAGCTGAAATGAGAAAATTCAATTTGACCGCAT 
TGTCCGTGATGCTTGCCTTAGGTTTGACCGCGTGCCAGCCGCCGGAGGCGGAGAAAGCTG 
CGCCGGCAGCGTCCGGTGAGGCGCAAACCGCCAACGAGGGCGGTTCGGTCAGTATCGCCG 
TCAACGACAATGCCTGCGAACCGATGGAACTGACCGTGCCGAGCGGACAGGTTGTGTTCA 
ATATTAAAAACAACAGCGGCCGCAAGCTCGAATGGGAAATCCTGAAAGGCGTGATGGTGG 
TGGACGAGCGCGAAAACATCGCCCCCGGACTTTCCGATAAAATGACCGTCACCCTGTTGC 
CGGGCGAATACGAAATGACTTGCGGTCTTTTGACCAATCCGCGCGGCAAGCTGGTGGTAA 
CCGACAGCGGCTTTAAAGACACCGCCAACGAAGCGGATTTGGAAAAACTGTCCCAACCGC 
TCGCCGACTATAAAGCCTACGTTCAAGGCGAGGTTAAAGAGCTGGTGGCGAAAACCAAAA 
CTTTTACCGAAGCCGTCAAAGCAGGCGACATTGAAAAGGCGAAATCCCTGTTTGCGGAGA 
CCCGCGTCCATTACGAACGCATCGAACCGATTGCCGAGCTTTTCAGCGAACTCGACCCCG 
TCATCGATGCGCGTGAAGACGACTTCAAAGACGGGGCGAAAGATGCCGGATTTACCGGCT 
TTCACCGTATCGAATACGCCCTTTGGGTGGAAAAAGACGTGTCCGGCGTGAAGGAAATTG 
CAGCGAAACTGATGACCGATGTCGAAGCCCTGCAAAAAGAAATCGACGCATTGGCGTTTC 
CTCCGGGCAAGGTGGTCGGCGGCGCGTCCGAACTGATTGAAGAAGTGGCGGGCAGTAAAA 
TCAGCGGCGAAGAAGACCGGTACAGCCACACCGATTTGAGCGACTTCCAAGCCAATGTGG 
ACGGATCTAAAAAAATCGTCGATTTGTTCCGTCCGCTGATCGAGGCCAAAAAGAAAGCGT 
TGTTGGAAAAAACCGATACCAACTTCAAACAGGTCAACGAAATTCTGGCGAAATACCGGA 
CTAAAGACGGTTTTGAAACCTACGACAAGCTGGGCGAAGCCGACCGCAAAGCGTTACAGG 
CCTCTATTAACGCGCTTGCCGAAGACCTTGCCCAACTTCGCGGCATACTCGGCTTGAAAT 
AAGCCGCAAGCGTTCAGACGGTATTTGGCGGCAGATACCGTCTGAAGTTTTATAGTGGAT 
TAACAAAAACCAGTACGGCATTGCCTCGCCTTGCCTTGCCGTACTATTTATAeTGTGTGG 
GGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATATCCGCCATATATTGCAGGGG 
GGGATTTCAACCTGCCGCTATCGGTTAATGGAAAAACGGCGTGCAGGGATACCCATCCTG 
CTGCACGGATATTGAAGGAAACACCATGAGCAAAAAACAACCCGCACAACCGACCAGGCG 
CACTCTTTTTAAAACCGCGATCGCAGCCGGAGCAGTCGGCGCAATCGGAGGTTATCTGGG 
CGGCAAAAAACAGGGCGAAACCGCCGAACGCACCGCCGAAAGCCAACACTCGCCCCAAGG 
CTATCCCTGCTACGGCGAACATCAGGCAGGCATCGTTACGCCGCAGCAGGCGTTTTGGAT 
TATGTGCGCCTTCGACGTAACCGCGCAAAGTGCCAAGCAGCTGGAAAACCTGTTCCGCAG 
GCTGACCGCCCGCATCGAGTTTCTCACCCAAGGCGGCGAATACCAAGACGGGGACGAeAA 
ACTTCCGCCAGCCGGCAGCGGCATTTTGGGCAAAGCCTTCAACCCCGACGGGTTGACCGT 
TACCGTGGGGGTGGGCAGCAGCCTGTTTGACGGCCGGTTCGGACTCAAAGACAAAAAACC 
GATTCATTTGCAGGAAATGCGCGACTTCTCCAACGATAAGCTGCAAAAAAGGTGGTGCGA 
CGGCGATTTGAGCCTGCAAATCTGTGCCTTCACCCCCGAAACCTGCCAAGCCGCCCTGCG 
-CGACATCATCAAACACACGGTCCAAACCGCCGTTATeCGTTGGAGTATCGACGGGTGGCA 
GCCCAAATCCGAACGCGGCGCGATGGCGGCGCGCAACCTGTTGGGCTTCAGGGAGGGCAC 
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GGGCAACCCCAAAGTTTCCGATCCCAAAACTGCCGACGAGGTTTTGTGGACGGGGGTGGC 
CGCCAACAGCCTCGACGAACCGGAGTGGGCGAAAAACGGCAGCTATCAGGCAGTCCGCCT 
TATCCGCCACTTTGTCGAGTTTTGGGACAGGACGCCGCTTCAAGAGCAAACCGACATTTT 
CGGGCGGCGCAAATACAGCGGTGCGCCGATGGACGGCAAAAAAGAAGCCGACCAACCGGA 
TTTTGCCAAAGACCCCGAGGGTGATATCACGCCCAAAGACAGCCATATACGCCTGGCGAA 
TCCGCGCGATCCCGAATTCCTCAAAAAACACCGCCTCTTCCGCCGCGCCTACAGCTATTC 
GCGCGGACTCGCCTCAAGCGGACAGCTTGATGTCGGGCTGGTGTTCGTCTGCTATCAGGC 
AAACCTTGCCGACGGATTCATCTTCGTGCAAAACCTCCTCAACGGCGAACCGCTGGAAGA 
ATACATCAGCCCCTTCGGCGGCGGCTATTTCTTCGTCTTGCCCGGCGTGGAAAAAGGCGG 
CTTTTTGGGGCAAGGGCTGCTGGGCGTATAAATCCGCCATATAAAAAACGCCGTCCGAAC 
CTTGCCAAACGGGTTCGGACGGCGTTTCTTGTTTTTGGGCGGTCAGGCTTTTTTGACGAA 
TTCGGATTTTAAATTCATCGCGCTGCCGTCGATTTTGCAGCCGATGTTGTGATCGCCTTC 
TTGCAGGCGTATGCCTTTGACTTTTGTGCCTTGTTTGATCACCATCGAGCTGCCTTTTAC 
CTTGAGGTCTTTGATGAGGATGACGGTATCGCCGTTTTGCAGCACTGCGCCGTTGGCATC 
GCGCACTTGAGCCGCAAGGTCGGCGGCGGATTCGGTTTCATTCCATTCATGGGCGCATTC 
GGGGCAGATGTATTGTCCGCCGTCTTCATAGGTGTATTCGGAGGCGCATTGCGGGCATGG 
GGGTAATGACATGGTTTGCCGTCCTTATCGGATGTTTGTTTTGGGGTGCCGTCTGAAACC 
TGAAACCGGCTTCAGACGGCATAGCTTTATTGTTTGTCTTTTTCAGGACGCACCCAGCCT 
TCGATGACGGTTTGGCGGGCGCGGGCGAGGGCGAGTTTGTTGTCTTCGACATTGCGGGTA 
ATCGTGCTGCCCGCGCCTGTGGTTACTTTGTTGCCGAGGGTAACGGGGGCGACTAGGACG 
CAGTTTGAACCGATGCGCACTTCGTCGCCGATGACGGTTTTGTGTTTGTGCACGCCGTCG 
TAGTTGGCAATAATCGTACCGGCGCCGAAGTTGGTTTTGCAGCCGACTTCGGCGTCGCCG 
ATGTAGGTGAGGTGGTTGGCTTTGGTGCCTTTGCCGATGGCGGCGTTTTTGATTTCGACG 
AAGTTGCCGACGTGTACGTCGTCTGCAAGGCGGGCTTGCGGACGCAGGCGGGCGTACGGG 
CCGATTCGGTTGTTTTCGCCGACTTCGCAGCTTTCGAGGTGGGAGAAGGGGGCGATTTTG 
CTGTTTGCGCCGATTTTGGCGTTTTTGATGACGCAGTTTGCGCCGATTTCGACGTTGTCG 
CCGAGCTCGATGTCGCCTTCAAAGATACAGTTCACATCAATCACGACGTCTTGCCCGTGT 
TTCAGACGGCCTCGTAAATCGAAACGTGCCGGATCGCGCAGGGTTACGCCTGCTTTGAGC 
AATTCTTGCGCCTGTTCGGTTTGGAAGATGCGTTCGAGTTCGGTGAGCTGGAGTTTGTTG 
TTCACGCCGGCGGCGAGGTGGGAGGCGCGCACTTGGACGGGATGAACTTTAATACCGTCG 
GCAACGGCTTTGGCGATGAGGTCGGTCAGGTAGTATTCGCCTTGTGCATTGTTGCTGGTIA 
AGGCTGTTCAGCCAGTTTTCGAGTTTGGCGTTGGGCAGGACGAGGATGCCGGTATTGATT 
TCTTTCACGGCTTTTTGGACGGCGTCGGCGTCTTTTTCTTCGACGATGGCGGTTACGCTG 
CCGTTGCTGTCGCGGATGATACGCCCCAAGCCTGTCGGGTCGTTGGGAACGTCGGTCAAC 
AGCCCGACTTCGTTGCCTGCGGCTTCGAGCAGGGTTTCGAGGGTTTCAACGTCAATTAAA 
I GGAACGTCGCCGTACAACACCAGCGTGCGGCCTTCGGCGGAAAGGTGGGGCAGGGCGGTT 
' TTGACGGCGTGGCCGGTACCGAGCTGTTCGGTTTGTTCAACCCAAACGACATCGCGTTTG 
ACGGTGTCCAAGACTTGCTCTTTGCCGTGGCCGATGACGACGCAGATGTTTTGCGGATTC 
AGTGCGGCTGCGGTGTCGATAACGCGCCCGACCATGGGCTTGCCGCCGATGCGGTGCAGC 
i ACTTTTGGCATTTTGGAATACATGCGCGTGCCTTTGCCGGCGGCGAGGATGACGATGTTT 
AAAGTGTTTTGCGGCATGACGGTTTCCTGTGCAATGCCGTCTGAAGCGGCTTCAGACGGC 
ATAGGGTAGGTTTATCGGTTTTGAAACTTTGGTTTTTGCCAGTGTTGGCGATGCTCTTCG 
TCGGCGTTGTTGCCGGTTTGATTGGGTAACACGGCATGGCGTTCGGGACGGTATTGGTTG 
TAGTTCATATTTTTCGAGTAGCTGCCGTCTTGGTAATAAACGGGCGTGCCGGCGGGATAT 
TTTTGACGGACGGCGGTCTTGCCGTTGCCGTCTTGATAAGTTTCCCACGCGCAGCCCGAC 
AAAAGGGCGGCGGCAGCGGTCAGGAAGAGGAAGGTTTTACGCATGGCTTTTCTTTCGTAT 
TTTCGGGGGGTAGGGGGTATTGTAATGATTTTGGCGGTGTTCTGACAAAGTTTCTGCATA 
CCGAGCGAGTTGCGeeATATCGCTTACGGAGGCATCGATAAAGGGCAGCGCGTGGGATTT 
TGCACCGAACCGGACGGTTTTCATACCCAGCGCCTTTGCCTGATGCAGGTTGTCCGCGCT 
GTCGTCCACCATAATGCAGCATTCGGGCGGTACGTCCAACAGGCGGCAGACATTGAGATA 
CGCTTGCGGATTGGGTTTGTACAGCAGCCCGAAATCATCCGTGCCGAAAAGCGCGTCGAA 
ACGGTTTTCCAAACCGAGTGCGTTGACAACGGCACGGACGTAAAACGACGGGCCGTTGGA 
AAAAACCGCCTTGCGCCCTTTTAGGCGGCTCAGGGTGTTTTGTGTTTCAGGCATGCCGTG 
CAGCCTGGTCAGGATTGCATCGATCGGATGGCTTTCGCGCAAAAATTCGGCGATGTCGAT 
TTCGGGATGGTGGATTTGCAGTCCGGCGAGCGTTGCGCCGTAGCGGTGCCAATAGTCTTG 
ACGCAGGTCGGACGCGGCAGATTCGGAGAGTTTGAGGCGGCGTGCCATATAGCGTGTCAT 
AGCGCGGTTGATGAGTGTGAAGATGCCTGCGTCGGCATCGTGCAGCGTGTTGTCGAGGTC 
GAACAGCCACACGGTCGGGTTTTCTTGCATGTTGAACCGTGAAAATTTGTTAGAATGTTA 
TTTTACAGCGAATAGAGGAGGACTCGGAATGAAACGGAAAATTTGGCTGCTGCCGCTGCT 
GGCGGTTTCGGCATACCTGCAGGCGCAGACGGAAGTCAGGCTGGCGGTGCATAAGTCGTT 
CAGCCTGCCCAAAGGGTTGATTGCGCGCTTCGAGCGGGCAAACGATGCGAAGGTGTCGAT 
TATTCAGGCGGGCGGCGCGAACGAAATGCTCAACAAACTGATTTTGAGCCGCGCCAACCC 
GATTGCCGACGCGGTGTATGGTTTGGACAACGCCAATATCGGCAAGGCGCGGGAAATGGG 
CATTTTGGCGGCGGCGCAACCCGAATCCGCCCCCGTCGCGGTCGGGCTGCCTTCGGCTTT 

ggcggtcgattacggctatgtgtccatcaattacgacaaaaaatggtttgaaggcaaaaa 
gctgcccctgccgcaaaccctgcAggatttgacccgccccgaatataaaaacctattggt 

CGTGCCGTCCCCCGCCACGTCGTCCCCGGGGCTGGGCTTCCTGATGGCGAACATCAGCGG 

tctgggcgaagaaagcgcgttcaaatggtgggcacagatgcggcagaacggcgtgaaggt 
cgccaaaggctggagcgaggcgtattacaccgacttttcgcacaacggcggcgcgtatcc 
gctggtggtcggttatgccgccagcccggcggcggaagtgtatttttccaaaggcaaata 
cagcgagccgccgacgggcaacctgtttttaaaaggcggcgtattccgccaggtcgaagg 
cgcggcggtcttgaagggcgcgaaacagccggaattggcggcaaaactggtgcaatggct 
gcaaagtcgggaagtgcagcaggcggttccgtccgaaatgtgggtttaccccgccgtcaa 
aaagaggcgcctgccggacgtgttccgcttcgcgcaagccxcgacgcacaccaccgcccc 
cgcgcagcgcgatattgatgcgaaccagcgcggatgggtttcccgttggattagaacggt 
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TTTGAAATAAAACAAACATACCTCCCCGCAGGGCTTCATACGGCATTTTTACACCTGTGC 

CGATTACGCCGCACGGGGCGGATGTTCGATCAAGAGGAAAACAATGGACTTCAAACAATT 

TGATTTTTTACACCTGATCAGTGTTTCCGGTTGGGAGCATCTGGCTGAAAAGGCGTGGGC 

GTTCGGGCTGAACCTTGCCGCCGCGCTGCTTATTTTTTTGGTCGGAAAATGGGCGGCGAA 

ACGCATTGTCGCTGTGATGAGGGCGGCGATGACGCGCGCGCAGGTCGATGCCACGCTGAT 

TAGTTTTTTGTGTAATGTTGCCAATATCGGCTTATTGATTTTGGTGATTATTGCCGCATT 

GGGCAGATTGGGCGTTTCCACAACATCCGTAACCGCCTTAATCGGCGGCGCGGGTTTGGC 

GGTGGCGTTGTCCCTGAAAGACCAGCTGTCCAATTTTGCCGCCGGCGCACTGATTATCCT 

GTTCCGCCCGTTCAAAGTCGGCGATTTTATCCGCGTCGGCGGTTTTGAAGGATATGTCCG 

AGAGATTAAAATGGTGCAGACTTCTTTGCGGACGACCGACAACGAAGAAGTCGTGCTGCC 

CAACAGCGTGGTGATGGGCAACAGCATCGTCAACCGTTCCACACTGCCGCTGTGCCGCGC 

CCAAGTGATAGTCGGCGTCGATTACAACTGCGATTTGAAAGTGGCGAAAGAGGCGGTGTT 

GAAAGCCGCCGTCGAACACCCCTTGAGCGTTCAAAAGGAAGAGCGGCAGGCTGCCGCCTA 

CATCACCGCCTTGGGCGACAATGCCATCGAAATCACATTATGGGCTTGGGCAAACGAAGC 

AGACCGCTGGACGCTGCAATGCGACTTGAACGAACAAGTGGTCGAAAACCTCGGCAAAGT 

CAATATCAACATCCCGTTCCCGCAACGCGACATACACATCATCAATTCTTAAACGCCGTC 

TGAAAGAGGAGTGGGAAATGGACGCGCTGCACACCATCGCCCGAAACCTGACGAAAAAAC 

GTCAAACCGTAAGCTGTGCCGAATCCTGTACGGGCGGAATGCTTGCCGCCGCATTCACAA 

GCGTTGCAGGCAGTTCGCAATGGTTCGACCAGA G TT T TGTAACATACAGCAACAAAGCCA 

AAGAAGACCGCTTGGGCGTGTTGCCCGAAACCCTGCTCGAACACGGCGCGGTCAGCCGCC 

AAACCGTCTATGAGATGGCGCGCGGCGCGAAAGCCGTGGCGCAGGCGGATTACGCCGTCG 

GTATTTCCGGCATCGCCGGTCCGGGCGGCGGCAGCGAAAGCAAACCCGTCGGCACGGTTT 

GGTTCGGGTTTGCCTTTCCGGGCGGAAGTTGCGAAGCAATGCGCCGTTTTGACGGCAACC 

GCGAATCCGTCCGCGCGCAGGCGGTCGCCTTCGCGTTGGAACGGTTGGCGGGGCTGATTG 

AAAACGGCGGCGATGCTGTCTAAACAAAATCTCCGTCTGAACAAAATCCCCATCGGATAA 

AAAATGCCGTCTGAAACGTTTCGGGTTTCAGACGGCATTTTGTCGGGGTAGGCGGCGGTG 

CGGCTTATTTCACTTTACCTTTCAACGCGCCATAGCCTGCCGCGTCCATTTGTTCCAGCG 

GGATGAATTTCAAGCTCGCGCCGTTGATGCAGTAGCGCAGTCCGCCTTTGTCGCGCGGGC 

CGTCGGGGAAGACGTGTCCCAAATGCGAGTCGGCGGCGTGGCTGCGCACTTCGGTGCGGC 

GCATGTTGTAGCTGAAATCATCGTGTTCGGTAACGGATTTTGCATCAATCGGGCGCGTGA 

AGCTCGGCCAGCCGCAGCCGGAATCATATTTGTCGGCGGAGCTGAACAAAGGTTCGCCGC 

TGACAACGTCCACATAAATGCCGGGTTTGAACAAATGGTCGTATTCGTGGCTGAAGGCAT 

ATTCGGTCGCGCTGTTTTGGGTAACTTGGTATTGCTCTTCGGTCAGGGTGCGTTTGAGTT 

CGGCGTCACTCGGTTTTTTATACGTTGCCGCGTCGAAGCCTTTGCCTTGCGGGGCGGTCT 

TGGTTTTGCCCGGCAGCGGTTCGTCAGCTTTGCGGATGTCGATGTGGCAGTAGCCGTTGG 

GGTTTTTAATCAAGTAGTCCTGATGGTATTCCTCGGCATCGTAGAAGTTTTTCAGCGGCT 

CGTTTTCAACAACGAGGGGCAGTTGGTATTTTTGCTGCTCGCGTTTGAGGGCGGCGGCGA 

TGACGGCTTTTTCGGCGGGGTCGGTGTAGTACACGCCGCTGCGGTATTGCGTACCGGTGT 

CGTTGCCCTGTTTGTTGAGGCTGGTCGGATCAACGACGCGGAAGAAATATTGCAGGATGT 

CGTCTAGGCTGAGTTTGTCGGCATCGTAGGTCACTTTGACGGTTTCGGCGTGGCCCGTAT 

GGCGGTAGGACACGTCTTCATAGCTCGGATTTTTCGTGTTGCCGTTGGCGTAGCCGGATA 

CCGCGTCAACCACGCCGTCGATGCGTTGGAAATAGGCTTCCAAGCCCCAGAAGCAGCCGC 

CGGCGAGGTAAATGGTGCGCGTGTTCATGATTTTTGAATCCTTTTTCTGAGTGTCGGGTT 

TGTAGAACGAATGTTTCAAGCTGCCCAAATCGGCATTCGGGTCGCGGATTAACGCCAACG 

CCTGCGCTTCGTTGATGCTGCCTTTGACGATGCGCTGCACGTCGCTGTCTTTACCGATTA 

ACGCCCACGAGGGGTAAACGCTGATATTCAGGCTTTGGGCGATCGTGCCGCCGTTGTCGG 

TTACGACGGGCAGCTTGGGATAATTCAAACCGGCATACCATTTTTGGAAGTCGCCGTCTT 

TTTTCTCGTGCAAAAAGCCCGGGGAGGCGACGGTAATCAGGTTGGCGGAGCTGAATTTTG 

CATCTTGCGCCCATTTTTCGGTCTGTCCCAATTCGGACAGACACAAAGGACACCAGCTCG 

CCCAAAATTTAATCAGCGTCGGTTTGTCTTTTTTCAAGTAAACACTGGCGGGGCGGTTGT 

CCGCAGTTTTCAAAGTGGATAAAGTGTGCGGCACGGTCGCGGCTCCGGCATCGACGATTT 

TGGGCGAACAAGCACCCAGCGCAAGCAGGCAGCCGAACTTGGCGCAAAGGGAAAAGAAAG 

TACGGTGTTTCATTTTGATGTTTCCTGTGTGGACGGTTTGCATGATTAGACGTTTGAGAT 

GCCGAAACCTTACAGCCCGGATTTTCAGACAACCTTACCGCGTAAAATACGCTACAATAC 

GCCCTGTTTCyVAGTTTCTAAAATTAAAAGGAAAATTCAATGTTCAGCTTCTTCCGTCGCA 

AGAAAAAACAGGAAACGCCGGCTCTCGAGGAGGCTCAAATTCAGGAAACCGCAGCAAAAG 

CAGAATCTGAACTTGCTCAAATAGTTGAAAATATTAAAGAAGATGCTGAATCTTTAGCAG 

AAAGCGTCAAAGGGCAGGTCGAATCTGCCGTTGAAACCGTCAGCGGTGCGGTTGAACAGG 

TAAAGGAAACCGTTGCCGAGATGCTGTCTGAAGCAGAGGAAGCGGCGGAAAAAGCAGCGG 

AACAAGTCGAAGCGGCAAAAGAAGCCGTTGCCGAAACCGTCGGCGAGGCTGTCGGGCAAG 

TTCAAGAAGCCGTTGCGACAACTGAAGAACACAAGCTCGGTTGGGCGGCGCGTTTGAAAC 

AAGGCCTGACCAAATCGCGCGACAAAATGGCGAAATCGCTGGCGGGCGTGTTCGGCGGCG 

GACAAATCGACGAAGATTTATACGAAGAGCTGGAAACCGTGCTGATTACCAGCGATATGG 

GCATGGAAGCCACCGAATACCTGATGAAAGACGTGCGC6ACCGCGTCAGCCTCAAAGGGC 

TGAAAGACGGCAACGAATTGCGCGGCGCGTTGAAAGAAGCCTTGTACGACCTGATTAAGC 

CTCTGGAGAAACCTTTGGTTTTGCCCGAAACCAAAGAGCCGTTTGTCATCATGCTTGCCG 

GCATCAACGGCGCGGGCAAAACCACGTCTATCGGTAAACTCGCCAAATATTTCCAAGCGC 

AGGGCAAATCCGTATTGCTGGCGGCAGGCGATACTTTCCGTGCCGCCGCGCGTGAGCAGC 

TTCAAGCTTGGGGCGAGCGCAACAACGTAACCGTGATTTCGCAAACCACGGGCGATTCCG 

CCGCCGTGTGCTTCGATGCCGTCCAAGCCGCCAAAGCGCGCGGCATCGACATTGTGCTGG 

CCGACACCGCCGGCCGCCTGCCCACGCAGCTTCATTTGATGGAAGAAAtCAAAAAAGTGA 

AACGCGTGCTGCAAAAAGCCATGCCCGACGCGCCGCACGAAATCATCGTCGTGCTTGATG 

CCAATATCGGGCAAAACGCCGTCAACCAAGTCAAAGCCTTTGACGACGCATTGGGGCTGA 

CCGGTTTAATCGrPACCAAACTCGACGGeftCGGCaUUlAGGCGGCATCCTCGCCGCGCTTG 

CCTCCGACCGCCCCGTTCCCGTCCGCTATATCGGCGTGGGCGAAGGCATAGACGACCTGC 
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GCCCGTTTGACGCGCGCGCGTTTGTGGACGCACTGCTGGATTGAGCCGAAATGCCGTCCG 

AAAACAGCAGACCGATGCCGTCATTCCCGCGCAGGCGGGAATCCAGACCTTGGGATAACG 

GCAATATTCAAAGGTTATCTGAAAGTCCGAGATTCTGGATTCCCACTTTCGTGGGAATGA 

CGGGATGTAGGTTCGTGGGAATGACGTGGTGCAGGTTTCCGTATGGATGGATTCGTCATT 

CCCGCGCAGGCGGGAATCTAGAACGTAAAATCTAAAGAAACCGTGTTGTAACGGCAGACC 

GATGCCGTCATTCCCGCGCAGGCGGGAATCTAGACCATTGGACAGCGGCAATATTCAAAG 

ATTATCTGAAAGTCCGAGATTCTGGATTCCCACTTTCGTGGGAATGACGGGATTTGAGAT 

TGCGGCATTTATCGGAAAAAACAGAAACCGCTCCGCCGTCATTCCCGCGCAGGCGGGAAT 

CTAGGTTTGTCGGTGCGGAAACTTATCGGGTAAAACGGTTTCTTTAGATTTTGCGTTCTA 

GATTCCCACTTTCGCGGGAATGACGAAGAGTTGCGGGAATGATGGAAAGCTATGGGAATA 

ACGAAGGGTTAAAGTAATCACGGGATGGTGTTCGCGGGAATATAAATTGAAATAATTCTIA 

AAGGGTATTATATGCAGCGTGCGGTTTATATTTTAGCAAGCCAACGTAATGGCACGTTAT 

ACATTGGCGTTACATCTGATTTGGTGGAACGTATTTACCAACATAGGGAGCATTTGATTG 

AGGGATTTACATCACGGTACAACGTTACTATGCTGGTTTGGTATGAACTGCATCCTACGA 

TGGAGAGTGCAATTACTCGGGAAAAACAGTTGAAGAAATGGAACAGGGCTTGGAAATTGC 

AACTGATTGAAGAAAATAATGTTTCTTGGCAGGATTTATGGTTTGATATTATTTAGCCCG 

TCATTCCCGCGCAGGCGGGAATCCGGCTTGTTCGGTTTCGGTTTTTTTTTTGAGGTTTCG 

GGCAACTTCTAAACCGTCATTCCCGCGTAGGCGGGAATCTAGACCTTGGGATAACGGCAA 

TATTCAAAGTTTATAAAAGACCCGTTATTCCCGCGCAGGCGGGAATCTAGACCTTAGAAC 

AACAGTAATATTCAAAGGTTAGCTGAAGCTTTAGAGATTCTAGATTCCCACTTTCGTGGG 

AATGACGGGATGTAGGTTCGCGGGAATGACGGGATTTGAGATTGCGGCATTTATCGGAAA 

AAACA GAAACCGTTCTGCCGTCATTCCCGCGCAGGCGGGAATCCGGCTTGTTCGGTTTCG 

GTTTTTTTGAGGTTTCGGGCAACTTCTAAACCGTCATTCCCGCGCAGGCGGGAATCTAGA 

CCATTGGACAGCGGCAATATTCAAAGATTATCTGAAAGTCCGAGATTCTAGATTCCCACT 

TTCGTGGGAATGACGGGATGTAGGTTCGTGGGAATGACGGGATTTGAGATTGCGGCATTT 

ATCGGAAAAAACAGAAACCGCTCTGCCGTCATTCCCGCGCAGGCGGGAATCCGGCTTGTT 

CGGTTTCGGTTTTTTTTTTTTTTGAGGTTTCGGGCAACTTCTAAACCGTCATTCCCGCGC 

AGGCGGGAATCCAGACCATTGGACAGCAGCAATATTCAAAGATTATCTGAAAGTCCGGGA 

TTCTAGATTCCCACTTTCGTGGGAATGACGGGATGTAGGTTCGTGGGAATGACGGGATTT 

GAGATTGCGGCATTTATCGGAAAAACAGCAACCGCTCCGCCGTCATTCCCGCGCAGGCGG 

GAATCTAGACCTTGGGATAACAGCAATATTCAAAGGTTAGCTGAAGCTTTAGAGATTCTG 

GATTCCCACTTTCGTGGGAATGACGGAATGTAGGTTCGTGGGAATGACGGGATTTGAGAT 

TGCGGCATTTATCGGAAAAACAGCAACCGCTCCGCCGTCATTCCCGCGCAGGCGGGAATC 

TAGACCTTGGGATAACAGCAATATTCAAAGGTTAGCTGAAGCTTTAGAGATTCTGGATTC 

CCACTTTCGTGGGAATGACGGAATGTAGGTTCGTGGGAATGACGGGATTAGAGTTTCAAA 

ATTTATTCTAAATAGCTGAAACTCAACGCACTGGATTCCCGCCTGCGCGGGAATGACGAA 

TTTTAGGTTTCTGATTTTGGTTTTCTGTTTTTGAGGGAATGACGGGATTTGAGATTGCGG 

CATTTATCGGGAGCAACAGAAACCGCTCCGCCGTCATTCCCGCGCAGGCGGGAATCTAGA 

CCTTAGAACAACAGCAATATTCAAAGGTTAGCTGAAGCTTTAGAGATTCTAGATTCCCAC 

TTTCGTGGGAATGACGGAATGTAGGTTCGTGGGAATGACGCGGTGCAGGTTTCCGTATGG 

ATGGGTTCGTCATTCCCGCGCAGGCGGGAATCCGGCTTGTTCGGTTTCGGTTTTTTTTTT 

TTGAGGTTTCGGGCAACTTCTAAACCGTCATTCCCGCGCAGGCGGGAATCTAGACCTTAG 

AACAACAGCAATATTCAAAGATTATAAAAGACCTGTCATTCCCGCGCAGGCGGGAATCTA 

GGTCTGTCGGCACGGAAACTTATCGGGTAAACGGTTTCTTGAGATTCCGCGTCCTGGATT 

CCCACTTTCGTGGGAATGACGGGATGTAGGTTCGTGGGAATGACGCGGTGCAGGTTTCCG 

TATGGATGGGTTCGTCATTCCCGCGCAGGCGGGAATCTAGACCTTAGAATAACAGCAATA 

TTCAAAGATTATCTGAAAGTCCGAGATTCTGGATTCCCACTTTCGTGGGAATGACGGAAT 

GTAGGTTCGCGGGAATGACGCGGTGCAGGTTTCCGTGAGGATGGATTCGTCATTCCCGCG 

CAGGCGGGAATCTAGACCTTAGAACAACAGCAATATTCAAAGATTATAAAAGACCTGTCA 

TTCCCGCGCAGGCGGGAATCCAGACCTTAGAACAACAGCAATATTCAAAGGTTAGCTGAA 

GCTTTAGAGATTCTGGATTCCCACTTTCGTGGGAATGACGGGATGTAGGTTCGTGGGAAT 

GACGCGGTGCAGGTTTCCGTGCGGATGGATTCGTCATTCCCGCGCAGGCGGGAATCCAGA 

CCTTGGGATAACAGCAATATTCAAAGGTTATAAAAGACCCGTCATTCCCGCGCAGGCGGG 

AATCTAGACCTTAGAACAACAGTAATATTCAAAGGTTAGCTGAAGCTTTAGAGATTCTGG 

ATTCCCACTTTCGTGGGAATGACGGGATTAGAGTTTCAAAATTTATTCTAAATAGCTGAA 

ACTCAAC GCACT GGATTCCCGCCTGCGCGGGAATGACGAATTTTAGGTTTCTGATTTTGG 

TTTTCTGTTTTTGTAGGAATGATGAAATTTTGAGTTTTAGGAATTTATCGGMAAAACAG 

AAAC CGCTCCGCCGTCATTCCCGCGTAGGCGGGAATCCAGACCGTTGGGCATCTGCAGCG 

GTTTGCTAAAAACCGCTTTACTGTGATAAGTGCGCAGGGTTAGAATGGCGCGGTAACCTT 

ATAtATTGTACCCCGTCAAAGGGGCGCATTGCTTTTCTTAACATTCCCCTTTGGCAGCCA 

AGTGAAAGGGCTTTTCAATCAGCAATTCGGCGGGCGCGGAATCGGGCGGTTTACCGAACC 

CCGGCGTTCGCGGCGCGCCGCCCCGTCCCGTGAAGGCAAACTCAAGGAATAAAAGATGAA 

TAAAACTTGGAAACGGCAGGTTTTCCGCCATACCGCGCTTTATACCGCCATATTGATGTT 

TTCCCATACCGGCGGGGGGGGGGGCAGGCGCAAGCGCAAACGCAAACGCAAACGCATAAA 

TACGCTATTGTAATGAACGCGCAAAATCTGCCCGAGGTAAAGTGGGGGGATCAATATCAG 

TCATTGACGCACAAAAGCAATGAACGCGAAGTTATCCATACGAGTGGTTTTGGTTTGGCA 

AAAAAGAGCATTAGTTTCTCATTCAATAATACCGATGAAGTTGTTGCTGAAAAAAAAGAT 

ACTGTCGTTTTCGGCGCGGCGACCTACCTGCCGCCCTACGGAAAGGTTTCCGGTTTTGAT 

ACCGCTAAGCTGACCGAGCGCAAAAATGCCCTTGATCAGATTGGTACGACCAAAACGGGG 

CTGGTAGGCTACAGCTACGAAGGTAGCACATGCTCCAGCGGAGGTTGTCCTACAGTTGCC 

TATAGAACCCAATTTACCTTCGGCAATTCCAGTTTGGCAAAAAAGGCAAACGGCGGCGGG 

CTGGATATATACGAAGACAAAAGCCGCGACAATTCGCCCATTTACAAATTGAAGGATCAT 

CCTTGGTTGGGCGTGTCTTTCAATTTGGGCGGAGAGAGCTCCTTCAAACCAAAGAGACAA 

GGTTGTTTGGTATGTTeTTTTAGCGAGGACGTGACGCAGCAAAATGGTGCGGGCAGCCAA 

CACAAAGACAAAAACCTCGTTTATACGACAGACGATTACAAGAGTCAGAATAATAAAAAC 
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CATCAGGACAAACACCACGCCGTCGCCTTTTATCTGAACGCCAAGCTGCACCTGCTGGAT 

AAAAAACACATTAAAAATATCGTGCAAGGTAAAACAGTTAATTTGGGTATCTTGAAAACA 

CGC AT CGAGCCGAC GGAAGC ATGG AAAAGACGGAATAGTAACTTTTTT AACGGT AGTTGG 

ACGTATGAAGAGAAAGGAACAGTCAGCGTCAAACTCAAATTGCCGGAAGTCAAAGCAGGC 

CGCTGCATCAACGCAAATAACCCCAATAAGAGTACCAAAGCCCCTTCCCCCGCACTGACT 

GCCCCCGCGCTGTGGTTCGGACCTGTGCAAAATGGTAAGGTGCAGATGTATTCCGCTTCG 

GTTTCCACCTACCCCGATAGTTCGAGCAGCCGCATCTTCCTTCAAAATCTGAAAAGAAAA 

ACCGACCCCAACAAACCCGGCCGCCATTCCCTCGCAGACTTGGCTAAGTCGGATATTGAA 

AATCGACAGCCGAATTTCACAGGGCGGCAAACCATCATCCGATTGGATGGCGGCGTACAG 

CAGATCAAACTGGGTAGAAACAATGATGAGGTCGCCAATTTTAATGGAAATGACGGCAAA 

AACGACACTTTCGGCATTGTTAGTGAAGGGAGCTTCATGCCTGATGCCAGCGAGTGGAAA 

AAAGTATTGCTGCCTTGGACGGTTCGTGCTTCCAATGATGACGGTCAATTTAACACATTC 

AACAAAGAAGAAAAAGACGGCAAGCCAAAATACAGCCAAAAATACCGCAGCCGCGACAAC 

GGCAAGCACGAGCGCAATTTGGGCGACATCGTCAACAGCCCCATCGTGGCGGTCGGCGAG 

TATTTGGCTACTTCCGCCAACGACGGGATGGTGCATATCTTCAAACAAAGCGGCGGGGAC 

AAGCGCAGCTACAATCTGAAGCTCAGTTATATCCCGGGTACGATGCCGCGCAAGGATATT 

CAAAACACCGAATCCACCCTTGCCAAAGAGCTGCGCGCCTTTGCCGAAAAAAGCTATGTG 

GGCGACCGCTACGGCGTGGACGGCGGCTTTGTCTTGCGCAAAGTCGAACGGAACGGGAAA 

GACCATGTGTTTATGTTCGGCGCGATGGGCTTTGGCGGCAGAGGCGCGTATGCCTTGGAT 

TTAAGCAAAATCGACAGCGGCAACGGCAACCTGGCAGACGTTTCCCTGTTTGATGTCAAA 

CATGACAAGAATGGCAATAACGGCGTGAAATTAGGCTACACCGTCGGCACGCCGCAAATC 

GGCAAAACCCACGACGGCAAATACGCCGCTTTCCTCGCCTCCGGTTATGCGACTAAAGAC 

ATTACCAGCGGCGACAATAAAACCGCGCTGTATGTGTATGATTTGGAAAGCAGCGGCACG 

CTGATTAAAAAAATCGAAGTACCCGGTGGCAAGGGCGGGCTTTCGTCCCCCACGCTGGTG 

GATAAAGATTTGGACGGCACGGTCGATATCGCCTATGCCGGCGATCGCGGCGGCAGTATG 

TACCGCTTTGATTTGAGCAATCAAGATCCTAATCAATGGTCTGTACGCGCCATTTTTGAA 

GGCACAAAACCGATTACTTCCGCGCCCGCTATTTCCCAACTGAAAGACAAACGCGTGGTT 

ATCTTCGGCACGGGCAGTGATTTGAGTGAGGATGATGTACTCAGTACGAGCGAACAATAT 

ATTTACGGTATCTTCGACGACGATACGGTGGCGAATAACGTAAATGTAAAACTCAGCGGT 

TTGGGAGGCGGGCTGCTCGAGCAAGAGCTTAAGCAGGAGGATAAAACCTTATTCCTGACC 

GATTACAAGCGATCCGACGGATCGGGCAGCAAAGGGTGGGTAGTGAAATTGAAGGGCGGA 

CAGCGCGTTACCGTCAAACCGACCGTGGTATTGCGTACCGCCTTTGTAACCATCCATAAA 

TATACGGGTACGGACAAATGCGGCGCGGAAACCGCCATTTTGGGTATCAATACCGCCGAC 

GGCGGCAAGCTGACCAAGAAAAGCGCGCGCCCGATTGTGCCGGCCGAGAATCAGGCTGTC 

GCGCAATATTCCGGCCATAAGAAAGGCATCAACGGCAAATCCATCCCTATAGGTTGTATG 

CAAAAAGGCAATGAAATCGTCTGCCCGAACGGATATGTTTACGACAAACCGGTTAATGTG 

CGTTATCTGGATGAAAAGAAAACAGACGGATTTTCAACAACGGCAGACGGCGATGCGGGC 

GGCAGCGGTATAGACCCCGCCGGCAAGCGTTCCGGCAAAAACAACCGCTGCTTCTCCCAA 

AAAGGGGTGCGCACCCTGCTGATGAACGATTTGGACAGCTTGGACATTACCGGCCCGACG 

TGCGGTATGAAACGAATCAGCTGGCGTGAAGTCTTCTACTGATTTGCACGCGAAAATGCC 

GTCCGAAAGGTTTTCGGACGGCATTTTTTGCGTTTTTCGGGAGGGGCGGGTTCGTAAAAG 

GCGGGCTATAGGGTAGGCTTCATCTCGCCAATCTCACTGAATCCATCAATTTCCACAATT 

CAATTAAATACCGTCAAACCGATGCCGTCATTCCCGCGCAGGCGGGAATCTAGACCTTAG 

AACAACAGCAATATTCAAAGGTTAGCTGAAGCTTTAGAGATTCTGGATTCCCACTTTCGT 

GGGAATGACGGGATGCAGGTTTCCGTATGAATGGATTCGTCATTCCCGCGCAGGCGGGAA 

TCCAGACCTTAGAACAACAGTAATATTCAAAGATTATCTGAAAGTCCGAGATTCTGGATT 

CCCACTTTCGTGGGAATGACGGGATTTTAGGTTTCTGATTTTGGTTTTCTGTTTTTGTAG 

GAATGATGAAATTTTGAGTTTTAGGAATTTACCGGAAAAAACAGAAACCGTTCTGTCGTC 

ATTCCCGCGCAGGCGGGAATCTAGACATTCAATGCTAAGGCAATTTATCGGGAATGACTG 

AAACTCAAAAAACTGGATTCCCACTTTCGTGGGAATGACGGGATTTGAGATTGCGGCATT 

TATCGGGAGCAACAGAAACCGCTCTGCCGTCATTCCCGCGCAGGCGGGAATCCAGACCTT 

AGAACAACAGTAATATTCAAAGATTATCTGAAAGTCCGAGATTCTGGATTCCCGCCTGCG 

CGGGAATGACGAATTTTAGGTTTCTGATTTTGTTTTTCTGTTTTTGTGGGAATGATGAAA 

TTTTGAGTTTTAGGAATTTATCGGAAAAAACAGAAACCGCTCTGCCGTCATTCCCGCGCA 

ggcgggaatctagaccttagaacaacagcaatattcaaagattatctgaaagtctgagat 
tctagattcccactttcgtgggaatgaggggatgtaggttcgtgggaatgacgtggtgca 
ggttcgtgggaatgacgtggtgcaggttcgtaggaatgacgtggtgcaggtttccgtgcg 
gatggattcgtcattcccxk:gcaggcgggaatctagaccttagaacaacagcaatattca 
aaggttatctgaaagtccgagattctggattcccactttcgtgggaatggcgcgattaga 
gtttcaaaatttattctaaatagctgaaactcaacgcactggattcccgcctgcgcggga 
atgacgaagtggaagttacccgaaacttaaaacaagtgaaaccgaacgaaccggattccc 
actttcgtgggaatgacgggatgcaggtttccgtacggatggattcgtcattcccgcgca 
ggcgggaatctagacattcaatgctaaggcaatttatcgggaatgactgaaactcaaaaa 
actggattcccactttcgtgggaatgacgggattagagtttcaaaatttattctaaatag 
ctgaagctcaacgcactggattcccgcctgcgcgggaatgacgaagtggaagttacccga 
aacttaaaacaagcgaaaccgaacgaactggattcccattgtcgtggaaatgacgggatt 
ttaggtttctgtttttggttttctgttttcgtgggaatgacgggatgtaggttcgtggga 
atgacggttcagttgctacgcatttaccctgcgcaaagctttatccactatcttgtaacc 
tgtctgacaatctgtcctctcttacaaaatgccgaaactttttcaggctgcattttgggg 
ctgcctgtgcggaatttggcggtaggcgcggtagtagggttcgagctgtcgggcgatgag 
ttggagctgttggaggaggatgtggctttgtgttccgctgctgtgggtgcggagggtgtc 
gagttcgccgcgcagtgtatccagtgctgtctgaaagtcgtcgggttcggtttcgggcag 
gtgttggaagatgtgggcggtgtgttcggcggcgaggtggaactgtgcggtaaagtcggg 
gctgcattcttcgtgcatttcgctgcggtatgcgcogagggcggagatgtagccggtcag 
ggcgtagccggttttgagcagggtaaagccgggttgcaggctgtcggcgaattttgcggg 
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TTCGCTGCTCATGTCGGAAAGGGTGCTGCTGAGGGCGGCGGTGTGTTCGTGGGCGCGGCG 

GCGGGTGGCGCGGTATTCGACGTCGTCGCCGGTTTCGCCGCTTTTGAGGCGTTCGGTGAT 

TTTTTCGAGATAGGCACCGTTGCTGCATACGGCAAGGGCGGCGGTGCGTTCGAGCGTGAG 

GTATTTCCAGTCTGGCCACAGGTAGCTGACTGCCGCCCAGGCAAGGGATGCGCCGATAAT 

GGTGTCGATGATGCGTACGGGCATGGCGGCGTATACGTCCAAACCTGCGAGGGAGAGGCT 

GGTCAGGGCTTGAATGGTAATGAAGAAGGTGGAGAAACTGTATTTGTAGGTGCGGGTCAT 

GAAAAAGAGGGTGGTACTGGCGATGACAATCCAGAGTTTGGTTTCGACAGACGGGGTGAA 

GTAGGGGACGAGCGAGCCGACGATTACGCCGAGTACGGTGCCGGCGATGCGCTGGCGGAC 

GC GGCTTT TGGTGGCGGTGTAGTTGGGTTGGC AG ACGAAAAGGGCGGTCAGT AGTATCC A 

GTAGCCGAGGTTGAGGTTGAGGGCTTCGACGATGGTGCAGGCGGCGGCAACGACGAGGGA 

CAGGCGGACGGCATGGCGGAATACGCCTGATTCGAGGTTTAGCTGCGGACGGATTGCCTG 

CCAGGTGTTTTTGAGGCTGCTGGTTTCGAGGGCGGCGATGCGGGTGTCGCCCATGCGGTC 

GTTTTCTGCCTGCAGGCCGTTGTGCTGGAGTTGGCGGAACTGCTGGTCGACGCTGCCGAG 

GTTGTCGAGAAGGCGGCGCAGGTGGCGGATGTCGGGACTGTCGTTGCTGTCTGAAAGGAG 

GCGCAGCGATTGGCGGCAGCCTTCGATGGCGCGGCCGAGGCGTTTGCTGTAAACGTAGTC 

TTTGCTTGCGCGCAGGGCTTGGGCGGTGTTGCGGCAGGCTTGTCCCTGCATTTCGAGCAG 

GCGGTGGATGCGGAAGATGATGTCGGTGTTTTTGAATTTTTCGGACATTTCCTGATAATC 

GACGTGGGCGGAGCTGATGCGTTCGTGTATGTCTTGGGCGGCAAAGTAGTAACGCAGCAT 

TTTGGCGGTGCGCGGGTGGCGGTGTTTGCCGCGAAGGCGGTAAAACAGGGCGGAACGGCA 

TTGGTTGAAGGCGGTGATGACGCCGGTGTTGCTCATGGCGAGGTCGATGTGGCGGTTGCC 

TATCCAGGCTGCCTCATCGGGGTCGAAGAAGTCGGCTTTGGCTTCGAGGTAGCCGCCGAG 

TGCGTCGTAGGCGTTGGCGACGCTTTCTTGGACGGGGCGGTGGGGCAGGACGATTTCGAA 

CAGGAGGATGGCGGTGCTGTACAGTACGGTGCCGCATAAAATCATGAAGGGGTTGGTCAG 

CCAGTAGGTTTCGGGGGTGTAGGTAAGTGTGGTGTAGGTGGCGACGGCGAGTGCACCGAA 

GGCGAAGGTGCGGTATTTGAGCCCGACCGCGCCTAAAATGGTGAAGCCGAAGGTCATCAG 

GGTCATGGCGAGGATGAAGGGCAGCCCTGTGCCGAGGGTGCTTTGTGCCGTGAGCGAGGA 

GAGGGTGAACAGGGCGACGGTGGTGATGATGTTTTTCAGCCGTCCGGTCAGGCGGTTGTC 

CAAATCGACAAGGCCGCCGGCGATGATGCCGAGTACGAAGGGCATGGCGAGCTTGGGTTC 

GCCTAGCTGCCAGACGATGGAGGCGGCGGTAAAAACACTGGCGAATW^CGGGAAGCGAGGT 

AATGAGCAGAGGCTTGAGGAGTGGGGTTTTCATGGTTTTACCGGTTTATTGTTATGAAGT 

GAATATAGTGGATTAACAAAAAGGAGTAGGGCGTTGCCTCGCCTTAGCTGAAAGAGAACG 

ATTCTCTAAGGTGCTCAAGCACCAAGTGAATCGGTTCCGTACTATTTGTGCTGTCTGCGG 

CTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATAAATTTAATCCACTATAAAGTGT 

AGCACATGAATGGGGCGGATAAAATCATGCCGTCTGAAAACGGGGATGCGGTTTTCAGAC 

GGCATTGGGTTTTGCGGATCAGGAAATGAGGTTGAGACCGTTGACCCTGTCGTAAAGGAG 

TTCGGGCGTTTTGCCTTCTTTGTGCAGTTGGATGTGCAATCGCAGGTTGTTGGCGGAAAC 

GGACTGGCGCAGGGCTTCTTCGTAACTGATGATGCCGTGACGGTACAGTTCGAAAAGGTT 

TTGATCCATCGTCTGCATTCCGTCGGTTTTGGCGGTTTCCATGATTTTACTGATGTTCAT 

CAGGTCGCCCTTCAGGATGAAGTCTTGGATGGCGGGCGTGTTGATGAGCAAGTCGACAAC 

CGCCGTCCTGCCCGTTTTGTCTTGTTTGAGGGCGAGGCGTTGGCAGATGATGCCGGTCAG 

GTTGAGGGCGATGTCGATCAGTATTTGGTTGTGCTGTTCTTTGGGGTAGAAGTTGAGTAT 

GCGTTCGAGCGACTGCGGCGCGGTGTTGGCGTGGAGCGTAAAAATGCACAGGTGGCCGGT 

TTGGGCGAGCTGCATCGCGTATTCCATACTTTCCCTGCTGCGGACTTCGCCGATGCAGAC 

CACGTCGGGGGATTGGCGCATAGCGTTTTGTACCGCCGTCTGCCAGTTTATGGTGTCGAC 

GCCGATTTCGCGCTGGGTAAAGATGCAGCGGCGCGGTTTGTAGATAAATTCAATCGGGTC 

TTCGATGGTAACGATATGGCTGGGCAGGGTTTTGTTGCGGTGTTCGAGCATAGTCGCCAT 

CGTGGTGGATTTGCCCGAACCGGTAGGCCCGACGATAATCAGCAGCCCGCGCGGTGCGAC 

GGCGAGGTCTTTGAGTTTTTCGGGCAGGCCCAATTCCTGCATTTGCGGGATGACGTGGTT 

GATGCGCCGCAAAACCAAACCTGCGCTGCCTTGGCTGTGGTAGGCGTTGGCGCGGTAGCG 

CGTGCCGCTGCGCGACTGGACGGAGTAGTTGATTTCGCCGTCGCGCCGGAATATTTCCGA 

TTGTTCGGCGTTCATCGTCGATGCGGCGATGGCGGCGGTTTCCTCGCCCGTCAGCGCCTT 

TTGCGGC TGCGGGGTT AATGCGCTGTTGATTTTCAACGAGGGCGGGAATCCTTTGCTGAT 

AAGGATGTCGGACGCGTTTTGTGCTTCTGCGGTTTCGCACAGGCGGTCGAGCAGCGGGTG 

GAAGTGTGCGCCGATTTCGGCCGGGGTTTCGGATCGGCTTTGTTTTTTTTGAGAATACAC 

TTGAACCATTTCGTCCAAGATGTCGTGCAGGTTATCGGTATTCATCGTTAGCTTCTTTTC 

GGTTTAAGCCITGCAGTTTGCGGCGGCAGGTTTCAACAGGAAGGCGGACGCTTCTTGTTC 

GGAAAGGTAGCCGGGCGGGATGCTGCGTCCCGCCCCGCGTGTTTGCGCCTTGTTTTCCCG 

CCGGTATGGCCGGAAAGCGGTTGTGTGTCAGAAACTCATACTTTCGCTGTTTTGCGCGCG 

TCTGCGTGCGACTTCCGGTGCGATCAGCCCTTGGCGCACCAGCGATTGCAGCGATTGGTC 

CATTGTCTGCATACCGCTCGCCTGCCCGGTTTGCAGGACGGAGTTAATCTGCGTGATTTT 

GTTTTCGCGGATGAGGTTGCGGACGGCGGGGTTGGCAATCAGGATTTCGTGCGAGGCGAC 

ACGGCCGTTGCCGTCGTGCGTTTTCAGCAGGTTTTGGGAGATGACGGCGGTCAGCGATTC 

GGACAGCATAGAGCGCACCATTTCTTTTTCTCCCGCCGGGAATACGTCCACAATACGGTC 

GACGGTTTTTGCTGCGCCGGTCGTGTGCAGCGTGCCGAAAACCAAGTGTCCGGTTTCGGC 

GGCGGTCAGTGCCAAGCCGATGGTTTCTGGGTCGCGCATCTCGCCGACAAGGATAACGTC 

GGGGTCTTCGCGCAATGCGGAACGCAGCGCGTTCGCGAAGCTGAGGGTGTGCTGGTGCAG 

CTCGCGCTGGTTAATCAGGGATTTTTTGCTTTGGTGGACGAATTCAATCGGGTCTTCGAT 

GGTCAGGATGTGTGCCGGCTGGGTTTCGTTGATGTAGTTGATCATCGCGGCAAGCXJrGGT 

CGATTTGCCCGAACCGGTAGGGCCGGTAACCAAAACCATGCCGCGCGGCGATTCTGCGAT 

TTTTTGGAAAATGCTCGGGGCTTTCAATTCTTCCAGCGATAAGACGGTCCTGGGAATGGT 

GCGGAATACGGCGGCGGGACCGCGGCCGATGTTGAAGGCGTTGACGCGGAATCGGGCGAC 

GTTGGGCAGTTCGAACGAGAAGTCGACTTCCAAGTTTTGCTGGTAGATTTTCCGCTGGTG 

GTCGTTCATCACCGAAGTTACCATATTACCGACCrCTTCCGCGCTCATTTCGGGAAGGTT 

GATGCGCCGCATATCGCCGTGAACCCGAATCATAGGGGATATGCCCGAACTCAGGTGAAG 

GTCGGATGCTTTGTTTTTAGCGCCGAAGGCGAGTAAGTCGGTAATCTGCATAATGCGGCT 
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CTGTTTAGTATAATGTTTCGATTGGTTGGAATGGTTCTAACAACCTTGATTGTACCGCCC 

TGACTGGAGGGGTTTCAACTGTTTAATCATTTTTAATTAGGGGATAATCTATGACGGTGT 

TGCAAGAACGTTATTGTGAGGTGTCCGACCGTATCGGAAAATTGGTTCTGCAGGCGGGCA 

GGGAGCCGCATTCCGTCAGCCTGATTGCCGTCGGTAAGACTTTCCCTTCAGACGGCATCC 

GCGAAGTTTACGCCGCCGGACAGCGTGATTTCGGCGAGAACTATATTCAGGAGTGGTACG 

GCAAAACGGAAGAGTTGGCGGATTTGACCGACATCGTGTGGCACGTCATCGGCGATGTGC 

AGTCCAACAAAACCAAGTTTGTCGCCGAACGCGCGCATTGGGTGCATACCGTATGCCGTC 

TGAAAACCGCCGTCCGGCTGAGCGGGCAACGTCCTTCCTCAATGCCGCCTTTGCAGGTGT 

GTATCGAGGTGAACATTGCGGGCGAGGCGGTGAAGCACGGTGTCGCGCCCGAAGAAGCAG 

TCGCGCTTGCTGTGGAAGTGGCGAAGCTGCCGAATATCGTCGTACGTGGACTGATGTGTG 

TTGCCAAAGCCAACAGCAGTGAAACGGAGTTGAAGGTGCAATTTCAAACGATGCGGAAAC 

TGCTTGCCGACCTCAATGCGGCTGGCGTTAAGGCAGACGTGCTGTCTATGGGGATGTCGG 

ACGATATGCCTGCCGCCATTGAGTGCGGTGCGACACACGTCCGTATCGGCAGCGCGATTT 

TCGGGAAAAGGGGCTGATGGAAATTCGGGCAATAAAATATACGGCAATGGCTGCGTTGCT 

TGCATTTACGGTTGCAGGCTGCCGGCTGGCGGGGTGGTATGAGTGTTCGTCCCTCACCGG 

CTGGTGTAAGCCGAGAAAACCGGCTGCCATCGATTTTTGGGATATTGGCGGCGAGAGTCC 

GCCGTCTTTAGGGGACTACGAGATACCGCTTTCAGACGGCAATCGTTCCGTCAGGGCAAA 

CGAATATGAATCCGCACAACAATCTTACTTTTACAGGAAAATAGGGAAGTTTGAAGCCTG 

CGGGCTGGATTGGCGTACGCGTGACGGCAAACCTTTGATTGAGACGTTCAAACAGGGAGG 

ATTTGACTGCTTGGAAAAGCAGGGGTTGCGGCGCAACGGTCTGTCCGAGCGCGTCCGATG 

GTAAAAAATTGGGAATGAATTTAGTAAGGTAATTTTGAATAGGGTAGAAATAATGAATGT 

TTATTTTCTCGGCGGCGGCAATATGGCGGCTGCCGTTGCGGGCGGATTGGTCAAACAAGG 

CGGTTACCGCATCTATATAGCCAATCGGGGTGCGGAAAAACGCGAACGTTTGGAAAAAGA 

GTTGGGGGTCGAAACTTCGGCAACCCTGCCGGAGCTTCATTCCGACGATGTTTTAATCCT 

TGCCGTCAAACCGCAGGATATGGAAGCTGCGTGCAAAAATATCCGCACCAACGGCGCATT 

GGTGCTTTCTGTCGCAGCCGGATTGTCGGTCGGTACGCTCAGCCGTTACCTCGGGGGAAC 

ACGCCGCATTGTCCGGGTTATGCCGAATACACCCGGAAAAATCGGGCTGGGCGTATCTGG 

TATGTATGCCGAAGCGGAAGTATCGGAAACAGACCGCAGGATTGCCGATCGAATCATGAA 

ATCAGTCGGTTTGACTGTTTGGTTGGATGATGAGGAAAAAATGCACGGCATTACCGGCAT 

CAGCGGCAGCGGACCGGCTTATGTGTTTTATCTGCTGGACGCATTGCAAAATGCCGCCAT 

CCGACAAGGGTTTGATATGGCAGAAGCACGCGCGCTCAGTCTGGCAACGTTTAAAGGAGC 

GGTTGCCCTTGCCGAGCAGACGGGTGAAGATTTCGAGAAGCTTCAAAAAAATGTAACGTC 

AAAAGGCGGGACAACCCACGAAGCCGTGGAAGCTTTCAGGCGGCATCGTGTCGCCGAAGC 

CATAAGCGAGGGCGTTTGTGCCTGTGTGCGCCGTTCGCAGGAAATGGAACGGCAATATCA 

ATAATGTAAAGAAAATAAAAAAACCAATCCAAAACGTGTTATGATGCGCGTTTTCAAAAA 

CGCCTTAGGCAATAAGCCTTATAAAAATCAAAGGAATAAAGCCACTTTGTGGTGCTTTGT 

TTTTTGCGGTGAACCGAGAGGATATACATTATGGCAAAGCTGACAGAACAAGATATTTTG 

AATTGGAGCGGGCCGGAAGACGATTATATGAATGACGACCATTTGGCTTTTTTCCGCGAA 

TTGCTGGTAAAAATGCAAGACGAACTCATCGAAAATGCTTCCGCTACGACAGGGCATCTC 

CAAGAACACGAATCAGCCCCCGATCCTGCCGACCGTGCCACACAGGAAGAAGAGTACGCA 

TTGGAACTCCGTACCCGCGATCGGGAACGAAAACTTCTCAGTAAAATACAGGCGACCATC 

CGCAATATTGATGAAGGGGATTATGGATTCTGTGCCGATACGGGAGAGCCTATCGGTTTG 

AAGCGGCTGCTGGCACGCCCGACAGCCACTTTATCTGTTGAGTCCCAAGAACGCCGAGAG 

AGGATGAAAAAACAGTTTGCCGACTGATGGCGGCAAACAAAATGCCGTCTGAGTCCCCGA 

GTTTCAGACAGCATATTCACAAAGGCGCACCAGCCGGAGGAGGGAGAGGAAAGGATTGTT 

GGAGGCGGCGCAGTATTTAGCAGAAATAAAAAACCTTATCCGACAGCGACATGACGAATT 

TCCCCAAAAAAATCCCGCTGAAAGCATTGACCGTTTTTCCCTGTGGGCGTATAGTTCGGT 

TCTTCGCTGCTGCAGAAGTGGCGGACGAACTGAAAAGTATAGCACAGAATGTTGGGGATA 

TCGAGAGATATCTTGACAGGCGGAAGGAATACTTTATAATTCGCAACGCTCTTTAACAAA 

ACAGATTACCGATAAGTGTGAGTGCCTTGAGTCTCACACTGTTTGAAAGACAGACAAGAT 

AATGTTTTGAACATTGTCCTGTTGGTTTCTTTGAAGCAGACCAGAAGTTAAAAAGTTAGA 

GATTGAACATAAGAGTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACAT 

gcaagtcggacggcagcacagagaagcttgcttctcgggtggcgagtggcgaacgggtga 
gtaacatatcggaacgtaccgagtagtgggggataactgatcgaaagatcagctaatacc 
gcatacgtcttgagagagaaagcaggggaccttcgggccttgcgctattcgagcggccga 
tatctgattagctagttggtggggtaaaggcctaccaaggcgacgatcagtagcgggtct 
gagaggatgatccgccacactgggactgagacacggcccagactcctacgggaggcagca 
gtggggaattttggacaatgggcgcaagcctgatccagccatgccgcgtgtctgaagaag 
gccttcgggttgtaaaggacttttgtcagggaagaaaaggctgttgctaatatcagcggc 
tgatgacggtacctgaagaataagcaccggctaactacgtgccagcagccgcggtaatac 
gtagggtgcgagcgttaatcggaattactgggcgtaaagcgggcgcagacggttacttaa 
gcaggatgtgaaatccccgggctcaacccgggaactgcgttctgaactgggtgactcgag 
tgtgtcagagggaggtagaattccacgtgtagcagtgaaatgcgtagagatgtggaggaa 
taccgatggcgaaggcagcctcctgggacaacactgacgttcatgcccg3uiagcgtgggt 
agcaaacaggattagataccctggtagtccacgccctaaacgatgtcaattagctgttgg 
gcaacctgattgcttggtagcgtagctaacgcgtgaaattgaccgcctggggagtacggt 
cgcaagattaaaactcaaaggaattgacggggacccgcacaagcggtggatgatgtggat 
taattcgatgcaacgcgaagaaccttacctggtcttgacatgtacggaatcctccggaga 
cggaggagtgccttcgggagccgtaacacaggtgctgcatggctgtcgtcagctcgtgtc 
gtgagatgttgggttaagtcccgcaacgagcgcaacccttgtcattagttgccatcattc 
agttgggcactctaatgagactgccggtgacaagccggaggaaqgtggggatgacgtcaa 
gtcctcatggcccttatgaccagggcttcacacgtcatacaatggtcggtacagagggta 
gccaagccgcgaggcggagccaatctcacaaaaccgatcgtagtccggattgcactctgc 
aactcgagtgcatgaagtc<;gaatggctagtaatcgcaggtcaggatactgcggtgaata 
cgttcccgggtcttgtacacaccgcccgtcacaccatgggagtgggggataccagaagta 
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GGTAGGATAACCACAAGGAGTCCGCTTACCACGGTATGCTTCATGACTGGGGTGAAGTCG 

TAACAAGGTAGCCGTAGGGGAACCTGCGGCTGGATCACCTCCTTTCTAGAGAAAGAAGAG 

GCTTTAGGCATTCACACTTATCGGTAAACTGAAAAAGATGCGGAAGAAGCTTGAGTGAAG 

GCAAGATTCGCTTAAGAAGAGAATCCGGGTTTGTAGCTCAGCTGGTTAGAGCACACGCTT 

GATAAGCGTGGGGTCGGAGGTTCAAGTCCTCCCAGACCCACCAAGAACGGGGGCATAGCT 

CAGTTGGTAGAGCACCTGCTTTGCAAGCAGGGGGTCATCGGTTCGATCCCGTTTGCCTCC 

ACCAATACTGTACAAATCAAAACGGAAGAATGGAACAGAATCCATTCAGGGCGACGTCAC 

ACTTGACCAAGAACAAAATGCTGATATAATAATCAGCTCGTTTTGATTTGCACAGTAGAT 

AGCAATATCGAACGCATCGATCTTTAACAAATTGGAAAGCCGAAATCAACAAACAAAGAC 

AAAGCGTTTGTTTTGATTTTTTATTCTTTGCAAAGGATAAAAATCTCTCGCAAGAGAAAA 

GAAAACAAACACAGTATTTGGGTGATGATTGTATCGACTTAATCCTGAAACAGAAAAGGC 

AGGATTAAGACACAACAAAGCAGTAAGCTTTATCAAAGTAGGAAATTCAAGTCTGATGTT 

CTAGTCAACGGAATGTTAGGCAAAGTCAAAGAAGTTCTTGAAATGATAGAGTCAAGTGAA 

TAAGTGCATCAGGTGGATGCCTTGGCGATGATAGGCGACGAAGGACGTGTAAGCCTGCGA 

AAAGCGCGGGGGAGCTGGCAATAAAGCAATGATCCCGCGATGTCCGAATGGGGAAACCCA 

CTGCATTCTGTGCAGTATCCTAAGTTGAATACATAGACTTAGAGAAGCGAACCCGGAGAA 

CTGAACCATCTAAGTACCCGGAGGAAAAGAAATCAACCGAGATTCCGCAAGTAGTGGCGA 

GCGAACGCGGAGGAGCCTGTACGTAATAACTGTCGAGATAGAAGAACAAGCTGGGAAGCT 

TGACCATAGTGGGTGACAGTCCCGTATTCGAAATCTCAACAGCGGTACTAAGCGTACGAA 

AAGTAGGGCGGGGCACGTGAAATCCTGTCTGAATATGGGGGGACCATCCTCCAAGGeTAA 

ATACTCATCATCGACCGATAGTGAACCAGTACCGTGAGGGAAAGGCGAAAAGAACCCCGG 

GAGGGGAGTGAAACAGAACCTGAAACCTGATGCATACAAACAGTGGGAGCGCCCTAGTGG 

TGTGACTGCGTACCTTTTGTATAATGGGTCAACGACTTACATTCAGTAGCGAGCTTAACC 

GAATAGGGGAGGCGTAGGGAAACCGAGTCTTAATAGGGCGATGAGTTGCTGGGTGTAGAC 

CCGAAACCGAGTGATCTATCCATGGCCAGGTTGAAGGTGCCGTAACAGGTACTGGAGGAC 

CGAACCCACGCATGTTGCAAAATGCGGGGATGAGCTGTGGATAGGGGTGAAAGGCTAAAC 

AAACTCGGAGATAGCTGGTTCTCCCCGAAAACTATTTAGGTAGTGCCTCGAGCAAGACAC 

TGATGGGGGTAAAGCACTGTTATGGCTAGGGGGTTATTGCAACTTACCAACCCATGGCAA 

ACTAAGAATACCATCAAGTGGTTCCTCGGGAGACAGACAGCGGGTGCTAACGTCCGTTGT 

CAAGAGGGAAACAACCCAGACCGCCAGCTAAGGTCCCAAATGATAGATTAAGTGGTAAAC 

GAAGTGGGAAGGCCCAGACAGCCAGGATGTTGGCTTAGAAGCAGCCATCATTTAAAGAAA 

GCGTAATAGCTCACTGGTCGAGTCGTCCTGCGCGGAAGATGTAACGGGGCTCAAATCTAT 

AACCGAAGCTGCGGATGCCGGTTTACCGGCATGGTAGGGGAGCGTTCTGTAGGCTGATGA 

AGGTGCATTGTAAAGTGTGCTGGAGGTATCAGAAGTGCGAATGTTGACATGAGTAGCGAT 

AAAGCGGGTGAAAAGCCCGCTCGCCGAAAGCCCAAGGTTTCCTGCGCAACGTTCATCGGC 

GTAGGGTGAGTCGGCCCCTAAGGCGAGGCAGAAATGCGTAGTCGATGGGAAACAGGTTAA 

TATTCCTGTACTTGATTCAAATGCGATGTGGGGACGGAGAAGGTTAGGTTGGCAAGCTGT 

TGGAATAGCTTGTTTAAGCCGGTAGGTGGAAGACTTAGGCAAATCCGGGTCTTCTTAACA 

CCGAGAAGTGACGACGAGTGTCTACGGACACGAAGCAACCGATACCACGCTTCCAGGAAA 

AGCCACTAAGCTTCAGTTTGAATCGAACCGTACCGCAAACCGACACAGGTGGGCAGGATG 

AGAATTCTAAGGCGCTTGAGAGAACTCAGGAGAAGGAACTCGGCAAATTGATACCGTAAC 

TTCGGGAGAAGGTATGCCCTCTAAGGTTAAGGACTTGCTCCGTAAGCCCCGGAGGGTCGC 

AGAGAATAGGTGGCTGCqACTGTTTATTAAAAACACAGCACTCTGCTAACACGAAAGTGG 

ACGTATAGGGTGTGACGCCTGCCCGGTGCTGGAAGGTTAATTGAAGATGTGAGAGCATCG 

GATCGAAGCCCCAGTAAACGGCGGCCGTAACTATAACGGTCCTAAGGTAGCGAAATTCCT 

TGTCGGGTAAGTTCCGACCCGCACGAATGGCGTAACGATGGCCACACTGTCTCCTCCTGA 

GACTCAGCGAAGTTGAAGTGGTTGTGAAGATGCAATCTACCCGCTGCTAGACGGAAAGAC 

CCCGTGAACCTTTACTGTAGCTTTGCATTGGACTTTGAAGTCACTTGTGTAGGATAGGTG 

GGAGGCTTAGAAGCAGAGACGCCAGTCTCTGTGGAGCCGTCCTTGAAATACCACCCTGGT 

GTCTTTGAGGTTCTAACCCAGACCCGTCATCCGGGTCGGGGACCGTGCATGGTAGGCAGT 

TTGACTGGGGCGGTCTCCTCCCAAAGCGTAACGGAGGAGTTCGAAGGTTACCTAGGTCCG 

GTCGGAAATCGGACTGATAGTGCAATGGCAAAAGGTAGCTTAACTQCGAGACCGACAAGT 

CGAGCAGGTGCGAAAGCAGGACATAGTGATCCGGTGGTTCTGTATGGAAGGGCCATCGCT 

CAACGGATAAAAGGTACTCCGGGGATAACAGGCTGATTCCGCCCAAGAGTTCATATCGAC 

GGCGGAGTTTGGCACCTCGATGTCGGCTCATCACATCCTGGGGCTGTAGTCGGTCCCAAG 

GGTATGGCTGTTCGCCATTTAAAGTGGTACGTGAX^TGGGTTTAAAACGTCGTGAGACAG - 

TTTGGTCCCTATCTGCAGTGGGCGTTGGAAGTTTGACGGGGGCTGCTCCTAGTACGAGAG 

GACCGGAGTGGACGAACCTCTGGTGTACCGGTTGTAACGCCAGTTGCATAGCCGGGTAGC 

TAAGTTCGGAAGAGATAAGCGCTGAAAGCATCTAAGCGCGAAACTCGCCTGAAGATGAGA 

CTTCCCTTGCGGTTTAACCGCACTAAAGAGTCGTTCGAGACCAGGACGTTGATAGGTGGG 

GTGTGGAAGCGCGGTAACGCGTGAAGCTAACCCATACTAATTGCTCGTGAGGCTTGACTC 

TATCATTTGAAGAACTTCAAGAGATAAAAGCTTACTGACTGATTCAGTCATTACCGAATA 

TATTGATTAAGGCTTTACCGATTTGTAACAGTTTAAGTTTGGOKXCATAGCGAGTTGGT 

CCCACGCCTTCCCATCCCGAACAGGACCGTGAAACGACTCAGCGCCGATGATAGTGTGGT 

TCTTCCATGCGAAAGTAGGTCACTGCCAAACACCCATTCAGAAAACCCCCGATTATTCGG 

GGGTTTTTGCTTTGCCCGGAAAAAATGTTTGCTTTGCCCGGAAAAAATGTCGGTGATGGC 

GGGACGGCATCCGTACGGTGTCCGGTCGGGTTTGCGGAGGAACGGCTTGAAACTTTGGGA 

TATTCATTTTAGAATGACTCGTTTTATCGTCGCAAGATGCGGrrTTATTGTTTGCAACCCT 

TAAAGGAAAAACCATGAAGAAAATGTTCGTGCTGTTCTGTATGCTGTTCTCCTGCGCCTT 

CTCCCTTGCGGCGGTAAACATCAATGCGGCTTCGCAGCAGGAGTTGGAGGCGCTGOCAGG 

CATAGGCCCTGCGGTGCTGGCGAAGCTGAAGGATCAGGCTTCCGTCGGCGCGCCCGCACC 

AAAAGGCCCAGCCAAACCAGTGCTGCCCGCGGATAAAAAATAAAATAGGGGGAAGTCTGC 

AGCCGCATCAAATGCCGTCTGAACATGCGTTCGGGCGGCGTTTTTATAACAAAAACACTT 

CATGGCGGTTGGTTTTATGCCTATGTAAGTTTTrrGTGTCGTGCATACCTGAAGAT^^ 

ACGGCATCGGTTTATGCTGTCTGAAAAGTGTATTCCGTTTCAGTTTGTAAGCTATGGCAG 
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TCTGTTTGTCTTGTGTTTTGCGCAATTGCCCTTATTTTGAGCCGTGATTTTATTTTGAAT 

TAGATGAAAAAATGAGTAATCAAGATTTTTATGCGACGCTGGGTGTGGCAAGAACAGCTA 

CCGATGATGAGATTAAAAAAGCCTACCGGAAATTGGCGATGAAATACCATCCCGACCGCA 

ATCCTGACAATAAAGAGGCGGAAGAGAAGTTTAAAGAAGTACAAAAGGCGTATGAAACTT 

TGTCCGACAAGGAAAAGCGCGCTATGTACGACCAGTATGGTCATGCGGCGTTTGAAGGCG 

GCGGACAGGGGGGCTTCGGAGGGTTTGGCGGATTTGGCGGTGCGCAGGGTTTTGACTTTG 

GGGATATTTTCAGCCAAATGTTTGGAGGCGGTTCGGGGCGCGCCCAGCCTGATTATCAGG 

GTGAGGACGTTCAAGTCGGTATCGAAATCACGCTTGAAGAAGCCGCAAAAGGTGTGAAGA 

AACGCATCAATATTCCGACTTATGAAGCGTGTGATGTCTGTAACGGCAGTGGCGCGAAAC 

CGGGGACATCCCCGGAAACCTGCCCGACTTGCAAAGGTTCGGGTACGGTGCACATCCAGC 

AGGCGATTTTCCGTATGCAGCAGACTTGTCCGACCTGCCACGGTGCGGGCAAACACATTA 

AAGAACCTTGCGTCAAATGCCGTGGCGCGGGGCGGAATAAGGCGGTCAAGACGGTGGAAG 

TCAATATTCCCGCCGGTATCGATGACGGGCAGCGTATCCGTTTGAGCGGCGAAGGCGGGC 

CGGGTATGCACGGTGCGCCTGCCGGCGACTTGTATGTAACCGTCCGCATTCGGGCGCATA 

AGATTTTCCAACGCGACGGTCTGGACTTGCATTGCGAAeTGCCGATCAGTTTTGCCACGG 

CTGCTTTGGGCGGGGAGTTGGAAGTGCCGACCTTGGACGGAAAGGTCAAGCTCACCGTCC 

CCAAAGAAACCCAAACCGGCAGGAGGATGCGCGTGAAGGGTAAGGGTGTCAAATCTTTAC 

GCAGCAGCGCGACCGGCGATTTGTACTGCCATATTGTTGTCGAAACGCCTGTCAATTTGA 

CCGACCGTCAAAAAGAGCTTTTGGAAGAATTTGAGCGGATTTCTACCGGCTTGGAAAACC 

AAACACCGCGCAAGAAATCGTTTTTAGACAAGCTGCGCGATTTGTTTGATTGATTTTAAG 

GTTCGGAAACAAGCAGCCGTATCGGGGAATCTCCTTGATACGGCTGTTTTTATTTGTTTA 

AAJ^ATAGTTTTTATTTTCAATGGGGTATGAGGCAGGGTGGGATAACTGTTTTTAACTGTT 

CTTTTTAAAACTTGACATCATGGCGTGATGCCAACAATATGTGAACGTCTGTTGTCAAAG 

GAAGAATAATGAATAAATCTTTATCCAGTTCGGTAGAAGAATACCGCGAGCTGACGCTCC 

GAGGCATGATACTCGGTGCATTGATCACTGTAATTTTTACTGCGTCCAATGTTTACCTCG 

GTTTGAAAGTCGGGCTGACCTTTGCCTCGTCGATTCCGGCGGCGGTGATTTCGATGGCGG 

TTTTAAAGTTTTTCAAAGGCAGCAATATTTTGGAAAACAACATGGTGCAGACCCAAGCCT 

CGGCTGCGGGTACGCTTTCGACCATCATCTTCGTCCTGCCCGGTT^GCTGATGGCGGGCT 

ACTGGAGCGGTTTCCCGTTCTGGCAGACGACGCTTTTATGTATTGCCGGCGGGATTTTGG 

GGGTGATTTTCACCATTCCTCTGCGTTACGCAATGGTGGTGAAAAGCGATTTGCCTTATC 

CGGAAGGTGTGGCGGCTGCTGAAATTTTGAAAGTGGGCGGTCATGAAGAAGGGGATAACC 

GTCAGGGCGGCAGCGGCATCAAAGAGCTGGCGGCCGGCGGTGCGTTGGCGGGATTGATGA 

GCTTTTGCGCCGGAGGTCTGCGCGTGATTGCCGACAGCGCGAGTTATTGGTTTAAAAGCG 

GTACGGCGATTTTCCAGCTGCCGATGGGCTTTTCACTGGCATTGTTGGGCGCGGGCTATT 

TGGTCGGACTGACGGGCGGTATCGCCATCCTGTTGGGCATTTCGATTGCTTGGGGCATTG 

CCGTGCCGTATTTCTCCTCACACATTCCGCAACCTTCCGATATGGAAATGGCGGCGTTTG 

CGATGAAGCTGTGGAAGGAGAAAGTGCGTTTTATCGGTGCGGGGACTATTGGCATTGCGG 

CGGTTTGGACGCTGTTGATGCTGCTCAAGCCGATGGTGGAAGGCATGAAGATGTCGTTCA 

AGAGTTTTGGCGGCGGTGCGCCCGCTGCGGAACGCGCCGAACAGGATTTGTCGCCTAAGG 

CTATGATTTTTTGGGTGCTGGCGATGATGTTTCTTTTAGGCGTGTCGTTTTACCACTTTA 

TCGGCGATTCGCACATTACGGGCGGCATGGCTTGGCTTTTGGTGGTCGTTTGCACGCTTT 

TGGCTTCCGTCATCGGCTTTTTGGTCGCCGCCGCCTGCGGTTATATGGCAGGTTTGGTCG 

GCTCGTCTTCCAGCCCGATTTCCGGCGTGGGCATCGTGTCCGTCGTCGTTATTTCACTGG 

TTTTGCTGCTGGTAGGCGAATCCGGAGGTTTGTTGGCGGATGAGGCTAACCGCAAATTTT 

TGCTGGCACTGACTTTGTTTTGCGGCTCGGCAGTAATCTGCGTGGCTTCGATTTCCAATG 

ACAACCTGCAAGACTTGAAAACCGGCTACCTGCTCAAAGCCACGCCTTGGCGGCAGCAAG 

TCGCCCTGATTATCGGCTGTATCGTTGGTGCGCTGGTTATTTCGCCCGTGTTGGAACTGC 

TTTACGAAGCCTACGGCTTTACCGGCGCAATGCCGCGCGAAGGCATGGACGCGGCGCAGG 

CTTTGGCAGCCCCTCAAGCGACTTTGATGACGACCATCGCGTCGGGCATTTTCGCCCACA 

ACCTTGAATGGGTCTATATCTTTACCGGTATCGTGATTGGAGCAGTATTAATCGTCGTCG 

ATTTGGTGTTGAAAAAATCATCAGGCGGCAAACTTGCCCTGCCCGTCCTTGCGGTCGGTA 

TGGGTATTTATCTGCCGCCGTCCGTCAATATGCCCATCGTGGCAGGCGCGGTGTTGGCGG 

CGGTGTTGAAACACATCATCGGTAAAAAAGCGGAAAACCGCGAAGGCCGTCTGAAAAACG 

CCGAGCGCATCGGAACCTTGTTCTCCGCCGGCCTGATTGTCGGTGAAAGCCTGATCGGTG 

TGATTATGGCGTTTATTATTGCCTTCTCCGTGACCAACGGCGGCTCGGATGCGCCGCTCG 

CGTTGAATCTGCAAAACTGGGATGCCGCCGCTTCTTGGCTGGGTTTGGCGTTCTTCGTTA 

CCGGGATGTTTTTCTTTGCACAGCGCGTACTGAAGGCGGGCAAGTAGGCTGTCGGAAAAA 

ATGCCGTCTGAAACGTTCAGACGGCATTTTTTATCGGTAAAGCGGAAG<kGGAGCTTTTC 

GGCTTGCGCCCACGTTTTGCCGGCAAGGTCTTTGGGCGACAGCAGCGGCGCGGTTTGAAG 

CGGCCAGCCTATGCCGACTGTCGGGTCGTTCCATATTAAAACCTGTTCGGCTTCAGGCTT 

GTAATAGTCCGTGCATTTATAGACGAACTCGGCTTCATCGCTCAGTACATAGAAGCCGTG 

TGCGAAACCTTCGGGTACCCACAGTTGGCGTTTGTTTTCTGCGGACAGAATTTCGCCTAC 

CCATTTGCCGAAAGTGGGGGAGTCTTTACGCATATCGACGGCCACGTCGAATACTTCGCC 

GACAACCACGCGTACGAGTTTGCCTTGTGTGTTTTCAGTTTGATAGTGCAGGCCGCGCAA 

TACGCCTTTGCCGGATTTGGAGTWTTTTCCTGCACGAAGGTGCGTTCGCAGACTTGGGT 

TTTAAACCACTCGTCGCGGAAGGTTTCCATAAAAAAGCCGCGCGCGTCGCCGAAGACTTG 

GGGCTCAAGCAGTTTTACGTCAGGAATGGCGGTATCAATCATGTTCATCTTTTTATCTTT 

CATCTAAAGGCCGTCTGAAAAGTTTCAGACGGCCTCAAACATTATTTTTTCAACAGGCGC 

AGCAAATATTGGCCGTATTGGTTTTTCGCCATCGGGCGCGCCAATTCTTCCAGTTTTTCA 

TCGGAAAGCCAACCGTTGCGCCAAGCGATTTCTTCGAGGCAGGCGATGTGCAGGTTTTGG 

ATATTTTGCACGGTTTGGACGAATGAAGCGGCTTCGTGCAGGCTCTCGTGGGTGCCGGTG 

TCCAGCCACGCGAAACCGCGTCCCAATATTTGAACGGAGAGCGAGCCGTCTTCCAAATAC 

ATCCGGTTGAGGTCGGTAATTTCCAATTCGCCGCGTGCGGACGGTTTGAGCTGTTTGGCG 

AACTCGACGGCGCGGTTGTCGTAGAAATACAAGCCGGTTACCGCCCAATCGGATTTGGGC 

CGTTGCGGTTTTTCTTCGATGGAAACGGCGCGGAAGTTTTCGTTAAATTCAACCACGCCG 
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AAACGTTCGGGGTTTTTGACCTGATAAGCAAACACGGTTGCGCCGTGCGTTTGCGCTGCC 

GCCTGTTTCAATGTTTGCGTAAACGACTGACCGTAAAAAATATTGTCGCCCAAAACCAAG 

CAAACATTGTCGTTGCCGATAAATTCTTCGCCGATGATAAATGCCTGTGCCAAGCCGTCC 

GGACTGGGTTGCACGGCATAACTGATGGAAATGCCGAAATCGCTGCCGTCGCCAAGCAGG 

CGTTTGAAAGAGGCGTTGTCTTCAGGCGCGGTAATCACCAAAATATCGCGGATTCCCGCC 

AGCATCAAAACCGACAAGGGGTAATAAATCATCGGTTTGTCGTACACGGGCAGGAGCTGT 

TTGGATACGCCGCGCGTGATGGGGTAGAGGCGCGTGCCGCTGCCGCCTGCCAGTATGATG 

CCTTTCATCTTTTCTTTCTTCCTTTGCGATGGGTTTTCAGACGGCATTGCGTCGGGATGC 

CGTCTGAAAACTATTTTCCAGTACCTAAACGTTCCAAACGATAGCTGCCGTTCAATACAT 

TTTGCCACCAGGTTTTGTTGTCCAGATACCATTGCACGGTTTTGCGGAGGCCGGACTCGA 

AGGTTTCCAAAGGCAGCCAGCCCAAATCCCGCCTGATTTTGGCTGCGTCGACGGCGTAGC 

GTACGTCATGGCCGGGGCGGTCTTGTACGAAAGTAATCAAATCTTCATAACGCGCCACAC 

CGGCCGGTTTTTCGGGAGCGAGTTCTTCCAGCAGGGCGCAGATGGTTTTGACGACTTCAA 

TATTGGCTTTTTCATTGTGGCCGCCGATATTGTAGGTTTCGCCGACAACACCTTCGGTAA 

CAACCTGATACAGTGCGCGCGCGTGGTCTTCGACAAACAGCCAGTCGCGGATTTGCATAC 

CGTCGCCGTACACAGGCAGCGGTTTGCCGTCAAGCGCGTTCAGAATCATCAAAGGAATGA 

GTTTTTCCGGAAAATGGTAAGGACCGTAGTTGTTGGAGCAGTTGGTTACAATGGTCGGCA 

AGCCGTAAGTACGCAACCACGCGCGGACGAGGTGGTCGCTGGACGCTTTAGAGGCAGAGT 

AGGGGCTGGACGGCGCGTAGGGCGCGGTTTCGGTAAACAAATCGTCCGTGCCGCCTAAAT 

CGCCATAGACTTCATCGGTGGAAATATGGTGGAAACGGAAGGCTTCGTGCTGTTCAGACG 

GCATTTGTTGCCAGTAGGCGCGGGCTGCTTCAAGCAGATTGAATGTGCCGACGATATTGG 

TTTGGATAAACTCGCCTGCCGAACCGATAGAGCGGTCGACATGGCTTTCCGCCGCCAAGT 

GCATCACGGCATCAGGCCGGTATTGCGCGAATACGCGGTCGAGTTCGGCGCGGTCGCAAA 

TATCCACTTGTTCAAAAGCATAGCGAGGATTATCGGCTACCTCAGTCAAAGATTCCAAAT 

TGCCGGCATAAGTCAGCTTATCGACATTGACGACAGCGTCCCGGGTGTTTCGGATAATAT 

GACGGACAACGGCAGAACCGATAAAGCCCGCGCCGCCGGTAACAAGGATTTTTCTCATAA 

ATTTCAGAGGATAGCCAAAAAATATAAACAGATTATAGCAGACAGAATGTGTGTTTTTCA 

GATAAAGAGGCCGTCTGAAAACATCTCTTTCAGACGGCCTGTATCAGGTCAACTTAATCG 

TCGTAGCCATTCGGATTATTACTCACCCAGCGCCATGAGTCTTCCATCATTTGGGTTAAA 

TCACGCTGGGTTTGCCAGCCGATTTGCGCCTTTGTATAGGAAGGGTCGGCATAGAAGCAC 

GCCAAATCACCGGCACGGCGCGGTTTGACTTCATACGGAATCGTCAAACCCGAAGCTGCT 

TCAAATGCGCGGATGATTTCCAACACCGAAGAAGCGCGGCCGGAGCCTAAGTTCAGCAAA 

TGCGTGCCTGCTACATTACTTTTTGCCTGCATAGCCGCGACATGGCCTTCTGCCAAATCC 

ATCACATGAATATAGTCACGCATCCCCGTGCCGTCGGGGGTAGGGTAGTCATCGCCAAAT 

ACCGCCAATTGCGGCAGTTTGCCTGCCGCCACTTGGCAGATATAAGGCAACAAATTATTC 

GGGATGCCGTTTGGCTGCTCGCCAATCAAGCCGCTTTCATGCGCGCCAATCGGATTGAAA 

TAACGCAACAAAATCATGCTCCAGCGCGGATCGGCTTTTTGAATGTCAGTGAGAATGCGC 

TCAACCATCGATTTCGATGCGCCGTAAGGGCTGGTGGTGTCGCCCGGTGGCATATCCTCG 

GTATAAGGCACTTTGCCCGGATCGCCATAAACCGTCGCCGAAGAACTGAACACAATGCTA 

AACACGCCCGCACGCGCCATTTCTTCCGCCAACACCAAGCTGCCGGAAACATTATTATCA 

TAATATTTCATCGQCTCGGCCACACTTTCACCCACCGCTTTCAAGCCGGCAAAATGAATC 

ACCGAATCAATGCGGTTTTCCGCAAAAATACGGCGCAAAATCTCACGATCGCGGATATCG 

CCTTGATAAAACGGAATCTCTTGGCCGGTAATCGTTTTCAAGCGTGGCAGGATATTGATG 

CTGGAATTGCATAGGTTATCCAAAATCACGACTTGATGGCCGCTTTTCAGCAAAGAAACA 

ACGGTATGCGAGCCGATAAAACCGGTGCCGCCGGTAACGAGAATTTTTTTCATAGAATAA 

AATACTAAAAATACTTTGATAGATTGATAATAATGGTTGTAAAATCTTAATGAAATAATT 

ATCCCTGAAGTAGCAGTAGATTTCTTCAGATTTTTTTGGTTAAGTATATTTGATATCTAA 

GGTAAAATACTATAATTTTATTCATATGGTGTAGAATTAAGGGAAAATAGTGAAAAAAGT 

ATTACTAATTGCCAGTTATGACTCGTTCCTTAACTCGGGCTATGCTGTTGCAAAAGAGAT 

AAAAGATGCTCAAATTGATATTTATATCCACAAAAGTCGAGAAAACATTCTTTCAAATCG 

ACAGTTATTAGAATCAGGGATAGATAAAGACCAAGCAATTTTTTTTTTCATATTGATGAT 

TACTTTATTAAGAATATGCATCAATATTATGACGCAGTAATTTTATCGGTTGGAAATGGG 

TTCTTAAAAAGGTTCTTTAAGCAGAATGCGCAATTAAATATTGCTTCAAGGCCATTGATT 

ATTACCTTG TTTC CAGGTGTAGTATTCGGTGATCAGGCAAGTATTCTATCTCGTATGGGG 

GCTGATATTGTTTTATATAATAATAAGCATGATTTTAGAATTGCAGAGGAATATAAGAAA 

CAATATAAATTAAGTTGTCAAAATATACTTTATGGTTATCCAATTTTTCGCCATGCTTCG 

AAAGGTTGTCATGGAGAGAAAATTTACTTTATTGACCAAGTTAAAATCCCATTTAAAAAA 

GAAGAAAGAATTTATACATTAAAAAAATTGATTGCCTTGGCTGAAAAATACCCTGAGAAA 

GAATTTACTATTTTGCTAAGGGTTGCAGATAAAGATATTACTGTGCATCAGGATAAACAT 

TCGTATATAGAGCTGGCAAAGCAGTTTCAGTTGCCGAGTAATTTGACAATAGAGCGAAAA 

AGTACCGCGCAAGCCTTCCAAGAAATGGGGTATTGTTTATCTTATTCATCTACTATGCTT 

TTTGAAGCTGAATGTAAGGGTATCCCTGTTGGTGTTGTTGCAGACTTAGGCTTTTCTAAA 

TCCTATGCAAATCAGCATTTTTTAGGTAGTGGGGTTTTAGTTTATTTTGATCAAATAGAT 

TTCACTTCCCCAAAAATAGCAGATCCGGATTGGCTTGATTGCTATGCTACTAAAAAGGTG 

ATTACAACTGATGAGTTTAATAAGCTATTAAAGCAGGTTGTGCCATTGCAACATGATTAC 

CAAGAATATTTATCTGCAGGAATTCGATATCAAGCTTTGGCTAACACACACGCCATTCCA 

ACCAATAGTTTTCTCGGCATAAAGCCATGCTCTGACGCTTAAATGCACTAATGCCTTAAA 

AAAACATTAAAGTCTAACACACTAGACTTATTTACTTCGTAATTAAGTCGTTAAACCCTG 

TGCTCTACGACCAAAAGTATAAAACCTTTAAGAACTTTCTTTTTTCTTGTAAAAAAAGAA 

ACTAGATAAATCTCTCATATCTTTTATTCJW^TAATCGCATCAGATTGCAGTATAAATTTA 

ACGATMCTCATCATGTTCATATTTATCAGAGCTCGTGCTATAATTATACTAATTTTATA 

AGGAGGAAAAAATAAAGAGGGTTATAATGAACGAGAAAAATATAAAACACAGTCAAAACT 

TTATTACTTCAAAACATAATATAGATAAAATAATGACAAATATAAGATTAAATGAACATG 

ATAATATG-TTTGAAATCGGCTCAGGAAAAGGGCATTTTACCCTTGAATTAGTACAGAGGT 

GTAATTTCGTAACTGCCATTGAAATAGACCATAAATTATGCAAAACTACAGAAAATAAAC 
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TTGTTGATCACGATAATTTCCAAGTTTTAAACAAGGATATATTGCAGTTTAAATTTCCTA 

AAAACCAATCCTATAAAATATTTGGTAATATACCTTATAACATAAGTACGGATATAATAC 

GCAAAATTGTTTTTGATAGTATAGCTGATGAGATTTATTTAATCGTGGAATACGGGTTTG 

CTAAAAGATTATTAAATACAAAACGCTCATTGGCATTATTTTTAATGGCAGAAGTTGATA 

TTTCTATATTAAGTATGGTTCCAAGAGAATATTTTCATCCTAAACCTAAAGTGAATAGCT 

CACTTATCAGATTAAATAGAAAAAAATCAAGAATATCACACAAAGATAAACAGAAGTATA 

ATT ATTT CGTTATGAAATGGGTT AAC AAAG AAT ACAAG AAAATATTT AC AAAAAAT CAAT 

TTAACAATTCCTTAAAACATGCAGGAATTGACGATTTAAACAATATTAGCTTTGAACAAT 

TCTTATCTCTTTTCAATAGCTATAAATTATTTAATAAGTAAGTTAAGGGATGCATAAACT 

GCATCCCTTAACTTGTTTTTCGTGTACCTATTTTTTGTGAATCGATACCGTCGACCTCGA 

GGGGGGGCCCGGTACCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCG 

TCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAG 

CACATCCCCCTTTCGCCAGGCAAAAAACCGGTTATATTTTTTTGCATTAAATATTTTTTT 

AGCATATTCAGGAAAGGGGACATGCAATATGTCAAAATGATCTATATATCCTTTAATATT 

AAGATTATTTCCAATCAAATAACGTTCTAATTTTGTTGGATGATATGAAAATGATTCTAA 

TAAAGGAGCATATGTTCCAGTCCCTTCATCAATTAAATGAGTCGTAATATTCTTTTTTTT 

TGCAATACTAATCAGATAGGAGTAGTGGCCTGTAAAAGACAGCATATAGAGATGAGCAGG 

CTGTATAATATTAAGGATTTTTTTGTAACTTCTATAAATATAAAGTAATTTTTTAGGAGT 

TATATTATTAGGGCTTCTAGGAAGCTCAAATAGATAAATAGATTCAAATAGATTCTTGTT 

AGCTGATTGATGAACTAACTTAGGCATTTTTAAGTTTTTAGAAGTATATAAAATTACTAG 

TAAATTATTGGTTAATTTTTGTATTTTAATTAGGCTTTGGACTTGGTTAAGCTGACCTAA 

ATTAGATATGACAAATAAATTGTTACGTGGGGGGGTAAGATAAAATGGAGATGTTGTCAA 

CCACATTGAATCTTGAAAAAACTTTTTAGGCTGAAAAAGAGCTTTTTTTATTTTCTTTAG 

CATTATTGTATCTCTTAAAAATTAATGAGAATTAGCTATATGTAATAGCCAATCCTCTGT 

TAATAAAGTAACTAAGTTAATAAGCATTATTCAATATCAGTTTTTTTGATTTGAGCACCT 

TTGCGAATATTGCAAGCAGCGACCTTACCAAATAATGTTTCATATTCGTTGACGCTGAAG 

TCTCCATTGCCTGGGCGTTTAACCCATAGGTTATCTCCGGACAACAGTTCTCCTTTTTTA 

ATGTCTTTATCTGCTACGACAGATGCAAAGGCGAAATCTTTAGTTGGCTTTTCTCCCGCG 

ATAATCGTGTCTTTTTTGCCGCCGCGTGCCAATTTTAAAGCATGAGCGCCTTGCTTGAGC 

TCTTTAAAAGTATCCGGATTCATAGAGCATACAATATCCGGACCTGGGCGATCCATGCGG 

TCAGTAAAGTGACGCTCTAAAATCGAACCGCCTAAAGCTACTGCTCCTAAGCAAGCATAG 

TTATCTAAGGTATGGTCAGACAGGCCAATGATTGCGTCTGGAAAGGCTTCAGATAAATCG 

TTCATACCACCCAATCGAACATCTTCGTAAGGGGTTGGGTAGATGTTGGTACAGTGAAGC 

AAAGCATAAGGTACCCCTGCTTCTCGAATAATTTCTACCGACTTTTTGATGCTTTCAATA 

GAATTCATGCCGGTAGAGAGAATAATAGGCTTACCAAAAGAGGCCACCAGTTTAATTAAT 

GGGTAGTTATTACATTCGCCAGAGCCGATTTTATATGCTGGAATATCCATACGTTGTAAT 

CGTAAAGCAGCTGCACGAGAGAAAGGAGTACTGATAAAAATCATACCCTTACTCTCTACG 

TATTCTTTTAATTTAATCTCATCTTCTTCATTCAGGGCGCAACGTTCCATAATTTCATAA 

ATAGAGACATCTGCATTGCCTGGAATGACTTGTTTGGCCTCATCAGACATTTCGTCTTCA 

ACGATGTGTGTTTGATGTTTAACAACTTCAGCGCCTGCATTATAGGCAGCATCAACCATT 

TCAAAAGCTGTTTTTAAAGAGCCTTCATGATTGATGCCGATTTCACAGATAATCAATGGT 

TCGTGGTTGTAACCTACTGAACGATTACCAATTTTAAATTCGTTGTTGTTTTGCATTTAG 

CTTTCCTTGTGATTAAGAATGTTTTCTGCCTGTTGTAAATCAAGCTCAGTATCAATATCG 

ATAGAGTCTTGATGAGACATAATATAAAGTTTGGTTGGGGCGATAAAAAAACAATTATTT 

GCAATTAGTGAAGCAGTATCATTAATGTAAATTGCACCATTAGGCCTAAATGCCTGAGGT 

AATTGTTGGCGAGGCTGCTCCAAATCGCTTAGATGGCGCATGGGGGCATATTCGCCATTA 

TTGATTTGAAGCAGGGTTTTTAGTGGATGATGCTCCATTGGGCATGCAGAGACAACGGAT 

CCTTTTATTTTCTCATCAAATAGAGAAAAAGCTTCACGAATATGAGCCCCTGTGCGTAAT 

GGACTGGTTGGTTGTAATAGGGTTACTGTGCCGGAATTACTGCCAATTGTTTCTAAAGCA 

TGTATTACACCTGAAATAGAGCTGGCTGTATCGGAGGCCAGCTCTGCAGGGCGTAGGACG 

ACTTCGACACCGAAATTTTTAGCTTCTTCTGCAATTAACCCGCCATCAGTCGAAACAATT 

ATGCGGTCAAAACACTTTGATGATATAGCAGCATTAATTGTATGACCAAGTAATGATATG 

CCATTCATTTTCCGGAGATTTTTTAATGGCAATCCTTTGGAGTTTTGGCGCGCAAGTATA 

ACCGCAATATTTTGTTTTTCCATAATTTAAAGATTCAAATCGATAAAACGTTTTTGAGCA 

GAAACATTCCACGTTTCAGGATTGTTGATTACTTCAGCAAATCTTTCTGTGCTGGTGCGA 

GTATCTCCGCCATTAAAGGTATCATCTGCTTCAAATTTGCCTAAACTGCATGCTTGTTGA 

ATCGCATCAAAGATATTTTTAGTTTCATAATCTGTATGAATAATAGATTTTCCCATATGG 

CGGTTACTTTGGCGTGTACCAACATCAATTGAAGGGACACCGTAGAGAGGAGCTTCTCTA 

ATACCTGCACTTGAGTTGCCGACCATAAATTTAGCATGTTTCAATAAGACTAAAAAATAT 

TCAAATCGAATGGAAGGAAATGCAATAAATTTATCAGATTGATATTTTAATAATTCTTGC 

AGAATACTTTCAGTGCCAGTGTCATTATTAGGGTAGATGCTAATGATATTTTGGCCACTT 

AATTCTAATGCTTTGAAATATTGGGCCGCATATTGTGGCATTAAATGTGCTTCTGTAGTC 

ACGGGGTGAAACATAGAAATACCATAATTTTCGTATGGTAAACCGTAATATTCTTTGACT 

TCTTCTAAGGATGGGAGGGTGGAAGAGGCCATAACATCTAAATCGGGGGAGCCGATGATG 

TGAATATGCTTTCTTTTTTCTCCCATTTGCACTAGGCGAGTGACAGCTTGTTCATTTGCT 

ACCAAGTGGATATGAGAAAGTTTACTAATAGAATGACGAATGGAGTCATCTACTGTACCA 

GATAGTTCACCACCTTCGATATGGCAAACTAAACGGCTGCTTAATGCACCTACAGCTGCG 

CCTGCTAGTGCTTCTAAACGGTCGCCX^TGAATCATGACCATATCAGGTTCAATTTCATCA 

GATAGACGAGAGATAAACGTAATGGTATTGCCTAAAACGGCACCCATTGGTTCACCTTGG 

ATTTGATTTGAAAACAGATATGTATGTTGATAGTTTTCTCGAGTTACTTCCTTGTAGGTT 

CTGCCATATGTTTTCATCATATGCATACCAGTTACAATCAAATGCAATTCAAGGTCT«3G 

TGATTTTCAATATAGGCTAATAAAGGTTTTAGCTTGCCGAAGTCGGCTCTGGTACCTGTA 

ATGCAAAGAATTCTTTTCATGATTTTAGAATCTATAAGTATATAAGTATAAGGAAGTTGG 

AAAGAAGAATACTAATTATACTCTACGTACTCATAAATTTATTTCGATTAAGTGCTATAA 

TTAGGCCATTTATAATTATATTAGGATTTGGCTTGTGTTTAAAGTGAAATTTTATATTCG 
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TCACGCAGTATTATTATTGTGTGGAAGTTTAATTGTAGGATGCTCTGCGATTCCTTCATC 

AGGCCCCAGCGCAAAAAAAATTGTCTCTTTAGGGCAACAATCTGAAGTTCAAATTCCTGA 

AGTGGAGCTGATTGATGTGAATCATACGGTTGCTCAGTTATTATATAAGGCTCAGATAAA 

TCAGTCATTCACTCAGTTTGGCGATGGTTATGCTTCGGCTGGTACGCTAAATATTGGTGA 

TGTATTGGATATTATGATTTGGGAAGCGCCGCCGGCAGTATTGTTTGGTGGTGGCCTTTC 

TTCGATGGGCTCGGGTAGTGCGCATCAAACTAAGTTGCCAGAGCAGTTGGTCACGGCACG 

TGGTACGGTTTCTGTGCCGTTTGTTGGCGATATTTCGGTGGTCGGTAAAACGCCTGGTCA 

GGTTCAGGAAATTATTAAAGGCCGCCTGAAAAAAATGGCCAATCAGCCACAAGTGATGGT 

GCGTTTGGTGCAGAATAATGCGGCGAATGTGTCGGTGATTCGTGCTGGGAATAGTGTGCG 

TATGCCGCTGACGGCAGCCGGTGAGCGTGTGTTGGATGCGGTGGCTGCGGTAGGTGGTTC 

AACGGCAAATGTGCAGGATACGAATGTGCAGCTGACACGTGGCAATGTAGTACGAAGTGT 

TGCCTTGGAAGATTTAGTTGCAAATCCGCGACAAAATATTTTGCTGCGTCGCGGTGATGT 

GGTTACCATGATTACCAATCCCTATACCTTTACGTCTATGGGTGCGGTGGGGAGAAeACA 

AGAAATCGGTTTTTCAGCCAGAGGCTtATCGCTTTCTGAAGCCATTGGCCGTATGGGCGG 

TTTGCAAGATCGCCGTTCTGATGCGCGTGGTGTGTTTGTGTTCCGCTATACGCCATTGGT 

GGAATTGCCGGCAGAACGTCAGGATAAATGGATTGCTCAAGGTTATGGCAGTGAGGCAGA 

GATTCCAACGGTATATCGTGTGAATATGGCTGATGCGCATTCGCTATTTTCTATGCAGCG 

CTTTCCTGTGAAGAATAAAGATGTATTGTATGTGTCGAATGCGCCGTTGGCTGAAGTGCA 

GAAATTTTTGTCGTTTGTGTTCTCGCCGGTTACCAGTGGCGCGAACAGTATTAATAATTT 

AACTAATTAATGTGAGTAATTAAGATGTCTGAGCAACTTCCTGTGGCAGTTGCCACTGAA 

ACCAAAGCCGAGCGTAAAAAGCCGAAAAAGAAAAGTTGGATTAAAAAGCTAAGCCCTTTA 

TTTTGGGTAACGGTGATTATCCCTACGGTAATTTCGTTGGTGTATTTCGGCTTCTTCGCT 

TCCGATCGTTTTACGTCGCAATCGAGCTTTGTGGTGCGCTCGCCTAAAAGCCAATCTTCT 

CTCAATGGCCTGGGTGCCATTTTGCAGGGCACAGGTTTTGCCCGTGCGCAAGATGATATT 

TACACGGTTGGGGAGTATATGCGTTCGCGCTCGTCTTTGGATGAACTGCGTAAAATCTTG 

CCGGTGCGTGAGTTTTATGAAACCAAAGGTGATGCGTTCAGCCGCTTTAATGGGTTTGGG 

TTCCGTGGCGAGGAAGAGGCTTTTTATCAATACTATAAAAATCAGGTGATGATCAATTTT 

GATACGGTTTCGGGTATTTCCACGTTGAATGTAACTTCCTTTGATGCGCTGGAATCTAAG 

AAAATCAATGAGGCTTTGTTAAAACAAGGTGAAGCATTGATTAACCAGTTGAACGATCGT 

GCACGTGCTGATACGGTGCGCTATGCGGAAGAAGTAGTGAAAACGGCGGCAGAGCGGGTA 

AAGGAAGCCTCTCAGAATCTGACGGATTACCGGATTGCCAATGGCGTTTTTGATTTGAAA 

GCGCAATCGGAAGTGCAAATGGGGTTGGTTTCCAAGCTGCAAGATGAATTGATTGTGATT 

CAAACCCAGCTGGATCAGGTGAAAGCAGTCACTCCGGAGAATCCGCAGATTCCGGGTTTG 

CAGGCGCGTGAGCAGAGCTTGCGTAAAGAAATTGACCAACAGTTACGTGCCATTTCGGGC 

GGTGGGCATTCTTCGTTGTCTAATCAGGCTGCCGAATATCAGCGTGTGTATTTGGAAAAC 

CAGTTGGCAGAGCAGCAGTTGGCAGCCGCCATGACTTCTTTGGTkAAGTGCCAAGGTTGAA 

GCAGACCGTCAGCAGCTTTATTTGGAAGTGATCTCGCAACCGAGCCTGCCGGATTTGGCA 

CATGAGCCTAAACGGTTATACAACATTGTTGCCACTCTGATTATCGGCTTGATGGTTTAT 

GGTATTTTGAGCCTGTTGACTGCCAGCATTCGTGAGCATAAAAACTGATGAAAGCCTTGC 

ATAAAACATCATTTTGGGAATCTTTAGCCATTCAAAGGCGCGTAATCGGTGCGCTGTTGA 

TGCGGGAAATTATCACCCGTTACGGTCGCAATAATATTGGCTTTTTATGGCTGTTTGTTG 

AGCCGTTGCTGATGACTITTCGTTATCGTCTTGATGTGGAAATTTTTAAGGGCAGACCGAT 

ATTCAACTTTGAATATTGTCGCATTTGCGATTACTGGCTATCCGATGTTGATGATGTGGC 

GTAATGCCTCAAAACGGGCAGTTGGGTCGATTTCTTCAAATGCCAGCTTGCTTTATCACC 

GCAATGTAAGAGTTTTGGATACCATCTTGGCGCGCATGATTTTGGAAATTGCTGGTGCAA 

CCATTGCGCAGATTGTGATTATGGCGGTATTGATTGCGATTGGCTGGATTGAAATGCCGG 

CAGATATGTTTTATATGCTGATGGCTTGGCTTTTGATGGCTTTTTTTGCGATTGGTTTGG 

GTTTGGTGATTTGTTCGATTGCCTTTAATTTCGAGCCGTTTGGCAAGATTTGGGGCACAT 

AGGTACAAGAATATGCATTAATGATTCCGATGGTGCATGGCACAGAAATGTTCCGTGCCG 

GATATTTTGGCAGCGATGTAATTACCTATGAAAATCCTTGGTATATCGTATTGTGCAATC 

TGGTGTTGTTGTTGTTTGGCTTGGCGATGGTCAGTAAATTCAGTAAAGGAGTCGAGCCGC 

AATGATTTCAGTTGAACACGTTTCCAAACGCTATCTGACCCGCCAAGGTTGGCGGACAGT 

CTTGCACGATATTAGCTTCAAAATGGAGAAGGGCGAGAAAATCGGTATTCTCGGCCGCAA 

CGGTGCAGGTAAATCGACGCTCATCCGTTTGATCAGTGGCGTTGAGCCGCCGACCACGGG 

TGAAATCAAGCGGACAATGAGTATTTCTTGGCCTTTGGCATTCTCCGGTGCGTTTCAAGG 

CAGTCTGACCGGTATGGACAATTTGCGTTTCATCTGCCGGATTTACAATGTCGATATCGA 

TTATGTGAAAGCGTTTACGGAAGAATTTTCGGAGGTGGGGCAATATTTGTATGAGCOGGT 

GAAACGCTATTCTTCAGGTATGAAAGCGCGTTTGGCTTTTGCGCTGTCGTTGGCGGTGGA 

GTTTGACTGTTACCTGATTGACGAAGTGATTGCAGTTGGTGACTCGCGTTTTGCCGATAA 

ATGTAAGTACGAGTTGTTTGAAAAGCGCAAAGACCGTTCCATCATCTTGGTGTCGCACAG 

CCACAGCGCCATGAAGCAATATTGCGATAATGCGATGGTGCTGGAAAAAGGGCATATGTA 

CCAGTTTGAAGATATGGACAAAGCCTACGAATATTATAATTCGCTGCCTTAAAGCGATTG 

TTTTTAAATCAGGCCGTCTGAAATTTCAGACGGCCTGTCCGTTGGAATTCTATTGATGAA 

CATTACTCAAATTCTTTCCCAAGAACTCTCCGCGACTGCCGCGCAAATCACCGCCGCCGT 

CGAGCTTTTGGACGACGGCGCGACCGTGCCGTTTATCGCCCGCTACCGCAAGGAAGCGAC 

GGGCGGGTTGGACGATACGCAGTTGCGCCGGCTTGCCGAGCGGCTGCAATATCTGCGCGA 

GTTGGAAGAGCGCAAAGCCGTTGTTTTAAAAAGCATTGAAGAGCAAGGCAAGCTTTCAGA 

CGACCTCAGGGCGCAAATCGAAGCCGCCGATAACAAAACCGCGCTGGAAGACCTGTATCT 

GCCCTACAAACCCAAACGCCGCACCAAAGCGCAAATCGCGCGCGAACACGGTTTGCAGCC 

GCTGGCGGACGTGTTGCTTGCCGAGCAGTCGCAGGACGTGGAAGCCGCCGCACAAGGCTA 

CCTGAACGAAAACGTCCCCGATGCCAAAGCCGCGTTGGACGGCGCGCGTGCGATTCTGAT 

GGAGCAGTTTGCCGAAGACGCGGAACTTATCGGCACGCTGCGCGACAAGCTGTGGAACGA 

AGCCGAAATCCACGCGCAAGTCGTTGAAGGCAAAGAAACCGAAGGCGJUUUUVTTCAQCGA 

TTATTTCGACCACCGCGAACCCGTCCGCACTATGCCCAGCCACCGCGCGCTGGCGGTTTT 
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GCGCGGCCGCT^CGAAGGCGTGTTGAACATCGCGCTCAAATACCAGCCCGACGACACGCC 

GATTACCCGGCAAAGCGAATACGAGCAAATCATCGCCTGCCGCTTCAAGGTTTCAGACGG 

CCACAAATGGCTGCGCGATACCGTGCGTCTGACTTGGCGCGCGAAAATCTTTTTGTCGTT 

GGAACTTGAAGCCCTAGGCCGTCTGAAAGAAGCCGCCGACACCGACGCGATTACCGTGTT 

CGCCCGCAATCTCAAAGACTTGCTGCTCGTCGCGCCCGCCGGACGGCTGACCACGCTGGG 

TCTCGACCCCGGCTACCGCAACGGCGTGAAATGCGCCGTGGTGGACGACACCGGCAAGCT 

GCTGGATACCGTCATCGTCTATTTGCATCAAGAAAACAATATGTTGGCAACGCTGTCGCG 

CCTGATTAAGCAACACGGCGTGAAGCTCATCGCCATCGGCAACGGCACCGCCAGCCGCGA 

AACCGACAAAATCGCGGGCGAACTGGTGCGCGGAATGCCGGAAATGGGGCTGCACAAAAT 

CGTCGTGTCCGAAGCCGGCGCGTCGATTTATTCCGCGTCCGAACTGGCGGCGCGCGAGTT 

CCCCGACTTGGACGTTTCCCTGCGCGGCGCGGTGTCCATCGCCCGCAGGCTGCAAGACCG 

GCTTGCCGAGTTGGTCAAAATCGACCCTAAATCCATCGGCGTGGGCCAGTATCAGCACGA 

TGTGAACCAAAACCAGCTCGCCAAATCGCTGGACGCAGTGGTCGAAGACTGCGTGAACGG 

CGTCGGCGTGGACGTGAATACCGCCTCCGCCCCGCTCTTGGCGCGGATTTCCGGCTTGAA 

TCAAACCCTTGCCCAAAACATCGTTGCCTACCGCGATGAAAACGGCGCGTTCGACAGCCG 

CAAAAAATTGCTGAAAGTACCGCGTTTGGGCGAAAAAACCTTCGAGCAGGCGGCAGGCTT 

TTTGCGGATTAACGGCGGTAAAGAGCCGTTGGACGCGAGCGCCGTCCACCCCGAAGCCTA 

TCCCGTCGTCGCCAAAATGCTGGCGCAACAAGGCATTAGCGCCGCCGAACTCATCGGCAA 

CCGCGAGCGCGTGAAGCAAATCAAAGCGTCCGACTTCACCGACGAACGCTTCGGCCTGCC 

GACCATTTTGGACATCCTGTCCGAACTGGAAAAACCCGGCCGTGATCCGCGCGGCGAGTT 

TCAGACGGCATCGTTTGCCGAAGGTATCCACGAAATCAGCGACTTGCAAGTCGGTATGAT 

ACTCGAAGGCGTGGTTTCCAACGTCGCCAACTTCGGCGCGTTCGTGGACATCGGCGTCCA 

TCAGGACGGCTTGGTGCACATCTCCGCCCTGTCCAACAAGTTCGTCCAAGACCCGCGCGA 

AGTGGTGAAAGCTGGCGACGTGGTGAAAGTGAAAGTGCTGGAAGTCGATGCTGCACGCAA 

ACGCATCGCGCTGACCATGCGCTTGGATGACGAACCGGGCGGCGCAAAACATAAAATGCC 

GTCTGAAAACCGCAGCCGCGAACGGACAGCCGGCCGCAAACCCCAACGCAACGACCGCGC 

CCCAGCCAATTCGGCGATGGCGGATGCGTTTGCGAAGCTGAAGCGGTAAAATAATCGAAG 

AGTTTATGGATTTTGACTTATGCACACACCACTTACCTATATTGACCTTTTCTCAGGAGC 

AGGAGGCCTATCCTTGGGTTTTGAACAAGCCGGATTCCAACAATTGCTTTCTGTTGAAAT 

GGAGTCTGATTATTGTCAGACTTACCGTACCAACTTCCCCCATCATCAATTACTGCAAAA 

AGATTTAACCACACTAACCGAACAAGATTTAATCAATTGTCTTAACGGACAAGCAGTTGA 

TTTGATTATTGGAGGACCACCTTGTCAAGGTTTTAGTATGGCAGGAAAGATTGGACGGAC 

ATTTACAGATGACCCACGCAACCATTTATTTAAAGAGTTTGTCCGAATAGTTAAAATTGT 

CCAACCATATTTTTTTGTTATGGAAAATGTAGCGCGACTCTATACACACAATTCAGGTAA 

AACACGTATTGAGATTATTCAAGCATTTCAGAATATCGGTTATTCGGTGGAATGTAAGAT 

ACTGAGTGCAGCCGATTTCGGTGTTCCTCAGATACGTAGCCGAGTGATATTTATCGGGAG 

GAGGGATAAAGGCAAAATTTCCTTTCCCGAACCTTTGCAGATTTCCCATCAGACTGTTGG 

ATCAGCAATAGGACATTTTCCAAAACTGGCTGCTGGCGAAAGCAATCCACACGTTGCAAA 

TCATGAAGCTATGAATCATTCGGCACAAATGTTAGAAAAAATGGCATTTGTTAAAAATGG 

AGGTAACCGTAACGATATTCCTGAACCATTACGTCCGAAAACAGGTGATATCCGTAAATA 

CATCCGTTACAACAGCAACAAAACCAGCCGTTTGTATTACAGGAGATATGCGCAAAGTTT 

TTCACTATGAACAGAATCGGGCGTTAACCGTTCGTGAATTAGCTGCCTTACAATCTTTCC 

CTGATAATTTTATTTTTTGCGGCAGCAAAATTGCCCAGCAGCAGCAGGTTGGTAACGCCG 

TACCGCCTTTATTGGCAAAAGCTATTGCTGAAAGTATTTTAAAAATGAGTGAAAATGAAT 

AAGCAATATCCGAAAATTAACTATATCGGTAATAAAGAGAAAATAGCTTCCTGGATTTGT 

GACCAGCTTCCGTCTGATGTAGATACAGTTGCAGATGTATTTAGTGGAGGCTGTTCCTTT 

GCCTACGAAGCCAAAAAACGCGGCTATCGTGTGATTACTAACGATATTTTGGCAATTAAT 

TACCAAATTGCTTTAGCATTAATAGAAAACAACCATGAAACATTAAATGACGATGATGTC 

GCAATGATTTTTTCAGGCAGCCCGCATGCCGGTTTTATGAGTCAGCGTTATGCCGAAAAA 

TTCTATTTTCACGATGAATACCAACAACTTGATTTGTAACGTAAAAATATAGGGAAACTG 

GATAACCAGTATAAACGCGCTTTGGCGTTTACTTTAATGCGTCGCGCCATGATACGTAAA 

ATGCCCTATACGGAAGATATGCGCCCAGGCGATACCGCTAATCCTTATGGTGCGTCCAAA 

GCGATGGTGGAACGGATGTTAACCGACATCCAAAAAGCCGATCCGCGCTGGAGCATGATT 

TTGTTGCGTTATTTCAATCCGATTGGCGCGCATGAAAGCGGCTTGATTGGCGAGCAGCCA 

AACGGCATCCCGAATAATTTGTTGCCTTATATCTGCCAAGTGGCGGCAGGCAAAGTGCCG 

CAATTGGCGGTATTTGGCGATGACTACCCTACCCCCGACGGCACGGGGATGCGTGACTAT 

ATTCATGTGATGGATTTGGCAGAAGGCCATGTCGCGGCTATGCAGGCAAAAAGTAATGTA 

GCAGGCACGCATTTGCTGAACTTAGGCTCCGGCCGCGCTTCTTCGGTGTTGGAAATCATC 

CGCGCATTTGAAGCAGCTTCGGGTTTGACGATTCCGTATGAAGTCAAACCGCGCCGTGCC 

GGTGATTTGGCGTGCTTCTATGCCGACCCTTCCTATACAAAGGCGCAAATCGGCTGGCAA 

ACCCAGCGTGATTTAACCCAAATGATGGAAGACTCATGGCGCTGGGTGAGTAATAATCCG 

AATGGCTACGACGATTAAGTTGACCTGATACAGGCCGTCTGAAAGAGATGTTTTCAGACG 

GCCTCTTTATCTGAAAAACACACATTCTGTCTGCTATAATCT G TTTATATTTTTTGGCTA 

TCCTCTGAAATTTATGAGAAAAATCCTT G TTACCGGCGGCGCGGGCTTTATCGGTTCTGC 

CGTTGTCCGTCATATTATCCGAAACACCCGGGACGCTGTCGTCAATGTCGATAAGCTGAC 

TTATGCCGGCAATTTGGAATCTTTGACTGAGGTAGCCGATAATCCTCGCTATGCTTTTGA 

ACAAGTGGATATTTGCGACCGCGCCGAACTCGACCGCGTATTCGCGCAATACCGGCCTGA 

TGCCGTGATGCACTTGGCGGCGGAAAGCCATGTCGACCGCTCTATCGGTTCGGCAGGCGA 

GTTTATCCAAACCAATATCGTCGGCACATTCAATCTGCTTGAAGCAGCCCGCGCCTACTG 

GCAACAAATGCCGTCTGAACAGCACGAAGCCTTCCGTTTCCACCATATTTCCACCGATGA 

AGTCTATGGCGATTTAGGCGGCACGGACGATTTGTTTACCGAAACCGCGCCCTACGCGCC 

GTCCAGCCCCTACTCTGCCTCTAAAGCGTCCAGCGACCACCTCGTCCGCGCGTGGTTGCG 

TACTTACGGCTTGCCGACCATTGTAACCAACTGCTCCAACAACTACGGTCCTTACCATTT 

TCCGGAAAAACTCATTCCTTTGATGATTCTGAACGCGCTTGACGGCAAACCGCTGCCTGT 

GTACGGCGACGGTATGCAAATCCGCGACTGGCTGTTTGTCGAAGACCACGCGCGCGCACT 
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GTATCAGGTTGTTACCGAAGGTGTTGTCGGCGAAACCTACAATATCGGCGGCCACAATGA 

AAAAGCCAATATTGAAGTCGTCAAAACCATCTGCGCCCTGCTGGAAGAACTCGCTCCCGA 

AAAACCGGCCGGTGTGGCGCGTTATGAAGATTTGATTACTTTCGTACAAGACCGCCCCGG 

CCATGACGTACGCTACGCCGTCGACGCAGCCAAAATCAGGCGGGATTTGGGCTGGCTGCC 

TTTGGAAACCTTCGAGTCCGGCCTCCGCAAAACCGTGCAATGGTATCTGGACAACAAAAC 

CTGGTGGCAAAATGTATTGAACGGCAGCTATCGTTTGGAACGTTTAGGTACTGGAAAATA 

GTTTTCAGACGGCATCCCGACGCAATGCCGTCTGAAAACCCATCGCAAAGGAAGAAAGAA 

AAGATGAAAGGCATCATACTGGCAGGCGGCAGCGGCACGCGCCTCTACCCCATCACGCGC 

GGCGTATCCAAACAGCTCCTGCCCGTGTACGACAAACCGATGATTTATTACCCCTTGTCG 

GTTTTGATGCTGGCGGGAATCCGCGATATTTTGGTGATTACCGCGCCTGAAGACAACGCC 

TCTTTCAAACGCCTGCTTGGCGACGGCAGCGATTTCGGCATTTCCATCAGTTATGCCGTG 

CAACCCAGTCCGGACGGCTTGGCACAGGCATTTATCATCGGCGAAGAATTTATCGGCAAC 

GACAATGTTTGCTTGGTTTTGGGCGACAATATTTTTTACGGTCAGTCGTTTACGCAAACA 

TTGAAACAGGCGGCAGCGCAAACGCACGGCGCAACCGTGTTTGCTTATCAGGTCAAAAAC 

CCCGAACGTTTCGGCGTGGTTGAATTTAACGAAAACTTCCGCGCCGTTTCCATCGAAGAA 

AAACCGCAACGGCCCAAATCCGATTGGGCGGTAACCGGCTTGTATTTCTACGACAACCGC 

GCCGTCGAGTTCGCCAAACAGCTCAAACCGTCCGCACGCGGCGAATTGGAAATTACCGAC 

CTCAACCGGATGTATTTGGAAGACGGCTCGCTCTCCGTTCAAATATTGGGACGCGGTTTC 

GCGTGGCTGGACACCGGCACCCACGAGAGCCTGCACGAAGCCGCTTCATTCGTCCAAACC 

GTGCAAAATATCCAAAACCTGCACATCGCCTGCCTCGAAGAAATCGCTTGGCGCAACGGT 

TGGCTTTCCGATGAAAAACTGGAAGAATTGGCGCGCCCGATGGCGAAAAACCAATACGGC 

CAATATTTGCTGCGCCTGTTGAAAAAATAATGTTTGAGGCCGTCTGAAACTTTTCAGACG 

GCCTTTAGATGAAAGATAAAAAGATGAACATCATTGATACCGCCATTCCTGACGTAAAAC 

TGCTTGAGCCCCAAGTCTTCGGCGACGCGCGCGGCTTTTTTATGGAAACCTTCCGCGA^ 

AGTGGTTTAAAACCCAAGTCTGCGAACGCACCTTCGTGCAGGAAAACCACTCCAAATCCG 

GCAAAGGCGTATTGCGCGGCCTGCACTATCAAACTGAAAACACACAAGGCAAACTCGTAC 

GCGTGGTTGTCGGCGAAGTATTCGACGTGGCCGTCGATATGCGTAAAGACTCCCCCACTT 

TCGGCAAATGGGTAGGCGAAATTCTGTCCGCAGAAAACAAACGCCAACTGTGGGTACCCG 

AAGGTTTCGCACACGGCTTCTATGTACTGAGCGATGAAGCCGAGTTCGTCTATAAATGCA 

CAGACTATTACAACCCC7UWVGCCGAACACTCGCTGATTTGGAATGATCCGAGCGTCGGCA 

TCGACTGGCCGTTGCAAGGCGAGCCGAACCTGTCGCCTAAAGACTTGGCAGGCAAAGTAT 

TGTCTGAAGCGGTAACGTTTTAAAAATAATTCAGGCCGTCTGAAAGAATGTTCCTCTTTT 

CAGACGGCCTACAATCCATTAATAACAATAATCGACGAAAACGCATTGTGAAAAACGCCT 

ACATCCCCTCTCGCGGCATCCGCAAAATCCCCCATCTCTCCACCCTATTGCCTGAATTTC 

ATATCTGCAAAGACGGGAAAGAAGCAGAGGCTGTTGTCGGCTGGGGTTTGCGCCCGACGA 

CACACAAAGCGCGTGCTTTTGCCGCTGAACACCAGCTTCCCTTTATTGCTTTGGAAGACG 

GCTTTTTACGATCGCTCGGACTGGGTGTCGCCGGTTATCCGCCCTACTCTATCGTCTATG 

ACGACATCGGCATCTACTACGACACCACACGTCCTTCGCGTTTGGAACAACTGATTCTTG 

CCGCCGATACCATGCCGTCTGAAACCTTGGCTCAGGCGCAGCAGGCGATGGATTTCATCC 

TGCAACACCACCTGTCCAAATACAACCACGCGCCCGAACTTTCAGACGACCATCCTTTAC 

GTTCCCCATCCAAACCCGAAACCGTCCrCATCATCGACCAAACCTTCGGCGATATGGCCA 

TCCAATATGGCGGCGCAGACGCCTCTACGTTTGAACTGATGTTTCAGACGGCCTTAAATG 

AAAACCCGCAAGCCGATATCTGGGTAAAAACCCATCCCGATGTTTTGTGCGGCAAAAAAC 

AAGGCTATCTGACCCAACTGGCGCAGCAACACCGCGTCCATCTTTTGGCAGAAGACATCA 

ATCCGATTTCTTTGTTGCAAAACGTTGATAAAGTTTATTGCGTTACCTCGCAAATGGGTT 

TTGAGGCGCTTTTGTGCGGCAAACCGCTGACCACTTTCGGCCTGCCGTGGTATGCCGGAT 

GGGGTGTAAGCGACGACeGCCATCCTGAAATCAACCGCCTTGTTCAAACCCAACGCCGCG 

CCACCCGCAACTTGCTGCAGCTCTTCGCCGCAGCCTATCTGCAATACAGCCGCTACCTCA 

ACCCCAATACCGGCGAAGCAGGCAGCCTCTTTGATGTCATCGACTATCTGGCGACGGTCA 

AACGTAAAAACGACAAATTGCGTCGCGAGTTATATTGCGTCGGTATGTCTTTGTGGAAAC 

GCGCGGTTGCCAAACCGTTCTTTAACGTACCCTCTTGCCGTCTGAAATTTATCTCTTCCA 

CCCAAAAACTGGCAAGGGTCAAACTGTCCGACGATGCACGCATCCTGGCTTGGGGCAACG 

GCAAAGAGGCCATCGTCa»:TTTCCCGAACMCACCACATCCCCCTGCTGCGCATGGAAG 

ACGGCTTTATCCGCTCGGTCGGACTCGGCTCCAACTTAGTGCCGCCGCTGTCGCTCGTTA 

CCGACGATATGAGCATTTATTTCAATGCCGAAACCCCGTCCCGTCTTGAATACATCCTAC 

AAAACCAAAACTTCGACGATCAAGACTTTraGAOHSCCTTGAA 

CCGAAAACCACATCAGTAAATACAACGTO3GCAGCTCAGACTTCACCGCCCCGTCAACCG 
ACAAAACCGTGATCCTCGTTCCCGGCCAGGTTGAAGATGATGCGTCTATCCGCTACGGTT 
CGCCCCAAATCTACCGCAATCTGGATTTGCTCCGTACCGTACGCGAACGAAACCCCAATG 
CCTATATCATCTACAAACCGCATCCCGATGTAGTCAGCGGTAACCGCATCGGCCATATTT 
CCCCTGAAGATGCTGCACGATATGCCGACCAAACCGCCGAACAAGCCGACATCCTGACCT 
GTCTCCAATACGCAGACGAAATACATACCATGACTTCGCTGACCGGTTTTGAAGCCTTGT 
TGCGCGGCAAAAAAGTCAGCTGCTACGGCCTGCCTTTTTACGCAGGCTGGGGGCTTACCC 
AAGATCTGCTCCCCATCCCGCGCCGTAGCaxrAGACTTGAGCTTTGGCAGCTGATTGCCG 
GCACGCTCATCCACTATCCCGACTACATCCACCCCGAAACCCATCAGGCCATAAATGCAG 
AAACCGCAGCCCAAATCCTGATACGACAAAAAAATATGCAAAAAAACAACAACGGATTAC 
ATCGCGGGTGCTTTGCCAAAAAATTAGGTAAAATCAAACAACTATATCGATCTTTCAAAT 
AAATACCATCAAAGTTAACGATGCGTCATAAACTTGCCTCTATTGCGGCATCATTGCCTT 
TGCATCGTTAATTCTCTTGGCGTATGCTTGAAAGTTCAACCTAAAACTATTACATAAAAA 
ACAAAACCACATTGCAAtyiTGAAACAGACCGTCCTCAAAAATAACCTGCAAAACCTGCTT 
C5AAAGCGCAGAAAATATCCTGCTGCTTCAAGGCCCTGTCGGCGATTTTTTTCTGCGCCT^ 
GCCGACTGGCTGACTGCAAACGGCAAAACCGTACATAAATTCAACTTTAATGCAGGCGAC 
GACTATTTTTATCCGCCCACTCAAGCGCATACCGTTGTTTTTAACGACAACTACGATGCC 
-TTTCCTGAGlTTTTGCAAGAATACATCACnX^ACATCACATCCAGGCCGTTGTCTGCTTT 
GGCGACACACGCCCTTATCACGTCATTGCAAAACGCATTGCAAACGAAAACCAAGCCAGT 



wo 00/66791 PCT/USOO/05928 
Appendix A -22- 



TTCTGGGCGTTTGAAGAAGGCTATTTCCGCCCCTACTACATCACCTTAGAAAAAGACGGC 

GTCAACGCATTTTCCCCGTTGCCGCGCCGTGCCGACTTTTTTCTTGAACAATTCCCTAAG 

CTTGCCCAGCAAGAATATAAAGCGCCAACGCCGGTACACGGCGGTTTTACGCCCATGGCA 

AAAAACGCTATCCGTTACTATATCGAGTTGTTCCGCAATCCACGCAAATACCCCGACTAC 

ATCCACCACCGCGCACCCAATGCCGGCCATTACCTCAAACCGTGGTCGCTCTCCATCCTC 

AAGCGTTTGAACTACTATATTGAAGACATCCAAATCGCCAAACGTGTGGAAGCAGGCAAA 

TACGGCAAGTTTTTTATTGTTCCCTTACAGGTATTCAACGACAGCCAAGTCCGTATCCAT 

TGCGACTTTCCCAGCGTCCGCAGCTTCCTGCTCCATGTTTTGAGTTCATTTGCCGAGCAC 

GCGCCTGCCGATACCAACATCATCATCAAGCATCATCCGATGGACCGCGGTTTTATCGAC 

TACTGGCGCGACATTAAACGCTTTATCAAAGAACACCCCGAACTCAAAGGCCGTGTGATT 

TATGTCCATGATGTCCCCCTGCCCGTTTTCCTGCGCCACGGTCTCGGCATGGTCACCATC 

AACAGCACCAGCGGCCTGTCCGGACTGATTCACAATATGCCAGTTAAGGTTCTCGGCCGT 

GCCTATTATGATATTCCCGGCATTACTGACCAAAATACCTTGGCAGAATTTTGGAATCAT 

CCGACACCGCCTGACAAAGAGCTGTTCCATGCCTACCGAATGTACCACCTCAACGTGACC 

CAAATTAACGGCAACTTCTACAGTCAGGTGTTTTTCCCCAACAAAAAAACCTCCAACTCT 

TCCACACCAGTAATCTGAeTTAGCGAAGGAAGTTCAGGCCGTCTGAAAACATTTCAGACG 

GCCTGAAACAATCAATACCTTAGCTACTGCCATGTAAATAAAACACAAAAATCTGCATTT 

ATCATTAACAATAAATTACAAAAACAGTATAATGACCGAGCTGCCATGAGCGCATACCGA 

CTCAACCTGAGCCCTTTGTAACACACAAAATATGGATATATCCCTAGGCAAAACAATATA 

ACAAGCCAAACATCCTAAAGATAAGCCGGCAAGGCAATACACTCTATAAAACTATGCCGA 

GCAAAATTTTTACAAAGCCCTCAACCGGTATCGCCGCCCATATGCCGCAGCATCCGTCTT 

CCACTTTATATCCGCCCGCAAACCATGACCGCCGCTCCTGATATCCTCTACCGGCAAGCC 

GCCGCCCTTTTGGAACAATCCAATACCGCCCAAGCCCTGCCCCTGTTGCAACAGGCGGCA 

GAGCAAGGTTATGCGGAAGCTGCTTTCGTATTGGGCAACCATCTGCTGCAAAACGGCCAA 

CCGGAGCAGGCACTTTCATGGTTGGAAGCCGCCGCGGCCCAACGCCATCCCAAAGCACTC 

TTCTCCCTGCTGCAACAACGCGAACACAACGGCACCCCGACCGGACAGCTTCTCAACGAC 

TATGCCTGGCTGGGTGAGGAGGGGCACTCAGAAGCCCAATTAATCCTCATGCGTTACCAC 

GCGCAACGCAACGATCCACAATCGCTCTACTGGGCGGAACTTGCTGCCGCCCGATATGCC 

GCACCTGCGTATTACCATCTGGCACGCCATCATCAACGCCAAGGCGACGTTGAAACAGCC 

ATCGAACAATACGAAAAAGCGGCAGCACTCGGCGTAACTGCCGCCTGCTGGCAACTTGGT 

CAAATCTACTTCTACGGTACAGGTGTCAGCCCCAACCACGCACAAGCCGAACACTATCTC 

GAACCAGCCGCACAAGCCGGCCACATCGCCGCACAAACGCTGCTGGCTGACCTTCTTGCC 

GCCCAACGCAAACCTGAAGCCTTGGAATGGTATCGTCGTGCCGCCGATAAGGAACAAGCG 

GAAGCACAGTCTAAGCTGGCCCAATACGCCCTGACCGGCGAACTTTCCGAACGCGATCCG 

TTCCAAGCGGCACGATATGCCAAAGCCGCTGCCGAGAAAAACCATCCTGAAGCCCTG/iAA 

ATCATGGGCGACCTCTACCGCTACGGTCTCGGTATCAAAGCCGACAACCATATCGCGCAA 

GATTACTACCACCGTGCCGCCGCGCTGGGTTCTGCCGCCGCAGCACAAAAACTCATCAGC 

GACGCCGCGCTGTACCATCCGCAACAATACGAACAAATCAAAACTGCCGCCTGCAACAAC 

AACAAACCGAAACCATCTACCGTTTGGCGGAAGCACAAGCCTGCGCCATCGGCCGTCCCG 

CCGACTACAATGCCGCGCGAAAAAATTACATGGAAGCTGCCGGGTTCCACCATAAAAACG 

CAGCGGCAGCCTTAGGCCGCATCTACCATTACGGCCTCGGTACGGCGCAAGATCCTCGGG 

CGGCTGCACACTGGTACGCCATTGCTGCCGAACAAAACCACCCTTCCGCCCAATACCACC 

TCGCCTGTTTTTACTATCACGGGCAAGGTGTCGGCTGTCATGTTCCGACCGCCTGCTACT 

GGCTGCAGGCCGCCATCGGCAACGGCCACACTTCGGCCGAATCATTAATATCCCTATTAG 

AACAATGGCGACGCGAAGCACACCATGCCATCGGACAAAAGGCCGTCTGAAAAGATTTAC 

ACTCGCATTTTTTGACAATCTTTAACTATTCCCCTAATATTTGCCAGTTATTTTTCACGG 

ACACGCCATTGTTTTCATTTCTTTCTGAAAACACCTTGTCCGCGCATCAATACCATGACA 

CTCGGCGGATAACGCCAAGCGTTGAAACACACTACATCCGGAACAAAAACGGATGCTCGG 

AAAAATATTTCTAGGAGGTGAAACAACATGGAATGGGAATTCAACAGTTATTACACACTG 

ATTGCCGCCACGCTCGTGTTGCTGGTTGGTAAATTTCTGGTTCAAAAAATCAAATTCTTA 

CGAGACTTCMTATTCCCGAGCCGGTAGCCGGCGGTTTGATTGCCGCTATCGTCCTGTTC 

GCCCTGCACGAGGCGTACGGCGTGAGCTTCAAATTTGAGAAACCGCTGCAAAATGCGTTT 

ATGCTGATTTTTTTCACGTCCATCGGCTTGAGCGCGGATTTTTCCCGTTTGAAGGCGGGC 

GGTTTGCCGCTGGTGGTTTTTACCGCGATTGTGGGCGGATTTATCTTGGTGCAAAACTTT 

GTCGGGGTCGGACTGGCTACGGCTTTGGGTTTGGATCCGCTCATCGGTCTGATTACCGGT 

TCGGTGTCGCTGACGGGCGGACACGGTACGTCAGGTGCGTGGGGACCTAATTTTGAAACG 

CAATACGGCTTGGTCGGCGCAACCGGTTTGGGTATTGCATCGGCTACTTTCGGGCTGGTG 

TTCGGCGGCCTGATCGGCGGGCCGGTTGCGCGCCGCCTGATCAACAAAATGGGCCGCAAA 

CCGGTTGAAAACAAAAAACAGGATCAGGACGACAACGCGGACGACGTGTTCGAGCAGGCA 

AAACGCACCCGCCTGATTACGGCGGAATCTGCCGTTGAAACGCTTGCCATGTTTGCCGCG 

TGTTTGGCGTTTGCCGAGATTATGGACGGCTTCGACAAAGAATATCTGTTCGACCTGCCC 

AAATTCGTGTGGTGTCTGTTTGGCGGCGTGGTCATCCGCAACATCCTCACTGCCGCATTC 

AAGGTCAATATGTTCGACCGCGCCATCGATGTGTTCGGCAATGCTTCGCTTTCGCTTTTC 

TTGGCAATGGCGTTGCTGAATTTGAAACTGTGGGAGCTGACCGGTTTGGCGGGGCCTGTA 

ACCGTGATTCTTGCCGTACAAACCGTGGTGATGGTTTTGTACGCGACTTTTGTTACCTAT 

GTCTTTATGGGGCGCGACTATGATGCGGCAGTATTGGCTGCCGGCCATTGCGGTTTCGGC 

TTGGGTGCAACGCCGACGGCGGTGGCAAATATGCAGTCCGTGACGCATACTTTCGGCGCG 

TCGCATAAGGCGTTTTTGATTGTGCCTATGGTCGGCGCGTTCTTCGTCGATTTGATTAAT 

GCCGCGATTCTCACCGGTTTTGTGAATTTCTTTAAAGGCTGATTTTCCGCCTTTCCGACA 

AAGCACCTGCAAGGTTTACCGCCTGCAGGTGCTTTTGCTATGATAGCCGCTATCGGTCTG 

CACCGTTTGGAAGGAACATCATGTATCGGAAACTCATTGCGCTGCCGtTTGCCCTGCTGC 

TTGCCGCTTGCGGCAGGGAAGAACCGCCCAAGGCATTGGAATGCGCCAACCCCGCCGTGT 

TGCAAGGCATACGCGGCAATATTCAGGAAACGCTCACGCAGGAAGCGCGTTCTTTCGCGC 

GCGaAGACGGCAGGCAGTTTGTCGATGCCGACAAAATTATCQCCGCCGCCTACGGTTTGG 

CGTTTTCTTTGGAACACGCTTCGGAAACGCAGGAAGGCGGGCGCACGTTCTGTATCGCCG 
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ATTTGAACATTACCGTGCCGTCTGAAACGCTTGCCGATGCCAAGGCAAACAGCCCCCTGT 

TGTACGGGGAAACTGCTTTGTCGGATATTGTGCGGCAGAAGACGGGCGGCAATGTCGAGT 

TTAAAGACGGCGTATTGACGGCAGCCGTCCGCTTCCTGCCCGTCAAAGACGGTCAGACGG 

CATTTGTCGACAACACGGTCGGTATGGCGGCGCAAACGCTGTCTGCCGCGCTGCTGCCTT 

ACGGCGTGAAGAGCATCGTGATGATAGACGGCAAGGCGGTGAAAAAAGAAGACGCGGTCA 

GGATTTTGAGCGGAAAAGCCCGTGAAGAAGAACCGTCCAAACCCACGCCCGAAGACATTT 

TGGAACACAATGCCGCCGGCGGCGATGCGGGCGTACCCCAAGCCGCAGAAGGCGCGCCCG 

AACCGGAAATCCTGCATCCTGACGACGGCGAGCGTGCCGATACCGTTACCGTATCACGGG 

GCGAAGTGGAAGAGGCGCGCGTACAAAACCAGCGTGCGGAATCCGAAATTACCAAACTTT 

GGGGAGGACTCGATACCGACGTGCAAAAAGAGTTGGTCGGCGAACAACGCAAGTGGGCGC 

AGGAAAAAATCAGCAACTGCCGACAAGCCGCCGCGCAGGCAGACCGGCAGGAATACGCCG 

AATACCTCAAGCTGCAATGCGACACGCGGATGACGCGCGAACGGATACAGTATCTTCGCG 

GCTATTCCATCGATTAGGGGCAAACCGATGAATACCGTCCCAAAAAGCAGGATTCCCGTC 

AAACCGGTGCCCGAAAAAACCACAGACGAAGCCAAAGTCGAAAAATGGCGGCAGCTCGGT 

GCGGAACACGGTTTGTCGGGCGAATGGGCAGTTGCCGTCAGATTGGGCGAAAACGGTTTT 

ACCGAAGAACAGATGGAAAATATCGCCAACCTGTTCGGCAGATAAAGAGAAAATTGACGG 

AAATGCCGTCTGAAACCCTGTTATCGGTTTCAGACGGCATTTTGACCAATACGGTACGCA 

GGCGCAAAACAGCCGGCTTTTCCTGTGTTGCCTATGCTGATGTTTCAACACACAGGACGA 

TACAAAAAACGTCGCCCTATGTGCCGTCCTGATTCGGAAGGGTTACGCTCCTTCCAAATA 

TAGTGGATTAACAAAAACCGGTACGGCGTTGTCTCGCCTTAGCTCAAAGAGAACGATTCT 

CTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATCTGTACTGTCTGCGGCTTCG 

TTGCCTTGTCCTGATTTTTGTTAATCCACTATAAATCGAGCCTAAAACAATGCCGTCTGA 

AACGGAAATCTGTTTCAGACGGCATTGTTACATTCAAACGGCGGGCCGTTTATTTGAATT 

TGTAGGTGTATTGCAGACCGATGATGTCGGCGTGGTTTTTGAAACGTGCGGAAGACGCGC 

CTTTGCTGTCCACATCGTTGCCGCTTGCCTTCGCCGTGCGGTAGCTGGTGTCGTTGATGT 

GGATGTGGGTGTAGGCGGCATCGACGACGTGGTTTTTACCGATATGGTATTTCATACCGG 

CGGAGAACCAGATGCGGTTGGCGTCGGGTAGGCTGTTCATGCGGTAGTCGGCGTTGCGGA 

CGGGCGATTTGTCAAAAGCGATGCCGGCGCGCAGTTGCAGCGGTTCGCTGATTTGATAAG 

AACCGCCGAAGCCGACTTTGTAGGTGTTGCGCCAGTTGGGGGTGATGGTGGTGCGGTCGG 

ATTTGCCTTTGACGACGGTTTTTTCTTTTTCAAAAACCAGTTCCGCCTTATCGAAGCGGC 

TGTGGCGCGTCCAAGTTACGTCGCCGAACAGGTCGGCTTTATCGGACACTTTGTACATAC 

CGTGTACGGACAAAGACTCAGGCGTAACGATTTTAACGCGGGCTTTTTCATTCGCCGTGT 

AGCCGTTTGCTGCAAGCATCGTACTCCACATTGCTTTCGCCGCCGCGCCGTCTGCCGCCC 

ATTCGGCATCGCCTTTGAGCGTGTGCGAGACTTTGGAACGGTAGTTCACGCCCACGCGCG 

CACGGTCGTTGATGTCCCACATCCACGCCAGTTGGTAGCCGAAGCCCCAATCGCTGCCTT 

TGACATCGGCGTGTCCGTCGGCCTGAATTTTTGCAGCTTCGGCTACACCGTTAGGTTTGG 

GCGGTTTTGCCGTCAATATCTCTGCTTTACTCTTAATCCCCCAGTCGGCATATTTGCGCA 

GTTCGGCGGAAGTATGTTGGGCGATGATGCCTGCGCCGAAGGAATGGCGGTCGTTGAGTT 

TCCACGCGGCGACAGGTTCGACGGCGATGCTGGTCAGACCGAGTTTGTTGATGTTGTGGC 

GCAACACGGAATCTTTTTCGTATTCGGTGGCAGAGCCGAAGGGGACGTACACGCCCAAGC 

CCACGGTCAGATTGTCGTTGACTTTGTATGCGCCGTAGATGTGGGGCGCGACCGTGGTTT 

TGGTGATTTTGCCGCTTTTCGAACCTTGGACGGGAAGCCCGGTAAAGTCGGTGGCGGAAT 

CCGCCTCATAATGAATGCTGGGCAGCACGATGTTGGCGTTGACGGAAATCTGGCTGCTGT 

CGAGTTTGGTCAGGCCGGCAGGGTTGTAGAAGATGGTCGATGCGTCGGCGGCTTCTGCGG 

CGGCGGCATTTGCCGTGCTTTGCGCGTTGACCGACTGTGTGCCGAAGTGGTAGCCGGATG 

CGTGGACGGATGCGGCGGCAAAGGCAGTGCCGAGCAGCAGGACGGTTTTTTTCAGTGCGG 

AAGGGGTCATTTCGGTTTCCGTAAAAAGGCGGACGGTGGATAAATATAGTGGATTAACAA 

AAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAGATAGTACGGCAAGGCGAGGCAAC 

GCTGTACTGGTTTAAATTTAATCCACTATAAAAAAGGCAGTCGGAAATGCCTTGTTTCGC 

TTTAGTATAGGTACTCGATTTTATCCGATGTTGCCGGATTTGCACAATTTTTTCAGAGTT 

TGCCCGAACCGCCGCGCCGCCGCAAAAAATGCCGTCTGAAGCCTCGGGCATCGGCTTCAG 

ACGGCATTTTCCACTCAGGGCGGATTATTTGACGCGCAGCACTTCCAGTGTGTTGGTCGA 

ACCGGATTCGCGCATTTGCGAACCGCTGGTAATGATGTATTGGTCGCCGGAATGCAGGAT 

GTTGTGTTCCACCAGCATCGTTTCGACTTCGTTTAACGCCGTGTCGTGGTCGGTACTGGT 

TGCCAAAATCAGCGGGCGCACGCCCCGGTACATCGCCATACGGCGTTGGGCGGAAACGCT 

CGGGGTCAGCGCGAAAATCGGCAGGGTGATGTTGTGGCGGCTGATTTCAAAGGCGGTCGA 

ACCGCTTTCGGTCAGGGCGACGATGGCTTTGGCGTGAACCGCGCGCGCCACGCTGACCGC 

ACCGCCGGCAACCGCCAGGTTGGTGCTGACCGCTTCGGGATACTCGACCTGTTCGGCAAC 

GCCGTTGAGCGAATCCTGCTCTTTTTCCGCAGCCGCGCAGATAATCGCCATTTGGCTGAC 

GGTTTCAAACGGATACGCGCCGACGGCGGTTTCGGCGGAACACATCACCGCATCGGTACC 

GTCCAATACCGCGTTTGCCACATCGCTGACTTCCGCGCGGGTCGGTACGGGGTTGGTAAT 

CATCGATTCCATCATTTGCGTCGCCGTAATGCTGAAGCGGCGCAACTCGCGGGCGCGGCG 

GATCATCCGTTTTTGCAGGGCGGGGACGGCGGCGTGTCCGACTTCGACCGCCAAGTCGCC 

GCGCGCAACCATAATGCCGTCGCCGGCGAGGATGATTTCGTCCAAGTTTTCAATCGCTTC 

CACGCGTTCGATTTTGGAAACCAAACCGGGGCGCACGGCCGTGCTGCCCTTCATTTCTTC 

TTCGACTTTGGCGCGCGCGATATGCAAATCTTCGGCGGATTTCACAAAGCTGATGGCGAG 

GTAGTCGCAACCGATGGCAATCGCGGTTTTCAGGTCGCGGAAGTCTTTTTCGGTCAACGC 

GCCTGCGGACAGACCGCCACCGCGTTTGTTGATGCCCTTGTTGCTTTTCAGGACGTGGCT 

GTTTTCCACCCTTGTGATAATCCTGCTGCCTTCGACGGATTCCACGGTCAGGGTCAGCAG 

GCCGTCGTCCAGCCACAAGACATCGCCTGCGGCAACGTCGTCGGGCAGGTCGCGGTAGTC 

CAAACCGACCGCCTCGCGCGTGCCTTCGCCTTCGAGCGCGGCATCCAGTACCAGCGTTTC 

GCCTTTGTTCAATTCGATGCCGCCGCCGGCGATTTTGCCCACGCGGATTTTCGGGCCCTG 

CAGGTCGGCAATGATGGCGATTTCCTGTCCGGCGCGTTTTGCCGCCTCGCGCACGATGAG 

GGGGTTTTCCTGATGGAATTCGGGCGTGCCGTGGCTGAAGTTGAAGCGGACGACGTTCAG 

ACCGCCGACGCGGATCATGTCTTCCAACAGTTCGACGTTGTTGCTGCCCGGCCCAAGGGT 
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GGCGACGATTTTAGTGTTGTGGCTGATGCGGGTCAGATCGCGGCTTGTCTGGTTCATATG 

AAAGTCCTTTTGGTCTCAATCGGGTGTTTTGCGGTATTTTGTTACAAAATTACAGAAATT 

TGGAACCGGTTTGATGTCCATTTGATGAACGCGGCGGAATATTCTGTAAAAATATGATTT 

AAATTAATAGTTTGATATTTTACCTGCAAACCGCCTTTTTTGGCGCAAAATTACACGGTT 

TTATGACTTAGGCTAAATTTATTTTGGGGCTGTCCTAGATAACTAGGGAAATTCAAATTA 

AGTTAGAATTATCCCTATGAGAAAAAGTCGTCTAAGCCGGTATAAACAAAATAAACTCAT 

TGAGCTATTTGTCGCAGGTGTAACTGCAAGAACAGCAGCAGAGTTAGTAGGCGTTAATAA 

AAATACCGCAGCCTATTATTTTCATCGTTTACGATGACTTAATTTATCAAAACAGCCCAC 

ATTTAGAAATGTTTGATGGCGAAGTAGAAGCAGATGAAAGTTATTTTGGCGGACAACGCA 

AAGGCAAACGCGGTCGCGGTGCTGCCGGTAAAGTCGCCGTATTCGGTCTTTTGAAGCGAA 

ATGGTAAGGTTTATACGGTTACAGTACCGAATACTCAAACCGCTACTTTATTTCCTATTA 

TCC GTGAAC AAGTGAAACCTGACAGC ATTTTTTATAC GGATTGTTATCGT AGCTATGATG 

TATTAGATGTGCGCGAATTTAGCCATTTTAGCTTCGCTGAAACTTCGTTTTCGTATCAAT 

CACAGCACACATTTTGCCGAACGACAAAACCATATTAATGGAATTGAGAACTTTTGGAAC 

CAGGCAAAACGTCATTTACGCAAGTCTAACGGCATTCCCAAAGCGCATTTTGAGCTGTAT 

TTAAAGGAGTGCGAACGACGTTTTAACAACAGTGAGATAAAAGTTCTTGTTCCATTTTAA 

AACAATTAGTAAAATCGAGTTTATCrrTAGTTATCTAGGACAGCCCCGTTTGTGTACTGAA 

ATGCTTCAAAACACCAAACCAAGTTTCGTTTTCTAAAATACGAAACCATTACTGCTGCCT 

AAATTTTTTTGGATTGCTAAATTATGGCAGTATGATTTTGGATTTTAAATTGAAAGGCAA 

GAAAAATGTCAAAAAATGATGTAGTTAAAGTAATTGGTATATTCCCCCTATTGTCCGAAC 

AATAGAGCAGACTTCCCGGCAGGCTGCCCACATCAGAACGCCCGTTCGCTGGTTTGTACG 

TCCTGAAAAAGCTCTTGCATTAAGTTAATCATAATGGGAAATTTAAATTTTTTTAATGCT 

TACTTAAACAAAAGCCCCACTCCACCATTAGGAGTTTCTTTTTCAGTATACAAGTAAATA 

TTTTTAAAATATTGATTTAATTTAAAATAAAATACTTGCAAAAAAAGTATTAAATTAAAC 

TTAAGAAAGGTTAATTCTGATTTACATTTCCAACCATACTTCTTTACAGGAGAAAATCAT 

GAAAGAGTTACACACCTCTGAATTAGTTGAAGTGTCAGGTGGCAAATTCCATATCTTTGC 

ACAGGGTGGCGGCAACCTAGGTAAAAAAGATATGGTTGCTGTTGGTAAAATTGGTGCTTC 

CTATTCCCCTAACAATAGTGGAGTAGAGTTTTCTGTTAGCAAGCAATTTGGATATGTACA 

AGGTCTTGGTGTACAGTTTTCGAAACCTACTTTTGGTATTAGTAAAJ\AATGGTAAGATTT 

TTTGTTTTATCCTTTCTGACATTAATAAATCTATGCTCATTAAGCGCATGCAATAGCCAC 

TTTACAGGAAATATCfiATCCATTAGGTACTCACAATAAAGTTGCTAATCCCAATTGTGCC 

AATAGTGCCAATAGTCATATCAGACAACCCAGTAGGAAAAACTATGATCCAACTGAATAT 

AGTGCTTGGTTACAGTATATGCATGATTGCAAATAATGAGTAACGATGAAAATTTACTTT 

TTTCTCAACCACACTTAACAAAGGTGAATATTATGCAAGTTTTGACTTTGAATGAAATTT 

AACAAGTTTCTGGTGCTGCTTGTAACTGGCGTGATTTCTCAAAAAATACCATTGGTAGTG 

CATTAGGTGGAGCAGCTGGTGGGGCAATTGTTGGTTCATTTGCAGGTGGTATTGGTGCTA 

TTCCAGGTGCGAAATTCGGAGCTATTGGTGGTGCAATCACTGGTGCTGTACAATATGGAA 

GCACTTGTTGGTGGTAATATTCCTTAATAAAACTAGGGTATTTTGATATTTTCTATTCAA 

AATACCCTAGTTTTTCATAAGAACTTAAATACAAAAAGGAACAAATAATGAAAAAATATA 

GTGATTATTTTAAATATTTAATCTTTTTTTTGATTTTACTCCCAACAAATTATCTCGTAT 

CTCATTATGTGGTACAAACCTCAATGAGTATGTTAAGCATTTTAAGTTCTTCTATAATAA 

CAACTTGCCTTTTTTTTGTTTTTACAAATTTATCCCAATCAAAGAAACATAAATAAGTAC 

ACATGTCTAACAATCACTCATTTTTCAGACCAGAAGTCTTTGTAGCTCAACGGAACAAGT 

GGACAGGACCAGTAGGCTGGGTTGACGCAATGGGAGCTGGTATTTTCTCTGTTGCTGGCG 

GATACAATATCGGTCGTGGCATGATGAAGCCATAAGATAATTACATCATTAAGGAAAAGG 

TAATTTCAGTTACAGCAATATGTATTGAAGTTACCTTTTTCTATTTAGATTGAACAATTT 

TGAAAGAGAAAAATTATGAATACTGAAACCATTTACGCCACtGTCTTTTGCATTTTAGCT 

GCAACCATTTCTGGATTATTGGTTAAATTTAATGTAATTAAAATAGAAACATCAATCAAT 

AGCAAATTTATGTTATTAGGCATAAGTATTTTAATTATTGGTATTTTTCTATCCATTTTT 

TTTTAAGAAATAATAATAAATGTCCCACTTATTCCGAAAAGAAGTCTTTGTAGCCCAACA 

AAATAAGTGGACAGGTCAGGTTATCTTGACCCGTCCATTCTGTTTTTTATTTCTGACTTT 

TTGCGCTTTTCTCATTGCTCTGTGTATCATTATCTTTTTGATTTTTGGTAGCTATACCAA 

TAAAACAACCGTTGAAGGTCAATTACTTCCAACTATGGGGGTGGTTCGTGTTTACTCTTC 

CGATATCGGCACGATTACGCATAAATTTGTTGAAGATGGTAACTTTGTCAAAGCTGGCGA 

ACCATTGTTCAAACTTTCCACATCGCGTTTTGGCGAAAAAGGAAACGTACAAGCCAAATT 

GGCAGCAGAAGCCAACCTTAAAAAAACTTTGGCATTACAAGAATTGGAACGTTTAAAGCG 

CATTCATCAAAATGAGCAAAAAAATGTTCATAACAACATTCATCGTTTAAACAATCAATT 

AGAGAATATTAAACAGCAAATTACAGGGCAAAATCGTCAAATTCGTTTAGCGGAAAAAAC 

CCTTAACAAGAACAAGTTTTTAGCCAGTCAAGGCGCAGTATCCCAACAAGATAAGATGAC 

CGCCGAAAGCCATTTATTGGAACAACGCTCACGTTTGGAGAGCCTAAAACXSTGAACAAAA 

TAATGCAATCAGGGAACTTGATGAACAGAAAATCACATTAAGCAGCCTGCCTGAACGCCA 

TAAAACCGAATTGAGCCAACTCAACCGTGCGATTACGGAAATGAACCAAGAAATTTTGGA 

TTTTGATTTGAAATCCGAACAAACCATACGAGCTAGTAAATCAGGTTGAGACCTTTGCAA 

AAATAATCTGTTAACGAAATTTGACGCATAAAAATGCGCCAAAAAATTTTCAATTGCCTA 

AAACCTTCCTAATATTGAGCAAAAAGTAGGAAAAATCAGAAAAGTTTTGCATTTTGAAAA 

TGAGATTGAGCATAAAATTTTAGTAACCTATGTTATTGCAAAGGTCTCAGGTTATATATC 

AACAATTAATGTTGATATAGGGCAACAAGTTGAACCGTCTAAATTGCTGTTAAGCATTGT 

CCCTGAACAAACTGAATTGGTCGCCAATCTTTACATACCCAGTAAAGCTGTTGGTTTTAT 

TAMCCGAAAGATAAAGTTGTTTTACGTTACCAAGCGTACCCTTACCAAAAATTTGGACA 

TGCCACAGGAGAAATTATTTCAGTTGCCAGAACTGCTCTCGGTAAACAAAAGCTATCAGG 

TTTAGGTATCATTTTCACTAACCCAACCTTATTAAATGAACCTGCCTATCTTGTGAAAGT 

TAAATTGGAAAAACAAACGATTAAAGCATACGGAGAAAACAAGCCGCTTCAAATTGGCAT 

GATTTTAGAAGCAGATATTCTCCATGAACGAAAAAATTGTACGAATGGGTACTTGACCCA 

CTTTACAGCATTTCAGGAAAAATCAATTAAAAATGGATTATTTATCAAGACTGTCCTTTG 

GATTTAACAAAAAGCTACCTGTCATTCTGCAAACAGAAGTTGCTGAATGTGGTTTAGCAT 
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GCCTGACATCCATCTTGTCCTATTATGGCTTTCACACTGATTTAAGAAGGTTACGCCAAA 
AATACACCCTGTCATTAAAGGGCGCAAATCTTGCAGACATCATGAGATTTGGCAATGAAA 
TGAATTTAACGCCACGAGCTTTGCGTTTAGAGTTAGATGAGCTGTCAAATTTACAACTAC 
CCTGCATTCTCCATTGGAACTTAAACCATTTTGTTGTACTTTGTTCCATTTCCAAAGACA 
GTATCGTCATTATGGACCCTGCTGTCGGTATGCGAAAAATCAAAATGGACGAAGTTTCAC 
AAAAATTCACAGGGATTGCCCTAGAATTATTCCCCAATACCCATTTTGAAGAGAAAAAAG 
AAACAAAGAAAATCAAAATATTATCTCTATTAAGGGGGGGTCAGGCTTAAAACGCTCTTT 
. AATTCAAATGCTTATATTAGCTATTTCTTTGGAAGTCTTTGCATTGGTTAGTCCATTCTT 
TATGCAATGGGTAATAGACCATGTCATTGTAACTGCTGATAAAAATTTATTATTGACCCT 
TACTTTGGGATTTGGTTTACTGACTATCCTGGAACAGTTAATTAGCCTGTTACAAGGATG 
GGTAGGTATGGACCTATCTAeAACTCTTAATTTACAATGGAAAGCCAATATATTTAAAAG 
GTTACTTGACTTACCTAATGACTATTTCAGTAAACGACATTTAGGAGATGTGATTTCAAG 
ATTTGGTTCAATAGATCATATCCAAGAAACACTAACTTCTACTTTTTTTGTTTTAGTTTT 
AAATAGCTTAATGGCTGTTTTTACTTTCGTGTTAATGACAATTTACAGCACTCAATTATC 
GCTGATTGTTCTTTTAACACTTGTTTTGTACATACTAATTCGTTGGCTTGCATATTACCC 
ATTAAGAAATGCAAGAGAAGAAAATATTGTTCATGAAGCCAAACAAAACTCATATTTCAT 
GGAAACCATTCGTGGTATCCAATCAGTTAAATTATTTGATAAACATTATCAAAGACATGG 
CACTTGGATGAGCCTATTTGTGAATACAGTCAATACCAAGCTGACAACAGATAAACTCTC 
TGCTTTATTTGAATTTTCAAATAAACTGTTGTTTAGCATGGAAAATGTTATCATAATTTA 
TCTTGGTGCAAGCGCAATTTTAGATGGTTCATTTACAGTCGGTGTTCTGATGGCTTTTTT 
GGCTTATAAAGGGCAATTTGAAAGCAGAACAGCTTCTCTOOT^ACCAATACATCCAAAT 
CAAAATGTTAGGGCTTCATGCTGAACGTTTGGCTGACATTACTTTAAATGAAACAGAAAC 
TGAAATTATTAAGTATAATCATATAeCTAAATTAGATAATGAACAACTGGTTCTTAAAGT 
TGAAAACGTCTCATTCAGATATGCTGATAATGAGCCATATCTTTTTGAAAACATTAATTT 
GGAATTTAAAGATAATGAAGCAGTTGTTTTAACAGGACAATCTGGTCGGGGGAAGTCCAC 
TTTGTTAAACATTTTAACAGGTAGCCTAAAACCTGAAACTGGTACAGTTAGTATTAATGG 
GCATGATATATATCAAGTTTCTCCATCCTTTATTAGGGGATTGAGCGGGATTGTTCGCCA 
AGATGATGTCCTTTTTGCAGGTTCTATTGGGGAAAATATTTCATTTTTTGATGAAAGCCC 
AAATATGGAGCTCATTGAACAATGTGCAAAAATGGCACAAATACATGACGATATACTTAA 
AATGCCAATGGG CTATGAGACC TTGATTGGCGATATGGGAAATATCTTATCAGGTGGACA 
AAAGCAGAGAGTTATCTlHiGCTCGTGCATTGTATAAACGACCCAAAATTCTATTTTTAGA 
CGAAGCAAGTAGCCATTTAGATGTAGAAAATGAACAAAAAATTAACCATAACCTAAAAAG 
TCTTGGTATTATGAAAATAATGGTTGCACACCGCCAAGAAACAATTCAATCGGCAGATAA 
AATTCTGAATTTAGGTTGAACAGAACAAGACTTCATTTTTCTTTAACAAAAAGTGAAGTC 
TTTTTTCAAATAATTTAATAGAATACATGAAAATAGCGGTTTAACGTTCCATTTCCCAAT 
CATCACGACTGGCTTTGTGTTTTGGCGATTTTTCAGTTTCCTTTTTCTGTTGAATTTGTT 
GTTTTTTCTGCTCTTGTTCCCATTTTTGGGCTAATTTCACGGTCTCATTTTCAGCCCATT 
CCATCACGGCACAACGATGTAGCTTTTCTCCGATATCGCCATTAAAGCCAGCTCCACGAA 
CTTCACCATAAATTCTTGAATATTTTTGATTATATTCAATTTCTTTTCCATTTTCTTTAA 
AGGATTTCTCCCACTTTTCACAAACTTCATCAAAATCTTTCAAAGGGATATTTTTTAAGG 
GGCTGTCCTAGATAACTAGGGAAATTCAAATTAAGTTAGAATTATCCCTATGAGAAAAAG 
TCGTCTAAGCCAGTATAAACAAAATAAACTCATTGAACTGTTTGTCACAGGTGTAACTGC 
AAGAACGGCAGCAGAGTTAGTAGGCGTTAATAAAAATACCGCAGCCTATTATTTTCATCG 
TTTACGATTACTTATTTATCAAAACAGTCCGCATTTGGAAATGTTTGATGGCGAAGTAGA 
AGCAGATGAAAGTTATTTTGGCGGACAACGCAAAGGCAAACGCGGTCGCGGTGCTGCCGG 
TAAAGTCGCCGTATTCGGTCTTTTGAAGCGAAATGGTAAGGTTTATACGGTTACAGTACC 
GAATACTCAAACCGCTACTTTATTTCCTATTATCCGTGAACAAGTGAAACCTGACAGCAT 
TTTTTATACGGATTGTTATCGTAGCTATGATGTATTAGATGTGCGCGAATTTAGCCATTT 
TAGCTTCGCTGAAACTTCGTTTTCGTATCAATCACAGCACACATTTTGCCGAACGACAAA 
ACCATATTAATGGAATTGAGAACTTTTGGAATCAGGCAAAACGTCATTTACGCAAGTTTA 
ACGGCATTCCCAAAGCGCATTTTGAGCTGTATTTAAAGGAGTGCGAATGGCGTTTTAACA 
ACAGTGAGATAAAAGTTCTTGTTCCyiTTTTAAAACAATTAGTAAAATCAAGTTTGTCCTA 
GTTATCTAGGACAGCCCCTTGTTTTTTGTTCGGCGGCTTGCGTGGTCGGGTAAAATGAAA 
GTTTTGAACGGTTGGTCGGACAGGAAGATGTGGCGGGTTTTGAGTGCTTTGCCGATAGGC 
GTGGTGTTTTTTGATTTGATCTACGGTTTTGTGTTGAATGTGTTWAGGGTTTGGATTTG 
CAGCGTGCCGTGGCGGATTCGGAAGGCGTGTTGGCGGTTACGCCCGATATTGCATTCAAC 
AGTTTGCAGATTGTCGCCAACGGCGGTATGGCGGCGGTGGTCTGTTTCGGGTTGGCGGTT 
GTGTTTTTGCTCAACCGTTCGGTGCGGCGGCGGCAGGTGTTGGAAATCGGGGTGTTCCGG 
ATGTTGGGGCTGGTGGCGGTATTGGCGTTCAGCGCGCCGTCGGTGTGGGAGTGGGCGAAC 
GCGCTGCCGCTGCTGCTGAAGGGCGCGGACGTGGTCAATACGGGGAATGCGCGTTATGTG 
CTGACGGCTTTGTGTATGCCCTTTCCGGCGGTGTCGTGCGTCATCGGGCTGGTGGGGCGG 
TTCAGGCTTCAGACGGCATCGGGCAGGGCGGCAAAGTCAGGGGGTGCGGGCAAGGCGGAC 
GGATAGGACGCATTTTTCAGCGGGTGCGTCGAGAAGCAGCCGATGTGTTTGGCAGCCGCA 
GCTTGGGGGGTGTAGTGCTAATGGCGGTTTCTTTGCTTTTATAGTGGATTAACAAAAACC 
AGTACGGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCA 
AGTGAATCGGTTCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTT 
GTTAATCCACTATATAAAATAAATGGGCAAAAATCGGTTTATTATCGTTTTTGCCGCATT 
TGGATTTGTTCTACCGTAAAACGTGTTTGACGAACGGGATTCTTATTAAAAAACATCTGA 
TTTCTAACAAMTCAGTATTTTTTGGCACGATGGCTAAAATTTTTCCTTC 
TCACGTGTTTTCCATGCGCTCAAGAATTGTGATTTGCTCATTGAGACGTGCCCCAGCGAT 
GGATCAGCCAGCAAAACAGTTTCTCCGTTAATACCGTTCAATACCGAAAAATGGTTGTTT 
TTACGGTATTTTAAATACACAATTACAGGAATTTTTAGTTGTACCAACTGTTCAAATGGC 
AAAGCATAACCTTGTGCTTCAAAACCCAGTTCGGGCATTATGCGTTGCATATCGTCAAAA 
GAAGCACGCATTTGGGTTT-TATCCATTTTGTCTAAGATTTCCGCnTC 
CCATAAAAATTATTCAGTAACGTGGCAATCGAAGCCGCGCCGCAAGAAAAATCCAAATCT 
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TGTTTTACTATGCCGGAATCTCGCCGTGCTTTCCAACTCCGTACATGGATGTTTTGGTAA 

GAAGCGGGGGGTCAACAAACATAGGCCAAGCAAAAACTATATTTGGGGCGAAACCAATCA 

AAGCCGCATAATTTATCAATTTATAAAGATTTTTTATCATAATATGTATACGCGGAATAA 

ACGCATGAAACATAAAAAAATAAAATCATATGCAATTTTATTGCATGAATAAATATGAAT 

AAAATAGATAATGATGGGAGTAAATACGCCATGTATTTTGGAAGTTTAAATTTATTAATA 

AT AAAAT AATTT ATC GTAGCGC AAAT AAATCCC AAAATTGGAACGATT AG AAAAAAAATT 

AATACACCCATCATCATGCAAACTCTATATTAATAAATAGCTAACTAATTCTATTGTGGA 

AATTAGTTAGCTAACTAAAAGTTATTAATGATTATTTTCGAGAATTGACTGCATTGTTGG 

CAGCATTGGCACCAAAACCTAGTGCATGAATACCCGGTCTCCATGCCAAATTCCCAGCCA 

ATCCGCCTCCGGCAGCAGCAGCCAGCCCTGTTTTGCCGCTACTCCTGTTGCCGCACCGAT 

TCCTGTCGCAGTAGCCGCGCCTTGCGCAGTTCCTAATTTACCATGATTATACAAATTAGC 

ACCATGATACCCCCATGCACCTAATGCACCGCCAAAAGCAGCGGCTGCAATAATGGGAAC 

AAATTCACCTTGTGTTTCITTCATTTCAGCCTGTGATAATTGAATTGCTTTCACATTTTG 

GCTGTCAAAAACTTGGCTGTCTAAATTTTGCGCCATTACAGGTGTAATCATCATAGCCAT 

TACAGTTGCAATTTTCGTTGCGCTGGTTTGCACATAAATAGGATTAGCAAATTCGCTTTG 

ATTGCGTTCAGTGTTGATGTAGCTAATACTGCTTTCTAGTTTGAATTTACCCTTGTCAGT 

CAATAATTCTTCCAAACTTAAAGGTAAGTCAGCATAAGCAATTTGGCTGGCAACAGTCAA 

AATAAAATCTATTAGACATTTGTGTTTTTGCATCATTTCGTTTGATTTTCTAGGTTTTGA 

GAATGATACAAAGTTTTTTACAAAGTAAAGAGTCACTCTGAAAAAACTTTTTTCATTATA 

AATCAAAATATTGATAGAATAAATAGCGAGCATCGATTCACGGTGCGCTTTAGTGCAAAG 

CGTACAACGCGAGCCTGAACCACCAGCCGCAACAGGAAAAGAAAGCCGATAGAGTGCAAT 

GCTTGCCAACGTGCAAGCGAGCTTGCAAGAACGCTTGGCTCAACGAGAGCAGGCAAGACA 

GAAAGCAGAAAGCAGGATAGGAGCGGTAACGCAAAGGTCTCGGGCTTTGATTTCGCCGTA 

AACCCTGCTGCCGCCTTGTCCGGAAAGGGTGCAGGCGGCGAGTGCCGACAGGGTGCAGAT 

GGGGAGGGGGGTTTTCATTTGGGGTCGCAACGGAAGTGGTATGCGCAGATTTCAAAACCG 

TTTTTGAAATACAGGCGGTGCGCGTCGGCACGGTCGTGGTTGACGTGGACGTTGAQGTGG 

ATTTTGGTTACCCCTGTTTCCGCGCCGATTTTGCGGACTTCTTCCAAAAGGCGCGAGGCG 

TAGCCTTTGCGGCGGCTTTGCGGCAGGGTAACGATGTCATCGATGTGGATGTGGCGGCCG 

CTGGCGAGGGTGCAGGCTTCGCGGAAGCCGCAGACGGCGACGGCATTGTGTTTGCCTTCT 

TCAAAAATACCCAGCAGGCGGTAGCCTTGGGGGCGTTGGACTTTGTTGATCTGTTCGGTA 

AAGCGGTTGATGTCGGTCAGGGCGGAACGCAAAACGCTCAAGGCTGCAAAGGCGGTGGCG 

GTGTCGTCCGCGCCGATTTCGCGCAAAACGTAGGATGCGCCCGAGGCGGTCTGTTCCTGT 

GCTTTCTCGGCGGCGTGTTTTTCTTCGATTGCCTGTGCCAGCATGACGTGTTCGTCGGCA 

GGGTTGTTTTGTCCGCCCTGTTCGCGTTCTTCGAGCAGGGCTTTGCAGTCGATGACGCGC 

AGGTCGTTGTCGGCGGCAAAGTCCATCAGGAAGCGGAACATTTGGGGATTGTCGGTTTCC 

AGTTTTTTATCGACGGCGACGCAGCGGATGTTGTCCACCAGTATGGGGCGCACCCATTTC 

GAATAGGAAAGCCTGTGGTCTTTGGTGAACGAGGACAGAATGCCGCACAGGCGTTCCGCC 

CAGTCGCTGGGACGGAAAATCTTGCCGGAACTCGTTGTGCCGTGGATGACGACTTCGTAG 

GGGTTGCAGACTAACATGGCGGCTTCCTGAAAAGAAATGTCTAGCGCGATTATACCTTAT 

GCTTATGCGGGCGTGTTTGGATATGCCGTCTGAAAAGTACGGGATTCGTGCGGTAAAACT 

TTGCGGCGGCAAATGTGCGATAATACGCGCCGTATTGCCGCTTTTGCGAAGCTGTTCCGC 

AAACATACGGGCGGCGTGGACGACGTATAACCGGATACCCGCCTGACGCGGGTTTTTTAC 

GG AAGGGGGGCAAAAATGCCTAATCCGCTTTACAGACAGCATATCATCTCCATTTCGGAT 

TTGTCGCGCGAACAGTTGGAATGCCTGCTTCAGACGGCATTGAAGCTGAAGGCGCATCCG 

CGCGGCGACCTGTTGGAAGGCAAACTTATCGGTTCGTGCTTTTTCGAGCCGTCCACGCGC 

ACGAGGCTGTCGTTTGAAACGGCGGTGCAGCGTTTGGGCGGCAAGGTCATCGGTTTCTCG 

GACGGCGCGAATACCAGTGCCAAAAAAGGCGAGACGCTTGCCGATACCGCCCGCATCATT 

TCCGGATATACTGATGCTATCATCCAACGCCACCCCAAAGACGGCGCGGCGCGCGTGGCA 

GCGGAGTTTTCGCGCGTCCCCGTTATCAACGCCGGCGACGGCACGAACCAGCACCCCAGT 

CAGACGCTGCTCGACCTGGTTACCATTTATGAAACACAGGGACGTTTGGACAAGCTCAAA 

ATCGCCATGGCGGGCGACTTGAAATACGGACGTACCGTGCATTCGCTTTGTCAGGCGTTG 

AAACGCTGGAATTGTGAATTTGCCTTTGTTTCGCCGCCCAGCCTAGCCATGCCCGACTAT 

ATTACCGAAGAGTTGGACGAAGCCGGCTGCCGATACCGTATCCTCGGTAGTTTGGAAGAA 

GCGGCGGAATGGGCGGATATCCTGTATATGACCCGCGTCCAGCGCGAACGTTTCGACGAA 

CAGGAATTTGCCAAAATCCAAGGCAAATTCAACCTCGAAGCGTCTATGCTCGCCCGCGCC 

AAACCGAACCTGCGCGTGCTGCACCCCCTGCCGCGCGTGGACGAAATCCATCCCGATGTC 

GATGCCACGCCGCACGCCTATTATTTCGAGCAGGCGACCAACGGCGTTTATGCGCGTATG 

GCGATATTGTCGCTGGTGTTGAACGAAGAAGTGTGAGGAACCGATATGGAAACCCCGAAA 

CTCAGTGTCGAAGCCATTGAAAAAGGTACGGTTATCGACCATATTCCCGCCGGCAGGGGG 

CTGACCATCCTGCGCCAGTTCAAACTTTTGCACTACGGCAACGCGGTAACCGTGGGCTTC 

AACCTGCCCAGCAAAACCCAAGGCAGCAAAGACATCATCAAAATCAAAGGCGTGTGCTTG 

GACGACAAAGCCGCCGACCGCCTCGCCCTGTTCGCCCCCGAAGCGGTGGTCAACACCATC 

GACAATTTCAAGGTCGTGCAGAAGCGGCATTTGAACCTGCCCGACGAAATCGCCGAAGTG 

TTCCGCTGTCCGAACACGAATTGCGCCGGCCACGGCGAGCCGGTCAAAAGCCGGTTTTAT 

GTTAAAAAGCACAACGGGCAGACGCGGCTGAAATGCCACTACTGCGAAAAAACCTACAGC 

CGGGATTCGGTGGCGGAAGCCTGACGGATTCCCTTAAACCGAGTGGGCGGCATTTCGTCT 

GCCGCCTGTTTTGCCAATCTGAAATGGAATGATGATGCACGCTTCTGTCCAAAGCCGTTT 

CGCACCGATACrTTATGTTTTGATTTTCTTTGCCGGTTTTTTGACCGCGCAAATCTGGTT 

CAATCAGAAAGCCTATACTGAAGAGCTGCCTCCGCTTCTGTCCGCATTGTCCGCCGTCGC 

GCTGGTGTGGCTGGCGTGGGCGTTCGTGTCGGCGCGTTCAAAGGCCAAGGCGGAAAAGTT 

CTACCGCGAAAAAATGATACAGAACGAAAGCATACACCCCGTCCTGCACGCCTCTTTGCA 

ACACTTGGAACACAAGCCGCAAATACTCGCCCTGCTGGTCAAAAACCACGGCAAAGGGAT 

GGCGGAACAGGTCAGGTTCAAGGCGGAAGTGCTGCCCGACGACGAAGACGCGCGCACGAT 

TGCCGCCGAGTTGGGAAAAATGGATATGTTCGCATTGGGGACGGACGCGGTCGCCTCGGG 

CGAAACCTATGGACGCGTGTTCGCCGATATTTTCGAGTTGTCGGCGGCTTTGGAAGGGCG 
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CGCGTTCAAAGGAATGTTGAAACTGACGGCGGAATATAAAAACATCTTCGGCGATGCCTG 

CCGTTCGGAAACGGCGTTGGAGTTGGGCGCACTCAATCAGGCGTTGCAGGAGATTTCAAA 

AACATCGGAAAAGTCCAAACGGATATTTTATTGAAGATGGAAAAATGCCGTCTGAAACGG 

AAGGTGTTTCAGACGGCATTTTTGTCGGATGATTAATTATTCGGAGCGGTTGAAGCCAAA 

CTTCACGCGGCTGCGGCCCTGATCCGGTATATTGTCCAAATCGCGTCCCGGATTGGCGGC 

GGTGTCGCCTACGGAAATATCGGAGATGTTTTCCAAAATGATGGCGGACGACAGGTGTTC 

GGAGGTGCGGTAAACCATTGCCAAGCCCACTTCTTCGGCAGGAGTGGAAATCAGCTCGAC 

GGTATCCCTGCTTTTGAAATTGTTGGAGAGGTCGACCTGCATCGTTTTCTTGCGTTTGTA 

GAGGCTCAAAACCGTGCCTTTGTCCAAACCGTCCGCCTCGCCTTTGTCGATGGTGATGGT 

TTGAAACTGGCCGGCAATCCTTGTGCCTTCAAACACGGAAACGATTTTAGCCTGAACCGG 

GCGGGACGGTTCGTGCGGCATCATGTTGAAGCGGTCGGTGTCTTCCGGCATTTTCATCAG 

GTAGTCGCCCTGCTGTATTTCGGAAATGGCGGTTTCGACCACCAGCGGCTGTATCGAAGG 

GGTGCGCAGCGGGGTAATCAAAGGATGGGTGCGGGTATGGTATTCGTTGTCTTTCGGCCG 

TTCTCCAGCCTGTTTCGAGCGTTGTTCGAGGACAGAGTCGGTATAGTCGAGGGAGCGCAC 

GATGCCGCTGAATGCGACTTCCTGCCCGAGGAATTTACCCGTATCCGGATCGGTGATGTT 

TTTATTGATTCGGTAGGTCAGGTAGCGGCCCGGCTCTTTCAGGCCTTTGGTGTAAACCCT 

GGTGCCTTTGGTGTACAGCAGCCTGCCTTCCGGGCCCGAGAGCAGGCGCGGCGCGGCAGC 

GGTTTCTTTGCGGGAAACGATTTGCGGATGCCGCATAAAGATGCGGTAGAAGTTGACATC 

GATGGCGGGAATACCGTATCCGGACACTTCCTTATCCGGACTCATTTTGACGACGGGGAT 

GCCGTCTGTCTGTTCCAAGCCGAGGCGCGGTTCGCCGTCAACGTGGCGCAACACCAATAC 

CTGGTCCGGATAAATCAGGTCGGGATTGTGGATTTGATCCCGGTTCGCGTCCCACAGGCG 

GCCCCATTGCCACGGGCTGTACAGGTATTTGCCCGAAATGCCCCACAGGGTGTCGCCCTG 

TTTGACCGTGTAGCGTTCCGGCGCGTTCGGGCGCACCTCCAAATTTGCCGCCAAAGTTTG 

TGTTGAGAATGCCATACCTGCCGCGCAGAGCAGGGTTATAATACGACGTTGCATAACCGT 

TCCCCTTATCTGATAAATTTCGGTTTGTCTTGCTTGATTGGGTTGGAAAAAGCGGCGGCA 

GCCCCTCGGGATGTGCCGCGTGATAAAAAATGTTCCGCATTTTAACATCGAATTATCCGC 

ACCATCACGGTAATTATGAAAAACAGGCGGCGTATCCGCCGAAGGAAAGAGAAAATTATG 

GCTTTATTGAATATCTTGCAATATCCCGACGAGCGTCTGCACACGGTGGCAAAGCCTGTC 

GAACAAGTCGACGAGCGCATCCGGAAGCTGATTGCCGATATGTTTGAAACGATGTACGAA 

TCGCGCGGCATCGGGCTGGCGGCGACGCAGGTCGATGTGCACGAGCGCGTGGTCGTGATG 

GATTTGACCGAAGACCGCAGCGAACCGCGCGTGTTCATCAACCCCGTCATCGTTGAAAAA 

GACGGCGAAACCACTTACGAAGAGGGCTGCCTGTCCGTGCCGGGCATTTACGACACCGTA 

ACCCGCGCCGAACGCGTCAAGGTCGAGGCTTTGAACGAAAAAGGCGAAAAGTTCACGCTG 

GAGGCGGACGGCTTGTTGGCGATTTGCGTGCAGCACGAGTTGGACCACCTGATGGGCATC 

GTGTTTGTCGAACGCCTTTCCCAACTCAAGCAGGGGCGGATTAAGACCAAGCTGAAAAAA 

CGTCAGAAACATACGATTTGACCCTTTTGCCGTGCCGTCTGAACGCTGCAAAGTTTTCAG 

ACGGCACGGTCTTGTCCGACAATTTTACGCACGCGCAGGAACACGCTATGAAAGTCATCT 

TCGCCGGCACGCCCGATTTTGCCGCCGCCGCCTTAAGAGCCGTTGCCGCCGCCGGTTTTG 

AAATTCCGCTGGTGCTGACCCAGCCCGACCGTCCGAAAGGGCGCGGTATGCAACTGACTG 

CCCCGCCCGTCAAACAAGCCGCGCTGGAACTCGGTTTGCGCGTCGAACAGCCCGAAAAGC 

TGCGCAACAACGCCGAAGCCCTGCAAATGCTCAAAGAGGTCGAGGCAGACGTAATGGTGG 

TTGCCGCCTACGGTTTGATTCTGCCGCAGGAAGTGTTGGATACGCCGAAACACGGCTGCC 

TCAACATCCACGCTTCGCTGTTACCCCGTTGGCGTGGCGCGGCGCCGATTCAACGCGCGA 

TTGAAGCCGGCGATGCCGAGACAGGCGTGTGTATTATGCAGATGGACATCGGTTTGGACA 

CCGGCGATGTGGTCAGCGAACACCGCTACGCCATCCAACCGACCGATACCGCCAACGAAG 

TCCACGACGCGCTGATGGAAATCGGTGCGGCGGCGGTTGTTGCCGATTTGCAACAGCTTC 

AAAGCAAAGGCCGTCTGAACGCGGTCAAACAGCCCGAAGAAGGTGTTACTTACGCGCAAA 

AATTGAGCAAAGAAGAGGCGCGTATCGATTGGAGCAAAAGCGCGGCGGTTATCGAACGCA 

AAATCCGCGCCTTCAACCCCGTGCCTGCCGCGTGGGTTGAGTATCAGGGCAAGCCGATGA 

AAATCCGGCGGGCGGAAGTGGTGGCGCAACAAGGCGCGGCAGGCGAAGTGTTGTCCTGTT 

CGGCGGACGGTTTGGTCGTTGCCTGCGGCGAAAACGCGCTGAAGATTACCGAATTGCAGC 

CTGCCGGCGGCAGGCGGATGAATATCGCGGCGTTTGCAGCAGGACGGCATATCGAAGCAG 

GGGCGAAGCTGTAAATCCCTTCAGACGGCATTCCGATCCGCAAACGGGAATGCCGTCTGA 

AACCATCAGTCGAAGAAAGCGAATCACATAATATGAGTATGGCACTTGCCCAAAAACTTG 

CCGCCGACAGCATTGCGGCGGTTGCCGAAGGACGTAACCTTCAGGACGTGTTGGCGCAAA 

TCCGCACCGCGCATCCCGACCTTATGGCGCAGGAAAACGGCGCGTTGCAGGACATCGCCT 

ACGGCTGCCAGCGTTATTTGGGCAGTTTGAAACATATGCTCGCGCAGATGCTGAAAAAGC 

CGATTGGCAATCCGCAGCTCGAAAGCCTGCTTTTGGCGGCGTTGTACCAGCTGCATTACA 

CGCGCAACGCGCCCCACGCCGTGGTCAATGAGGCGGTGGAAAGCATCGCGAAAATCGGAC 

GCGGGCAGTACCGTTCGTTTGCCAACGCGGTTTTGCGCCGCTTTTTGCGCGAACGCGACA 

AGCTTGTGGCTTCCTGTAAAAAAGACGATGTAGCGAAACACAACCTGCCGCTGTGGTGGG 

TGGCTTACTTGAAAAACCATTATCCGAAACACTGGCACAACATCGCCGCCGCGCTGCAAT 

CCCATCCGCCGATGACTTTGCGCGTCAACCGCCGACACGGCAATGCCGAAAGCTATTTGG 

AAAAACTGGTGGCGGAAGGTATCGCGGCTAAGGCGTTGGACGAATATGCGGTTACGTTGG 

AAGAAGCCGTGCCGGTGAACCGCCTGCCTGGTTTTTCAGACGGCATTGTTTCGGTACAGG 

ACTTCGGCGCGCAGCAGGCGGCGTATTTGTTAAACCCGAAAGACGGCGAACGGATTTTGG 

ACGCGTGCGCCGCGCCGGGCGGCAAGACGGGGCATATCTTGGAACTGGCGGATTGCCGTG 

TTACCGCCTTGGACATTGATGCAGGCCGTCTGAAACGGGTGGAAGACAATATCGCGCGTC 

TGGGCTTTCAGACGGCATCGACGGCGTGTGCCGATGCACAGGACCTGTCGGCATGGTATG 

ATGGGAAACCGTTTGATGCCGTCCTTGCCGACGTGCCGTGTACCGCCTCGGGCGTGGCGC 

GGCGCAATCCCGACGTGAAATGGCTACGCCGTCCGACCGACGCGCTCAAAACCGCCCGCC 

AGCAGGAAGCCCTGCTAGATGCATTGTGGCAGGTGCTGAAAAGCGGGGGAAGGATGTTGA 

TCGCTACCTGTTCCGTGTTCGTCGAGGAAAACGACGGACAATTGCAAAAATTCCTCAACC 

GCCATGCCGATGGAGAACTGATGGAATGGCGGGTACTCTTACCGAAGAAACACCAAGATG 

GCTTTTATTACGCGCTTATTCAAAAGCAGTAAATGGCTGATTGTGCCGCTGATGCTCCCC 
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GCCTTTCAGAATGTGGCGGCGGAGGGGATAGATGTGAGCCGTGCCGAAGCGAGGATAACC 

GACGGCGGGCAGCTTTCCATCAGCAGCCGCTTCCAAACCGAGCTGCCCGACCAGCTCCAA 

CAGGCGTTGCGCCGGGGCGTGCCGCTCAACTTTACCTTAAGCTGGCAGCTTTCCGCCCCG 

ATAATCGCTTCTTATCGGTTTAAATTGGGGCAACTGATTGGCGATGACGACAATATTGAC 

TACAAACTGAGTTTCCATCCGCTGACCAACCGCTACCGCGTTACCGTCGGCGCGTTTTCG 

ACAGACTACGACACCTTGGATGCGGCATTGCGCGCGACCGGCGCGGTTGCCAACTGGAAA 

GTCCTGAACAAAGGCGCGCTGTCCGGTGCGGAAGCAGGGGAAACCAAGGCGGAAATCCGC 

CTGACGCTGTCCACTTCAAAACTGCCCAAGCCTTTTCAAATCAATGCATTGACTTCTCAA 

AACTGGCATTTGGATTCGGGTTGGAAACCTCTAAACATCATCGGGAACAAATAATGCGGC 

GTTTTCTACCGATCGCAGCCATATGCGCCGTCGTCCTGTTGTACGGACTGACGGCGGGAA 

CCGGCAGCACCAGTTCGCTGGCGGATTATTTCTGGTGGATTGTTGCGTTCAGCGCAATGG 

TGCTGCTGGTGTTGTCCGCCGTTTTGGCACGTTATGTCATATTGCTGTTGAAAGACAGGC 

GCGACGGCGTATTCGGTTCGCAGATTGCCAAACGCCTTTCTGGGATGTTTACGCTGGTTG 

CCGTACTGCCCGGCGTGTTTCTGTTCGGCGTTTCCGCACAGTTCATCAACGGCACGATTA 

ATTCGTGGTTCGGCAACGATACCCACGAGGCGCTTGAACGCAGCCTCAATTTGAGCAAGT 

CCGCATTGAATTTGGCGGCAGACAACGCCCTCGGCAACGCCGTCCCCGTGCAGATAGACe 

TCATCGGCGCGGCTTCCCTGCCCGGGGATATGGGCAGGGTGCTGGAACATTACGCCGGCA 

GCGGTTTTGCCCAGCTTGCCCTGTACAATGCCGCAAGCGGCAAAATCGAAAAAAGCATCA 

ACCCGCACAAGCTCGATCAGCCGTTTCCAGGTAAGGCGCGTTGGGAAAAAATCCAACGGG 

CGGGTTCGGTCAGGGATTTGGAAAGCATAGGCGGCGTATTGTACGCGCAGGGCTGGCTGT 

CGGCGGGTACGCACAACGGGCGCGATTACGCCrTGTTTTTCCGTCAGCCGGTTCCCAAAG 

GCGTGGCAGAGGATGCCGTCTTAATCGAAAAGGCAAGGGCGAAATATGCTGAGTTGAGTT 

ACAGCAAAAAAGGTTTGCAGACCTTTTTCCTGGCAACCCTGCTGATTGCCTCGCTGCTGT 

CGATTTTTCTTGCACTGGTCATGGCACTGTATTTCGCCCGCCGTTTCGTCGAACCCGTCC 

TATCGCTTGCCGAGGGGGCGAAGGCGGTGGCGCAAGGCGATTTCAGCCAGACGCGCCCCG 

TGTTGCGCAACGACGAGTTCGGACGCTTGACCAAGTTGTTCAACCACATGACCGAGCAGC 

TTTCCATCGCCAAAGAAGCAGACGAGCGCAACCGCCGGCGCGAGGAAGCCGCCAGGCATT 

ATCTTGAATGCGTGTTGGAGGGGCTGACCACGGGCGTGGTGGTGTTTGACGAACAAGGCT 

GTCTGAAAACCTTCAACAAAGCGGCGGAACAGATTTTGGGGATGCCGCTTACCCCCCTGT 

GGGGCAGCAGCCGGCACGGTTGGCACGGCGTTTCGGCGCAGCAGTCCCTGCTTGCCGAAG 

TGTTTGCCGCCATCGGCGCGGCGGCAGGTACGGACAAACCGGTCCATGTGAAATATGCCG 

CGCCGGACGATGCCAAAATCCTGCTGGGCAAGGCAACCGTCCTGCCCGAAGACAACGGCA 

ACGGCGTGGTAATGGTGATTGACGACATCACCGTTTTGATACACGCGCAAAAAGAAGCCG 

CGTGGGGCGAAGTGGCGAAGCGGCTGGCACACGAAATCCGCAATCCGCTCACGCCCATCC 

AGCTTTCCGCCGAACGGCTGGCGTGGAAATTGGGCGGGAAGCTGGATGAGCAGGATGCGC 

AAATCCTGACGCGTTCGACCGACACCATCGTCAAACAGGTGGCGGCATTGAAGGAAATGG 

TCGAAGCATTCCGCAATTATGCGCGTTCCCCTTCGCTCAAATTGGAAAATCAGGATTTGA 

ACGCCTTAATCGGCGATGTGTTGGCATTGTATGAAGCCGGTCCGTGCCGGTTTGCGGCGG 

AGCTTGCCGGCGAACCGCTGACGGTGGCGGCGGATACGACCGCCATGCGGCAGGTGCTGC 

ACAATATTTTCAAAAATGCCGCCGAAGCGGCGGAAGAAGCCGATGTGCCCGAAGTCAGGG 

TAAAATCGGAAACAGGGCAGGACGGTCGGATTGTCCTGACGGTTTGCGACAACGGCAAAG 

GGTTCGGCAGGGAAATGCTGCACAACGCCTTCGAGCCGTATGTAACGGACAAACCGGCGG 

GAACGGGATTGGGTCTGCCTGTGGTGAAAAAAATCATTGAAGAACACGGCGGCCGCATCA 

GCCTGAGCAATCAGGATGCGGGTGGCGCGTGTGTCAGAATCATCTTGCCAAAAACGGTAA 

AAACTTATGCGTAGCAGCGATATTTTAATTGTAGACGACGAAATCGGCATCCGCGACCTG 

CTGTCGGAAATCCTGCAGGACGAAGGTTATTCGGTCGCATTGGCGGAAAACGCCGAAGAG 

GCGCGCAAGCTGCGCCATCAGGCGCGCCCCGCGATGGTGCTGCTGGATATTTGGATGCCT 

GATTGCGACGGCATCACCCTTTTGAAGGAGTGGGCGAAAAACGGGCAGCTCAATATGCCG 

GTGGTGATGATGAGCGGGCATGCCAGCATCGATACCGCCGTGGAAGCCACCAAAATCGGC 

GCGATCGATTTTTTGGAAAAACCGATTTCCCTGCAAAAGCTGCTGTCTGCCGTCGAAAAC 

GCGTTGAAGTACGGTGCGGCGCAAACCGAAACGGGGCCTGTATTCGACAAGCTGGGCAAC 

AGTGCGGCGATTCAGGAAATGAACCGTGAGGTAGGGGCTGCGGTGAAATGTGCCTCTCCC 

GTACTTTTGACGGGCGAGGCGGGTTCGCCGTTTGAAACGGTGGCACGCTATTTCCATAAA 

AACGGTACGCCGTGGGTCAGCCCGGCAAGGGTCGAATATCTGATCGATATGCCGATGGAA 

CTGTTGCAGAAGGCGGAGGGCGGCGTTTTGTATGTCGGCGACATCGCCCAGTACAGCCGC 

AACATCCAAGCCGGTATTGCCTTTATTGTCGGAAAGGCGGAACACCGCCGCGTCAGGGTG 

GTCGCATCGGGCAGCAGGGCGGCAGGTTCAGACGGCATTGOCTGCGAGGAAAAGCTGGCG 

GAACTGCTGTCGGAATCGGTCGTCCGTATTCCGCCGCTGCGTATGCAGCATGAAGACATT 

CCCTTCCTGATACAGGGGATTGCCTGCAATGTGGCGGAAAGCCAAAAGATTGCGCCTGCC 

TCATTCAGTGAAGAGGCACTTGCCGCATTGACCCGTTACGACTGGCCGGGAAATTTCGAC 

CAACTGCAAAGCGTCGTTGCAACGCTGTTGTTGGAGGCGGACGGACAGGAAATCGGCGCA 

GGGGCGGTTTCTTCCCTTTTGGGGCAGAATGTGCCTGCCGAGGGGGCGGAAGATATGGTG 

GGCGGGTTTAATTTCAACCTGCCCCTGCGCGAATTGAGGGAGGAGGTGGAGCGGCGTTAT 

TTCGAGTACCACATCGCCCAAGAAGGTCAGAATATGAGCCAAGTGGCGCAGAAAGTTGGT 

TTGGAACGCACGCACCTTTACCGCAAACTCAAACAGCTCGGCATCGGCGTTTCGCGCCGG 

GCGGGGGAAAAAACCGAAGAATAGGCCCGGACGGCCGGTTTACCGGCTGCGGGCTTTTGT 

TTTCAGACGGCATTTGGTGCAAATGCCGTCTGAAATCGTAAGGGGACGGATTTTATGACA 

GAGGACGAACGTTTCGCGTGGCTGCAATTGGCGTTTACGCCCTATATCGGCGCGGAAAGT 

TTCCTGCTGCTGATGCGCCGTTTCGGCAGCGCGCAAAATGCCCTGTCCGCACCGGCGGAA 

CAGGTGGCGGCACTGATACGGCACAAACAGGCOCTTGAGGCTTGGCGCAATGCGGAAAAA 

CGCGCTCTGGCGCGGCAGGCGGCAGAAGCGGCATTGGAATGGGAAATGCGGGACGGATGC 

CGCCTGA TGCT GCTTCAGGATGAAGATTTTCCCGAAATGCTGACGCAGGGGCTGACCGCG 

CCACCGGTTTTGTTTTTGCGCGGCAACGTGCAACTGCTGCACAAACCTTCCGCCGCCATC 

GTGGGCAGCCGTCATGCCACGCGGGftGGCGATGCGGATTGCCAAAGATTTCGGCAAGTCG 

TTGGGTGGGAAAGGCATTCCCGTTGTGTCGGGTATGGCTTCGGGCATCGATACCGCCGCC 
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CATCAGGGTGCGTTGCAGGCAGAAGGCGGCACCATCGCCGTGTGGGGGACGGGCATAGAC 

CGCATTTATCCGCCGGTCAACAAAAACCTTGCCTATGAAATCGCCGAAAAAGGATTGATT 

GTCAGCGACTTCCCCATCGGCACGCGGCCGTATGCCGGCAATTTTCCGCGCCGCAACCGC 

CTGATTGCCGCCCTGTCGCAAGTT^CGCTGGTGGTTGAAGCCGCGTTGGAATCCGGTTCG 

CTGATTACTGCCAGATTGGCGGCGGAGATGGGGCGCGAAGTGATGGCGGTACCCGGCTCG 

ATAGACAATCCACACAGTAAAGGCTGCCACAAACTGATTAAAGACGGCGCAAAATTGGTG 

GAATGCCTGGACGACATCCTGAACGAATGCCCGGGGCTATTGCAAAATACGGGTGCTTCA 

TCATATTCTATAAATAAGGGAATACGTGAAAAGCGCATCACTGCCGTTCAGACGGCATCC 

GACCAGCTGTCTeTGCGTGAAGGGAAAATGCCGTCTGAAAAGACGGAGAACCGACCCGTC 

GGCGGCAGTATGTTGGAGAGGATGGGTTTGGACCCAGTTCATCCCGACGTGCTTGCCGGA 

CAGTTGGGTATGGCTGCCGGAGATTTGTATGCCGCACTGTTGGAATTGGAATTGGACGGG 

AGO GTTGCCGCAATGG CCGGGGGG AG ATACCAGCGTATCCGAACTTGAACGC ACTTTATA 

TTAAGGAACACGAATGACCGAAGTeATCGCCTACCTCATCGAACATTTCCAAGATTTCGA 

TACCTGCCCGCCGCCCGAAGACTTGGGTATGCTGCTTGAAGAAGCGGGTTTCGATACGAT 

GGAAATCGGCAACACCCTGATGATGATGGAAGTATTGCTCAAGAGCTCCGAATTTTCCGC 

CGAACCCGGCGACAGCGGCGCATTGCGCGTGTACAGCAAAGAAGAAACCGACAACCTGCC 

GCAGGAAGTGATGGGGCTGATGCAGTATCTGATTGAAGAAAAAGCCGTCAGCTGCGAAeA 

GCGGGAAATCATCATCGACGCGCTCATGCACATTCGGGGeGAGGAAATTACCGTAGATAC 

CGCCAAAGTGCTGACCCTGCTGCTTTTATGGGCAAACAAGAGCGAGCTGCCCGTGTTGGT 

CGGCGACGAGCTGATGAGCGCGCTTTTACTCGACAACAAACCCACGATGAACTGAAGCGG 

CTTCAGACGGCCCGCCCGAGTCCGTCTGAAACGTCGGCATCAAAACCACCATCCAGAGAA 

CGACAAATGGCGAAAAACCTATTAATCGTCGAATCCCCGTCCAAAGCCAAAACCCTGAAA 

AAATATTTGGGCGGCGATTTTGAAATCCTTGCATCCTACGGACACGTCCGCGACCTCGTC 

CCCAAAAGeGGCGGGGTCGATCCCGACAACGGCTTTGCGATGlUATACCAACTCATCAGC 

CGCAACGGCAAACACGTCGATGCCATCGtCGCCGGTGCCAAAGAAGCTGAAAACATCTAC 

CTCGCCACCGACCCGGATAGGGAAGGCGAAGCCATTTCCTGGCATCTTTTGGAAATCCTC 

AAATCCAAACGCGGCTTGAAAAACATCAAGCCGCAGCGTGTCGTGTTCCACGAAATCACC 

AAAAACGCCGTGCTCGATGCCGTTGCCCATCCGCGCGAAATCGAAATGGACTTGGTCGAT 

GCGCAACAAGCCCGTCGCGCTTTGGACTATTTGGTCGGTTTCAACCTTTCGCCAT TGTT G 

TGGAAAAAAATCCGTCGCGGTTTGAGCGCGGGCCGTGTACAAAGCCCCGCACTGCGTTTG 

ATTTGCGAACGCGAAAACGAAATCCGCGCGTTTGAAGCGCAGGAATATTGGACGGTACAT 

CTAGACAGCCACAAAGGCCGCAGCAAGTTCACCGCCAAACTCGCCCAATACAACGGCGCG 

AAACTCGAACAATTCGACCTGCCGAACGAAGCCGCTCAAGCCGATGTGTTGAAAGAACTC 

GAAGGCAAAGAGGCCGTCGTTACCGCCATCGAAAAGAAAAAGCGCAGCCGCAACCCCGCC 

GCGCCGTTTACCACATCCACCATGCAGCAGGATGCTGTGCGCAAACTCGGCTTCACCACC 

GACCGCACCATGCGTACCGCCCAGCAGCTTTACGAAGGTATTGACGTAGGGCAGGGTGCC 

ATCGGTCTGATTACCTATATGCGTACCGACAGCGTGAACTTGGCGGATGAAGCCTTAACC 

GAAATCCGCCATTACATTGAAAACAAAATCGGCAAAGAATATCTGCCGAGTGCCGCCAAA 

CAATACAAAACCAAATCCAAAAACGCCCAAGAAGCGCACGAAGCCATCCGCCCGACTTCC 

GTGTACCGCACGCCCGAAAGCGTCAAACCCTTCCTGAGCGCCGACCAGTTCAAACTCTAT 

CAAATGATTTGGCAGCGTACCGTCGCCTGTCAGATGACGCCCGCCAAATTCGACCAAACC 

ACCGTCGATATTACCGTCGGCAAAGGCGTATTCCGCGTAACCGGACAAGTGCAAACCTTC 

GCAGGCTTCCTCAGCGTTTACGAAGAAAGCAGCGACGATGAAGAAGGCGAAGACAGCAAA 

AAACTGCCCGAAATGAGCGAAGGCGACAAATTGCCCGTGGACAAACTCTACGGCGAACAA 

CACTTTACCACTCCGCCGCCACGCTACAACGAAGCCACGCTGGTTAAAGCCCTCGAAGAA 

TACGGCATCGGCCGCCCCTCGACCTACGCCAGCATCATCTCCACGCTCAAAGACCGCGAA 

TACGTTACCCTTGAGCAAAAACGCTTTATGCCCACCGACACAGGCGACATCGTCAATAAA 

TTCCTGACCGAACACTTCGCCCAATACGTCGATTACCACTTCACTGCCAAACTCGAAGAC 

CAGCTTGACGAAATTGCCGACGGCAAACGCCAATGGATTCCCTTGATGGACAAATTCTGG 

AAACCGTTCATCAAACAAGTGGAAGAAAAAGAAGGCATCGAACGCGCCAAATTTACCACG 

CAGGAACTTGATGAAACCTGCCCGAAATGCGGCGAACACAAACTGCAAATCAAATTCGGC 

AAAATGGGTCGTTTTGTTGCGTGTGCCGGTTATCCCGAGTGCAGCTACACGCGCAATGTC 

AACGAAACCGCCGAAGAAGCTGCCGAACGCATCGCCAAAGCCGAAGCCGAACAGGCCGAA 

CTCGACGGACGCGAGTGCCCGAAATGTGGCGGTCGCCTAGTGTACAAATACAGCCGCACC 

GGCAGCAAATTCATCGGCTGCGTCAACTATCCGAAATGCAAACACGTCGAGCCGCTGGAA 

AAACCGAAAGATACCGGCGTCCAGTGTCCGCAATGCAAAAAAGGCAACCTCGTCGAGCGC 

AAATCCCGCTACGGCAAACTGTTTTACAGTTGCAGCACCTATCCCGACTGCAACTACGCC 

ACTTGGAACCCGCCCGTTGCCGAAiGAATGCCTGAACTGCCATTGGCCGGTCTTGACCATC 

AAAACCACTAAACGCTGGGGTGTAGAAAAAGTCTGCCCACAAAAAGAATGCGGCTGGAAA 

GAACAGATTGAACCGCCCGCGCCGAAGGAGTAAGATTAGGTTGGTTTGAAAGAGAAAAGG 

TCGTCTGAAAAATTTTCAGACGACCTTTGCTTTTCTGTGATTGGTTTATTTGAATCCGCG 

TGTTGTTTTAAAGTCCGATAAAATCCGGTTCATTTCAGGCGCAAACAAGGCGATGTAATC 

GTAAGATAGACCGCGACTGGCACTGGGATGGGGAAAGCAGACGACTTCGCAATCTTCAAA 

CGATTGGAATTTGACATTGAAACGTGTACCGTCAAATTCTTTTTGCACCGTCTCCAGCGG 

TTTGGTCTGCTTACCGACCAACTGCTCGAAGCGTGGCAGTACATTTTGGTTGTTCAGAAA 

ATCCGCCAACCTGCTGCCCATGAAGAGGATGACTTTCGGACGCAGTTTTTCGATGTGGTA 

GAGAAAATTATCGATGTGCTCGGGTTGTGTGAACTTGTCGGGATTGTCGATAGTGTTGCC 

CTGTGTAGCAGCCCAGTTGGTTTGAACCAGGGATTTTTCAAATGCACCGCCCAATCCATT 

TTCGTCTAAGGGGTGTCCCCACATTTCAAACCAATTTTTTATCGTATTGTCGT AACGC CA 

CTTTTTTGCCTGCTCTCCGAAATAGAGGGATTTGTTTGCAAATGTATGGTCGATTTTGTT 

TTCAGGGAGTTTGTATTCACCTGCTACATAAGCAGCCTCATCGGCTTTACTCCAACCCCA 

TTCATAGCCACAAATCATTAAGCCATGTTTGTCGTTGTAGCCTTTGAACAGGCTGTTGCT 

CAAATTCAAATCCTTCJVTCATGAACTCTTCCTTTTAAAATTTAAGAGCGATTGACTTCAA 

TGTTTTTAGATGGGGTGGAAAAATCCTTGTGTAGGCAACATAAATTCAATAAATTTCTTG 

ATAATTCGAAACCTACTAATAGCGCACCTATAAAAGCTTTTTCATTACGTTCAGCATGAC 
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GGTCACGTCGTTCATATTTTTTACGCTTGCTGTTCCCTGTTATTACAGCTAAGCCAAGTG 
ATATGGCGAGAATTGCCCAAACAATAGTACTTAATAACAATTTTCCCCATACTATCAATA 
AGGAAAGAAAAAACCTTTTAGTATTAGATCGATAGGTTATAATCCATGCCCATGAAAATG 

caataagagttatacataagatacaagctgacaggatttctttatttttaattaaataac 

ttagagcgatgaggatgacaggtgtcaagaaaataatagttacatcccgatagctataaa 

agaaaactgccctattttgaatgtggagatgtgcacagaatccaatatagctaaggataa 

tagttaatataataaaaaaagaccaccaagggtgaagagataggaattccatgttttccc 

tttttttgtaaaaaggaaaaaatcttatctaatagttaattgcctaaccagccagaagaa 

gtttaaaatctatcccaataattcaaccatctatacagaaagttcagcttatggaaaccc 

acgaaaaaatccgcctgatgcgcgaattgaataaatggtcccaggaggatatggcggaaa 

agctggcgatgtcggcaggcgggtatgccaaaatcgaacggggcgaaacgcagttaaata 

tcccgcgtttggagcagttggctcagattttcaaaatcgatatgtgggacttgctcaaat 

cgggcggtggtgggatggtgtttcagattaatgaaggtgatagtggtggcgatattgcgt 

tgtatgcgtcgggtgatgtttcgatgaaaatagaatttttaaaaatggagttgaaacact 

gcaaagaaatgttggaacaaaaagacaaagaaatcgagctgctccgcaagctgaccgaaa 

ccgtttaaacagatatgccgtctgaaaaaagttttcagacggcatattctttgacaggtc 

ttgtataataccgtttgaacttacaggtttttgattatggcggcaggcaaacataccaaa 

cacagcaaccgggtacgcattatcggcgggcaatgccggggcaggaaattgagtttcaca 

tccgccgacggactgcgtccgacacccgacagcgtgcgtgaaaagctgtttaactggctg 

ggacaggatttgacgggtaaaacggttttggatctcttcggaggcagcggcgcactcggt 

atagaagccgcttcgcgcaacgccaaacgcgtgctgatttcggataacaaccgccaaacc 

gtgcagaccttgcagaaaaacagtcgcgaactgggtttggggcaggtgcaaatcgtcttt 

tcagacggcatcgcatatttgaagaccgtatccgaacagtttgatgttgtctttctcgac 

ccgccgtttgcatggcaggactggcaaatcctgttcgatgccttgaagccgtgcctgaac 

ccccgggcattcgtctatctcgaggcgggtacgctgccgaatattcccgattggctgacg 

gaatatagagaagggaaatcggggcagagtacatttgaattaagggttttccaagtggct 

gaataatatgcgctttgataatcatttccgagttgtaaacattcgtttgcaaccgtccgg 

ttcaaaaaaaccttgtgctataatccgcgcccgcccggttttgataatttagtggaaaag 

gaaaagaaatgtcgctttttattaccgacgagtgcatcaactgcgacgtatgcgaacccg 

aatgccccaatgatgccatttcccaaggggaggaaatttacgaaatcaaccccaacctct 

gcacgcagtgcgtcggacactacgatgagccgcagtgccaxx:aggtttgcccggtggact 

gcatcctgattgacgaagaacatcccgaaacccatgacgagttgatggcgaaatacgaaa 

AGATTATCCAGTTTAAATAAATTCTTTTTftAAACATCAAATTATGTCTGTTTTGAAATAA 
AATCAAAAAAAAACTTGACGGAAAAGCAAGCCGCTAATAAACTAACGTTCTCTTTTGGAG 

ggattcccgagcggtcaaagggggcagactgtaaatctgttgcgaaagcttcgaaggttc 
gaatccttctccctccaccaaaattcttacttggggcagtagcgagtaatgcgggtgtag 
ctcaatggtagagcagaagccrtccaagcttacggtgagggttcgattcccttcacccgc 
tccaaacaattaggcccatgtagctcaggggtagagcactcccttggtaagggagaggtc 
ggcagttcaaatctgcccatgggcaccatctctcgattattcatttctttaaggcttaga 
tatataggatattgccatggctaaggaaaaattcgaacgtagcaaaccgcacgtaaacgt 
tggcaccatcggtcacgttgaccatggtaaaaccaccctgactgccgctttgactactat 
tttggctaaaaaattcggcggtgctgcaaaagcttacgaccaaatcgacaacgcacccga 
agaaaaagcacgcggtattaccattaacacctcgcacgtggaatacgaaaccgaaacccg 
ccactacgcacacgtagactgcccggggcacgccgactacgttaaaaacatgattaccgg 
cgccgcacaaatggacggtgcaatcctggtatgttccgcagccgacggccctatgccgca 
aacccgcgaacacatcctgctggcccgccaagtaggcgtaccttacatcatcgtgttcat 
gaacaaatgcgacatggtcgacgatgccgagctgttggaactggttgaaatggaaatccg 
cgacctgctgtccagctacgacttccccggcgatgactgcccgattgtacaaggttccgc 
actgaaagccttggaaggcgatgccgcttacgaagaaaaaatcttcgaagtggctgccgc 
attggacagctacatcccgactcccgagcgagccgtggacaaaccgttcctgctggctat 
cgaagacgtgttctccatttccggccgcggtacagtagtaaccggccgtgtagagcgcgg 
tatcatccacgttggtgacgagattgaaatcgtcggtctgaaagaaacccaaaaaaccac 
ttgtaccggtgttgaaatgttccgcaaactgctggacgaaggtcaggcgggcgacaacgt 
aggcgtattgctgcgcggtaccaaacgtgaagacgtggaacgcggtcaggtattggctaa 
accgggtactatcactcctcacaccaaattcaaagcagaagtatacgtactgagcaaaga 
agagggtggtcgtcacactccgttcttcgccaactaccgtccgcaattctacttccgtac 
caccgacgtaaccggcgcggttactttggaagaaggtgtagaaatggtaatgccgggtga 
aaacgtaaccatcaccgtagaactgattgcgcctatcgctatggaagaaggcctgcgctt 
tgcgattcgcgaaggcggccgtaccgtgggtgccggcgtggtttcttctgttatcgctta 
agtttagaggccaatagctcaattggtagagtatcggtctccaaaaccgagggttggggg 
ttcgagaccctcttggcctgccaaataaaaaattaaccggccttgtgtcggttaattttt 
ttgtatttgttatttagtaaactctcttgccatttacatggattgagaatagacagatcc 
tatgatggataaataatatgacagaacatacgcctgaaaaaaagaacgttaaagtggatc 
aactcSgttgttcaagataaagaatctgcatctaattccggtaaggaagggttttttgcat 
atttctcaaattcttggtccgaattcaaaaaggtggtttggcctaagcgtgaagatgctg 
tcagaatgactgtatttgttatagtgtttgttgctgtgctttctatatttatctatgcgg 

CAGATACAGCAATTTCGTGGTTATTTTTTGATGTATTGCTGAGAAGGGAAGGTTGAGATG 

tcgaaaaaatggtatgttgtacaggcgtattcggggtttgagaagaatgtccaacgaata 
ttggaagagcgcattgcccgtgaggagatgggagattatttcggacaaattctggtgcct 
gtagagaaagttgttgatatccgcaatggtcgtaagactattagtgaaagaaagtcatat 
cctggttatgtgctagttgagatggaaatgacagatgactcttggcatcttgtaaaaagc 
accccccgtgtttccggttttattggagggagggctaatagacctacgccgattagtcag 
agagaggctgaaattattttacagcaggttcagaccggcatagagaagccgaaaccaaaa 
ottgaatttgaggtcggtcaacaggttcgtgtaaatgaagggccgtttgcggattttaac 

GGGGTGGTTGAGGAGGTCAATTATGAACGGAATAAGTTACGCGTGTCTGTTCAGATATTT 
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GGTAGAGAAACACCCGTTGAGCTGGAGTTCAGCCAGGTTGAAAAGATTAACTGATTTTTA 

TACTTGAAAAAAAAGCAATAAGAGGATAGAATCAAAAATTAACTTGGGGAGCGGAAATGG 

TTCCGCGTCTTACCCGTTTTTAGGAGTTCGTTAAGTGGCAAAGAAAATTATCGGCTATAT 

TAAACTGCAAATTCCTGCAGGTAAAGCCAATCCATCTCCTCCGGTTGGTCCTGCTTTGGG 

TCAGCGCGGTTTGAATATTATGGAATTTTGTAAGGCATTTAATGCTGCAACCCAAGGTAT 

GGAGCCTGGCTTACCGATTCCGGTTGTGATTACTGCATTTGCAGATAAATCATTCACATT 

TGTGATGAAAACCCCGCCAGCTTCTATCTTGTTGA7UVAAGGCTGCCGGTTTGCAAAAAGG 

TAGTTCTAATCCTCTGACCAACAAAGTGGGTAAATTGACCCGTGCCCAGTTGGAAGAAAT 

TGCTAAAACTAAAGATCCTGATTTGACTGCTGCTGACTTGGATGCGGCTGTCCGTACTAT 

AGCAGGTTCTGCTCGCTCAATGGGCTTGGATGTGGAGGGTGTTGTATAATGGCTAAAGTA 

TCTAAACGCTTGAAAGCTCTTCGCTCTTCTGTGGAAGCCAATAAATTATATGCAATTGAT 

GAAGCAATTGCTTTGGTAAAAAAAGCAGCGACTGCTAAATTTGACGAGTCTGTTGACGTA 

TCTTTCAACTTGGGCGTTGATCCGCGTAAATCTGACCAAGTTATCCGTGGTTCGGTCGTT 

CTGCCTAAAGGCACCGGTAAGATAACCCGTGTGGCTGTATTTACTCAAGGTGCAAATGCA 

GAAGCTGCTAAAGAAGCTGGTGCAGATATCGTCGGTTTCGAAGATTTGGCTGCTGAAATC 

AAAGCAGGCAATCTGAACTTTGATGTCGTTATTGCTTCTCCCGATGCAATGCGTATTGTT 

GGTCAGTTGGGTACTATTTTGGGTCCTCGAGGGTTGATGCCAAACCCTAAAGTAGGTACG 

GTTACTCCTAACGTTGCTGAAGCAGTTAAGAATGCAAAAGCAGGTCAAGTACAATACCGT 

ACAGATAAAGCAGGTATCGTTCATGCAACGATTGGTCGTGCTTCTTTCGCTGAAGCTGAT 

TTGAAAGAGAACTTTGATGCGTTGCTGGATGCTATCGTTAAAGCCAAGCCTGCTGCCGCT 

AAAGGTCAGTATCTGAAAAAAGTTGCTGTGTCTAGCACCATGGGTTTGGGTATTCGCGTT 

GATACATCAAGCGTAAATAACTAATCTTAAGGAATTTTCAAGCAGTTTGGTTTTCTGGGC 

TGCTTGAATTTGGGCTACTTAAAATTAAGTAGATGTCCAAGACCGTAGGGATCGTAAGAT 

TTAATCGTAACTGCCCTACGCAGACGGTAGTCCTGAAACACATTGCAAGATTGCTTGTAA 

GATGTCTTTTTAGGTTACCGCGCTGGTGGGATATCGTTTTGGTATCCTGTTTATAAACAG 

TGGGAGGTAGACCTTGAGTCTCAATATTGAAACCAAGAAAGTGGCGGTCGAGGAAATTAG 

CGCGGCAATTGCTAATGCTCAAACCCTCGTAGTCGCTGAATATCGCGGTATCAGTGTTTC 

CAGTATGACTGAGCTTCGTGCGAATGCACGTAAAGAAGGCGTTTATTTGCGCGTTCTGAA 

AAATACTTTGGCTCGTCGTGCAGTGCAAGGTACTTCATTTGCAGAATTGGCCGATCAAAT 

GGTTGGTCCGTTGGTTTACGCTGCTTCTGAAGATGCTGTTGCTGCTGCTAAAGTGTTGCA 

CCAATTCGCGAAAAAAGATGACAAAATTGTCGTTAAAGCCGGTTCTTACAATGGCGAAGT 

AATGAATGCTGCTCAGGTTGCTGAGTTGGCTTCTATTCCGAGCCGCGAAGAGCTGTTGTC 

CAAACTGTTGTTCGTTATGCAAGCTCCTGTATCGGGCTTTGCGCGCGGTTTGGCTGCTTT 

GGCAGAGAAAAAAGCCGGCGAAGAAGCCGCTTAATCGATTTTGTTTCTGTTAATCAATTA 

TTTTTTAATACAATATTTGGAGTAAAATAGCATGGCTATTACTAAAGAAGACATTTTGGA 

AGCAGTTGGTTCTTTGACCGTAATGGAATTGAACGACTTGGTTAAAGCTTTTGAAGAAAA 

ATTCGGTGTTTCTGCTGCTGCTGTTGCAGTTGCAGGTCCTGCTGGTGCCGGTGCTGCCGA 

TGCTGAAGAAAAAACCGAATTTGATGTCGTTTTGGCTTCTGCCGGCGATCAAAAAGTCGG 

CGTGATTAAAGTTGTCCGTGCAATTACCGGTTTGGGTCTGAAAGAAGCTAAAGACATCGT 

TGACGGCGCACCTAAAACCATTAAAGAGGGTGTTTCTAAAGCTGAAGCCGAAGACATCCA 

AAAACAACTGGAAGAAGCAGGCGCTAAAGTCGAAATCAAATAATTTGATGCTTCTTATGA 

AGGCTGGCAGTTTTCTGCCAGCCTTATTTTGCTTCTTAAAATAAACATCAAGTATTGTTT 

ACATTTATTTGCATAGTTTTTATCAAGTCATTGCAAATAAATGTAAATATCAGATTGATG 

CGTACCGTTGTTTCAGACGGCCTATTATTGAAAATTACTTTTCGGAGTGTGTATGAACTA 

TTCGTTTACCGAGAAAAAACGTATCCGTAAGAGTTTTGCAAAGCGGGAAAATGTTTTGGA 

AGTTCCTTTCTTGCTAGCAACCCAAATTGATTCTTATGCGAAGTTTTTGCAGCTGGAAAA 

TGCTTTTGACAAACGTACCGATGACGGTCTGCAGGCGGCATTTAATTCTATTTTCCCGAT 

TGTGAGCCATAACGGTTATGCGCGATTGGAGTTTGTGCATTACACATTGGGCGAGCCTTT 

GTTCGATATTCCCGAATGTCAGTTGCGCGGAATCACTTATGCAGCCCCCTTGCGCGCGCG 

TATCCGTTTGGTGATTTTGGATAAGGAAGCATCTAAACCGACGGTAAAAGAAGTTCGTGA 

AAACGAAGTGTATATGGGCGAAATTCCGTTGATGACCCCGAGCGGTTCTTTTGTGATTAA 

CGGCACAGAGCGTGTGATTGTCTCCCAGTTGCACCGTTCGCCCGGCGTATTCTTCGAGCA 

TGACAAAGGTAAGACGCACTCTTCCGGCAAATTGTTATTCTCCGCCCGCATCATTCCCTA 

CCGTGGTTCATGGTTGGATTTTGAATTTGATCCGAAAGATTTGCTGTATTTCCGTATCGA 

CCGCCGCCGTAAAATGCCGGTAACGATTTTGTTGAAGGCTTTAGGCTACAACAATGAGCA 

AATCTTGGATATTTTCTACGACAAAGAAACGTTCTATTTGTCTTCAAACGGTGTTCAAAC 

CGATTTGGTTGCAGACCGTCTGAAAGGCGAAACTGCCAAGGTCGATATCTTGGATAAAGA 

AGGCAATGTATTGGTTGCCAAAGGTAAGCGCATTACTGCGAAAAATATCCGTGATATTAC 

CAATGCAGGCCTGACCCGTTTGGATGTAGAACCGGAAAGCCTGCTGGGCAAAGCATTGGC 

TGCCGATCTGATTGATTCGGAAACCGGCGAGGTATTGGCTTCTGCCAATGATGAAATTAC 

AGAAGAGTTGTTGGCCAAATTTGATATCAACGGCGTAAAAGAAATTACGACCCTTTATAT 

CAATGAGCTGGATCAGGGTGCTTATATCTCCAATACCTTGCGTACGGATGAGACTGCCGG 

CCGGCAGGCGGCTCGTGTTGCGATTTACCGTATGATGCGTCCGGGCGAACCGCCCACCGA 

AGAGGCGGTCGAGCAATTGTTTAACCGCTTGTTC'rrCAGTGAAGACAGCTACGATCTGTC 

CCGCGTAGGCCGTATGAAATTTAATACGCGCACATACGAACAAAAACTGTCCGAAGCCCA 

ACAAAACTCTTGGTACGGCCGCCTGCTGAACGAAACGTTTGCCGGTGCTGCCGACAAAGG 

CGGTTATGTCCTGAGCGTCGT^GATATTGTCGCCTCGATTGCGACTTTGGTCGAGTTGCG 

TAACGGCCATGGCGAAGTGGACGATATCGATCACTTGGGCAACCGCCGAGTACGTTCGGT 

AGGCGAGCTGACTGAAAACCAATTCCGTAGCGGTTTGGCCCGTGTGGAACGTGCCGTAAA 

AGAACGTTTGAATCAGGCGGAATCAGAAAACTTGATGCCGCACGATTTGATTAATGCAAA 

ACCTGTTTCTGCCGCTATTAAAGAATTCTTOMCTCCAGCCAATTGAGTCAGTTTATGGA 

TCAGACCAACCCCTTGTCTGAAGTAACCCATAAACGCCGTGTATCTGCATTGGGTCCGGG 

CGGTTTGACCCGCGAACGTGCAGGATTTGAGGTGCGGGACGTGCATCCGACCCACTACGG 

TCGCGTATGTCCGATTGAAACGCCTGAAGGTCCGAACATCGGTTTGATCAACTCATTGTC 

CGTTTATGCGCGCACCAATGATTACGGTTTCTTGGAAA(X;CCTTACCGCCGCGTTATCGA 
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CGGCAAAGTAAC CG AGGAAATCG ATT ACTTGTCTGC CATC GAAGAAGGCCGCTATGTGAT 

TGCACAGGCGAATGCCGATTTGGATTCAGATGGCAATCTGATTGGCGATTTGGTTACCTG 

TCGTGAAAAAGGCGAAACCATTATGGCAACGCCCGACCGCGTCCAATATATGGACGTGGC 

AACTGGTCAAGTGGTATCCGTTGCAGCATCCCTGATTCCATTCTTGGAACATGATGACGC 

GAACCGCGCATTGATGGGTGCCAACATGCAACGTCAGGCAGTGCCTTGCTTGCGTCCTGA 

AAAACCGATGGTCGGTACCGGTATCGAGCGTTCCGTTGCCGTTGACTCTGCTACTGCAAT 

CGTTGCCCGCCGAGGCGGCGTGGTCGAGTATGTCGATGCCAACCGCGTTGTGATCCGTGT 

CCATGACGACGAAGCGACTGCCGGTGAAGTGGGTGTCGATATTTACAACTTGGTTAAATT 

CACCCGTTCCAACCAGTCTACCAATATCAATCAGCGTCCTGCCGTCAAAGCCGGCGATGT 

TTTGCAACGCGGCGATTTGGTGGCCGACGGCGCGTCCACCGATTTTGGCGAATTGGCTTT 

GGGTCAAAATATGACCATCGCCTTCATGCCGTGGAACGGTTACAACTACGAAGACTCGAT 

TCTGATTTCCGAAAAAGTGGCTGCGGACGACCGCTATACTTCGATTCACATTGAGGAATT 

GAATGTCGTTGCCCGCGATACTAAGCTGGGTGCGGAAGACATTACCCGCGATATTCCGAA 

CTTGTCCGAGCGTATGCAAAACCGTTTGGACGAATCCGGTATCGTTTACATCGGTGCGGA 

AGTAGAAGCCGGCGATGTGTTGGTAGGCAAGGTAACGCCTAAAGGCGAAACCCAACTGAC 

GCCGGAAGAAAAACTGCTGCGCGCCATCTTCGGTGAAAAAGCATCTGACGTAAAAGATAC 

TTCATTGCGTATGCCTACCGGCATGAGCGGTACCGTTATCGACGTTCAAGTCTTCACTCG 

TGAAGGTATTCAACGCGACAAACGTGCTCAATCCATTATCGATTCCGAATTGAAACGCTA 

CCGTTTGGATTTGAACGACCAATTGCGTATTTTCGACAACGACGCATTCGACCGTATCGA 

GCGTATGATTGTCGGTCAGAAAGCCAACGGTGGTCCGATGAAGCTGGCCAAAGGCAGCGA 

AATCACGACCGAATATCTGGCGGGTCTGCCGAGCAGGCACGATTGGTTCGATATCCGTCT 

GACCGATGAAGATTTGGCCAAGCAGTTGGAACTGATTAAAGTGAGCCTGCAACAAAAACG 

CGAAGAAGCGGACGAGTTATACGAAATCAAGAAGAAAAAACTGACCCAAGGCGACGAATT 

GCAACCCGGCGTACAAAAAATGGTGAAAGTTTTTATCGCCATCAAACGCCGTCTGCAAGC 

CGGCGACAAAATGGCGGGCCGCCACGGTAACAAAGGCGTGGTATCGCGCATTCTGCCAGT 

GGAAGACATGCCTTACATGGCGGACGGCCGTCCGGTAGACATCGTACTGAACCCATTGGG 

CGTACCTTCCCGTATGAACATCGGTCAGATTTTGGAAGTTCACTTGGGTTGGGCAGCAAA 

AGGTATCGGCGAGCGTATCGACCGTATGCTGAAAGAGCAACGCAAAGCAGGCGAGTTGCG 

CGAGTTCTTGAACAGACTCTACAACGGCAGCGGTAAGAAAGAAGATTTGGATGCCCTGAC 

TGATGAAGAAATCATCGAACTGGCCTCCAACCTGGGCAAAGGTGGATCTTTCGCCTCTCC 

TGTATTCGACGGTGCGAAAGAGTCTGAAATCCGCGAAATGCTGAACTTGGCTTATCCGAG 

CGACGATCCTGAGGTTGAAAAACTGGGCTTCAACGACAGTAAAACCCAAATCACGCTGTA 

TGACGGCCGTTCAGGCGAAGCATTTGACCGCAAGGTTACAGTAGGTGTGATGCACTATCT 

GAAACTGCACCACTTGGTTGACGAAAAAATGCACGCGCGTTCTACCGGTCCGTACAGTCT 

GGTTACCCAGCAGCCTTTGGGCGGTAAAGCCCAGTTCGGCGGCCAACGTTTCGGCGAGAT- 

GGAGGTTTGGGCATTGGAAGCATACGGCGCGGCATACACGCTGCAAGAGATGCTGACTGT 

GAAGTCTGACGACGTGAACGGCCGTACCAAAATGTACGAAAACATCGTCAAAGGCGAACA 

CAAAATCGATGCCGGTATGCCCGAGTCCTTCAACGTATTGGTCAAAGAGATTCGCTCACT 

GGGCTTGGATATCGATTTGGAACGTTACTAAACAAAAGTTTTCAGACGGCCTTTCAGGGT 

CGTCTGAAAAAGTGGTTTCAGAATAAGAATGAAGCAATCGGCATTTAGGCCGTCTGAAAT 

CAAAAGTACCGTTTCCCAATATCGAAAATCCGCCATGCGGTAAAAATACTTCCTTCAAGG 

AGCA7VAAATGAATTTGTTGAACTTATTTAATCCGTTGCAAACTGCCGGCATGGAAGAAGA 

GTTTGATGCCATTAAAATCGGTATTGCCTCTCCCGAAACCATCCGCTCATGGTCTTATGG 

CGAAGTCAAAAAACCTGAAACCATCAACTACCGTACGTTCAAACCTGAGCGTGACGGTTT 

GTTCTGTGCCAAAATCTTTGGCCCGGTCAAAGACTACGAATGCTTGTGCGGAAAATACAA 

ACGCTTGAAATTTAAAGGCGTAACGTGTGAAAAATGCGGCGTGGAAGTAACCCTGTCCAA 

AGTGCGCCGCGAACGCATGGGTCATATCGAATTGGCTGCGCCCGTCGCACATATTTGGTT 

CTTAAAATCCCTGCCTTCCCGCTTGGGTATGGTGTTAGACATGACTTTGCGCGACATCGA 

GCGCGTATTGTACTTTGAAGCATTTGTGGTAACCGATCCCGGTATGACTCCGCTGCAACG 

CCGCCAATTGCTGACTGAAGACGATTACTACAACAAGCTGGACGAATACGGCGACGATTT 

CGATGCCAAAATGGGTGCGGAAGGTATCCGCGAATTGCTGCGTACCCTGAATGTAGCGGG 

CGAAATCGAAATCCTGCGCCAAGAGTTGGAATCGACCGGTTCCGACACCAAAATCAAAAA 

AATCGCCAAACGCTTGAAAGTATTGGAAGCCTTCCATCGTTCCGGTATGAAACTGGAATG 

GATGATTATGGATGTGCTGCCGGTATTGCCGCCTGATTTGCGTCCGTTGGTTCCATTGGA 

TGGTGGTCGTTTTGCCACTTCCGATTTGAACGaVTTTGTACCGCCGCGTTATTAACGCTAA 

CAACCGTCTGAAACGTCTGTTGGAACTGCATGCGCCTGACATCATCGTCCGCAACGAAAA 

ACGTATGTTGCAAGAAGCAGTTGACTCGCTGTTGGATAACGGCCGTCGCGGTAAAGCCAT 

GACCGGCGCCAACAAACGCCCGCTGAAATCATTGGCAGACATGATTAAAGGTAAAGGCGG 

TCGCTTCCGTCAAAACCTGTTGGGCAAACGTGTGGACTACTCCGGCCGTTCCGTGATTAC 

CGTAGGCCCGTACCTGCGTCTGCACCAATGCGGTTtGCCGAAAAAAATGGCTTTGGAACT 

GTTCAAACCGTTCATTTTCCACAAATTGGAAAAACAAGGTTTGGCCTCTACCGTTAAAGC 

AGCGAAAAAATTGGTAGAGCAAGAAGTACCGGAAGTATGGGACATCTTGGAAGAAGTCAT 

CCGCGAACATCCGATTATGCTGAACCGTGCGCCGACCCTGCACCGTTTGGGTATTCAAGC 

GTTCGAACCTATCTTGATTGAAGGTAAAGCGATTCAGTTGCACCCATTGGTGTGTGCTGC 

GTTCAACGCCGACTTTGACGGCGACCAAATGGCGGTACACGTTCCATTGAGCTTGGAAGC 

ACAAATGGAAGCACGCACGCTGATGCTGGCTTCAAACAACGTATTGTCTCCGGCCAACGG 

CGAACCGATTATCGTACCTTCCCAAGACATCGTATTGGGCCTGTACTATATGACTCGCGA 

TCGTATCAATGCCAAAGGCGAAGGCAGCCTGTTTGCCGATGTGAAAGAAGTGCATCGCGC 

ATACCATACCAAACAGGTCGAGCTGGGTACGAAAATCACCGTACGTCTGCGCGAATGGGT 

GAAAAACGAAGCAGGTGAGTTTGAGCCTGTOyrrAACCGTTACGAAACAACCGTCGGCCG 

TGCATTGTTGAGCGAAATCCTGCCGAAAGGCCTGCCGTTTGAATATGTCAACAAAGCGTT 

GAAGAAAAAAGAAATTTCTAAACTGATTAACGCATCGTTCCGCCTGTGCGGCTTGCGCGA 

tacggttatctttgctgaccacctgatgtacaccggtttcggatttgcggcaaaaggcgg 
tatttccattgccgttgacgatatggaaattccaaaagaiaaaagcggccttgctggctga 
agccaatgccgaggttaaagaaatcgaagaccaataccgtcaaggtttggttaccaacgg 
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CGAACGCTACAACAAGGTGGTCGATATTTGGGGTCGTGCCGGCGATAAGATTGCTAAAGC 
GATGATGGACAACTTGTCCAAACAAAAAGTTATCGACCGTGCCGGCAACGAAGTCGATCA 
AGAGTCATTCAACTCCATTTATATGATGGCGGACTCCGGTGCCCGTGGTTCTGCAGCTCA 
. GATTAAACAGTTGTCCGGTATGCGTGGCTTGATGGCAAAACCTGACGGCTCGATTATTGA 
AACGCCGATTACCTCAAACTTCCGTGAAGGTCTGACCGTATTGCAATACTTTATTGCGAC 
CCACGGTGCGCGTAAGGGTTTGGCGGATACCGGATTGAAAACCGCGAACTCCGGTTACCT 
GACTCGTCGTCTGGTAGACGTAACTCAAGATTTGGTCGTTGTTGAAGACGATTGCGGTAC 
TTCAGACGGCTTTGTCATGAAGGCAGTGGTACAAGGCGGTGATGTGATTGAAGGATTGCG 
CGATCGTATTTTGGGTCGTGTTACCGCGTCTGACGTTGTCGATCCGTCAAGTGGCGAAAC 
CTTGGTTGAAGCCGGTACGTTGCTGACTGAAAAACTGGTGGATATGATCGACCAATCCGG 
TGTCGATGAAGTCAAAGTCCGTACGCCGATTACTTGTAAAACCCGTCACGGCCTGTGTGG 
ACACTGTTACGGTCGTGACTTGGCACGCGGCAAACTGGTTAACGCCGGTGAGGGAGTCGG 
TGTGATTGCTGCACAATCCATTGGCGAACCGGGTACCCAGTTGACCATGCGTACGTTCCA 
CATCGGTGGTGCGGCATCCCGTGCGGCAGCAGCCAGCCAAGTGGAAGCCAAATCCAACGG 
TACGGCACGATTCAGCAGCCAGATGCGCTACGTTGCCAACAACAAAGGCGAGTTGGTTGT 
CATCGGCCGTTCTTGTGAAGTCGTGATTCACGACGATATCGGCCGTGAACGCGAACGCCA 
CAAAGTACCTTACGGTGCCATCCTGCTGGTACAAGACGGTATGGCCATTAAAGCCGGTCA 
AACCTTGGCAACCTGGGATCCGCATACCCGTCCGATGATTACCGAACACGCAGGTATGGT 
GAAATTCGAAAACGTGGAAGAGGGCGTTACCGTTGCCAAACAAACCGATGATGTAACCGG 
TTTGTCCACTTTGGTGGTGATTGACGGTAAACGTCGTTCCTCTAGTGCTTCCAAACTGCT 
GCGTCCGACTGTGAAACTCTTGGACGAAAACGGCGTGGAAATCTGTATTCCCGGTACTTG 
TACTCCGGTATCCATGGCATTCCCCGTTGGTGCGGT6ATTACCGTACGCGAAGGTCAGGA 
AATCGGTAAAGGCGACGTATTGGCGCGTATTCCGCAAGCCTCTTCCAAAACCCGCGACAT 
TACCGGCGGCCTGCCGCGCGTTGCCGAATTGTTTGAAGCACGCGTGCCGAAAGATGCCGG 
TATGTTGGCGGAAATTACCGGTACCGTTTCCTTCGGCAAAGAGACCAAAGGCAAGCAACG 
TCTGATTGTTACTGACGTGGACGGTGTAGCATACGAGACCTTGATTTCCAAAGAGAAACA 
AATTCTGGTACACGACGGTCAAGTGGTAAACCGCGGTGAAACCATCGTGGACGGCGCGGT 
CGATCCGCACGATATTCTGCGTTTGCAAGGTATCGAAGCACTGGCACGCTACATTGTCCA 
AGAGGTGCAAGAGGTTTACCGTCTGCAAGGTGTGAAGATTTCTGATAAACACATCGAAGT 
CATCATCCGTCAAATGTTGCGCCGTGTGAACATTGCGGATGCGGGCGAAACCGGGTTCAT 
TACCGGAGAGCAGGTCGAACGCGGCGATGTGATGGCGGCCAATGAAAAKGCTTTGGAAGA 
AGGCAAAGAACCGGCGCGTTACGAAAACGTATTGCTGGGTATTACCAAAGCTTCCCTGTC 
CACCGACAGCTTCATTTCTGCCGCATCGTTCCAAGAAACGAGCCGCGTTCTGACCGAAGC 
CGCGATTATGGGCAAACAAGACGAGTTGCGTGGTTTGAAAGAAAACGTCATCGTCGGTCG 
CTTGATTCCTGCCGGTACCGGTTTGACTTACCACCGCAGCCGTCATCAACAATGGCAAGA 
GGTGG AACAGGAGACTGCCGAAACCCAAGTAACGGATGAATAATCTTTGGTGCATCCATT 
CAATAAAAAACCGCAAGCCTTGAGCTTGCGGTTTTTCTTTGTCCGATTAAGGCAAAAACA 
AGCGTTTTCGTCATTTTGAGGCGTGTGGATTATTCCTTAGGTATTTTCGGGCCGGAGACC 
AACGAGGTGGCGGGTGTCGTCGGTACGTCCGGAGACCAAAATAACTTTGCCAGGGATGTT 
GGTTTCGGCGGTCAAAAAAAGTAGCGTCTTAATGTTTTCCATTTAAACAAATGTCGTCTG 
AAACTTCAGACGGCATTTCCTTTAAGAAATAAATATGAAACCCAGAAATCTCTTTTTTGC 
AGGCTGCCTGCTGACTTCGGCGACGTTTGCCGAGGATATCGGCGTACCTGTCGAACTGAT 
TAACGTCGGTAATCGGATTGCGATGCCGTCTGAAGGGGAAAGCCTCGCCCTCCTGCCGTT 
TGCCGAGGATGTACCGCCGGTTCGCGATGCAATGCCGTCTGAAGTTCCTAAAAGCGCGGC 
AGGCGGCGATGTTCGGGGTGACCGGATGAGAATGCCGATTAACATCGGATGAGCGCGGCT 
TTATGGCATAAAAAACTGTCGTGGAAAGGATTTACACCCCAAATAAATTTCCGTTACAAC 
AAGATCAACAGCAATATGCCCGCCTTTTATTCGCGCAGCGGCAAGGAACGGTTTGTCAGT 
ATAGAAAAAACGTATTGACAGTATTTTCTTCAGTCGTCCGACTGATTGTGAGGGATGTCG 
GTAAATATTTATCGGCAAACAAGAAAATCATCTTTCTTCTTGTCGTTATGCTTGACTGTC 
TGCTTGCAATAAAAATATAATTCCACTCTTGCCGACATGGTGTCGGCAAGTATTTAACTC 
AACAGGACGAGAAAATATGCCAACTATCAACCAATTAGTACGCAAAGGCCGTCAAAAGCC 
CGTGTACGTAAACAAAGTGCCCGCACTGGAAGCTTGCCCGCAAAAACGTGGCGTGTGCAC 
CCGTGTATACACAACTACCCCTAAAAAACCTAACTCTGCATTGCGTAAAGTATGTAAAGT 
CCGC CTGAC CAACGGTTTTGAAGTCATTTCAT AC ATCGGCGGCG AAGGTCACAACCTGCA 
AGAGCACAGTGTCGTATTGATTCGCGGCGGTCGTGTAAAAGACTTGCCAGGTGTGCGTTA 
CCACACTGTACGCGGTTCTTTGGATACTGCAGGTGTTAAAGAGCGTAAACAAGCCCGTTC 
CAAATACGGTGCTAAGCGTCCTAAATAATTACTGGGACTTAAATAGGCACGTCGGCCGCC 
TAAGCTGAACAACGGCCGAGTAAGTGAATACTCAATTGGGTATTCATGGGAATAGACCCG 
ACTGAATAGATTAAAGGAAATTAAAATGCCAAGACGTAGAGAAGTCCCCAAGCGCGACGT 
ACTGCCAGATCCTAAATTCGGCAGCGTCGAGTTGACCAAATTCATGAACGTATTGATGAT 
TGACGGTAAAAAATCCGTTGCCGAGCGTATCGTTTACGGTGCGTTGGAACAGATTGAGAA 
AAAAACCGGCAAAGTAGCAATCGAAGTATTTAACGAAGCCATTGCAAACGCCAAACCTAT 
GGTGG AAGTGAAAAGCCGCCGTGTAGGTGGTGCAAACTAqCAAGTTCCTGTTGAAGTTCG 
TCCTTCACGCCGTTTGGCTTTGGCAATGCGCTGGGTTCGCGATGCGGCCCGCAAACGTGG 
TGAGAAATCCATGGACCTGCGTTTGGCAGGCGAATTGATTGATGCGTCCGAAGGCCGTGG 
CGGTGCGTTGAAAAAACGTGAAGAAGTACACCGTATGGCTGAAGCCAACAAAGCATTCTC 
TCACTTCCGTTTCTAATTTTGAAAGGCTAATAAAATGGCTCGTAAGACCCCGATCAGCCT 
GTACCGTAACATCGGTATTTCCGCCCATATTGACGCGGGTAAAACCACGACGACAGAACG 
TATTTTGTTCTATACCGGTTTGACCCACAAGCTGGGCGAAGTGCATGACGGTGCGGCTAG 
TACCGACTACATGGAACAAGAGCAAGAGCGCGGTATTACCATTACCTCCGCTGCCGTTAC 
TTCCTACTGGTCCGGTATGGCGAAACAATTCCCCGAGCACCGCTTCAACATCATCGACAC 
CCCGGGACACGTTGACTTTACCGTAGAGGTAGAGCGTTCTATGCGTGTATTGGACGGCGC 
GGTAATGGTTTACTGCGCGGTGGGCGGTGTTCAACCCCAATCTGAAACCGTATGGCGGCA 
AGCCAACAAATACCAAGTGCCGCGGTTGGCGTTTGTCAATAAAATGGACCGTCAGGGTGC 
CAACTTCTTCCGTGTTGTCGAGCAAATGAAAACCCGTTTGCGCGCAAACCCTGTACCTAT 
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CGTCATTCCGGTTGGTGCGGAAGACAACTTCAGCGGTGTGGTTGATTTGTTGAAAATGAA 

ATCCATCATTTGGAATGAAGTCGATAAAGGTACAACCTTTACCTATGGCGATATTCCTGC 

CGAATTGGTCGAAACTGCCGAAGAATGGCGTCAAAATATGATTGAAGCCGCAGCCGAAGC 

CAGCGAAGAACTGATGGACAAATACTTAGGCGGCGACGAGCTGACCGAAG7UVGAAATCGT 

AGGCGCGTTGCGTCAACGTACTTTGGCAGGCGAAATTCAGCCTATGCTGTGTGGTTCTGC 

ATTTAAAAACAAAGGTGTTCAACGTATGTTGGACGCAGTTGTAGAATTGCTGCCAGCTCC 

TACCGATATTCCTCCGGTTCAAGGTGTCAACCCGAATACCGAGGAAGCCGACAGCCGTCA 

AGCCAGCGATGAAGAGAAATTCTCTGCATTGGCGTTCAAAATGTTGAACGACAAATACGT 

CGGTCAGCTGACCTTTATCCGCGTTTACTCAGGCGTAGTAAAATCCGGCGATACCGTATT 

GAACTCCGTAAAAGGCACTCGCGAACGTATCGGTCGTTTGGTACAAATGACTGCCGCAGA 

CCGTACTGAAATCGAAGAAGTACGCGCCGGCGACATCGCAGCCGCTATTGGTCTGAAAGA 

CGTTACTACCGGTGAAACCTTGTGTGCGGAAAGCGCGCCGATTATCTTGGAACGTATGGA 

ATTCCCCGAGCCGGTAATCCATATTGCCGTTGAGCCGAAAACCAAAGCCGACCAAGAGAA 

AATGGGTATCGCCCTGAACCGCTTGGCTAAAGAAGACCCTTCTTTCCGTGTCCGTACAGA 

CGAAGAATCCGGTCAAACCATTATTTCCGGTATGGGTGAGCTGCACTTGGAAATTATTGT 

TGACCGTATGAAACGCGAATTCGGTGTGGAAGCAAATATCGGTGCGCCTCAAGTGGCTTA 

CCGTGAAACTATCCGCAAAGCCGTTAAAGCCGAATACAAACATGCAAAACAATCCGGTGG 

TAAAGGTCAATACGGTCACGTTGTGATTGAAATGGAACCTATGGAACCGGGTGGTGAAGG 

TTACGAGTTTATCGATGAAATTAAAGGTGGTGTGATTCCTCGCGAATTTATTCCGTCTGT 

CGATAAAGGTATCCGCGATACGTTGCCTAACGGTATCGTTGCCGGCTATCCTGTAGTTGA 

CGTACGTATCCGTCTGGTATTCGGTTCTTACCATGATGTCGACTCTTCCCAATTGGCATT 

TGAATTGGCTGCTTCTCAAGCGTTTAAAGAAGGTATGCGTCAAGCATCTCCTGCCCTGCT 

TGAGCCAATCATGGCAGTTGAAGTGGAAACCCCGGAAGAATACATGGGCGACGTAATGGG 

CGACTTGAACCGCCGTCGCGGTGTTGTATTGGGTATGGATGATGACGGTATCGGCGGTAA 

AAAAGTCCGTGCCGAAGTACCTTTGGCAGAAATGTTCGGTTACTCGACCGACCTGCGTTC 

TGCAACCCAAGGCCGCGCTACTTACTCTATGGAGTTCAAGAAATATTCTGAAGCTCCTGC 

CCACATAGCTGCTGCTGTAACTGAAGCCCGTAAAGGCTAATCAGAAAAGGCCGTCTGAAA 

CTGAAAATAAATTTTCAGACGGCCATTGTTCTTTAATCGATCTTTATATGTAAAGGAATT 

AGCTCATGGCTAAGGAAAAATTTGAACGTAGCAAACCGCACGTAAACGTTGGCACCATCG 

GTCACGTTGACCATGGTAAAACCACTCTGACTGCTGCTTTGACTACTATTTTGTCTAAAA 

AATTCGGTGGCGCTGCAAAAGCTTATGACCAAATCGACTUVCGCTCCTGAAGAAAAAGCTC 

GTGGTATTACCATTAATACCTCACACGTAGMTACGAAACTGAAACCCGTCACTACGCAC 

ACGTAGACTGCCCGGGGCACGCCGACTACGTTAAAAACATGATTACCGGCGCCGCACAAA 

TGGACGGTGCAATCCTGGTATGTTCCGCAGCCGACGGCCCTATGCCGCAAACCCGCGAAC 

ACATCCTGCTGGCCCGCCAAGTAGGCGTACCTTACATCATCGTGTTCATGAACAAATGCG 

ACATGGTCGACGATGCCGAGCTGTTGGAACTGGTTGAAATGGAAATCCGCGACCTGCTGT 

CCAGCTACGACTTCCCCGGCGATGACTGCCCGATTGTACAAGGTTCCGCACTGAAAGCCT 

TGGAAGGCGATGCCGCTTACGAAGAAAAAATCTTCGAACTGGCTGCCGCATTGGACAGCT 

ACATCCCGACTCCCGAGCGAGCCGTGGACAAACCGTTCCTGCTGCCTATCGAAGACGTGT 

TCTCCATTTCCGGCCGCGGTACAGTAGTAACCGGCCGTGTAGAGCGCGGTATCATCCACG 

TTGGTGACGAGATTGAAATCGTCGGTCTGAAAGAAACCCAAAAAACCACTTGTACCGGTG 

TTGAAATGTTCCGCAAACTGCTGGACGAAGGTCAGGCGGGCGACAACGTAGGCGTATTGC 

TGCGCGGTACCAAACGTGAAGACGTGGAACGCGGTCAGGTATTGGCTAAACCGGGTACTA 

TCACTCCTCACACCAAATTCAAAGCAGAAGTATACGTACTGAGCAAAGAAGAGGGTGGTC ^ 

GTCACACTCCGTTCTTCGCCAACTACCGTCCGCAATTCTACTTCCGTACCACCGACGTAA 

CCGGCGCGGTTACTTTGGAAGAAGGTGTGGAAATGGTAATGCCGGGTGAAAACGTAACCA 

TCACCGTAGAACTGATTGCGCCTATCGCTATGGAAGAAGGCCTGCGCTTTGCGATTCGCG 

AAGGCGGCCGTACCGTGGGTGCCGGCGTGGTTTCTTCTGTTATCGCTTAATTGAAGGATA 

TTGATAAATGGCAAACCAAAAAATCCGTATCCGCCTGAAAGCTTATGATTACGCCCTGAT 

TGACCGTTCTGCACAAGAAATCGTTGAAACTGCAAAACGTACCGGTGCAGTTGTAAAAGG 

CCCGATTCCTTTGCCGACCAAAATCGAGCGTTTCAACATTTTGCGTTCTCCGCACGTGAA 

CAAAACTTCCCGTGAGCAATTGGAAATCCGCACCCACTTGCGCCTGATGGACATCGTGGA 

TTGGACCGATAAAACTACCGATGCGCTGATGAAGCTGGATTTGCCGGCCGGTGTTGATGT 

AGAAATCAAAGTCCAATAATTCGGACTATAAAAAATCCCCAAGCAATCAATGCTTGGGGA 

TTTTTTATGTTATGCCGAGACCTTTGCAAAATTCCCCAAAATCCCCTAAATTCCCACCAA 

GACyVTTTAGGAGCACCTTCTTCCAGCAAACCGCCCAAGCCATGATTGCCAAACACATCGA 

CCGGTTCCCACTATTGAAGTTGGACCGGGTAATTGATTGGCAGCCGATCGAACAGTACCT 

GAATCGTCAAAGAACCCGTTACCTTAGAGACCACCGCGGCCGTCCCGCCTATCCCCTGTT 

GTCCATGTTCAAAGCCGTCCTGCTCGGACAATGGCACAGCCTCTCCGATCCCGAACTCGA 

GCACAGCCTCATCACCCGCATCGATTTCAACCTGTTTTGCCGCTTTGACGAACTGAGCAT 

CCCCGATTACAGTCATCAACCATATTCCGGTTTGTCGGAGAAAGATGCATACGCTGTGAT 

GACCGGATACCGACCCGTTAAAAGAGTCCGACCCTATGCCGTCTGAAAATTCAAAACGCT 

TCAGACGGCATATTGAAGATATTTCTGATATTTCTGTTGATATTTCTTTGACTTGTCAGA 

TATAATGCCGAGCTTGGTACATTTGTGCCAAGTTTAACTTTGTCTGAAAGACAGGCCAAT 

CGTAGCCTGTCCCTTTACTTTAAAAGGAAAATAATCATGACTTTAGGTCTGGTTGGACGC 

AAAGTTGGTATGACCCGCGTGTTCGACGAACAGGGTGTTTCTGTTCCGGTAACCGTTTTG 

GATATGTCTGCCAACCGCGTTACACAAGTAAAATCCAAAGATACTGACGGCTATACTGCC 

GTTCAAGTTACCTTTGGTCAGAAAAAAGCCAATCGTGTCAACAAAGCCGAAGCCGGGCAG 

TTTGCAAAAGCAGGTGTTGAAGCCGGTCGCGGTTTGATTGAGTTTGCTTTGACTGAAGAA 

AAACTGGCTGAATTGAAAGCTGGTGACGAAATCACCGTTTCTATGTTTGAAGTCGGTCAA 

CTGGTCGATGTAACCGGTACCTCTAAAGGTAAAGGTTTCTCCGGCACGATTAAACGTCAT 

AACTTCGGTGCCCAACGTACTTCCCACGGTAACTCCCGTTCTCACCGTGTTCCAGGCTCT 

ATCGGTATGGCGCAAGACCCGGGTCGCGTGTTCCCCGGTAAACGCATGGCCGGCCAATAC 

GGCAAGACCAAAGCAAGTGTTGAAAAATTGGAAGTTGTGGGTGTTGACGCAGAACGCCAA 

CTGCTGTTGGTTAAGGGTGCTGTTCCGGGTGCGGTCAACAGCGATGTTGTAGTTCGTCCC 
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AGCGTGAAAGTAGGTGCGTAATGGAATTGAAAGTAATTGACGCTAAAGGACAAGTTTCAG 

GCAGTCTGTCTGTTTCTGATGCTTTGTTCGCCCGCGAATACAATGAAGCGTTGGTTCATC 

AGCTGGTAAATGCCTACTTGGCAAACGCCCGCTCCGGTAACCGCGCTCAAAAAACCCGTG 

CCGAAGTAAAACACTCAACCAAAAAACCATGGCGTCAAAAAGGTACCGGCCGTGCCCGTT 

CCGGTATGACTTCTTCTCCGCTGTGGCGTAAAGGTGGTCGCGCGTTCCCGAACAAACCCG 

ACGAAAACTTCACTCAAAAAGTAAACCGCAAAATGTACCGTGCCGGTATGGCGACTATTC 

TGTCCCAATTGACTCGTGACGAGCGTTTGTTTGCGATTGAGGCGTTGACTGCCGAAACTC 

CTAAAACCAAAGTTTTTGCCGAACAAGTGAAAAATCTGGGTCTGGAGCAAGTGTTGTTTG 

TAACCAAACAGCTCGACGAGAATGTTTACTTGGCTTCACGCAACTTGCCAAACGTGTTGG 

TTTTGGAAGCTCAACAAGTTGATCCTTACAGCTTGCTGCGTTACAAAAAAGTAATCATCA 

CTAAAGATGCAGTTGCACAATTAGAGGAGCAATGGGTATGAATCAACAACGTTTGACTCA 

AGTGATTTTGGCACCTATCGTTTCTGAAAAAAGCAACGTATTGGCTGAAAAACGTAACCA 

AATGACGTTTAAAGTTTTGGCAAATGCAACCAAACCTGAAATTAAAGCGGCTGTTGAGCT 

GCTGTTCGGCGTTCAAGTTGCAGACGTTACTACTGTTACCATTAAAGGTAAAGTTAAACG 

TTTTGGTCGCACTTTAGGTCGTCGCAGCGATGTTAAAAAGGCTTATGTAAGCTTGGCTGC 

CGGTCAAGAGTTGGATTTGGAAGCCGCTGCTGCAGCTGCAGATAAGGAATAAACAAAATG 

GCAATCGTTAAAATGAAGCCGACCTCTGCAGGCCGTCGCGGCATGGTTCGCGTGGTAACA 

GAAGGTTTGTACAAAGGTGCACCTTATGCACCTCTGCTGGAAAAGAAAAATTCTACTGCC 

GGTCGTAACAACAATGGTCATATTACTACCCGTCATAAAGGTGGTGGTCATAAACATCAT 

TACCGCGTCGTAGATTTTAAACGTAACAAAGACGGTATCCCTGCAAAAGTAGAGCGTATC 

GAATATGACCCTAACCGTACTGCATTTATCGCACTGTTGTGCTATGCAGATGGTGAGCGT 

CGCTACATTATTGCTCCTCGTGGTATTCAAGCCGGTGCAGTATTGGTTTCCGGTGCTGAA 

GCTGCGATCAAAGTAGGTAACACTCTGCCGATCCGCAATATTCCTGTTGGTACAACTATT 

CACTGTATCGAAATGAAACCAGGTAAAGGTGCGCAAATTGCACGTTCTGCCGGTGCTTCT 

GCGGTATTGCTGGCTAAAGAAGGCGCGTACGCTCAAGTCCGCCTGCGCTCTGGCGAAGTC 

CGTAAAATCAACGTAGATTGCCGTGCAACCATCGGTGAAGTCGGTAACGAAGAGCAAAGC 

CTGAAAAAAATCGGTAAAGCCGGTGCCAATCGTTGGCGCGGTATTCGTCCGACTGTACGT 

GGTGTTGTCATGAACCCTGTCGATCACCCGCATGGTGGTGGTGAAGGCCGTACGGGCGAG 

GCCCGCGAACCGGTCAGCCCATGGGGTACTCCTGCTAAAGGCTACCGCACTCGTAATAAC 

AAACGCACGGATAACATGATTGTTCGTCGCCGTTACTCAAATAAAGGTTAATTTAGTATG 

GCTCGTTCATTGAAAAAAGGCCCATATGTAGACCTGCATTTGCTGAAAAAAGTAGATGCT 

GCTCGCGCAAGCAACGACAAACGCCCGATTAAAACCTGGTCTCGTCGTTCTACCATTCTG 

CCTGATTTTATCGGTCTGACCATTGCTGTGCACAACGGCCGCACCCATGTGCCTGTGTTT 

ATCAGCGACAATATGGTTGGTCATAAATTAGGCGAATTCTCATTGACCCGTACCTTTAAA ' 

GGCCACTTGGCCGATAAAAAGGCTAAAAAGAAATAAGGTGAATCATGAGAGTAAATGCAC 

AACATAAAAATGCCCGTATCTCTGCTCAAAAGGCTCGTTTGGTAGCTGATTTGATTCGTG 

GT7VAAGACGTTGCCCAAGCTTTGAATATTTTGGCTTTCAGTCCTAAAAAAGGTGCCGAGC 

TGATTAAAAAAGTATTGGAGTCAGCTATTGCTAATGCCGAGCACAATAACGGTGCGGACA 

TTGATGAACTGAAAGTGGTAACTATCTTTGTTGACAAAGGCCCAAGCTTGAAACGTTTTC 

AAGCTCGCGCCAAAGGTCGCGGTAACCGCATCGAAAAACAAACTTGTCATATCAATGTGA 

CAGTGGGTAACTAAGGAAAAGCTATGGGACAAAAGATTAACCCTACAGGCTTTCGCCTGG 

CGGTAACTAAAGACTGGGCTTCAAAATGGTTTGCTAAAAGCACCGACTTTTCTACTGTTT 

TGAAGCAGGATATCGATGTTCGCAATTATTTGCGTCAAAAATTGGCCAATGCTTCGGTTG 

GTCGAGTGGTTATTGAACGCCCTGCAAAATCTGCACGCATTACCATTCACTCCGCTCGTC 

CGGGTGTGGTTATCGGTAAAAAAGGTGAGGATATCGAGGTTTTGAAACGTGACTTGCAAG 

TCTTGATGGGTGTACCTGTTCATGTAAATATTGAAGAGATTCGCCGTCCTGAGTTGGATG 

CTCAAATTATTGCTGACGGTATTGCCCAGCAGTTGGAAAAGCGCGTTCAATTCCGTCGTG 

CTATGAAACGAGCAATGCAAAATGCAATGCGTTCTGGTGCTAAAGGCATTAAGATTATGA 

CTTCAGGCCGTCTGAATGGTGCGGATATTGCCCGTAGCGAATGGTATCGTGAAGGTCGCG 

TGCCACTGCATACTTTACGTGCAAATGTAGATTATGCAACCAGCGAAGCGCACACCACAT 

ATGGTGTATTGGGTCTGAAAGTTTGGGTTTATACGGAAGGCAATATTAAATCTTCCAAAC 

CTGAACATGAGAGTAAACAAAGAAAGGCAGGTAGACGTAATGCTGCAGCCAACTAGACTG 

AAATACCGTAAGCAACAAAAGGGTCGCAATACCGGCATCGCTACTCGCGGTAATAAGGTA 

AGTTTCGGTGAGTTCGGCTTGAAAGCCGTAGGTCGTGGTCGTTTGACTGCCCGTCAAATC 

GAAGCTGCTCGTCGTGCAATGACCCGTCATATCAAACGTGGTGGTCGTATTTGGATTCGT 

GTATTCCCTGATAAACCGATTACTGAAAAGCCTATTCAAGTTCGTATGGGTGGCGGTAAA 

GGTAACGTGGAATATTACATTGCCGAAATTAAACCAGGTAAAGTGTTGTATGAAATGGAT 

GGCGTTCCAGAGGAACTGGCTCGTGAAGCATTCGAGTTGGCTGCTGOCAAATTGCCTATT 

CCTACAACCTTTGTAGTAAGACAGGTGGGTCAATAATGAAAGCAAATGAATTGAAAGACA 

AATCCGTTGAGCAGTTGAATGCAGATTTGTTGGACTTGTTGAAAGCTCAGTTTGGCTTAC 

GTATGCAAAACGCTACCGGTCAATTAGGCAAACCAAGTGAATTGAAACGTGTACGTCGCG 

ATATTGCTCGTATTAAAACCGTTTTAACTGAAAAAGGTGCTAAGTAATGAGCGAAACTAA 

AAATGTTCGTACTTTGCAAGGCAAAGTAGTAAGCGACAAAATGGATAAAACCGTAACAGT 

ATTGGTTGAGCGTAAAGTAAAACATCCGCTGTATGGTAAGATTATTCGATTATCTACTAA 

AATCCATGCCCATGATGAAAATAATCAATATGGAATTGGTGATGTGGTTGTTATATCGGA 

ATCCCGTCCATTGTCAAAAACTAAATCTTGGGTTGTCAGTGAGCTGGTTGAGAAAGCACG 

TTCTATTTAAGAATTAAAGCAACGTGCTTGGAATGGGAAACGAAGTATTGCAGCAAATTT 

AATTTGCGTGTAAACTTCGTTTCCTGTCTTTCAGTTTCTTCTGGAAGTTTCTTCCCTTTC 

GGGGTCCAAGACTGGTTTACTTGAACCGCAAGGTTTCATTTAATAAGCAGCGGCTTTGCT 

GT AAGTT ATCTG AAA GT GGT AAATT AAGTTGGTT AATTT AAAGGT AAT AACATGATT CAA 

ATGCAGACCATCTTAGATGTGGCTGATAACTCTGGTGCGCGTCGCGTAATGTGTATCAAG 

GTATTGGGCGGATCTAAGCGTCGCTACGCTTCTGTTGGCGATATTATTAAAGTGGCAGTT 

AAAGATGCGGCTCCGCGTGGCCGTGTCAAAAAAGGCGATGTATATAATGCGGTAGTTGTT 

CGTACTGCTAAGGGTGTACGTCGTGGTGATGGTGCGTTAATTAAATTCGATAACAATGCC 

GCCGTGTTACTGAATAATAAACTTGAACCTTTGGGTACTCGTATCTTTGGTCCGGTAACC 
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CGTGAATTGCGTACTGAGCGATTTATGAAAATCGTTTCATTGGCACCTGAAGTATTATAA 

GGAATGGCACGATGAATAAAATCATTAAAGGCGATAGGGTTGTAGTAATTGGTGGTAAGG 

ATAAAGGTAAGCAGGGTCAAGTAGTTCGAGTGTTGGGTGATAAAGTTGTTGTTGAGGGCG 

TTAATGTTGTAAAACGCCATCAAAAACCTAATCCAATGCGTGGCATTGAGGGCGGTATTA 

TTACTAAAGAAATGCCTTTGGATATTTCTAATATCGCAATCCTGAATCCGGAAACTAATA 

AAGCGGACCGTGTTGGTATTAAGCTGATTGAAAATGAAGGCAAAGTTAAACGCGTTCGTT 

TCTTCAAATCAAATGGCTCTATCATTGGGGCATAAGGAGATAACATGGCTCGGTTGAGAG 

AGTTTTATAAAGAGACAGTTGTTCCTGAATTGGTTAAACAATTTGGTTACAAATCAGTAA 

TGGAAGTCCCGCGTATTGAAAAAATTACCTTGAATATGGGTGTGGGTGAGGCTGTTGCTG 

ATAAAAAAGTTATGGAACATGCTGTTTCCGATTTAGAGAAAATTGCCGGTCAAAAACCGG 

TTGTTACTGTTGCCCGTAAATCTATCGCAGGTTTTAAAATCCGTGATAACTATCCGGTTG 

GTTGCAAAGTAACATTGCGTCGTGATCAAATGTTTGAATTCTTGGATCGTTTGATTACTA 

TTGCATTACCTCGCGTACGTGACTTCCGTGGTGTGAGCGGTAAATCATTTGATGGCCGTG 

GCAATTACAATATGGGTGTTCGTGAGCAAATTATTTTTCCGGAAATTGAATACGATAAAA 

TTGATGCTTTGCGTGGTTTGAATATTACTATTACTACTACAGCAAAAACCGATGAGGAAG 

CGAAAGCTTTATTGTCATTGTTTAAATTTCCGTTCAAAGGATAATCATGGCTAAGAAAGC 

ACTTATTAATCGTGATCTGAAACGTCAAGCTTTGGCTAAAAAATATGCGGCTAAACGCGC 

GGCAATTAAAGCGGTAATCAATGATTCGAATGCAACTGAGGAAGAGCGTTTTGAGGCTCG 

TTTGAGGTTTCAATCCATTCCTCGTAATGCGGCACCTGTGCGTCAACGTCGTCGTTGTGC 

TTTGACAGGTCGCCCTCGTGGTACTTTCCGTAAATTTGGTTTGGGTCGTATTAAAATCCG 

TGAAATCGCCATGCGTGGCGAAATTCCGGGTGTTGTTAAAGCCAGCTGGTAATAGGAGTA 

ATTAAGAATGAGTATGCATGATCCTATTTCCGATATGTTGACTCGTATCCGCAATGCGCA 

ACGTGCTAATAAAGCAGCGGTTGCAATGCCTTCTTCAAAATTAAAGTGTGCTATTGCAAA 

GGTATTGAAAGAAGAAGGATATATTGAGGACTTCGCAGTTTCATCTGACGTAAAGTCTAT 

ATTGGAAATTCAATTAAAATACTATGCAGGTCGTCCTGTAATTGAACAAATCAAGCGTGT 

ATCTCGCCCCGGTTTGCGTATTTATAAAGCGTCTAGTGAGATTCCAAGTGTTATGAATGG 

CTTGGGTATTGCTATTGTTAGTACTTCTAAAGGTGTAATGACTGATCGTAAAGCACGTTC 

TCAAGGTGTTGGTGGTGAGTTGTTATGCATTGTAGCCTAGTGGAGGAAAAGAAATGTCAC 

GTGTCGCAAAAAACCCAGTGACTGTTCCCGCTGGTGTAGAAGTAAAATTTGGAGCAGAGG 

CATTAGTTATTAAGGGTAAGAACGGTGA ATTGTC Tr rT CCTTTGCATTCTGATGTAGCCA 

TTGAATTTAATGATGGCAAATTGACTTTTGTTGCGAATAACAGCAGTAAACAAGCAAATG 

CAATGTCTGGTACTGCTCGCGCATTAGTCAGCAATATGGTTAAAGGTGTTTCAGAAGGTT 

TTGAGAAAAGATTGCAATTGATAGGTGTGGGTTATCGTGCTCAAGCACAAGGTAAAATCT 

TGAATCTGTCTTTGGGTTTTTCTCATCCGATCGTATATGAAATGCCTGAAGGTGTCTCCG 

TTCAAACTCCTAGCCAAACAGAGATTGTTTTAACCGGCTCGGATAAACAAGTTGTTGGTC 

AAGTTGCTGCTGAGATTCGTGCGTTCCGTGCTCCTGAGCCTTATAAAGGTAAAGGTGTTC 

GCTATGTAGGAGAAGTAGTGGTAATGAAAGAAGCCAAGAAAAAATAATTGAGGTTCACTA 

ATGGATAAACATACAACCCGACTCCGTCGTGCACGCAAAACCCGTGCTCGTATTGCGGAC 

TTGAAAATGGTAAGATTATGTGTGTTCCGAAGCAATAATCATATTTATGCTCAAGTAATT 

AGTGCTGAAGGTGATAAAGTATTGGCTCAAGCCTCTACATTGGAAGCTGAGGTGCGCGGT 

AGTCTGAAATCTGGAAGCAATGTTGAAGCAGCTGCAATAGTTGGTAAACGTATCGCTGAA 

AAAGCTAAAGCAGCAGGTGTAGAAAAGGTTGCTTTTGATCGTTCAGGTTTCCAATATCAC 

GGTCGTGTGAAGGCTTTGGCTGAAGCTGCTCGTGAAAATGGTTTAAGCTTCTAAATATTT 

GGAGACTTTCAGATGGCAAAACATGAAATTGAAGAACGCGGTGACGGTCTGATTGAAAAG 

ATGGTCGCTGTTAATCGCGTAACTAAAGTAGTTAAAGGTGGCCGTATCATGGCTTTCTCA 

GCACTGACTGTTGTTGGTGATGGTGATGGTCGCATTGGTATGGGCAAAGGTAAATC/UIAA 

GAAGTACCAGTTGCTGTTCAAAAAGCAATGGATCAAGCTCGACGCTCTATGATTAAAGTA 

CCTTTGAAAAACGGTACTATTCATCATGAGGTTATTGGCCGTCATGGTGCTACTAAAGTA 

TTTATGCAGCCTGCTAAAGAGGGTAGTGGCGTAAAAGCCGGTGGACCTATGCGTTTGGTT 

TTTGATGCTATGGGCATTCATAATATCTCCGCCAAAGTGCACGGATCTACTAACCCATAT 

AATATCGTACGTGCAACATTAGATGGTTTGTCTAAGTTGCATACTCCTGCTGATATCGCA 

GCCAAACGTGGCTTGACAGTGGAAGACATTTTGGGAGTTAACCATGGCTGAACAAAAAAA 

GATTAGGGTTACATTGGTTAAAAGCCTGATTGGTACAATTGAATCTCATCGTGCATGTGC 

ACGCGGTTTAGGTTTGCGTCGTCGCGAGCATACGGTAGAGGTTTTAGATACCCCTGAAAA 

CCGTGGTATGATTAATAAAATCAGCTACTTGTTGAAAGTGGAGTCTTGATATGTTTTTGA 

ATACAATTCAACCTGCTGTTGGTGCTACGCATGCTGGTCGTCGTGTTGGACGCGGTATTG 

GTAGTGGTCTTGGCAAAACGGGTGGTCGTGGTCATAAAGGTCAAAAGAGCCGGTCTGGTG 

GGTTTCATAAGGTGGGTTTCGAGGGTGGTCAAATGCCCTTGCAACGACGCCTCCCTAAAA 

GAGGTTTTAAATCTTTAACAGCATCAGCTAATGCACAGCTTCGTTTAAGTGAACTGGAAT 

CAATTGCTGTTAATGAGATTGATATTTTGGTCTTAAAGCAAGCGGGTCTGATTGCATCTA 

CAGTCTCTAATGTTAAAGTTATTGCTTCTGGTGAAATTTCTAAGGCAGTTGCTTTGAAGG 

GTATTAAAGTTACCAAAGGTGCGAGAGCTGCTATCGAGGCTGTTGGTGGTAAGATTGAAA 

TGTAAGGTTTAATATTGTGGCTAATCAACAAACGTCATCAGGTTCATCCAAATTTGGAGA 

TCTTAAGAAACGTCTTTTGTTTCTATTTGGAGCATTGATTGTTTTTCGAATTGGTGCCCA 

TATACCCGTACCTGGAGTTGATGCTGTTGCTTTAGCTAAATTATACGAAAGCGCTGGAAA 

CGGCATCCTGGGAATATTGAATATGTTTTCCGGTGGGTCGTTAGAGCGCTTTAGTATATT 

TGCAATAGGAATTATGCCATATATTTCAGCTTCTATTATTGTACAGCTCGCTTCTGAAAT 

TTTGCCATCATTGAAGGCTTTAAAAAAAGAAGGGGAGGCTGGTAGAAAGGTAATTACGAA 

ATATACTAGGTATGGTACTGTTTTGTTAGOUVTTCTTCAAAGTCTAGGTGTTGCATC^ 

CGTATTTCAGCAAGGAATTGTTGTAAau^GTTCATTTGAGTTTCATGTTTCCACGG 

TTCTTTGGTAACGGGAACCATGTTTCrTATGTGGCTTGGGGAGCAAATTACTGAAAGGGG 

TATCGGGAACGGTATTTCTTTAATCATTAOKKyW^rrATTGCTTCAGGTATTC^^ 

TATTGCAAAGCTGGTTACAGTGACGAACOUlGGTTCTATGAGCATGCrrTACGGCGTTGTT 

TATTCTATTTGGTGCCTTATTATTAATTTATTTGGTTGTATACTTTGAAAGTGCACATO^ 

GAAGATTCCTATTCATTATGCAAAACGCCAGTTTAATGGTAGGGCGGGTAGTCAAAATAC 
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GCATATGCCTTTCAAGTTGAATATGGCTGGTGTTATTCCCCCAATTTTTGCTTCCAGTAT 

TATTCTATTTCCATCTACTCTTTTAGGTTGGTTTGGTTCGGCTGATACAAATAGTGTTTT 

GCACAAAATAGCTGGATTGTTACAACACGGTCAATTGCTGTATATGGCTTTATTTGCAGC 

GACAGTTATTTTCTTTTGTTATTTTTATACGGCTTTGGTTTTTAGCCCTAAAGAAATGGC 

AGAGAATTTAAAAAAGAGTGGTGCTTTTGTTCCTGGGATTAGACCTGGTGAGCAGACCTC 

TAGGTATTTAGAAAAAGTTGTATTACGTTTGACATTGTTTGGAGGTCTTTATATTACAAC 

TATTTGTTTAATTCCAGAGTTCTTAACTACGGTTTTAAATGTACCTTTTTATTTGGGTGG 

CACGTCTTTGTTGATTCTAGTTGTTGTAACGATGGATTTTAGTACACAAATAAATTCGTA 

TAGGCTTAeTCAACAGTATGATAAGTTAATGACTCGTTCAGAAATGAAATCATTTTCTCG 

GAAATAGAATTATGGCGAAAGAAGATACTATCCAAATGCAAGGTGAAATTCTTGAAACTT 

TACCTAATGCAACATTTAAAGTAAAACTTGAGAATGACCATATTGTATTGGGTCATATTT 

CTGGGAAGATGCGGATGCATTACATTCGTATTTCTCCGGGAGATAAGGTCACAGTAGAGC 

TGACACCTTATGATCTAACTAGGGCTCGAATCGTTTTCAGAGCAAGATAAACCAATAAAA 

GGAAAATAAAATGCGTGTACAACCATCTGTTAAGAAAATTTGCCGAAATTGCAAGATTAT 

TCGTCGAAATCGTGTAGTTCGTGTAATTTGTACTGATCTCCGTCACAAACAGCGTCAAGG 

TTAATGGAATATTTCTTTTAATGTGATTCTGTGATATAGTGACACACTTTGCCCTAAAAA 

GGAAAAAATATGGCTCGTATTGCAGGGGTAAATATCCCTAATAACGCACACATCGTAATT 

GGTCTTCAGGCTATTTACGGTATTGGTGCTACTCGTGCTAAATTGATTTGTGAGGCTGCA 

AATATTGCGCCTGATACTAAAGCAAAAGATTTGGACGAGACTCAATTAGATGCTTTGCGT 

GACCAAGTTGCCAAGTATGAAGTAGAAGGTGATTTGCGTCGTGAGGTAACTATGAGTATC 

AAGCGATTGATGGACATGGGCTGCTATCGTGGCTTCCGTCATCGTCGCGGCTTACCATGC 

CGCGGTCAACGCACTCGTACAAATGCGCGTACCCGCAAAGGTCCGCGTAAAGCGATTGCT 

GGTAAGAAATAAATTTTAAGGAATTTTATTAATGGCTAAAGCAAACACAGCTTCACGTGT 

ACGTAAAAAAGTACGTAAAACCGTGAGTGAGGGTATTGTGCACGTTCATGCATCTTTCAA 

CAATACCATCATTACAATCACTGACCGTCAAGGCAATGCGTTGTCTTGGGCTACCTCTGG 

CGGCGCTGGTTTTAAAGGTTCTCGTAAAAGTACACCATTTGCAGCACAAGTTGCAGCAGA 

AGCAGCTGGTAAAGTTGCCCAAGAGTATGGCGTTAAAAATTTAGAGGTTCGTATTAAAGG 

TCCAGGTCCAGGTCGTGAATCCTCTGTACGTGCTTTGAATGCTCTTGGTTTCAAGATTAC 

CAGCATTACTGACGTTACCCCGTTGCCTCATAACGGTTGCCGTCCGCCTAAAAAACGTCG 

TATTTAATATTGGAGTGATTTGAAACATGGCACGTTATATTGGCCCTAAATGTAAGTTGG 

CACGTCGCGAAGGTACGGATTTGTTTTTGAAGAGTGCGCGCCGCTCTTTGGATTCTAAAT 

GTAAAATTGATTCCGCTCCTGGTCAGCATGGTGCAAAAAAACCGCGTTTGTCAGACTATG 

GTTTGCAGTTGCGTGAAAAACAAAAAATCCGCCGTATTTATGGCGTATTAGAACGTCAGT 

TCCGTCGTTATTTCGCAGAAGCTGATCGTCGTAAAGGTTCTACCGGCGAGTTGCTGTTGC 

AGTTGCTGGAATCTCGTTTGGATAATGTCGTTTATCGTATGGGTTTCGGTTCTACCCGAG 

CTGAAGCAAGACAGCTTGTTTCTCATAAGGCGATAGTTGTGAATGGACAAGTTGTCAATA 

TTCCTTCTTTCCAAGTGAAAGCTGGTGATGTTGTCTCAGTTCGTGAAAAAGCCAAAAAAC 

AGGTACGTATTCAAGAAGCATTGGGTTTGGCAACTCAAATCGGCTTGCCGGGTTGGGTTT 

CTGTAGATGCGGATAAACTTGAGGGTGTGTTCAAAAACATGCCGGATCGCTCGGAATTGA 

CCGGTGATATTAATGAACAGCTGGTGGTAGAGTTCTACTCTAAATAATGCTAGCTCAGTG 

AGGGACAGTTAAATGCAGAATAGCACAACCGAATTTTTGAAACCTCGTCAAATTGATGTA 

AATACTTTTTCTGCAACTCGTGCAAAAGTATCTATGCAGCCATTTGAACG TGGT TTCGGT 

CATACCTTAGGTAATGCTTTGCGCCGTATCTTACTGTCATCCATGAATGGTTTTGCTCCT 

ACTGAAGTAGCTATTGCCGGTGTATTACACGAATATTCTACTGTTGATGGTATTCAGGAA 

GATGTTGTTGACATTTTGCTGAATATTAAAGGTATTGTGTTTAAACTCCATGGTCGTAGC 

CAAGTTCAACTTGTGTTGAAGAAATCAGGTTCAGGTGTCGTATCTGCCGGTGATATTGAG 

TTGCCGCATGATGTAGAAATTCTGAATCCTGGTCATGTCATTTGTCATTTGGCTGATAAC 

GGTCAAATTGAGATGGAAATTAAAGTAGAGCAAGGTCGTGGTTATCAATCTGTTTCAGGT 

CGTCAGGTAGTTCGTGATGAGAACCGTCAGATTGGTGCAATCCAGTTGGATGCGAGCTTT 

TCGCCCATCAGCCGTGTTAGCTTTGAGGTTGAACCTGCACGTGTAGAGCAGCGGACGGAT 

CTTGATAAGTTGGTTTTGGATATCGAAACCGACGGTTCTATTGATCCTGAGGAAGCTGTA 

CGCAGTGCGGCACGTATTTTGATTGATCAGATGTCTATTTTTGCTGATTTGCAGGGTACG 

CCTGTGGAGGAGGTTGAAGAAAAAGCACCTCCTATCGACCCTGTTCTTTTGCGTCCGGTG 

GATGATCTGGAATTGACAGTACGTTCAGCTAATTGTTTGAAAGCTGAGGATATTTATTAT 

ATTGGCGATTTGATTCAACGCACTGAAACCGAGCTTCTTAAAACGCCGAATTTGGGACGT 

AAATCTTTGAATGAGATTAAGGAAGTATTGGCATCTAAAGGTTTGACACTGGGTTCTAAG 

TTGGAAGCATGGCCACCTGTAGGCTTGGAAAAGCCTTAATGAAGAATTAAAGGATAATTG 

ATATGCGTCATCGTAATGGCAATCGCAAATTAAACCGTACCAGCAGTCATCGTGCTGCAA 

TGCTGCGTAATATGGCGAATTCATTATTGACTCACGAAGCTATTGTAACAACTCTGCCTA 

AGGCCAAGGAATTGCGCCGTGTAGTAGAGCCGTTGATTACATTGGGTAAAAAGCCGTCAT 

TGGCAAACCGCCGTTTGGCATTTGACCGTACTCGCGACCGTGATGTTGTAGTAAAACTGT 

TTGGCGATTTGGGTCCTCGTTTTACTGCTCGTAACGGTGGTTATGTTCGGGTGTTGAAAT 

ACGGATTCCGTAAAGGTGATAATGCACCTCTGGCACTGGTTGAATTGGTTGACAAACCGG 

CTGCTGAGTAATTTTAGTCATATAACGCCATCTGCCGAAAAGCAGGTGGCGTTATTTTTG 

CAATATCTGATAGGTAATAGGGTATTGGCTATCATGTTTAAAATATTAATTGAATAGCTA 

AGGTTTGCGCGGTAAACTTACATCATTAAAAAATTCTATGATGGTTTATATAATGAATGC 

TTTCGATATAAAGTCGACAAAGATGGACGTATTGTCTATATCTTTGCATACGTCAGACTT 

GTTTGATTTGGAAGATGTGCTGGTCAAATTGGGCAAGAAGTTTCAAGAGTCTGGTGTTGT 

TCCATTTGTGCTGGATGTTCAAGAGTTTGATTATCCCGAGTCTTTGGATCTTGCTGCATT 

GGTTTCGTTGTTTTCAAGGCATGGTATGCAAATTTTGGGTCTGAAGCATTCTAATGAACG 

TTGGGCTGCTGCGGCTATGAAGTATCATTTGCTGTTTTGTCTGTCTCATTCGGAAAATGT 

TAAAGAACTGGGTCAGGTTGAGGTGCAGAAAACGGAGGATGGTCAGAAAGCAAGGAAAAC 

AGTATTGATTACATCCCCTGTCCGTACCGGTCAGCAGGTTTATGCCGAAGATGGCGATTT 

GATTGTTACGGGGGCGGTCAGCCAGGGGGCGGAATTGATTGCGGATGGCAATATACATAT 

TTATGCGCCGATGAGGGGGCGTGCTTTGGCCGGTGCCAAGGGTGATACTTCTGCCCGCAT 
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ATTTATCCACTCCATGCAGGCAGAACTGGTTTCTGTGGCGGGTATTTACCGTAATTTTGA 

ACAGGATTTGCCGAACCATCTGCAC7VAGCAGCCGGTACAGATATTGTTGCAGGATAACCG 

ATTGGTTATCAGTGCAATTGGCTCAGAGTAATTGTTTGATATTTAAAAAGGAAATATTGT 

GGCAAAAATTATTGTAGTAACTTCAGGTAAGGGCGGTGTCGGTAAAACGACTACCAGTGC 

CAGTATTGCGACAGGTTTGGCATTACGCGGATATAAAACTGCGGTAATTGATTTTGATGT 

GGGTTTGCGTAACCTCGACCTCATTATGGGTTGCGAGCGTCGTGTCGTTTATGACCTGAT 

CAATGTCATTCAGGGGGAGGCGACGCTCAACCAAGCTTTGATTAAAGATAAAAATTGTGA 

AAACCTGTTTATTTTGCCGGCTTCCCAGACTCGGGATAAAGACGCTTTGACACGCGAGGG 

CGTAGAAAAAGTGATGCAGGAGCTGTCCGGCAAGAAAATGGGCTTTGAGTATATTATTTG 

CGACTCTCCTGCCGGTATTGAGCAGGGTGCATTGATGGCGTTGTATTTTGCTGATGAAGC 

CATTGTAACGACCAATCCTGAGGTTTCCAGTGTGCGTGACTCCGACAGGATTTTGGGAAT 

TTTGCAAAGCAAATCCCATAAGGCAGAGCAAGGCGGTTCGGTTAAAGAACATCTGTTGAT 

TACGCGTTATTCTCCCGAACGTGTGGCAAAAGGCGAAATGCTGTCTGTACAGGATATTTG 

CGATATTCTGCATATTCCTTTGCTGGGTGTGATTCCTGAATCCCAAAACGTCTTGCAGGC 

ATCCAATTCCGGAGAACCGGTCATCCATCAGGACAGCGTGGCGGCTTCCGAGGCATATAA 

GGACGTTATTGCCCGTCTTTTGGGCGAGAACCGTGAAATGCGTTTCTTGGAAGCTGAGAA 

AAAAAGCTTCTTCAAACGTCTGTTTGGAGGATAAGGTATGTCATTAATCGAATTTTTATT 

CGGCAGAAAGCAGAAAACGGCAACCGTTGCCCGCGACCGCCTTCAAATCATCATTGCCCA 

AGAGCGCGCCCAAGAAGGTCAGGCTCCGGATTACCTGCCGACTTTACGTAAAGAGTTGAT 

GGAAGTCCTGTCCAAATATGTGAATGTTTCATTAGACAATATCCGTATTTCCCAAGAAAA 

GCAGGATGGTATGGATGTGCTTGAGTTGAACATTACTTTGCCGGAACAGAAAAAGGTATA 

GGACATGACCTTAACCGAATTGCGGTACATCGTCGCAGTCGCCCAAGAACGTCATTTCGG 

CAGGGCGGCGCGGCGTTGTTTTGTCAGCCAGCCCACTTTGTCTATTGCCATTAAGAAATT 

GGAAGAAGAGCTTGCCGTCTCTTTGTTTGACCGGAGCAGTAACGATATTATTACGACCGA 

GGCGGGGGAACGTATCGTTGCACAGGCGCGTAAGGTATTGGAAGAGGCGGAGCTTATCAG 

GCATTTGGCAAATGAAGAACAAAACGAGCTGGAGGGTGCGTTCAAACTCGGGCTGATTTT 

TACGGTTGCGCCGTACCTGCTGCCGAAACTGATTGTTTCGTTGCGCCGTACTGCACCGAA 

AATGCCTTTGATGTTGGAAGAGAATTACACGCATACTTTGACCGAGTCGCTCAAACGCGG 

GGACGTTGATGCGATTATCGTTGCCGAACCGTTTCAAGAGCCGGGCATTGTTACCGAACC 

CTTGTATGACGAACCGTTTTTCGTGATTGTCCCGAAAGGGCATTCATTTGAGGAACTGGA 

TGCCGTTTCGCCCCGGATGCTGGGTGAGGAGCAGGTTTTGCTGCTGACGGAAGGCAACTG 

TATGCGGGATCAGGTACTCTCAAGCTGTTCCGAATTGGCGGCGAAACAACGTATACAGGG 

GTTGACCAATACATTGCAGGGCAGCTCGATTAATACAATCCGCCATATGGTTGCCAGCGG 

TTTGGCAATCAGCGTGTTGCCGGCAACCGCACTGACCGAAAACGATCATATGCTGTTCAG 

CATTATTCCGTTTGAGGGTACGCCGCCAAGCCGGCGGGTCGTATTGGCGTACCGCCGCAA 

TTTTGTCCGTCCGAAGGCGTTGTCGGCGATGAAGGCGGCGATTATGCAGTCGCAGCTTCA 

CGGGGTAAGTTTTATCTGCGACTAGGCGCAGGCATTGTTTTCAAAACGCCATTTCCCTGA 

GCCGACAACACGGTATGCCAAGATATTGCCGTCATCATCGATTTTGAGTATAGCATCGCC 

ACGGAAACTGCCGTCCTGAAGATATTCGACTTTTGCATCACTGTGAATGTTTTCATCAGT 

GCCGATGCAATGCCATGTATAGTGGATTAACAAAAACCAGTACGGCGTTGCCTCGCCTTG 

CCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTA 

TAAAAGAGGCCGTCTGAAAAACATTTTTCAGACGGCCTTGTTTATTCAATCAAATCAGTC 

TTTCAACTTCGCCAACTGATTTTGAACTTTTGCCATTTTGTCTTCCAATTCCGCCAAATC 

GGCTTTGTCTTTTTCCACCAGATGCGCAGGGGCTTTTTCGGTGTAGCCGGGTTTGGAGAG 

TTTGGCGTTGAGTTTGTCCAAGGCTTTTTGCAGCTTCTCGGCTTCTTTGCTCAAACGGGC 

GGTTTCGGCGGCTTTGTCGATTTCGACTTTCAACATCAGGCGCGCGCCGTTGCAGACGGC 

GACGGGCGCGTCTTCGCTTTCGGGTAGGGCGGCGACTTGCTGTGCTTCGGTCAGGCGGGT 

CATCATCGGCAGGTATTTGAGGTAGTCCGCCAAGTCGTCCGTGCTTTCGACAAACAGCGG 

GGCTTTTACGTTGGGCTGGATGCCCATTTCGCCGCGCAGGTTGCGGACTGCGCCAATCAA 

ATCCTGCAACACGGTCATTTGCTCGAATGCCGTCTGAACAATCTCGCCGCTGTCGGGTTC 

GGGGAAGCGGGCGAGCATGATGCTGTCGGCGGTTTTCGCGTCGCACATAGGAGCGACGGT 

TTGCCACAGTTCTTCGGTGATGAACGGGATAATCGGGTGCAGCAGGCGCAGGGCGGCTTC 

GAGTACGCGCAATAAGGTATGGCGTGTGGCGCGTTGGCGGCTGGCGCAGCCGGTTTGAAG 

CTGCACTTTGGCGAGTTCCAAATACCAGTCGCAATAGTCGTTCCATACGAAGCTGTACAG 

GGTTTCCGCCGCCAAATCAAAGCGGTAGGTTTCGTAGGCTTGCGTHTCCTGTTGGATGGT 

CTGATTCAGACGGCCTACAATCCACATATCGGGGAAGGAGTAGCCGCGCGGTTCGGCAGC 

GGTTGCGCCGTAAa:GCAGTCTTGGTTTTCGGTGTTCATCAAGACGAAGTTGGTGGCGTT 

CCAGATTTTGTTGCAGAAGTTGCGGTAGCCTTCGGCGCGTTTGAAGTCGAAGTTGACCGA 

ACGCCCCAAGCTGGCGTAGCTCGCCATAGTGAAGCGCAAAGCGTCCGCGCCCATACTCGG 

AATGCCTTCGGGGAAGAGTTTTTTCGTGGCTTCTTCCACTTTCGGCGCGGTTTCGGGTTT 

GCGCAGGCCGGTGGTGCGTTTTACCAGCAGTTTTTCCAAGCCGATGCCGTCGATCAAATC 

CACAGGGTCAATGACGTTGCCTTCGGATTTGGACATTTTTTTGCCTTCGTGGTCGCGCAC 

GATGCCGTGGATGTACACGTCTTTAAACGGTACTTTGCCGGTGAAGTGGGTGGTCATCAT 

AATCATACGCGCCACXCAGAAGAAGATGATTTCGTAGCCGGTTACTAAGACATTGGACGG 

CAGGAAGGCTTTGAGTTCGTCGGTTTCAGACGGCCAGCCGAGTGTCGAGAACGGCACAAG 

CGCGGAGGAGAACCATGTATCCAATACGTCTTCTTCGCGAGTCAAGCCTGTTTTGCCGGC 

TTGTTTTTCGGCTTCTTCCTGATTGCGGGCAACATACACATTGCCTTCGTTGTCGTACCA 

TGCAGGGATTTGATGGCCCCACCACAGTTGGCGTGAGATACACCAGTCTTGGATGTTGTT 

CATCCATTGGTOSTAAGTGTTGACCCAGTTTTCAGGGATAAAGCGTACCGCGCCGCTATC 

AACGGCTTTTTTGGCTTTATCGGCGAGGCTCAAGCCTTTGAACTCGCTGTCCGGCTCGCC 

GCCGTTTGGGGTGGCGGACATGGCGACAAACCATTGGCTGGTCAGCATAGGTTCAATCAC 

CGAACCTGTACGGTCGCCTTTCGGCGTCATCAGCGTGTGTGGTTTGATTTCGACCAAGAA 

ACCTTGTTCCTGCAAATCGGCAACCATTTGTTTGCGCGCGGCAAAGCGGTCTAAGCCTGC 

GTATTTTTCAGGCAGGGCAAAGCCTAGTTGCGCTTCGCCTTTGAAGTTGAACACTTCGGC 

GTTTGCCAGCACTTTGGCTTCCAAGTTGAACACATTAATCAGGCGCGTGTCGTGGCGTTT 
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GCCGACTTCGTAGTCGTTGAAGTCGTGTGCAGGCGTGATTTTCACGCAGCCTGTGCCGAA 

GTCTTTTTCAACGTATTCGTCGGCAATCACGGGGATAGTACGGCCGGTCAGCGGCAGGAT 

TAATTCCTTGCCGATTAAGTGGGTATAACGTTCGTCTTCAGGATTGACGGCAACGGCAAC 

GTCGCCCAGCAGCGTTTCAGGACGGGTGGTCGCCACGATAACGGCTTCGGCGGGATTGTC 

CGCCAGCGGATAGCGGATGTGCCACATAGAGCCTTGTTCTTCCACGCTTTCCACTTCCAA 

ATCCGATACCGCCGTGCCAAGCACGGGATCCCAGTTCACCAAGCGTTTGCCGCGGTAAAT 

CAAGCCTTGCTCATACAGGCGCACGAACACTTCGGTTACGGTTTCGGCGCGCACGTCGTC 

CATCGTGAAATACTCGCGCGTCCAGTCGGCAGAGCAGCCCACGCGGCGCATTTGTTGGGT 

AATCGTGCCGCCGGAAACTTCTTTCCATTCCCACACTTTCTCCAAAAATTTTTCGCGACC 

CAAGTCATGGCGGGACACGTTTTGCGCAGCAAGCTGACGCTCAACCACAATCTGCGTGGC 

GATGCCCGCGTGGTCTGTGCCGGGAATCCAGGCGGTGTTGCAGCCTTTCATGCGGTAGTA 

GCGGGTCAGACCGTCCATAATGGTTTGGTTGAAGGCATGACCCATGTGCAGCGTGCCGGT 

TACGTTGGGCGGCGGCAGTTGGATGGAGAAAGACGGTTTCGTCAAATCCATATCAGGTTG 

GAAATAGCCCTGCTCTTCCCAGTTTTGATAATGTTTGGATTCGATTTCGGCTGGATTGTA 

TTTGTCTAACATGATGGAACTTTGTGAAATTAAGGTTATTTTTGATGTGCGGATTATAAC 

GCAAAAAGGCCGTCTGAATCATTTCAGACGGCCTTTGGCATACAGGTTTTAAAAATGGAA 

CAATACCAGGCTGACGGCAATCACCGCCATACCCGTTGTCAGGCCGTAAACGGTTTCATG 

GCCGTCTGAATAGCGTTTGGCAGCCGGCAGCAGCTCGTCCAACGCCAAAAACACCATCAC 

ACCGGCTATCACGCCGAATACCGAACCAAACACGGCAGGCGACAAAAACGGCTGCAAAAC 

CAAATAGCCCAAAGCCGCCCCCAACGGCTCGGCCAAGCCGGATAGCAGACACGCCCACAC 

CGTTTTCTTACGGCTGCGGGTGGCAAAATAAACCGGCGCGGCGATGGAAATGCCCTCCGG 

AATATTATGGATGGCAATCGCCAAGGCCAAAGGCATCCCGACTGCTGGATTTTCCAATGT 

GGCAAAAAACGTCGCCAAGCCTTCGGGGAAATTGTGCGCAGTAATCGCAAACGCCGCCAT 

CATGCCGACTCGCGCGATATGGCGGCGTTTGCTTTCTTGAAACGACGGGTCTTGCGCGTC 

TAAAGTTTCATGCGGGTTCGGCACCAGACGGTCAATCAGCGCAATGCCGCCCATCCCGGC 

CAAAAATGCCATGGTCGCCGCCGCAAACGCGTGGTCTTTATCATAAATTTCAGCGAACGC 

CTCGCTGGACTTACTGAAAATCTCCGTCAGGGAAACATATACCATCGCACCGCCGGCAAA 

CGCCAAACCAAACGACAACACACGCGGATTGGGCGTTTTGGAAAACATCACCAAGCCACT 

GCCTAATACGGTAAACAAACCGGCAGCCAATGTGATGGAAAAGGCAACGGCCAAATTGGA 

CATCGAAAAATCGGGCATGAGAAAACCTGCGCTAA&AGCTGGGACAGGTTCAGAC TAAC A 

CTTTTTAATGTATATGATAATAGTTATTATTTATTTTATTGATTGGATACACGGATTTTG 

AAACAAAAGGCCGTCTGAAAAATGATTTTCAGACGGCCTTTAAATTTGAAATGCCGCTAA 

ACCTTAGTGCTTTCCAGCTTAAGCCTGATAACGCGACAGGCTCAAATCGTCGCTGCGGAT 

TTCGGTGTCTTTGCCGCTCACGATATCGGCGGTTAATTTTGCCGAACCCAGCGACATGGT 

CCAGCCTAAAGTACCGTGGCCGGTATTCAGAAACAGGTTGTCAAAGCGGGTGCGACCGAT 

TAACGGCGTGCTGTCGGGCGTCATCGGTCTGAGGCCGCTCCAGAACGATGCTTGGCTCAA 

ATCGCCGCCTTCCGGGAACAAGTCGTTGACGACCAAAGCCAAGGTTTCGCGGCGTTTTTC 

GGGCAGTTTGATTTCGTAGCCCGACAATTCCGCCATACCGCCGACGCGGATTCTGTTGTC 

AAAGCGCGTGATGGCGACTTTGTAGCTTTCATCTAAAACGGTGGACACCGGTGCGCCGTC 

TGAATTGGTGACCGGCAGGGTCAAGGAATAGCCTTTGACGGGATAAATGGGCAGATTGAG 

ATCCAACTGCGCCAAAACCGTCCTGCTGAAGCAACCGAGCGCGCAGACAACGGCATCTGC 

TTCAAACCGCCCTGTTTCGGTTTCAACGGTTTTGATGCGCAGCCCGTTGTGGTCGATGCG 

GCTGATGTTTTGGTTGAAATGAAACCGTACGCCCTTTTCCTGACACAATTTGTATAGGTT 

TTCAGTGAAGAGGCGGCAGTCGCCGGTCGCATCTGCAGGCAGGTGCAGGCCGCCGGCAAT 

TTTGGCGGTAACGCGTGCCAGCGCAGGCTCAAATTCTGCACATTCTTCGGGTTTCAGACG 

GCGGTACGGCACGCCGTAGCGTTCCAAAACGGCAATGTCTTGTTTTGCCGCTTCGACTTC 

TTTGGTTTGGCGGAAAATCTGCAACGTCCCTTTTTTGCGTCCCTCAAAATTCATGCCGGT 

TTGCGCTTCAAAACGGCGGAACATTTCACGGCTGTATTCGGAAATCCTGACCATGCGCTC 

TTTATTGGTTTGATAGTGCGCTGCCGTGCAGTTTTGCAGCATTTGCCACAGCCATTCGAT 

TTGATACAGGCTGCCGTCGGGGCGAAACAGCAAAGGCGGATGGCTTTTAAACAGCCATTT 

CAGCGCTTTGGTCGGGATACCGGGTGCAGCCCAAGGCGTGGTATAGCCGTAAGAAAGCTG 

GCCTGCGTTGGCAAAACTGGTTTCCATCGCCACACCCTCGGCGCGGTCGATGACCGTTAC 

TTCATGTCCGGCCTCTGCCAGATACCACGCGGAAGACACGCCGGCAACACCCGCACCTAA 

AACAAGCACTTTCATGTTTCTCCCTCCGGCTTTTTCAAAACAGACTTAATATGCCGTGCC 

GTCTGAATATTCGGATTCAGACGGCCTCGGATATTAATGCGGCAATTCGCCGTTTGTGAT 

TTTTTGTTTGAAGTCGCGCGTTTCATTGACGATGACTTTCGCCATCAATAAAAGTGCAAT 

CAGGTTGGGCAATGCCATCAAGCCGTTGAATGTGTCCGAAGCCAGCCACACCAAATCAAG 

GCTCAACACGGTACCCAGCATAACGGAAGAAACATAACCCACGCGGTACAAACCGGCAAA 

TTTCTCGCCGAAAACATACACCGCGCATTTTTCGCCGTAATAGCACCAGCCCAAAATGGT 

TGAGTAGGCAAAGAAAATCAGGCCGATGGTAACAATCCAGCCGCCGATGCCGGGCAGCAT 

TTTTTGGAATGTGACGGTTGTCAGTGCCGCGCCGCTCACTTCAGGTTTGACAAACTCGCC 

GCCCGCGCCGAGCAGTCCCATTACCAACACGATGCCGGTAATCGAGCAAACGA CGAT GGT 

ATCCAAAAACGTACCGGTCATAGAAACCAAGGCCTGACGGACGGGATGGTCGGTTTTCGC 

GGCTGCGGCGGCAATAGGCGCAGAACCCATACCCGCCTCATTGGAGAACACGCCGCGCGC 

CACGCCGTAGCGGATGACCGTACCGATAGCACCGCCCGCCACTGCCTGCGCGCTGAACGC 

ATCGGAGAAAATCAGCTTGACGGCAGGCATCAGTGCATCGGAATTAATCGCGATAATGGA 

AAGACCGCCCAACACATAAAACACCGCCATAGCAGGCACGATGAAAGAAGCGGCTTTGGC 

GATGCCTTTAATACCACCTAAAACGACAACGGCAGTCAGAACGGTCAACGTAATGCCGGT 

ATAGGCAGGTTCGATACCGAAGCTGGTTTGCACCGCCTGTGCAACCGAGTTGGACTGCAC 

CGAGCTGCCGATACCGAAGGAAGCGAATGTGCCGAACAGCGCAAACGCGACGGCCATCCA 

TTTCCAGTTTTTGCCCAAGCCTTTTTCGATGTAATACATCGGGCCGCCGGACATTTCGCC 

TTTGGAATTGTTGACGCGGTATTTCACCGCCAACACGCCTTCGCCGTATTTGGTGGCCAT 

GGGGAAAATGGCGGTCATCCACATCCAAAATACCGCGCCCGGGCCGCCGGTTACCACCGC 

AGTCGCCACGCCGGCGATGTTACCCGTGCCGATGGTGGCGGACAGCGCGGTCATCAACGC 

CGCAAAATGGGAAATATCGCCTTCGTGGCCTTCGCCGCTTTTATGCTTCTTTGGCGGCAT 
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AAACGCCTGTTTCAGCGCATAACCCAACATCGTGAACTGCAAACCTTTTAATAAAACAGT 

CAGCAAAATACCCGTGCCGACCAGCAGCATCAGCATCAAAGGTCCCCAAACCCAGCCGCT 

GACGGTTTCAAAAAAGGCTTTGGGATTGTCTAAAAACACTTGCATGGCTTTCTCCTTTGT 

CTGTTTTATTTTTAAAACACCACTTTTGTAGTGTCCAGTAATTTCAGCACAGAATATCCA 

ATAAGACAATATGTTCTTTTGAAAAATACTTTTGGTTTTTTCGCCGAAAACAGGACGGTT 

CAAGTTGCGGAAATTGTTTGCAATTCTTTAAAAGCAGCGGCGGAGGTCACAATGAAATGT 

CCGAATGGGGATGTGGCGGGCGGCAGAAATCATCAATGCTGCCGACTGCCATACTTCTGA 

AATCTACAAAATGATGCATCGATCAAACAATATACCGCTTTAAAAAAACCGATGCCGTCT 

GAAACGCTTTCGGGGTTTCAGACGGCATCAAAAGGGTACGGTCAGCGGATGATGCCGCGC 

GCCGATTGTGCGAAAAAGTCTCGGAATACGGCAAGGTGGGCTTGGGTTTCGGCGCGGCGG 

AGAATGTCTGCCTTGGCTTCTTCAAACGGAATGCCGCGATGGTAGAGGGTTTTGTACACG 

TeTTTGACGGCGGAAATCTGCTCTGCGGTAAAACGGTTGGGGCGCATGCCTTCGCTGTTG 

AGCCeCGGCGGTTGGGCGCGGTAG€CCGATGCCATAAAGTAGGGGGGCACGTCTTTGTGT 

ACGCCTGeGGeAAACGCGGTCATGGCGTAGTCGGCGATGGGGCAGAATTGGAAAACCAGC 

GTGTAGCCGCCGAAAACGACGTAGTCGCCGATGGTAACGTGTCCGGCAAGCGAGGCGTTG 

TTGGCGAAAATGGTGTGGTTGCCGATGAGGGAGTGGTGCGCGAGGTGGCAGTACGCCATA 

ATCCAGTTGTCGTCGCGGATAGGGGTTTGGGCGATGCCGGTTAGCGTACCTAAATTAAAG 

GTGGTGAATTCGGGGATGGTGTTGCGGTTGCGGATAATCAGCTTGGTCGGGTCGTCGGGG 

TATTTTTTGTGGTGGGGGATTTCGCCGAGGCTGGCAAATTGGAAAATGCGGTTGTTTTCG 

CCGATGGTGGTGTGGCGGTTGATGACGGCGTGCGGACGGATTTGGGTATTCGCGCCGATT 

TGGAGGTTGGGGCCGATAACGGTGTACGCGGCGAGTTTGACGCCGGAGTCGAGTTCGGCT 

TTGGGGTCGATGACGGCGGTGGGGTGGATGAGGGTGATGTTTTTCCTTTGCTGTCGTGTT 

GCCGCGAAGATGGGCGACGGGAAGAGGTTGTCTGAAAACTTTCAGACGACCTTTTTCTGA 

ACACTCAAAGGAGGGGTTTGGGACAGATGATGATGGCTTCGAGGGCAACTTGCCCGTCCA 

GTTTGGGAACGGGGTTGAATTTGGGGATGCCGCGCCGGCTGGTCAGCAGGTCGACTTCAA 

AGACGAGTTGGTCGGGGGGGATGACTTGGCGTTTGA/UiCGGGCTTCGTCTATGCCGGCGA 

AGAAGAAGAATTGGTTTTCTTTGCGCCCGCCTTCQCTCAAAATGGCGAAGGTGCCGCACG 

GGTGGGGGATCGGTTCGATGATGAGTACGCGGGGGATGACGGGGAGGTGGGGGAAATGGC 

CTTGGAACTGGGGTTCGTTTATGGTGAGGTTTTTAATGGCGGTCAGGGTTTTCATCGGCT 

CGAAGGCGGTGATGGGGTGGAGGTGGAGAAAGGGATAGCGGTGGGGGATGAGTTTTTGGA 

TGTGTTTGGCTTCGATGGGGAGTTGTACGTCCATGTCTGTCGTATTGGTTGAATAMGTC 

GGTTTGGTTATTTGGTGTGTTGACCGGCATGTGAAAGGTGCTGGTCGAGTGTTTTGAGCG 

GTTTGTTCATTTGGCTTAAGGGGTGGATGTAAACAGCGTTGCGCGCCCATTCTTTATGGG 

TGGACATCGGGAAGATGCCGGCGAGGTGTTTGCGGGTTTGGGTAATGGTGTGGGTGACGG 

AGGTGGGGCGGCCGATGGTGGTTTTGTCGGGGATTTGGATGTGTGGGACCGTACCGACGC 

CGCGGCCGATGATGCAGTAGCTGCCTATGGTTACGCTACGTGAGATGCCGGTTTTGGCGG 

CGATGACGGTGTGCGAACCGATTTTGGAGTTGTGTCCGATTTCGACTTGGTTGTCGATTT 

TGGTGCGGTTGCCGACGGTGGTGTGGGTGATCGCGCCGGGGTCGATGTTGGTGTTCGAGG 

CGATTTCTACGTGGTGGGCGAGGGTTACCGCGCCGGTTTGCGGGATTTTGAAGGACGAAT 

CGTCGGGGAAGGCGAGTCGGAAACCGTCGGCGCCGATGAGCGCGCCGCTGTGGATTTCGA 

CGCGTGTGCGGAGTGTGGAGCCGTAATAAACGACGGCGTTGGGATGGAGGACGACTTCGT 

CGGGGAGTTTGCAATCGTGTTGGACGACGGCGTTTGCCAAGATGGGGCAGGCTTGGGCGA 

GCAGGGTGTTTGCGCCGATGTAGACGTTCGGGCGGATTTGGGAGGTGGTGGGAACGGTCG 

GGCCCGGTTGGACGACGGCGGTGGGATGGATGGGGCCGGGCGCTTTGACGACGGGTGAAA 

ACAGGCGGGCGAGTTTGGGGAAATAGAGATAGGGGTCGTCGGCGACAATGAGGTTGGGCC 

CTTCAAATCCGTCTGCGGCTTTGGGGGAAACGATGACCGCGGCCGCGCTGCTGTCGTGGA 

CTTCGGCTTTGTATTTCGGATTGGGAAGGAAGCTGATGTGTTCCGCCTGGGCGTGTGCGA 

GCGGGCGCAGGGGGGTAAGGGAAATGTCCTCGCCGCGCCATTCGCCGCCGAGCGGCGCGG 

TGATTTGGGACAGGGTGTAGGTGGCCGGAATCATGGTTTTCCTGTTCGGTATGCCGTCTG 

AAAGGGTCAGCGGGCGTTCATTTCTTTAATGAGGCTGTCGGTAACGTCGTATTGGGTGTT 

GACGTAAATCACGTTCTGCAAAATGACATCGTAACCTTCCTGTTTGGCGATTTTGACGAT 

GAGGCGGTTGGCGTTTTGCTGGAGGGAGGCAAACTCTTCGTTGCGGCGGAGGTTGTAGTC 

TTGTTCAAACTGCGCCTGTTTTTTGCGGAACGCTGCGACCAGCCCGCGCCATTTTTCTTC 

GGGTTGCGCCTTTTTTGCGTTTCTGAGTTTGCCTTCGGCAAGCTGCCTTTCCAAATCCAG 

ACCTTCGCGTTGCAGTTTTTGCAATTGGTGGTGACGAGCGGAAAATTCGCTGTCCAGCGT 

TTTTTGAATCTTGCGCGCCTGCTTGGATTGGAGGTAGATGCGCTCGGTGTTGATAAAGCC 

GATTTTTTGGAAGGTGTCGGGGTGGGGGCGTGCGGTGCAGCACAAACCGATCAGAGCCGC 

GGCAAAGGCGGGGGTCAAAGGGGTCATGGTAAAACTCCTTCGAATGTTGCCGCGAAATGC 

CGTCTGAAGGGCTTCAGACGGCATTTGCGGGATTAGAACGTCGTGCCGAGTTGGAATTGG 

AAGCGTTGGATTTCGTCTTCCGGTTTTTTCTTCAGGGGGTAGGGGTAGCTGAATTTCATC 

GGGCGTAAAGGCGAGAGCGAGGTAACGGCGCCGGCGGGGGAATAGCGCAATTGGTTGGTA 

AAGGTGGATTTATGGGTATTGCGGGCGCGGTAAATGTTTTGAACCCTGCCGCGGGTCGGG 

GAACTGCTGTTGTCGTGGTAGGTTTTGGGGTCCCACACGCTGCCTGCGTCGGCAAACAGG 

CTCAGGCGGACGGTGCGCGCGTCTTTCGCGCCGGGCATCGGGAAGAGCAGCTCGGCGGAG 

ACGTTGGCTTTTTTGTTGCCGCCGTAGCTGATTTTTTCGCCGTATTCGTCATAGACTTTC 

GGACCGAGCGTGCGGCTTTCGTATCCGCGCACCGAACCCAGGCCGCCGCCGTAGAAGTTT 

TCAAAGAAGGGGATTTCTTTGGTTCTGCCGTAGCCGCCCGCAATGCCGACTTCGCCGCCG 

AGCATCAGCGTGAAGGTTTTGCTCAGGGGGAAGAACCAGGTTTGGTTGTGGGTGGCGGAG 

TAGTATTGCAGTTTGCTGCCAGGCAGGGCGATTTCGGCGTTCACGCCCGTCAGGTAGCCG 

CGCGTCGGCCATAACGCGGTGTCGGTTTTGTTGCGCCCCCAGCCGACGGTACCTTTGTAC 

AGGCAGCCTTTGAAGCTGCCGTCTGTGCCGTCGGTTTTGCCGTATTTCTTGATAAAGTCG 

GCATAGTGTTTGGGCGCTTTGTTGTAGGTGTTGACGGTCAGGTGTTCTGCCACCAAACCG 

AAATTCACGCGGTGGTATTCGGTAACAGGCACGCTCATGCGGATGCCTGCGCCTGCCGTG 

GTGGTTTTATATTGTTTGATGCTGGTCGATGCTTTGCGCGGGTCGAAGGCTTTTCCGTAA 

ACATGGTAGCCCAGGCTGACCCCGTCTGCCGTGAAGTAGGGGTCAGTAAACGACAGCGAG 
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CCGTTAAGCGTGGTTTTGCTCCTGGAGGCGCGCAGTGCGGCCGACTTGCCCGTACCGAAC 

AGGTTGTCTTGGGAAACGCCTGCGGACATGACCAACCCGGTATCTTGAACCCAACCCGCG 

CTCAAATCCAGGGAACCGGTGGAACGTTCGGTCAGACTCATGTTCAAATCGACTTTGTCG 

GGCGTGCCGGCAAGCGGGACAGCATCAAACTGGACATTGTCGAAGTAGCCCAAAAGCTCG 

ACGCGCTCTTTGGAACGTTGCAGCTTGGAGGTGTCGTAAGGTGCGGATTCCATTTGGCGT 

AATTCACGGCGGACGACTTCGTCGCGGGTTTTGTTGTTGCCGGTGATGTGTATTTCGTTG 

ACGTAGATTTTCCGGCCCGGTTCGATGTGCAGGACGAAATCGACGGTTTTGGTTTCAGCG 

TTCGGCAGCGGCTGTACGCTGATTTCGCTGTATGCGTAGCCTGCCGAGCCCATGCGGTTC 

TGAATCTCACCCAAAACGGCGGTCATCTGCTGGCGTTCGTACCATTTGCCGGGCTTCATG 

GTCAGCAGTTTTTCCAGTTCGGCTTTGGGGACTTCGTTGGTGTCGCCTTCGATGGAGACT 

TTGCCCCAACGGAAACGTCCGCCTTCGTGGACGGTGATTTTGATGGTCTGCTTGGTTTTG 

TCTTCGTTGGTTTGGATGTCGGTATCGAGGATACGGAAATCGAAGTAGCCGTTATTTTGG 

TAGAAGTCGGTTACTTTTTCCATATCTTGGGCAAATTTCTGCTCGTTGAATTGGTTGCTT 

CGTGTCAGCCATGTCCAAATGCCGCCTTCGGTCAGGGACATTTGCCGCATCAGTTTGCGG 

TCGGAATAGACTTGGTTGCCTTCAAATTCGATGTCGGTGATTTTGGCGGATTTGCCCTCG 

TCAATCGTGATGTCGATGTCGACGCGGTTGCGGGCGAGTTTGGTTACTTTGGGCGTGATT 

TGGATATTGAGTTTGCCGCGCCCGAGGTATTCTTCTTTCAGGCCGGCGACTGCCTGATTG 

AGTGTCGCCTGATTAAAGTATTGCGACTGCGCCAGCCCGAACGATTCGAGGTTTTTCTTA 

ATGGCGTCGTTTTGCAGCATTTTTGCGCCGGTGATGTTGAGCGAGCCGATGGTGGGGCGT 

TCGATAACGGTCAGCAGGAGCTGCCCGTCCGCAGTTTCGACGCGTACGTCGTCAAAGAAA 

CCGGTGGCGTACAGGCTTTTGATGATGGCACTGCCGTGTGTGTCGTTGTAGGTGTCGCCG 

ACTTTGACGGGCAGGTAGTTGAATACGGTACTCGGCTCGGTACGCTGCAAGCCTTCGACG 

CGGATGTCTTGGATGGTGAAGTCGGCAAGTGCCAAAGGCGATATGCCCAACATCATCAGT 

GCGGAAGCAATCTGTTTCAGTTTCATTGTCAGTTCCTTGTGGTGCGGAATGCGGTTTCAG 

ACGGCATTCCGAAACGTAAAATCTAACCGAGCAGCCGGGTAACGTC GTTG AAGAAGGCGA 

CCGCCATCATCAGCATCATGAGGGCGAGCCCGAAGCGCAAACCGATGTTTTGGACGCGTT 

CGCCCAAAGGTTTGCCGCGTATCCATTCGGCAGTATAAAACACGAGGTGCCCGCCGTCCA 

AAACAGGGACGGGCAGTAGGTTCAGCACGCCGAGGCTGATGCTGACCAGTGCTAAAAATT 

CCAAATAACTTTGCAAGCCGAGTTCGGCGGACTGTCCGGCAATGTCGGCAATGGTCAGCG 

GCCCGGAAATATGGCTGACGGAGGCGTTGCCGCTGATTAGTTTGCCGAAAAATTTGAGGG 

TTGTCCACGAGTGGGAAACGGTTTTTTCCCAGCCCATGCCGAATGCGCGGACAACAGACG 

GACGGTAGCTGCGGCGGATTTGCGCGTCCCACGCCCTGTCCGGCTGCGGACGGAGGCCGA 

CGCGCCCGATCAGGGTGTGGTCGGACTGTTCGACAGTATCGGGGCGGATGTCGGCGGTAT 

GGGTTTGTCCGGCGCGTTCGTAGTTCAGGGTGATTTTTTTGCCGGGGCTTTGGCGGGTCA 

GGTTTGCCCATTCTTGCCATGAGGCGATGGGTTTGCCGTCGGCGGCAGTCAGCCTGTCGC 

CCGGTTTCAGGCCTGCTTTTTCGGCGGGGCTGCCTTTTTCCACGCCGCCGGCAACGGTTG 

TGATTTTAAAGGGCATCAGTCCGATGTAGCCTTGGTTTTTTGCGATTTTACCGGCTTCCG 

GCGTGCCTGCGGCATCGATGGTGCGGACGGTTTGCGCGCCCGATGCCGTCTGAACGCCGA 

CGGCGACTTTGCCGGCTTCGAGGTTGAGGACGATTTCGGTTTGCGCGCTGCCCCAATCTG 

CAACGGGTGTGCCGTTGACGGATTGTATTTTGTCGCCGCTTTGGAAGCCGGCGCGGGCGG 

CAATGGTGTCGGGTTCGACTGTGCCGACGtAGGGGCGCAGTTCGGTTACGCCGAAGGAAA 

AGCTCAGTCCGTACAGCAAAACCGCCAGTGCGAGGTTGGTCAGTGGGCCGGCGGCGACGA 

TGGCGATGCGCTTGGCGGGGTG TT GTTTGTCAAAAGCGTAGGGTAAATCGGCTTCTGATA 

CTTCGCCTTCGCGCGTATCGACCATTTTGACGTAACCGCCCAACGGAATCGGGGCGAGGC 

ACCATTCGGTGTCGCCGCGCTTTCGGGTGAAAAACGGTTTGCCGAAGCCGACGGAAAAGC 

GTACGACTTTGACGCCGCACAATCTGGCAACGATGTAGTGTCCGAAC TCGT GCAGGCTGA 

CCAAAATCAGGATGGCGAAGATAAAAGCTAGAAGGGTGTGCAAATGGTTTTCCTTTGATA 

ACGGTGTTCAGATGGCATCAGCGCAGTGTGCCGATAAATGCTCGCGCTTGTGCGCGTGTC 

CGGGCATCTTGCGCCAAGAGCCCCCCTATATCGCCTATGCCGTCTGAAAAGTCTTGTGCA 

AGACAGTGGGCGACGGTTTTGGCAATGTCGGTAAACTTAATCTGTCCGTCCAAAAAGGCG 

GCGACGGCGGCTTCGTTGGCGGCGTTCAATACGCAGGGCGCGGCTCCGCCTGCGTTCATG 

GCTTCATAGGCGAGCCTCAGGCAGGGGAAGCGGTCAAAGTCGGGCTTTTGGAAGGTCAGC 

GCGGACAATGCGTCGAAATCCAGGTCGCCGACACCCGAATCGATGCGCTCGGGCAAACCC 

AAACAATAAGCGATGGGCGTTCGCATATCGGGATTGCCCAGTTGCGCCAGCACGG AGCC G 

TCGCGGTAGCGCACCATGCTGTGTATCACGGATTGCGGATGGATGACGACTTCGAGTTTG 

TCGGGCGGACAGTTGAACAGCCAATGCGCTTCAATCAGCTCCAAAC CTTT GTTCATCATG 

GTGGCGGAATCGACGGAGATTTTGCGTCCCATACGCCAATTGGGGTGTTTGACCGCTTGG 

GCGGGCGTAATGCGGTCGAACGTGTTTAAATCGGCGGTCAGAAACGGGCCGCCGGAAGCG 

GTCAGGATAATCGAAGCGATGCCGTGTTCGTTCAGACGGCCGGCGTAATCGCGCGGCAAA 

ACTTGGAAAACGGCGTTGTGTTCGCTGTCGACGGGCAGCACTGC CGCG CCGTTTGCACGG 

GCGGTTTCCATAAACAACGCGCCGGAAACCACCAGCGTTTCTTTGTTTGCCAGATAAATG 

GTTTTGCCTTTTTGCGCCGCTGCGAGCGCGGAAGGCAGCCCCACCGCCCCGACGATGGCG 

CACATGACACCGCTGACTTCGTCGGCAGAGGCAACGTCAACCAATGCCTGCGCGCCGTGT 

AAAACCTGAGTCGCCGTGCCGTCGCGTTTCAACAGGGCTTCAAGCCGGGCGGCGTGTTCC 

GCATCGGCAACGACGGCATATTCGGGGTGGAACGTTTGACATTGAGCCGCCAATTTCTCG 

ACCTGCTTATGCCCTGCCAGCGCGAATACGCGGAATTTTTCGGGGTGGCGGGAGACAACG 

TCCAGCGTGCTTTCGCCTATGCTGCCGGTACTGCCTAA TATGG TCAGGACTTGTGGTGTC 

ATAATGGGGATAACTTTATACCGGATGCCGTCTGAAGCGTTTTCAGACGGCATAGAATCA 

ATTTAAAACCGACATCATCGCTGCATAGACGCTGATAACGGCAATCAGGCTGTCGGTACG 

GTCGAACACGCCGCCGTGTCCGGGCAGCAGCTTGCTGCTGTCTTTGATGCCTGCCGCGCG 

CTTGAGCCAGCTTTCCAAAAGGTCGCCGCATACGCTGACAACGGTCAGCACCAAACCGAT 

TAACACGGTATCGAACCAGCCTGTATCGAATGCCAGCCAGCCGGCACTTCGTACGGCGGT 

CATGTACACTGCCACGCAAACCGCGCCGCCGATTGCACCTTCCCAGCTTTTGCCGGGGCT 

GATTGCCGGCGCGATTTTGTGTTTGCCGAAGGCCTTGCGGCTGAAATACGCGCAAATATC 

GGCAACCCACACCAAACCCATCACGGCGAGCAGCGGCAGGGCATCATCGGGATGCGGGCG 
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CAGGGATACGAGCGCGAACCAAAACGGCATGACCAGAAGCCAGCCGACGGCATAAACCTG 

CCAACCGCCGTTGAGCCTCCATTTGAATCTCAACCATAAAGGCATAACGGCGAGCCAAAA 

TGCCAAAACAACATACCAAACCAAATTAGGCAGCATCCAGCCGCCCGCATAGGCAACCAC 

GCCGAAAACCAAGGTTGCGGCGAGGTAATGGTTGGTTTTAATTTTGCACAAACCGCCCAT 

ACGGGCATATTCCCACAAGGCAATCAGGGCAATCAGTCCGCAAAATGCAGCCCACAACCA 

TTGCGGCGCGTAAAACAGCATGCCCAGCATCAGCGGCAGCAGCCACATGGCGGTTATTAC 

CCGTTGTTTCAGCATATTCAGTTCCTTTGCTGTTCGATAGGCAGTTGCTCGGAGGTGCGT 

CCGAACCGCCGTTCGCGTTTTTGGAACGAAGCGACGGCATCGTCCAAAGCCTTGCCGTCA 

AAATCGGGCCACAAAATATCGGTGAAATACAGTTCTGCATATGCCATCTGCCAGAGCAGG 

AAATTGCTGATGCGCGTTTCGCCGCCGGTGCGGATGAACAAATCCGGTTCCGGTGCATCG 

CCCAGCATCAAGTGTTTCGCCAGCGTGTCTTCCGTAATCTCGGATACGCCTTCGGCAATC 

AGTTTGTTTGCCGCCTGCAAAATATCCCAGCGGCCGCCGTAATCGGCGGCAATGCTCAGG 

GTCAGGCCGGTATTGTTTGCCGTCAACGCTTCCGCCTCTTCGATGCCTTGCAGAATCTGC 

CGGTTGAAGCGTTCGCGGCTGCCCAATATCTTCAGGCGCATATTGTTTTCGTGCAGGCGG 

CGTACCTGTTTTTGCAAAGCCTGTAAAAACAGCCCCATCAGGAACGAAACTTCGTCTTCG 

GGGCGGCGCCAGT ri ' T CGGTTGAAAAGGCAAACACGGTCAGATATTGCACACCCAGTTTG 

GCGCAATGCTTCACCATATTTTCCAATGCGTCCAAACCGCGTTTGTGTCCCATTATGCGC 

GGGAGGAAACGTTTTTTCGCCCAACGGCCGTTGCCGTCCATAATCACGGCGATATGCTTG 

GGAATGGCGGTGTGTTCCAAAACGGCCTGCGTGCTGCTTTTCATGTCTGCCTTTCGCGGT 

TCGGCATTCAAATGCCGTCTGAACGCCGAACCGTGCAGGTTAAATTGCCATCAAATCTTC 

TTCTTTGGCAGTCAGGAGTTTGTCGGCTTCGGTAATGTATTTGTCGGTCAGTTTTTGAAC 

CGCTTCTTCGCCGCGACGTGCCTCGTCTTCGGAAATTTCTTTGTCTTTGAGGAGTTTTTT 

GATGTGGTCGTTGGCATCGCGGCGCACGTTGCGGATAGAGACGCGGCCTTCTTCCGCTTC 

GCCGCGTACGACTTTAATCAGGTCTTTGCGGCGTTCCTCGGTCAGCATGGGCATCGGCAC 

GCGGATCAGGTCGCCGACAGCTGCCGGGTTCAGTCCCAAGTTTGAATCGCGGATGGCTTT 

CTCGACTTTGGCCGCCATATTGCCCTCAAACGGTTTCACGCCGATGGTGCGCGCGTCCAG 

AAGCGTTACGTTGGCAACTTGGCTGACGGGGACCATGCTGCCCCAGTATTCGACTTCCAC 

TTGGTCGAGCAGGCCGGTATGCGCGCGGCCGGTACGCACTTTCGCCAGATTTTCTTTCAG 

TACTTCGACCGAACGCTGCATCTTGCCTTCGGCTGTTTTTTGAATATCGTTGATCATATT 

GTTCTTTCGGTGGGATAAGGTGGGCGGGAGACCGTCTGAACGCGTTTCAAGCCGTTCAGA 

CGGCATAAAGACCGTTAACCGCGAATAGTACCGTTATTCGGGCATAACGACAAGGTAGGC 

GGATTGGGGATGCCGTCTGAAGCGACAGGCGTTTCAGACGGCATCGTGTCCGACCGTCAG 

CCGTGTTCCCGTGTTTCAAGCAGGCTTTGGCGCAGGTGTTGGCGTTCGTGGGCATCCAGC 

CATTTGCGGCGGGTGCGTTGCAGCAGGATGACGAGGGCGGAAATTTCCTGACGCATATTG 

GTGCTGAGCCAGAGGAAGCCCTGCCATTGGTAGTGGAGGTGTTCGGCGAGGGCTTCCAGT 

TCGGGGTTGATGGCGGTGTCGATGCGGATGCGGCGGGCGTGTCTGCCGTTGATAAGGGCG 

ACGGTTTGTTGCAGGTCGGTTTGGAGCAGTGTGAAGTGGCGGTCAAGCAGCCGGATTTCG 

CTGCCGTTGAGTTTGGGAGATTGCAGCTTGGCGGCGGTGGTCAGGAGCAGCTCGGTGGTG 

TTGACGATTTTACGGTGGGCGTGCTGCATGGCTTCCATCATGGCGGGGCTGATGCGGCTT 

TCGCCCGATGTGGCGGCGAGATGGCTGCGGCTTTTGACCATGCGTGCGTTGATTTGGCGC 

ATTTTCGCCATGTTCTCCTCGAGGCGTTCGCGGGTCATGCGCCTGCCGTTGCTGATTTCG 

GCAATCATTTTGCTGCAGTCGGCCAGGTTGTCGGCAAGCATGAAACGCCACATCAGTGTG 

GATTTCAGCGGCAGCAGTTTGGCGGCGGCGATGGCGATGGCCGCGCCGATGAGGACGTTC 

ATGGCGCGCATGAGTCCGCTGTCGAGCCATTCGCTGCCGTTGTCGCCGATGAGCATACAC 

ATCGTCAGCCCTGCCAGCATAGGGACGTAGCCGTTTTTGCCGACCGCCGCCCAGCCGGCC 

AGTGCGCTTGCCGTGCCGACGGTGAGGTAGAAGAGGAGGTTGCCGTGGAAATAATGCTGG 

TTCAGCCATAAAACGCCCAAACCCGCGCCCAGCCCGATGACCGTGCCGAGCATACGTTCC 

ACCGCCTTGGAGTAAATCGCCCCTTGAAACTGGAGCATGCCGAGGACGACGAAGACGGTC 

ATCCCTATCCACTCGCCGTGTTGGAGGTGGAGCAGCCGGGCGGAGGCGGTGGCGAACAGG 

ACGGCCCCGCCGAGCCGGACGGCGTG6ATGAGGCGGCGGTAGCGGTAGCGTTCGTAGGAG 

TTGAGCCAGCGGCTGACGAGGCGGTTGCGTTGCGAGGTGTTCATATCGGTTGTGCCGTCT 

GAAGCGGAAATGTGAAAAAGCACAGGCTTCCCGAGGAAGGGAGGGTCTGTGCTTGGTATT 

GGTGCCGGAGAAGGGAATCGAACCCCCGACCTTCGCGTTACGAATGCGCTGCTCTACCGA 

CTGAGCTACACCGGC G TTT T TTCGTCATGATATATATGAACGGTTGTTTGTGCAACTTTT 

CGGGCGGGCGGCAAGGCAGTGCGCGGTATAGTGGATTAACAAAAACCAGTACGGCGTTGC 

CTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTCAAGCACCAAGTGAATCGGTTC 

CGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCGCTAT 

ATAATGCGGTCTGCTTCGGAAGAGGGGGACGGCGATGTTTGTGAACGAGAAATATCCTTA 

TGCGGCTCTGTTTGCGGGACTGGTGTTTTTGACGCTGCCGTTTGCGTTGGCGGTGCATGA 

TGCCTTTGCGCTTGCGTTCGGACGGACGGGGTTGCTGGTGTCGGTGTCGGACGGCGGATT 

CGGCTGGCGTGGCGGTTGGGACGGCACTGTTTGGTTTGTGTTCGGTGTGTTTGCGTTTTT 

GAATGTGGTTGTGTCGGCGGGTCTGACGAAACTGGCGTACAAAAAGATGATGCGGCGGCA 

TTCGCGTTACACACTGTTTCTGTCGGGCGTGGCGGCTTGCGCGGCGGCAGCGGTGGCTTG 

GATTTTCGAGCTGCTGCTTGGCAGTGGGGCTTTGGGCGGGCTGCGGGGGAGGCGGTGTTG 

GAATATGCGTTTGCCGTGTGGCTGGTGGCGATGCTGACGCTGCCCAAACGCCTGACGCGC 

GCGCCGGTGCAGCCGGTGGTGTTTCACAGGAAAAAATAGGTTGGAACGGGAAATGCCGTC 

TGAAACCCGACACGCGGTTTCAGACGGCATGTTTTTCCGCTAACATTACGCCTGAATATG 

GACAGGAAGCAGATATGGAACGCAAAGAACGCCTGCGTGCAGGCATTGCCGCGATGGGGC 

TGGATATTTCGGAAACGGCGCAGGACAGGCTTTTGGTCTATGTGGATTTGTTGAAAAAGT 

GGAACAAAACCTACAATCTGACCGCCCTGCGCGACGAGGAAAAAATGATTGTCCATCATC 

TTTTGGACAGCCTGACGCTGCTGCCCCATATCGAGGGTGTGCAAACGATGCTGGATGTCG 

GTTCGGGCGGCGGTCAGCCCGGCATTCCGGCGGCGGTGTGCCGTCCGGATGTGCAAATAA 

CCCTTTTGGATGCGAATACGAAGAAAACGGCTTTTTTACAGCAGGCGGTTATCGAGTTGG 

GGTTGGACAATGTGCGCGTGGTATCCGGACGCGTGGAGGCGGTTTCGGACGTGCGTGCCG 

ATGTGGTTACCAGCCGTGCGTTTGCAGAACTGGCGGATTTTGTGTCGTGGACGGTGCATC 
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TGTTGAAAGACGGCGGCTACTGGGCGGCGATGAAGGGCGTGTATCCGCAGGAAGAAATCG 
GCCGCCTGCCGCAGGATGTGTGCGTTGAAAAAGTCCAAAGGCTCGACGTGCCGGGCTTGG 
ATGCGGAACGCCATATCGTCATCCTGAGCAAGCGTTGAGCGCACTTCAGACGGCATGAAT 
ACCTTTTTTGTGCGGATAAAGGTAAAATTCCGCACTGTTTTTCTTTTTTCAACATCAGAC 
GGGACACGGGCGGGACATGAGTGCGAACATCCTTGCCATCGCCAATCAGAAGGGCGGTGT 
GGGCAAAACGACGACGACGGTAAATTTGGCGGCTTCGCTGGCATCGCGCGGCAAACGCGT 
GCTGGTGGTCGATTTGGATCCGCAGGGCAATGCGACGACGGGCAGCGGCATCGACAAGGC 
GGGTTTGCAGTCCGGCGTTTATCAGGTCTTATTGGGCGATGCGGACGTGCAGTCGGCGGC 
GGTACGCAGCAAAGAGGGCGGATACGCTGTGTTGGGTGCGAACCGCGCGCTGGCCGGCGC 
GGAAATCGAACTGGTGCAGGAAATCGCCCGGGAAGTGCGTTTGAAAAACGCGCTCAAGGC 
AGTGGAAGAAGATTACGACTTTATCCTGATCGACTGCCCGCCTTCGCTGACGCTGTTGAC 
GCTTAACGGGCTGGTGGCGGCGGGCGGCGTGATTGTGCCGATGTTGTGCGAATATTACGC 
GCTGGAAGGGATTTCCGATTTGATTGCGACCGTGCGCAAAATCCGTCAGGCGGTCAATCC 
CGATTTGGACATCACGGGCATCGTGCGCACGATGTACGACAGCCGCAGCAGGCTGGTTGC 
CGAAGTCAGCGAACAGTTGCGCAGCCATTTCGGGGATTTGCTTTTTGAAACCGTCATCCC 
GCGCAATATCCGCCTTGCGGAAGCGCCGAGCCACGiGTATGCCGGTGATGGCTTACGACGC 
GCAGGCAAAGGGTACCAAGGCGTATCTTGCCTTGGCGGACGAGCTGGCGGCGAGGGTGTC 
GGGGAAATAGGTCAATCCAAATCGGGCTGCCCGTGCCTTTATGCTGTTTGGCCGGGTGCG 
TTATAGTGGATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTGCAAATAGTA 
CGGAACCGATTCACTTGGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCG 
^ AGGCAACGCCGT ACT GGTTTTTGTTAATCCACTATAATATGGCGGATTAAAATAAAAAT A 
CTTATATCGTCATTTATCGTCATTCCCGCAAAAACAAAAAAATCAAAAACACAAAACTGA 
AATATCGTCATTCCCGCGCAGGCGGGAATCTAGGTCTGTCGGTACGGAAACTTATCGGGA 
AAAACGGTTTTTCCAACCCTGAGACTCCGGATTCCTGTTTTCGCGGGAATCCGGTTTTTT 
GAGTTTCAGTCATTTTTGATAAATTCTTGCAGCTTTGAGTTTCTAGATTCCCGCTTTTGC 
GGGAATGACGCGGAAAAGTTGCTGTGATTTCGGATAAATTTTCGTCACGCTTAATTTCTG 
TTTTATCCGATAAATGCCTGCAATCTAAAATTTCGTCATTCCCGCAAAAACAAAAAATCA 
AAACAGAAGCCTAAAATTTCGTCATTCCCGCGAAGGCGGGAATCTAGGTCTGTCGGTACG 
GAAACTTATCGGGAAAAACGGTTTTTCCAAACCTGAGACTCCGGATTCCTGTTTTCGCGG 
GAATCCGGTTTTTTGAGTTTCAGTCATTTTTGATAAATTCTTGCAGCTTTGAGTTTCTAG 
ATTCCCGCTTTTGCGGGAATGACGCGGAAAAGTTGCTGTGATTTCGGATAAATTTTCGTC 
ACGCTTAATTTCTGTTTTATCCGATAAATGCCTGCAATCTAAAATTTCGTCATTCCCGCG 
AAGGCGGGAATCTAGGTCTGTCGGTACGGAAACTTATCGGGTAAAACGGTTTTGCCAGCC 
CTGAGACTCCGGATTCCTGTTTTCGTAGGAATCCGGTTTTTTGAGCTTCAGTCATTTTTG 
ATAAATTCTTGCAGCTTTGAGTTTCTAGATTCCCGCTTTCGCGGGAATGACGGTTTGGAA 
GTTACCTGAAATTCAAAAAAAAAACGGAAACCGGACGGATTGGATTCCCGCCTGCGCGGG 
AATGACGGATTTTAGGTTTTTTTTTTGATTTTCTATTTTTCGCGGGAATGACGGTTTGGG 
TTCTTTCTCTTTGGAGTTGCGATGCCGGAAATGCCGTCTGAAGGCTTCAGACGGCATTTT 
TGTGCCGGTTTAAAACAAGGCCTGCTGCGCGAGCAGGTTTCTGACGGGGGCGAAGTCGCG 
GCGGTGTTCGGGCAGCACGCCGTATTTTTCGAGGGCTTCCAAATGCTGCTTCGTGCCGTA 
ACCTTTGTGTTTGTCGAAACCGTATTGGGGATGGCGTTGCGCCAGTGCGTACATTTCCGC 
ATCGCGTGCGGTCTTTGCCAAAACGGATGCGGCGGAGATTTCGATGATTTTGCTGTCGCC 
TTTGACGACGGCTTCGGCAGGGATGTTCAAATGTTCAGGAATGCGGTTGCCGTCGATGAA 
TATTTTTTCGGGACGCACAGCCAAGCCGTCAACGGCGCGTTTCATCGCGAGCATGGTGGC 
GTGCAGGATGTTGAGGCTGGCGATTTCTTCGGGCGAGGCGGCGGCAACGTGCCACTCAAC 
CGCCTGATTTTTTATCATTTCGGCAAGCGCGTCGCGTTTTTTCTCGCTGAGTTTTTTGGA 
GTCGGTCAGTCCGGGCAGGTCGAATGTTTCCGGAAGGATGACGGCGGCGGCAAACACGCT 
GCCGACTAAAGGTCCGCGTCCTGCCTCGTCCACGCCGGCGGTCAGTATGTGCATGATGTT 
TCCTGTCGGGATGGTGGGAATGCCGTCTGAAAAGGGTTTCAGACGGCATCGCGCCGATGT 
GTTTATTTCGCGTCTTTAAACCCGCGCTTCAAATGCACCATCAGCAATGCCACTGCCGCA 
GGGGTTACGCCGGAAATGCGGCTGGCTTGTCCGACGGTTTCGGGTTTGTGCTGGTTGAGC 
TTTTGCTGCACTTCTGCCGACAAGCCTTTGACTTTGCCGTAATCGATGCCGTCGGGCAGT 
TTTAAGGTTTCGATGTCGCGGCGGCTGTCGATTTCTTCGTTTTGGCGGTCGATATAGCCT 
TGGTATTTGACTTGGATTTCGACTTGTTCGATGACTTCGGCGGAGAGGTTTTCAGACGGC 
ATCGCGCCTTCGAGCGTCATCAGCGCGGCGTAGTCGAGGTTTGGGCGGCGCAGGAGGTCG 
T GCAGG TTGGCTTCGCGGCTGAGTTTTTGTCCGAACACACGGATTTGTTCGCCTTCGGCG 
AGTTTOTGCGGCGTGTACCACGTTGTTTTCAAACGTTGGATTTCGCGTTCGACGGCTTCG 
CGTTTTTCGTTGAACATGCGCCATTGCGCTTCGGACACCAAGCCGATTTTGTAGCCGTCT 
TCGGTCAGGCGCATGTCGGCGTTGTCTTCCCTGAGTTGCAGGCGGTATTCGGCGCGGCTG 
GTGAACATTCGGTAGGGTTCGTTCACGCCTTTGGTGATGAGGTCGTCCACCAATACGCCG 
AGGTAGGCTTGTTCGCGGCGCAGCAGGAGCGGGTCTTGTCCGCGCACATATTGCACGGCG 
TTCGCGCCTGCCAATAAACCTTGCGCGGCGGCTTCTTCGTAGCCGGTCGTACCGTTGATT 
TGCCCGGCGAAAAACAATCCGGCAATGGTTTTXSGTTTCGAGGCTTGCTTTGAGGTTGCGC 
G GATC GAAGTAGTCGTATTCGATGGCGTAGCCGGGGCGCAGGATATGGGCGTTTTCCAAA 
CCTTTCATACTGCGGACGAGCGCGATTTGGATGTCGAACGGCAGGCTGGTGGAGATACCG 
TTAGGATAGTATTCGTGCGTGGTCAGACCTTCGGGTTCGAGGAAAATCTGGTGGCTGTCT 
TTGTCGGCGAAGCGGTTGATTTTGTCTTCGATAGACGGACAATAACGCGGACCCACGCCT 
TCGATTTTGCCGGTAAACATCGGGCTGCGGTCGAAGCCTGAGCGGATGATGTCGTGGGTT 
TGCGTGTTGGTATGCGTAATCCAGCAGGACACTTGGCGCGGGTGCATATCGGCGTTGCCG 
CGCACGGACATGACGGGAACGGGCGTGTCGOCGGGCTGTTCGGTCAGTTGGGAGAAGTCA 
ATCGTGCGTCCGTCAATACGCGGCGGCGTGCCGGTTTTCAGACGGCCTTGCGGCAGCTTC 
AATTCGCGCAAACGTCCGCCCAACGATTTGGCGGCGGGGTCGCCGGCGCGTCCGCCTTCG 
TAGTTTTCCAAACCGATGTGGATTTTGCCGGACAAAAACGTGCCTGCGGTCAACACGACG 
GGGCGTGCTTTAAACTCCACGCCCATCGCGGTAATTACGCCGCTGATGCGTTCGCCGTCG 
AGCGTTACGTCTTCGACGGCTTGTTGGAAAAGGTCGAGGTTTTCTTGGTTTTCCAACATT 
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TCGCGGATGGCGGCTTTGTACAGGATGCGGTCCGCCTGCGCGCGCGTGGCACGCACTGCC 

GCGCCTTTGCTGGCGTTCAGGCGGCGGAACTGGATACCGGATTTGTCGGTTGCCAACGCC 

ATCGCGCCGCCGAGCGCGTCGAGTTCGCGCACCAAATGCCCTTTGCCGATGCCGCCGATA 

GAGGGGTTGCACGACATTTGTCCGAGCGTTTCGATATTGTGTGAGAGCAAAAGCGTCTGC 

GCGCCCATACGGGCGGCGGCGAGTGCGGCTTCCGTGCCGGCGTGTCCGCCGCCGACGACG 

ATAACGTCGTAGGTTTTGGGGTAAATCATGTGGGTCATAGTGTGTATTGCCTGACGGTGT 

TTCAGACGGCATTTATAGTGGATTAACAAAAACCAGTACAGCGTTGCCTCGCCTTAGCTC 

AAAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTTCGTACTGCTTGTA 

CTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAAACCACTATATTCAATATGCCG 

TCTGAAAAACGAAATGGATTC7VAAAGTAAAGGGTTGGGATTGTACGCTTGTTCGCCCTGT 

TTTTACAGTGTGCGGAAAGGGAAAAGCCGCTTCGCGGGGAAGCGGCTCCGGTAAGGGCGG 

GATTTACCAAACGTCGGATTTGATACGGCGTTTCAGGCCCGGATGTTCGGAAAGTTTGAA 

CTCGGGGTCTTTGCCCATTTTCAGCTTGGCGGTGTAATCGCGCAGCAGCATAAACGCCAA 

GGGCGAGAGCAGCAGGATGGCGACAAGGTTGATCCACGCCATAATGCCCATCGCCATATC 

CGCCATATCCCAGACCAAAGGCACATTGGCAACCGCGCCGAAATAGACCCACGCCAAAAC 

CAGCATACGGAAAACGGCGGTAATCAGCCAATGGCTTTTGATGAATTGGACGTTGGACTC 

GGCATAGGCATAGTTGCCGATAACGGTGGAAAAGGCAAACATAAACAGGATGACGGCGAG 

GAAGCCCGCGCCCCATTGCCCCACTTGGCTGACAATCGCCGCCTGCGTCAGCGCCGCACC 

GCTCAAATCGCCGTAAGGCTGTTGGTAAATCAAGATGATGAAGGCGGTGCAAGAACAAAC 

GATGATGGTATCGACAAACACGCCCAGCATTTGAATCATACCTTGCGAAACAGGGTGTTT 

CACTTCGGCGGCGGCGGCGGCGTTCGGCGCGGAACCCATACCCGCCTCGTTGGAATACAG 

GCCGCGTTTGATGCCCATCATCATCGTTTGCGAAATCAGACCGCCGAGTAAGCCGCCTGC 

TGCCGCGTCGAATTTGAACGCGCCCGAAAAAATCTGACCGAACACGTCCGGAATCATCGG 

AATATTGGTCAAAATGATGAAAAGCGCGATAAAGAGGTACAAAACCGCCATCAGGGGGAC 

GACGATTTCCGCCGCTTTAGATATGCGCCTGATGCCGCCGAAGATAATCGGCGCGGTTAA 

AATCACCAGGGCGACGCCGACATAATGAGGCTCCCAACCCCATGCCGCTTTGACGGTATC 

GGCGATGGTATTGGTCTGAACCGCTTCAAACACAAAGCCGAAACAGAAAATCAGGCTCAG 

GGCGAACAACACGCCCAGCCATTTCTGCCCCAGCCCTTGAGTGATGTAGTAGGCAGGGCC 

GCCCCGGAAATGGTGGTTGTCGTAGTCGCGGACTTTAAAGAGCTGCGCCAGCGAAGATTC 

GACAAACGCCGAACTCATACCGATTAAGGCGGTTACCCACATCCAAAACACCGCGCCCGG 

TCCGCCGACTTTGATGGCGATGGCCACGCCCGCGATATTGCCCACGCCCACGCGGCTGGC 

AAGGCCGGTTACAAATGCCTGAAACGGCGTGATGCCGTGAGGGTCGTCCCCCTGTTTGCG 

GCCGCCGAGCATTTCTTTGATGCTGCGCCCGAACAGGCGGAATTGGACAAAGCCCGTGGT 

TACGGTGAAGAAAAGCCCCGTACCCAAAAGCATATAAACCAAGTATGACCACATCGGATC 

GTTGATGGCGCCGACCCAGCCGTGCAGCCATTCGGTAAAGTTCTCGTTCATATCGCTTCC 

TTAAAGTTGAAACTCGCACATATTGGCGGTATGCAAGCAGGGTTTAAATTTTGTAAACGC 

CCATTCTAGCAGATTGTCAACAAAATCAGAAAAATTTACATCGCCGCGCGGCTGCGGCGT 

TAGAATCGCATTTTGTTTGGAGCAAACACGATGAAACAGCCTGTTTTTGCCGTTACTTCC 

GGCGAGCCTGCCGGCATCGGCCCCGATATTTGTTTGGACTTGGCGTTTGCACGCCTGCCC 

TGCCGCTGCGCGGTATTGGGCGACAAAAACCTATTGCGCGCGCGCGCCGAAGCCTTGGGC 

AAAAGCGTCGTCCTGCGCGACTTCGATCCAGAATCAGGCGGCGCGGCATACGGCGAGCTG 

GAAGTGCTGCACATCCCTGCCGTCGAAGCGGTTGAGGCGGGCAAACTCAATCCCGCCAAC 

GCCGCCTATGTGCTGCAACTTTTGGACACCGCGCTCGCAGGCATTTCAGACGGCATTTTC 

GACGGCATCGTTACCGCGCCGCTGCACAAAGGCATCATCAACGACGCGCGCGCAAGCACA 

GGTTTTTTCAGCGGACACACCGAATATCTGGCGGAAAAAAGCGGCACGGGGCAGGTCGTG 

ATGATGCTTGCCGGCAAAGGCCTGCGCGTCGCCCTCGTAACGACCCACCTGCCGCTGAAA 

GACGTTGCCGCCGCCATCACGCAACCGCTGATTGAAAGCGTCGCACGCATTTTGCATCAC 

GACTTAAAACACAAATTCGGCATCAAAAATCCCAAAATCCTTGTCGCCGGACTTAATCCC 

CACGCCGGCGAAGGCGGACACCTCGGACACGAAGAAACCGACACCATTATCCCTGCATTG 

GAAAACCTGCGCCGCGAAGGGATAAACCTTGCCGGCCCGTATCCGGCGGACACATTGTTC 

CAGCCGTTTATGCTCGAAGGTGCGGATGCCGTATTGGCGATGTACCACGACCAAGGGCTG 

CCCGTGTTGAAATACCACAGCTTCGGACAGGGCGTGAACATCACGCTCGGCCTGCCCTTT 

ATCCGCACCTCCGTCGATCACGGCACCGCGCTTGATTTGGCGGCAACCGGCAGGGCGGAT 

TCCGGCAGCCTGATAACTGCCGTGGAGACCGCCGTCGAGATGGCGCGCGGCAGCCTTTAA 

AGATGATAAAAGACCCGTCATTTCCGCGCAGGCGGGAATCCGGTCTG^CGGTTTCAGTT 

GTTTTTGGGTTTCGGGTAATTTCCAAATCGTCATTCCCGCGCAGGCGGGAATCCAGACCA 

TTGGACAGCGGCAATATTCAAAGATTATCCGAAAGTTTGAGGTTCTAGATTCCCGTTTTC 

ACGGGAATGACGAAAGGTGGCGGGAATCCGGTCTGTTCGGTTTCGGTTTTTTTTTTtGAG 

GTTTCGGGCAACTTCTAAACCGTCATTCCCGCGCAGGCGGGAATCCAGACCATTGGACAG 

CGGCAATATTCAAAGATTATCTGAAAGTTTGAGGTTCTAGATTCCCGTTTTCACGGGAAT 

GACGGAATGTTGCGGGAATCCGGCTTGTTCGGTTTCGGTTTTTTTGAGGTTTCGGGCAAC 

TTCTAAACCGTCATTCCCGCGCAGGCGGGAATCCAGACCATTGGACAGCGGCAATATTCA 

AAGATTATCTGAAAGTTTAGAGGTTCTAGATTCCCGTTTTCACGGGAATGACGGAATGTT 

GCGGGAATCCGGCTTGTTCGGTTTCGGTTTTTTTTGAGGTTTCGGGCAACTTCTAAACCG 

TCATTCCCGCGCAGGCGGGAATCCAGGCCTTTGGGCGACGGCAATATTCAAAGATTATCT 

GAAAGTTTAGAGGTTCTAGATTCCCGTTTTCACGGAAATGACGAAATGTTGTGGGAATCC 

AGACCTTCGGGCAGCGGCAATATTCAAAGGTTATCTGAAAGTTTGAGGTTCTAGATTCCC 

GTTTTCACGGGAATGACGAAAGGTTGTGGGAATCCAGACCTTCGGGCAGCGGCAATATTC 

AAAGATTATCCGAAAGTTTGAGGTTCTAGATTCCCGTTTTCACGGGAATGACGAAAGGTG 

GCGGGAATGACGAAAGGTTGCGGTAATCATGGGAATGGCGAAGTTTCAGACGGCATCGTC 

CACCCTCCGCCGTCATTCCCGCGCAGGCGGGAATCCAGGCCTTTGGGCGACGGCAATATT 

CAAAGATTATCCGAAAGTTTGAGGTTCTAGATTCCCGTTTTCACGGGAATGACGGAATGT 

TGCGGGAATCATGGGAATGACGGAATGTTGCGGGAATCATGGGAATGACGGAATGTTGCG 

GGAATCATGGGAATGACGGAATGTTGCGGGAATCATGGGAATGGCGGAATGTTTCGGTAA 

TCACGGGAATGGCGAAGTTTCAGACGGCATTGCAGGTATCCGAACCCATGTAAAAAAGAG 
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GTTCTGCGGAACAGAACCTCTTTTTGCCGCCGTCGGTTCAGCCTTGCCGGGTTTCGACTT 

GGATCATTTCTTCGGCAGGGACGGTTGCGACTTCAGACGGCTTGGGCTGTTCGGAACGGC 

GCAAACCGCGTCCGGCTTGGACTTCGGGTTGTGCCGCCCATGCCTTCAATGCGGCAGGGT 

CGGTTTCGATCAGGACGAGTCCGCCGGTTTGTGCGGTTTCCCGTGCCTGTTCCGCCGCAG 

CCGTAAAGGTTGCGGTTTCAGACGGCATTTCCTGTGCTTCGGCTTTCGGTGTCGCGCCTT 

CGGGCAGGATGGCGGCGGTGGCACGGCGGATTTTTTCCGCCGCATCATAAACCGGTGCGT 

CGCCGTTTGAAACGGCGGGAGATGCTGTCGGAAGATCCCTTTCTGCAACCGGATCGGCAA 

TGCTGACAGTAATCGGCGCGTTTGCGTCGGTTTCGCCGAAAACGTGCGCGGCGGCGGAAC 

GGACTTTGTCGGCGGTGTCGTGAATATTCAGGTACTGCTCGATTTTGGCGGCAGACGGAA 

TATTGCGTTTTTTGCCGTTTTGACGGCGGTCGCGCTGATTGTTGCGCTCGCGGCGTTCTT 

TGGCATCTCGGCTGTCGCGTTCGCGGCGGTTGCGTTCGGATTTGGGCTTGCTGCCTTTGT 

CTTCTGCGGTATGCGGTTCGGACGGCGTGTTTTCCGCTGTCTGAACGGTTGTTTCGGCAA 

CGGTGGCGGTTTCCGGCGCGGTTTGGCCGCGTTCGCTGCGGCTGCCGTTGCGGCGGCGTT 

TTCCGGTTTGCACTTCGGTTTCGGACGGTGCGGCATCTGCAACGGTTGCGGCAGGCTGTA 

CGTTGCGGCTTTGGATTTCCGCTTCGTTGGCGCGTTCGGCGGCACGGTCGCCGCGTTCAT 

TGCGGCGGCGGTTGCCGTTGTTGCGCGTTTCGGCTTTGTCGGCACGCGCTTCCTGTCCGG 

CAGTTTTGCCTGCCACTTCGCGGACTTCTACTTTGCTGCCTTCGCGTTTGCTGCGGCGCG 

GGTTTTGGCGGCGGTTGTTGGCGCGGCTGCCGCTGCGGTTTGCCGTGCTGCGTTTTTCGG 

AGGTTTCGGCAGCGGGCGCGGCTTGGGTTTCGCTGCCGCCGAAAATGCGTTTGAGCCATG 

CTTTGAAGCTGTCCCACCAAGAGGTTTTTTTCTCGGGGGCGGCAGTCGGGGCGGGGCTGG 

TGTGGCGCACGCCTTTGACGGCGGGTTCGGGACGGGCGGCTTTGGCTTTTTCGCCGCCGA 

ACGGTTTGGCGGATTCGTCTTCTTCCGGCTCGGCGACGCGTTTGTAGCTCGGTTCGCCGT 

CTTCTTCTACGTCGTCGGTGCGGATGCGGTTGATTTCGTAGTGCGGATTTTCGAGGTGGA 

TGTTCGGAATCAGGACGACGTTGACATCCAAACGCTCTTCCATCGCAAACAGCTCGGCGC 

GTTTTTCGTTCAGCAGGAAGGTGGCGACATCGACGGGCACTTGTGCGCGCACTTCTCCGG 

TGTTGTCCTTCATCGCTTCTTCTTGAATGATGCGTAAAACGTGCAGGGCGGTGGATTCGA 

TGCCCCGAATCACGCCGGTGCCGGCGCAGCGCGGACAGGCGACGTGGCTGCTTTCGCCCA 

AAGCCGGTTTCAAACGTTGGCGGCTCAATTCTAAAAGTCCGAAACGGGAGAGTTTGCCCA 

TCTGCACGCGGGCGCGGTCTTTTTTGAGCGCGTCGCGCAGGACGTTTTCCACATCGCGCT 

GGTGTTTGGGGTTTTCCATGTCGATGAAGTCGATGACGACCAAGCCGCCCAAGTCGCGCA 

GGCGCATTTGTCGGGCGACTTCTTCGGCGGCnrrCCATATTGGTTTTGBaCGGGGTOT 

CAATGTCTGCGCCGCGAGTGGCGCGTGCGGAGTTCACGTCGATGGAGACGAGGGCTTCGG 

TATGGTCGATGACGATCGCGCCGCCGGAGGGCAGGCTGACGCTGCGCGAAAACGCGCTTT 

CGATTTGGTGTTCGATTTGGAAGCGGGAAAACAGCGGCGTGTGGTCTTCGTAGAGTTTCA 

GACGGCCTATATTGCCCGGCATGACGTAGCTCATGAACTCGGCAACTTGGTCGTAAACTT 

CTTGATTGTCCACCAAAATCTCGCCGATGTCGGGGCGGAAATAGTCGCGGATGGCTCGGA 

TCAGCAGCGAGCTTTCCATAAAGAGCAGGTAGGGGTCGTGATGCGCTTTTCCTGCTTCTT 

CAATCGCCTGCCAGAGTTGTTTGAGGTAGTTCAAGTCCCATTCCAACTCTTCCGCGCTGC 

GGCCGATGCCGGCGGTACGGGCGATGATGCTCATGCCGTTCGGAATGTCGAGTTCCGCCA 

TGGCGGCTTTCAACTCTTGACGCTCTTCACCTTCGATACGGCGGGATACGCCGCCGCCGC 

GCGGGTTGTTCGGCATCAATACCAGATAGCGTCCGGCGAGGCTGATGAAGGTGGTCAGCG 

CGGCGCCTTTGTTGCCGCGCTCGTCTTTTTCGACTtGGACGATGACTTCCATGCCTTCTT 

TGAGCACGTCTTGGATGCGCGCGCGTCCGCCTTCGTAGTCTTGGAAGTATGAGCGGGAGA 

CTTCTTTAAACGGCAAGAAGCCGTGGCGGTCGGTTCCGTAATCCACGAAACACGCTTCCA 

GCGACGGCTCGATGCGGGTAATGATGCCTTTGTAGATATTGCCTTTGCGCTGTTCTTTGC 

CCAGCGTTTCGATGTCCAAATCCAGCAGGTTTTGTCCGTCGACGATGGCAACGCGCAGCT 

CTTCGGCCTGCGTTGCGTTAAATAACATTCTTTTCATGATCACCTCGTGGGCAGGCGGCG 

TTCAGACGGCACATCCCCGGTTCGGCATTCCGTAAGGCTGGGTTTTCCGATGTTTTCGGA 

TAAAACCGGTAATCAGTTTTTGAGTTGAAAATCCGCAGGGATGCACGTTCCGGAGAACCG 

TGTGCGGAAGGGTCGGATACAGAAGGCTATAAAGATCGATGCGGCGGTTTGTCTGCCGCG 

TTCCGAACGCTGCGGTCGGAAAAATGGGGGCCGGCTTCTTCTTGTTATCGTGATGCCTGT 

GTTTTGGGCGGTTTGCGTTTGGGACTTGGGCCCGGCTGCCGTCTTACTTCCGCGCCGAAA 

CGGCAAAATCAATTCAAACTTGATTACGTTCTGCGCCTGCCGGCTGGGAACAGGCGCAGG 

GAAAATGCTTTGCGGAGTGCGTTTTTAATATAAAATTCCGTTTTAAAGTAAACCCTTTCA 

GGAGGCGCGGCGGGCGCGCTTTTTGCTGAAACGGATGTTCGGATTATAGATGAAAACGCA 

CGAAATAAGGAAAGATTCGGTCAGCTTGATAGGGGTTGCXGAACATGAGGCGGGTC^ 

CCTTGATAACTATCTGATAAAAATCCTCAAGGGTGTTCCCAAGAGCCATATCCACCGCAT 

TATCCGCGCCGGCGAGGTGCGGTTGAACAAGAAACGCTGCAAACCCGACAGCCGTATTGC 

GGAGGGGGATACGGTGCGGATTCCGCCTGTGCGCGTGGCGGAGAAGGAAATGCCGTCTGA 

AAGGCGTGCCGCCGTACCGGCGCGTGCGTTTGACGTTGTTTACGAAGACGATGCGCTTTT 

GGTCATCGACAAACCGTCCGGCGTTGCCGTCCACGGCGGCAGCGGCGTGAGTTTCGGCGT 

TATCGAACAGTTGCGCCGCGCCCGTCCGGAGGCGAAGTATTTGGAGTTGGTTCATCGTTT 

GGACAAGGATACGAGCGGCTTGTTGATGGTGGCGAAGAAACGCAGCGCGCTCGTCAAACT 

TCACGAAGCCATCCGTAACGACCACCCCAAAAAAATCTACCTTGCGCTGGGGGTGGGCAA 

ACTGCCGGACGACAATTTCCATGTCAAACTGCCCCTGTTCAAATATACCGGCGCACAAGG 

CGAAAAGATGGTGCGCGTCAGTGCGGACGGGCAGTCGGCGCATACGGTGTTCCGTGTGTT 

AAGCCGTTTTTCyVGACGGCyVTTTTGCACGGTGTCGGGCTGTCGCACCTGACTTTGGTGCG 

GGCGACGTTGAAAACGGGGCGCACGCACCAAATCCGCGTCCACCTGCAATCTCAAGGCTG 

TCCGATTGCGGGCGACGAACGCTACGGCGATTATCAGGCGAACCGTCGTTTGCAGAAGTT 

GGGTTTGAAGCGGATGTTTTTGCACGCGTCCGAGCTGCACTTGAACCATCCGCTCACGGG 

CGAGCCGCTGGTGTTGAAGGCGGAGCTGCCGCCGGACnTGGCGCAGTTTGCGGTGATGTT 

GGAAAACGGGACGAAAATGTGAACCCCGATGCCGTCTGAAGCCTTCAGACGGCATCGGGA 

CGTGAAAGTATGTGGGGACAGACGAATATGGCTGATAAAAAAAGCCCTTTGATTGCCGTC 

AGTGTCGGCGAAGCGTCGGGGGACCTATTGGGGGCGGACCTGATACGCGCCATCCGCAAG 

CGTTGTCCGCAGGCGCGGTTTACCGGTATCGGCGGCGAACTGATGAAGGCGGAAGGTTTC 
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GAGAGCCTTTATGATCAGGAGCGGCTGGCGGTGCGCGGCTTTGTCGAAGTGGTCAGGCGG 

CTGCCGGAAATTTTACGGATACGCAGGGGGCTGGTACGGGATTTGCTGTCGTTGAAACCT 

GATGTCTTTGTCGGTATCGATGCGCCCGATTTTAATTTGGGTGTGGCGGAAAAGCTGAAA 

CGGTCGGGGATTCCGACCGTGCATTATGTCAGCCCGTCGGTGTGGGCGTGGCGGCGGGAA 

CGTGTGGGCAAAATCGTGCATCAGGTCAACCGCGTGTTGTGCCTGTTCCCGATGGAGCCG 

CAGCTTTATCTCGATGCGGGCGGACGTGCGGAGTTTGTCGGTGATCCGATGGCGCAGCTT 

ATGCCCTTGGAAGACGACCGTGAAACGGCGCGGCAAACTTTGGGCGTGGATGCCGGCATC 

CCCGTATTCGCCCTGCTGCCCGGCAGCCGCGTCAGCGAAATCGACTATATGGCGCCGGTG 

TTTTTTCAGACGGCATTATTGTTGTTGGAACGCTATCCCGCCGCACGCTTCCTGCTGCCT 

GCCGCAACGGAGGCGACGAAGCGGCGTTTGGCGGAAGTTTTGCAGCGGCCGGAGTTTGCC 

GGATTGCCGCTGACGGTAATCGACAGACAGTCTGAAACAGTGTGCAGGGCGGCGGATGCG 

GTGCTGGTAACGAGCGGTACGGCAACTTTGGAGGTGGCGTTGTGTAAGCGTCCGATGGTC 

ATCAGCTACAAGATTTCGCCGCTGACCTATGCTTATGTGAAACGCAAAATCAAAGTGCCG 

CATGTCGGCCTGCCGAATATCCTGTTGGGTAAGGAGGCTGTGCCGGAATTATTGCAATCT 

GAAGCAAAACCGGAAAAACTGGCGGCGGCGTTGGCGGACTGGTACGAACACCCCGATAAG 

GTTGCCGCGCTGCAACAGGATTTCAGGGCGTTGCACCTGCTGTTGAAAAAAGATACGGCG 

GATTTGGCCGCGCGCGCGGTTTTGGAAGAGGCGGGATGTTGAGCGGTTAATGGATTATTT 

TCCCGAAGCAGCAeGTATTACAAAAAAAGGGGGAGAAATTGTGATTAATGGCACATCAAA 

CAATAAGTATTTAAGAGGAATTCCAAATGAAACAGAACTGGCCCGAATGGGATTAAGGTT 

TkAAATATAATGGTCAGTTAACTGATTAATTTTGTTATATATGATTTATGATTATAGCTTA 

TACTAATACGCTTACTTACCTTGTTTCATTTGTTCTTCGTAAATTTCTATTTTAGGCAAT 

TGTGTCAGTTCAATAGGGCAAGTTGCTCCCCACCAAAAATGTTCTACATAAAACCAAGGA 

TTATCTGGAAAATATAGCAACATCTCTTCCATATCCGGCCAAATTCTTCTTAATTCATCT 

ACCTGTGTTTTTGGCGAACCAGTTAATATTTTTGGAGGATTTTCACGATAATCGCATAAT 

TCyUVTAACACCATCTGATAAAAGTTCTTCCAAAAAATCAAAAAATCTAATTTTTAAATTT 

GGATCTTTGATATCCATATTTAAATAATTTTTATAAACACCAAAAATACCACCTAAATAT 

TCACJUVTATTCTAAAAGATTATATTTTATCTTCACATTCATAACGTAACCTTTATCTAAA 

TTTTAATTCTAATCTTTGCCCATGTACTGAATCAGGTTGATTCCTA7VACTCAATCGTCCA 

TTTTGCTCCAGTTTGTTCTCGGCTAGTTGAAAAATTCCTTAAAATAAAGGAAGAGTTTAA 

ACAACTGAAATTTCATAAGAGTAGTAGAACCAACTTGGACTCAAAAAATCTTAAACTCAT 

TGTTTTTGAAAAGGTAAAATAATATGACAACTTATACCATTCCAAAAAAAGATTATCAAT 

TTCTGTATATATATGAGGGCACTCTATTAAACTATACTTTGAAAAACGATGAATTCCATA 

TCATCGTCCAGAATGTGGATTATCCGGACTTTCCTCAAGAGATTCCTACACCAAATTATA 

CAGACTGGGTAAAAATTAAATTCAAGCAGTTCAGCTATCTGAAATTTATCTATGGATACG 

CCACGAAGAACCAAGATAAAAATATCAAAAATGTATTGGAACTTGGAGAATTAAAGCAGG 

ATGATGAAATCTTGGATTATGGAGGTGCGCTGGAAGTGATAGGCAGTAGGTATGATCTTC 

CGACCGGTTTTAGTATAGATATAGTTTGCCGGGAAATAGAGTTAGAATTTTTAGATCAGG 

AGAGTI^CAATTAAACGAGCCGTAGCTTGTTATGCTGAGCAGGCAACTTTATCGTATTTC 

CTTTTCGGTTGAAACCCCGCCACTCGGACATCTGTCCTTCGGGGCGGTAGAATCAGATTT 

TATTTGGGAGGGGCGTAACCCCTTCCGAATCAGGGCAACACATAGGGCGACGCTTTATGT 

GTCGTCCTGTGTGTTGAAACATTGATATGCCGATACGGAGCCTGTCGGCAAAATGCCGTC 

TGAACAATATCTTTTCAGACGGCATTTTGTATGGGGGTTAACGGTTGTTCAGCCCGAGTA 

CGTCCTGCATATCGTACAAACCCGTTTTGCCGTTGACCCAAACTGCGGCGCGGACGGCAC 

CGGCGGCAAAGGTCATGCGGCTGCTGGCCTTGTGGGTGATTTCCACGCGCTCGCCGTCGG 

TGGCGAAGAGGGCGGTGTGGTCGCCGACGATGTCGCCTGCGCGGACGGTGGCAAAGCCGA 

TGGTCGACGGATCGCGCGGACCGGTGTGGCCTTCGCGGCCGTAAACGGCGCATTGTTTGA 

GGTCTCTGCCGAGCGCGCCGGCGATGACTTCGCCCATGCGTAACGCGGTGCCGCTGGGGG 

CATCGACTTTGTGGCGGTGGTGGCCTTCAATGATTTCGATGTCGTAGCCTTCGTTTAATA 

CGCGTGCGACGGTGTCGAGGATGTGGAAGGTGAGGTTGACGCCGACGCTGAAGTTGGCGG 

CGAAAACGATGCCTGTTTTTTCGGCGGCAGTGTGGATAGCGGCTTTGCCCGTATCGTCGA 

AGCCTGTTGTGCCGATGATGATGTTGACTTGTTTTTCAACGCATTTTTGCAGGTGTTTGA 

GGGTGGGCTCGGGGCGGGTGAAGTCGATGAGTACGTCGCTTTGTGCGAGAACGGCGTCAA 

CGTCGTCTGAAATGGCGATGCCGGTTTTGAGTCCGAOGGCGTAGCCTGCGTCCAGCCCGA 

GGGCTTCTGAGCCTGAGTGTTCAAGCGCACaSGAAAGGACGGTGTCGGGATG G TTGrrGA 

CGGCTTCAACCAATACGCGTCCCATACGGCCGTTTGCGCCGGCGATGGCGATTTTGAGCG 

GTGTCATGTGTGTTCCTTATGGTTTGTCTCTGTTTTGGCQGTCTTTGAGGGCTTCGGCAG 

CGTTTTGCAGGACGTCGCCTTCGGTGCGGACGAGTACGCCGTTTTCAAAATAGACGGTCA 

GATTGCTGCGTTCTTTGATGATGCCGTTGCGGGAGGTGTTGAAGGTATAGTCCCAGCGGT 

CGGTATGGAATGCGTCGCGCAGTATGGGGCTGCCGAGCAGGAGCAGGACTTGGTCTTTGG 

TCATGCCGGGGCGGAGGGCGGCAACGGCGCGCGGTTCGAGTTCGTTGCCCTGTATGATTT 

TGAGTTTGTACGAGGGGAACAGTGAAACGCGTTCGGOICTGCACGCGGCAAGGCCGAGGA 

GGGCGGAAAGGGCGAGGATGAGGGTTTTGTTCACGGAAATGCCTTTCTCTGCAAATCGGG 

ATGGGTAGTGTAACACTGCTTGAATATTTTATAAAAGCGAACGATAATCATACGATTAAG 

CGGTATCCGCCCTGTCCGCGCATCGGCCGCCGGTGCGGTTTTACTATTGCAAACTGCTAT 

GGTGCGATAGTGGGCAAACAGGCCGAAATTGCGTATTATAACGTCTATTGTTTTACAGGG 

GTATTGAATATTATGGAAAAATTCyUVCAATATTGCACAACTGAAAGACAGCGGTCTGAAG 

GTTACCGGCCCGCGTTTGAAGATTTTGGATTTGTTCGAGACGCATGCGGAAGAGCATTTG 

AGTGCGGAAGATGTGTACCGCATTTTGTTGGAAGAGGGTGTGGAAATCGGTGTGGCGACG 

ATTTACCGTOTGCTGACCCAGTTTGAGCAGGCGGGCATTTTGCAACGCCyVTCAT^^ 

ACGGGCAAGGCGGTTTATGAGTTGGACyUUiGGCGACCACCATGACCACATCGTCTGCGTG 

AAGTGCGGCGAGGTAACGGAATTCCACAATCCCGAAATCGAAGCCCTGCAAGACAAAATC 

GCGGAAGAAAACGGCTACCGCATCGTCGATCACGCGCTTTATATGTACGGCGTGTGCAGC 

GACTGTCAGGCCAAGGGCAAACGTTAAATCCGGACGGTTTGTTGTTCAGACGGCATTCAT 

GATJ^rrGGATGGCGCCTGTGTTTTTGGAGAACTGTCATGCGTATTCCGCTGCTTGGCCCT 

GACAATTATGCCTTTCCCGATCCTGCCTATGCTTTGGCCCGGTGCGACGGGCTGGTCGGC 
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GTGAGCGGCGATTTGGATGCGGGGCGGCTGCTTGAGGCGTATCGGAACGGCGTGTTTCCG 

TGGTTTTCCCGGGACGGGTGGTTTTTTTGGTATGCGGTCGGGCCCCGTGCGGTGGTGTTT 

CCCGACAGGCTGCATATTCCGCGCTCGCTGGCGAAAACGCTGCGCAACGGCAGCTATCGG 

GTTGCGGTCAACGGCTGTTTTGCGGAAGTGGTCGCGCATTGTGCGGCAGCGGCGCGCCCG 

AATCAGGACGGAACTTGGATTGCGCCCGAGTTTCAGACGGCATATTTGAAGCTGCACGAA 

ATGGGGTACGCGCATTCTTTCGAGTGCCATTATCCCGATGAAAGCGGTGAAACGAGGTTG 

GCGGGCGGCTTTTACGGCGTTCAGATCGGCAGGGTGTTTTATGGCGAATCGATGTTCGCA 

TTACAACCGGATGCGTCGAAAATCGCGTTTGCCTGCGCCGTGCCGTTTTTGGCGGATTTG 

GGCGTGGAACTGATAGACTGCCAGCAGGATACGGAACATATGCGCCGTTTCGGTTCGGAG 

CTGCTGCCGTTTGCGGATTTTGCCGAACGTCTGCGGATGTTGAACGCCGTGCCGTTGAAA 

GAGGAAATCGGGCGGCGCGAAGTGGCGTGCAAGGGGCTTTGATGGCGGCTTATGCTCCGG 

TCAGGTTCAAATATGGTGGATTATAGTGGATTAACAAAAATCAGGACAAGGCGAOy^GC 

CGCAGACAGTACAAATAGTACGGCAAGGCGAGGCAACGCCGTACTGGTTTTTGTTAATCC 

ACTATAAAATTAGAAATGACGACAGCCGGATAAAATCACGGTGAAAATGAAAAATGCCGT 

CTGAAACTTGAAAACATCGGGTTTCAGATGGCATTTTGTTTGACGGTTTGTTGCTTATTT 

GAGCGGGCGCACTTCAAGTCCGAACATACGGCGTGCGGTGTTCAGCATTTGGCAGCTGAA 

GCCCCATTCGTTGTCATACCAAGCGAACACTTTGACCATGTTGCCGTCAACGACTTTGGT 

CAGTGTTGCGTCGAAGTGGCTGGCTTCGGTAGTGTGGTTGAAGTCCATGGAAACCAAGGG 

CAGGGTGTTGTAGCCCAAAACGCCTTTGAGCGGGCCTGCTTCCGAGGCGGCTTTCATCAG 

TGCGTTGATTTCTTCGACTGTGGTGTCGCGCGCGGCTTGGAAGCTCAAATCTACCAATGA 

TACGTTGACGGTCGGCACGCGGATGGCAAGCCCGTCGAGCCTGCCTTTCAATTCGGGCAG 

TACCAAACCGACGGCTTTTGCCGCGCCGGTTTTGGTCGGAATCATGTTTTCCACGCCGCT 

GCGGGCGCGGCGCAGGTCTTTGTGGCGCACGTCGGTAACGGTTTGGTCGTTGGTCAGCGC 

GTGGATGGTGGTCATCGCGCCTTTGACGATGCCGACGCTTTCGCTCAACACTTTGGCAAC 

CGGCGAGAGGCAGTTGGTGGTGCAGGAAGCGTTGGAAACGACGGTCATGTCGGCGGTCAG 

GACGCTGTCGTTCACGCCGTACACGACGGTTGCATCGACATCGTCGCCGCCCGGTGCGGA 

AATGAGGACTTTTTTCGCGCCGCTTTCGAGGTGGATTTTGGCTTTTTCTTTGCTGGTGAA 

CGCGCCGGTGCATTCCATGACCAAATCGACACCGAGTTCTTTCCACGGCAGTTCGGCAGG 

GTTGCGGGTCGAGAAGAAGGGGATTTTGTCGCCGTTGACGATGAGGTTGCCGCCGTCGTG 

GGATACGTCGGCTTCAAAGCGTCCGTGCACGGTGTCGAATTTGGTCAGATGGGCGTTGGT 

TTCAAGGCTGCCGCTGGCGTTGACGGCGACGATTTGGAGTTGGTCTTGftATCTGATAATC 

GTAGATGGCGCGCAAAACCTGGCGGCCGATGCGTCCGTAGCCGTTGATGGCGACTTTGAT 

GCCCATGGTTTGTTCCTTTGTTGAGGGTTGGGTAGATTTTCGGGGCGGATTATAGCAAAT 

TTGTAGTGGCGTGTAATTAATATTTTATTGAAAACGGCGCGGCCGGAAGGGTGGGCGGTA 

AGATGCGGACGGCACGGGTGCGGCGGACGGAGAGCTTGATAAAATGCCGTCTGAAGCGGC 

TTCAGACGGCATATCAGGGAAGGGTCAGGAGGCGGTATTCTGTGCGGCTTCCTGTTTGGC 

TTTGTATTGTTTGAGATATTCGAGGGCGGCGGCTTTTTCGCTGTCGCTGCCGTATTTCAT 

ATCGCGTTGGGCGCGGCGCAACTCGGCGCGTTCGCGGGCTTCGGCTATCTGTTTCGCCTG 

ATAGTCTTTGCGGTTGTCGGCGGCGGCGAGGCGGTCTTGTTGGGTTTGCGCTTTTGCCAT 

GGCTTTGGCGATGAGGTCGGCAGGGTTAAACGTCGGTTTTTTCGGTGTGTCGGGCGTTTG 

CGGACGCGCGTTGCGGACGGCGGCTTCGCGTTCGGCAAGCATGGCCTTGCGTTCGTCGGC 

TTCGCGCTGTTTGCGTTCGTTGCGTTTGAGGTAGCGCGTGCGCGCGTGTTCGGCGGCGGC 

AAAACGGCTGTCGGCGGACAGGCTGAAGCGGCGCGCGCGGGGCAGGACGGTGTCGGCAAC 

GGGCTGCATATGGATGCAGTCGACGGGGCAGGGGGCGACGCAGAGTCCGCAGCCGGTGCA 

TTCGTCGGCGATGACGGTGTGCATAAGTTTGCCCGCGCCCATAATGGCATCGGCAGGGCA 

GGCGCGGATGCAGGCGGTGCAGCCGATACAGGCGGTTTCGTCTATCCGGGCGAGTGCTTT 

GGCTTGGGTTTTGGCAGGTGCGACAAAGGGTTTGCCGAGCAGGGCGGAAATGTCCCGAAT 

GACGGTTTCTCCGCCCGGGGCGCAGAGGTTGTACGCTTCGCCTGTTGCGACTGCCTGTGC 

GTAGGGCAGGCAGCCGTCGTAGCCGCATTCGCGGCATTGGGTTTGGGGAAGCAGGCGGTC 

TATGGCGGCGGCTGTGGCGGTCATGTaOTGTGCGGCTCAAAATCGAAAGGGCGTATTTT 

AGCAGAATTGTATGCCGCGCCCGTTTCGGATGGTGCGCGGTGTTTTGTTATAATGCGGCG 

GCGTATGCCGTTTCAGACGGCATTTTTCTGTATTTTCCTGTTCGGACGGTCTATGAACGA 

ATTTTCGCTTGCCCCTATTGTGATTGTTTTGCTGGTGTCGGTCATTACGGTGATCCTGT 

CCGCAAGTTCAACATTCCCTCCATGCTGGGCTACCTGCTGGTGGGCTTTTTGGCGGGGCC 

CGGTATGCTCAGCCTGATTCCGAAAAGCCATGCGACGGATTATTTGGGCGAAATCGGGAT 

TGTGTTCCTGATGTTCAGCATCGGTTTGGAGTTCTCGCTGCCCAAGTTGAGGGGGATGAG 

GCGGCTGGTGTTCGGTCTGGGCGGTTTGCAGGTCGGCATTACGATGCTGTCGGTAATGGG 

CATACTGATGCTGACGGGCGTGCCGTTCAATTGGGCGTTTGCCGTGTCGGGCGCGTTGGC 

GATGTCGTCCACGGCGATTGTGAGCCGGATTTTGTCGGAAAAGACGGAATTGGGGCAGCC 

GCACGGTCAGATGGCGATGGGCGTGCTGCTGATGCAGGACATCGCCGTCGTGCCGCTGAT 

GATTCTGATTCCCGCGCTGGCGGGCGGAGGGGACGGAAATATTTGGGCGGCCTTGGGTTT 

GGCGTTTGCAAAAATGCTGCTGACGCTGGGGCTGCTGTTTTTCGTCGGCAGCAAAATTAT 

GTCGCGATGGTTCAGGATGGTGGCAAAACGCAAATCGTCCGAACTCTTTATGATCAATGT 

GCTGCTGGTAACCTTGGGTGTGGCTTATCTGACTGAGCTGGAAGGTTTGTCTATGGCGTT 

C^CGCATTCGTTGCCGGCATGCTGCTTTCGGAAACGGAATACCGTTTCCAAGTCGAAGA 

CGACATCCGCCCGTTCCGCGATATTTTGCTCGGCTTTTTCTTTATCACGGTCGGCATGAA 

GCTGGACATTCAGGCATTGATCGGOSGCTGGCGGCAGGTATTGATGCTGTTGGCAATGCT 

GCTGGTGTTGAAGGCACTGGTTGTGTTTGCCATTGCCTTCAAAATGAAACATTCGGTCGG 

CGACAGCCTCAAAACGGCTTTGTATCTCGCGCAGGGCGGCGAGTTCGGCTTCGTGATGCT 

GGCCATTGCCGGGCAGCTTGATATGGTTTCGCCAGAATGGGAACAGGCGGCGACGGCGGC 

OSTTCTGCTGTCGATGATTATCGCGCCCTTCCTCTTGGGCGGCAGCGATGCGCTGGTCGG 

GCGTTTGGTCAAGTCAAGCTGGGACATGAAGTCGCTCGATCTGCACAGTATGCTGGTAGA 

AACCATGAGCAAGTCCGACCATGTGCTGATTGTCGGCTTCGGCAGGGGCGGGCAGACGGT 

CGGACCCGTCCTTGCCCAAGAGGATATTCCGTATTTCGCGCTCGACTTGGACATTGCGCG - 

GGTGCAGGTTGCCAGAAGTGCGGGCGAACCGGTGTCGTTCGGCGATGCGAAACGCAGGGA 



AVO 00/66791 



Appendix A -48- 



AGTATTGGAAGCCGCCGGTCTGGGACGGGCGAAAATGGTGGTGGTTACGCTCAACAATAT 

GCACGAAACGCAACACGTTTTAGACAATGTGCTGTCCATGTATCCCAATATGCCCGTATA 

TGTGCGCGCCACCAACGACGATTATGTGAAAACGTTTACCGATATAGGTGCGGAAGAAGC 

CGTGTCGGACACCAAAGAAACCGGACTCGTGCTGGCAGGCTATGCAATGTTAGGCAACGG 

CGCGTCGTATCGGCACGTCTATCAGACGATGGCAAATATCCGCCACAGCCGTTATGCCGC 

GTTGGAGGGACTGTTTGTCGGTAGTGATGATGAGGCAGGATTCGGCGAAAACGGCGAAAC 

CGTCCGTCACGCCTTTCCTTTGGCTGCAGAAGCATACGCCGTCGGCAAAACAGTCGGCAC 

GCTTCCGATGGCGGCTTACGGCATCAAACTCTTGTTCGTCCGCCGCCGCACCGGCCGGAT 

TGAAAACCCGGATGCCTCGTTTACATTGGAAGGCGGTGACGTGTTGGTGGTCGCAGGCAA 

AAAAGAAGAAATTATCTCTTTTGAAAACTGGAGTTTGCAGGGAATATAAATGAAATGCCG 

AAATAAGGCTTGCGCCATTTCCGGTTATTTGGTTTAATAACGCTTTCGCAAATCGCAAGG 

GTGATTAGCTCAGTTGGTAGAGTGTCTGCCTTACAAGCAGAATGTCGGCGGTTCGACTCC 

GTCATCACCCACCAAGTTTTCTTTCATTGTTGCAAACAATGGATGCGCGGTGGTAGCTCA 

GTTGGTTAGAGTACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAGCCCCGTCCGCCGCG 

CCAAGTTTCAAAATACTGACTCTGTCGGTATTTTTTATACACGGGTGATTAGCTCAGTTG 

GTAGAGCGTCTGCCTTACAAGCAGAATGTCGGCGGTTCGACTCCGTCATCACCCACCAAG 

TTTTCTTTCATTGTTGCAAAGAATGGATGCGCGGTGGTAGCTCAGTTGGTTAGAGTACCG 

GCCTGTCACGCCGGGGGTCGCGGGTTCGAGCCCCGTCCGCCGCGCCAAAAGTTAAGGAAT 

ACCAACCTCCGGTTGGTATTTTTTTGTTTGTATGCTTTGAAAAATGTTTGTTTCCGGATT 

TTGCCATTCCCATCCGGTTTTGCGCTGTACGATGTGTTTTAGCGCGGACTTGCTCAAAAT 

CGCATGTGATTCCGGTATTTGAGGCTTTGATTAGGGATGCGGACTTTCAATATATTTTCT 

CAGCTACAACAACGAAGGCTTGATGTCTGTCGGGCAGGTAAGGGAGATTTTTGAGCGTTT 

CGGCAAATATAATTTGGTTCAAACGGAATACCGGCGTTTTAAGGCAGATAAGACAGAAAA 

CCGTAATCATAAGGCAAATTCGATATTCGAATTTCTGCATATTTTAGAAAAGACCTTTTA 

TAGTGGATTAACAAAAACCAGTACAGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCT 

CTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATTTGTACTGTCTGCGGCTTCG 

TCGCCTTGTCCTGATTTTTGTTAATCCACTATAAAAATTCTTGCCGGATGCTGCAAACAA 

CGCCGGTTTGCATTCCTGATGGCGGTGGTTTTCTTAGACGAACGCCCGAACACGCAGGAA 

TGGATAGGCTTGGGGCTGGTTACGGCGGGCGTGTTGACGCTGGCACTGAAACGGTAAAGC 

CGCAAGAAATAAATGAAATGCCGTCTAAAAAACTGTTTTCAGACGGCATTTTCGTTTCTG 

TCCATCCTCAGCArTCGACCACGCGCACGGATACGGGGACGGCTTTTTTCCGGAGCGTGG 

CGGCGAGTCCGGCAAGCGAGGTTTCTTTGTAGGTCGCCTTCATATCCCGGCCGGTTTGCA 

GCATGGTTCGGATGAGTTCGTCGAGCGAGACTTTT T TGTCCGTGCCGTCTTCCAAAAGCG 

CGAGCGTGCCGAGTTTGAGGGCTTTTTCGGCGGCGATGCCGTTGCGCTCGATGCAGGGGA 

TTTGCACCAGTCCGCCGACGGGGTCGCAAGTCAGCCCCAAATGGTGTTCCATCGCCATTT 

CGGCGGCGTTTTCCACTTGTTTGGGCGTGCCGCCGATGACTTCGGCGTATGCGCCCGCCG 

CCATCGAACACGCTACGCCGACTTCGCCCTGACAGCCGACATCCGCACCGGAAATGGAGG 

CGTTGGTCTTGTAGAGGATGCCGATTGCGCCTGCGGTGAGCAGGAAGTTTTCGACGCGTT 

CCTGTGTGGCGTGCGGATTGAACTTGCGGAAATAGTGCAATACGGCGGGAATGATGCCTG 

CCGCGCCGTTGGTCGGTGCGGTAACGACGCGTCCGCCGGCGGCGTTTTCTTCGTTGACCG 

CCATGGCGTACACCATCGGCCAGAGCTGGGTGTTGACGATTTCGGTTTCGCGCAGGACTT 

TGA<;CTTGGCGGCAAGCTGCGGGGCGCGGCGGCGGACGTTCAATCCGCTGGGCAGTTCGC 

CGTCCGCACCCAAGCCGCGTTTGATGCAGCCTTCCATAACCTCGGCAACGGCAGCGGCGC 

GGCGGCGGATTTCGGCTTCGCCGCATCCGGCAAGCGCGGCTTCGTTTGCCAACACGACTT 

CGGAGATGTCGAGCCGGTTCAGACGGCATCGGGCAAGCAGTTCGGCGCAACTGGTATAGG 

GATAGGGAACGGCTTTTTCCGTTTCCGCCTGCCGGTCAAAATCTTCTTCGGTAACGACAA 

AGCCGCCGCCGACCGAATAATAAACCTGTTCATTCAATACCGTGCCGTCTGAAGCATAGG 

CGGTAAAACGCAGGCTGTTGGGGTGTTTGGGCAGCACTTGATTGCCGAGTATGTTCAGGT 

CGCGGTCGGGGATGAAGCGGATTTCTTGCCCGTTGAGCCGGAGGATGTGCTGCGTGCGGA 

TGCGTTCGAGGCGTTCGGGAATGCCGGCAAGCGGGATGTCGTGCGGCAGGCTGCCTTCCA 

AACCGAGCATCAGCGCGTCAAATGTACCGTGTCCGTATCCGGTCAGTGCGAGCGAGCCGT 

AAATGTCGATGACGATGCGAACAGCCTGTGCATCCAAACCTGCCGCAAAGGCGGCGGCTG 

CCTTCATCGGGCCGACCGTATGCGAACTGGAAGGCCCGATACCGATTTTGAAAATATCGA 

AAATGCTGATCATATTTTGCTCCGACGGTTTTTCAGACGGCACAGGTTCCGTTTGACCAA 

CCAAAAAGGAGACGCGGCACGATGCCCGTCTCCTTTTTTAAAACGGCACTTATGCGTCGA 

TATTTTGGGCAATCAGCGCGTTGTTTTCGATAAAGGCACXMCGCGGCTCGACCTCGTCGC 

CCATCAGCGTAACGAACACTTCGTCGGCGGCAATGGCATCTTCGATGCGCACTTTCAACA 

GGCGGCGCACGGCGGGATCCATCGTGGTTTCCCACAGCTGCTCGGGGTTCATCTCGCCCA 

AGC CTT TGTATCGTTGGATGGACATACCTTTTTGGGCAACGCTCATCAAGATGTCCAAAG 

CGGTTTCAAAGCTGTCCGCGTCGTACCCGTTTTCGCCTTTGTAMGCTTGGCACCCTCGC 

CGACCATGCCTTTGAGCGCGGCGGCGGTTTGGGTGAGGGTTTGGTAGGCTTTGCTGTTGA 

GGAACTTGGGTTCGATGTAGCTGACCATGACGTTGCCGTGCAGCTTGCGCGTGATTTTGA 

TGAACCGGTGTCCTTCATGACCTTCGATGCGTTCGAGGGCGACTTCTTTTTCGTCAAGCA 

GACCGGAAAGTTCGGCAACGGCTTTATCGGCGTTTTCAGACGACGTCAAATCAATGGGCG 

ACGCGTGTAGCATGGCGCGCAGGACGAGTTCGTCTACGAAGCGGCTTTCCTGTTCGATGA 

CGGTTTTTGCCAACAGGAATTGTTTGGCGGTGTCGGCAAGTTCTGCGCCTTCGATGGTGC 

GGCCGTCTGAAATGATTTTGGCTTTTTCCAAGGCAAGACCGAGCAGCCATTGGTCTTTT^ 

CCAACTCGTCCTTGAGGTAACGTTCCTGTTTGCCGTATTTCGCTTTATACAAAGGCGGCT 

GGGCGATATAGATGTAGCCGCGCTCGACCAGCTCGGGCATTTGGCGGTAGAAGAAGGTCA 

GGAGCAGGGTGCGGATGTGCGCGCCGTCCACGTCGGCATCGGTCATGATGATGATGCGGT 

GGTAACGCAGTTTTTCGGCATTGAATTCTTCTTTGCCGATGCCCGCGCCXZAAAGCGGTAA 

TCAGCGTGGCGACTTCTTGGCTGGCCAGCATTTTTTCAAAACGTGCTTTTTCGACGTTCA 

AAATTTTACCTTTGAGCGGCAAAATCGCTTGGAATTTGCGGTCGCGGCCTTGCATGGCGG 

AACCGCCTGCGGAGTCGCCCTCGACGAGGTAGAGTTCGGACAGGGCAGGGTCTTTTTCTT 

GGCAGTCGGCGAGTTTGCOSGGCAGTCCCAAGCCGTCCATCACGCCTTTGCGGCGGGTGA 
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TTTCGCGTGCTTTGCGGGCGGCTTCGCGCGCGCGGGCGGCATCGACGATTTTGCCGGTGA 

TGATTTTGGCTTCGTTCGGATTTTCTTCGAGGAAGTCGGTCAGGGCTTGGGTGATGACTT 

CGTTGACAACGGGGCCGATTTCGCCGGAAACCAGTTTGTCTTTGGTTTGGGACGAGAATT 

TGGGGTCGGGCAGTTTGACGGACAACACGCAGGTCAAACCCTCGCGCATATCGTCGCCTG 

CGGTTTCCACTTTGGCTTTTTTGGCGACTTCGTTGGCTTCGATATAGTTGTTGATGGTGC 

GGGTCATCACTTGGCGCAGTGCGGTCAGGTGAGTACCGCCATCACGTTGCGGGATGTTGT 

TGGTGAAACACTGCACGCTTTCTTGATAGCTGTCATTCCATTGCATCGCGCATTCGACGC 

TCATGCCGTCTTTTTCGCCGAACGCGTAGAAGATTTTTTCGTGCAACGGCGTTTTTTTGC 

GGTTCATGTATTGCACGAAACCCGCCACGCCGCCGGAAAGGGCGAAGCTTTCGTGTTTGC 

CGTCGCGCTCGTCGGTCAATTCGATGTCCACGCCGTTGTTCAGGAAGGAAAGTTCGCGGA 

TGCGTTTGGCAAGGATGTCGAAGCTGTATTCGACGTTGCCGAAGGTTTCCGTACTGGCGA 

GGAAGCGCACGGTCGTGCCTTTTTTATCGGAATCGCCGACAATTTTCAGCGGCTCTTCGG 

TTTCGCCGCGCACGAAGCGGACGAAGTGTTCTTTGCCGTCGCGGTAGATGGTCAGCGTTA 

CCCAGTCGGACAGCGCGTTGACGACGGACACGCCCACGCCGTGCAGGCCGCCGGAGATTT 

TGTAGCTGTTGTTGTCGAATTTACCGCCCGCGTGCAATACGGTCATGATGACTTCGGCGG 

CGGAGCGTCCTTCTTTCGGGTGGATGCCGGTGGGCATACCGCGCCCGTTGTCGGCGACGC 

TGACGGAATGGTCGGCGTGTATCGTTACCGTGATTTTGTCGCAATGTCCGGCGAGTGCTT 

CGTCAATGGCGTTGTCCAATACTTCGAACACCATGTGGTGCAGACCGCTGCCGTCCTGCG 

TGTCGCCGATGTACATGCCGGGGCGTTTGCGTACCGCTTCCAAGCCTTCGAGCACCTGAA 

TGCTGTCGGCGCCGTATTCTTCGTGTTTTTGTTCAGTCATATTTTTTGCCGGATTTTGAA 

AAGATTTTGCGATGCCGCCAAAACAAGTCCGCACCTTGTAGAAAAAGCGGGCGGGACGAC 

ATATATAATTGTGTATTATAGCGGATTTTGCCGCCTAATTCAGCGTTATCCGCATCAGTG 

TGCCGCCGGGAAAAGATGAAACGGTACGTTTGCCTCCGGCATCAGGTCGGGGATTGTCCC 

GTAAAGTGGCAAAAGCGTTTTTTTGCCACTAAAATCTACACCCTATACTTTTCGGACAGG 

GGCGCGGAAATGGAAATATGGAATATGTTGGACACTTGGCTCGGTGCCGTCCCGATACGT 

GCGGAGGCGGTCGAATCCGTGGCGGCGGTTGCGGCTTTGCTGCTGGCGCGCGCCCTTCTG 

TTGAATATCCACTTCAAACGGCATCCGGATTTCGGCATCGAAAGCAAGCGGCGGTTTTTG 

GTTGCCAGCCGCAATATAACGCTGCTTTTGGTGCTGTTTTCGCTGGCATTTATCTGGTCG 

GCGCAAATCCAAACGCTGGCTTTGTCGATGTTTGCGGTGGCGGCGGCGGTCGTCGTGGCG 

ACGAAGGAACTGATTATGTGTCTGTCGGGCAGTATTTTAAGGTCTGCCACCCAGCAATAC 

TCGGTCGGCGACTATATCGAAATCAACGGCCTGCGCGGGCGCGTGGTCGACATCAACCTG 

TTGAACACGCTGATGATGCAGGTCGGTCCGAACCCCTTGGTCGGACAGCTTGCGGGAACC 

ACCGTTTCTTTCCCCAACAGCCTGTTGTTGAGCCACCCCGTGCGCCGCGACAATATTTTG 

GGCGACTATGTCATCCATACGGTCGAAATCCCCGTTCCCATCCATTTGGATTCGGATGAA 

GCCGTATGGCGTCTGAAAGCCGTACTCGAGCCCTTGTGCGCGCCCTACATCCCCGCCATC 

CAACGGCATTTGGAAAACGTGCAGGCGGAAAAACTGTTTATCACGCCCGCCGCCAGACCG 

CGCGTTACCCGCGTGCCGTACGATGACAAGGCATACCGCATCATCGTCCGCTTCGCTTCC 

CCCGTTTCAAAGCGGCTGGAAATCCAACAGGCGGTTATGGACGAATTTTTGCGCGTACAA 

TACCGCCTGTTAAATCACCCCGCCGGCTCCGAAACACTTTAACTTTCCCCGACCGACCCC 

ATTTCCGGCTTCAGACGGCATATTGCCGATATGCTGTCTGAAACACAACACGCAAAGGAA 

ACCCATCTTATGACTGACAACGCACTGCTCCATTTGGGCGAAGAACCCCGTTTTGATCAA 

ATCAAAACCGAAGACATCAAACCCGCCCTGCAAACCGCCATCGCCGAAGCGCGCGAACAA 

ATCGCCGCCATCAAAGCCCAAACGCACACCGGCTGGGCAAACACTGTCGAACCCCTGACC 

GGCATCACCGAACGCGTCGGCAGGATTTGGGGCGTGGTGTCGCACCTCAACTCCGTCGCC 

GACACGCCCGAACTGCGCGCCGTCTATAACGAACTGATGCCCGAAATCACCGTCTTCTTC 

ACCGAAATCGGACAAGACATCGAGCTGTACAACCGCTTCAAAACCATCAAAAATTCCCCC 

GAATTCGACACCCTCTCCCCCGCACAAAAAACCAAACTCAACCACGATCTGCGCGATTTC 

GTCCTCAGCGGCGCGGAACTGCCGCCCGAACAGCAGGCAGAACTGGCAAAACTGCAAACC 

GAAGGCGCGCAACTTTCCGCCAAATTCTCCCAAAACGTCCTAGACGCGACCGACGCGTTC 

GGCATTTACTTTGACGATGCCGCACCGCTTGCCGGCATTCCCGAAGACGCGCTCGCCATG 

TTTGCCGCCGCCGCGCAAAGCGAAAGCAAAACAGGCTACAAAATCGGCTTGCAGATTCCA 

CACTACCTCGCCGTCATCCAATACGCCGACAACCGCGAACTGCGCGAACAAATCTACCGC 

GCCTACGTTACCCGCGCCAGCGAACTTTCAGACGACGGCAAATTCGACAACACCGCCAAC 

ATCGACCGCACGCTCGCAAACGCCCTGCAAACCGCCAAACTGCTCGGCTTCAAAAACTAC 

GCCGAATTGTCGCTGGCAACCAAAATGGCGGACACGCCCGAACAAGTTTTAAACTTCCTG 

CACGACCTCGCCCGCCGCGCCAAACCCTACGCCGAAAAAGACCTCGCCGAAGTCAAAGCC 

TTCGCCCGCGAAAGCCTGAACCTCGCCGATTTGCAACCGTGGGACTTGGGCTACGCCAGC 

GAAAAACTGCGCGAAGCCAAATACGCGTTCAGCGAAACCGAAGTCAAAAAATACTTCCCC 

GTCGGCAAAGTATTAAACGGACTGTTCGCCCAAATCAAAAAACTCTACGGCATCGGATTT 

ACCGAAAAAACCGTCCCCGTCTGGCACAAAGACGTGCGCTATTTTGAATTGCAACAAAAC 

GGCGAAACCATAGGCGGCGTTTATATGGATTTGTACGCACGCGAAGGCAAACGCGGCGGC 

GCGTGGATGAACGACTACAAAGGCCGCCGCCGTTTTTCAGACGGCACGCTGCAACTGCCC 

ACCGCCTACCTCGTCTGCAACTTCGCCCCACCCGTCGGCGGCAGGGAAGCCCGCCTGAGC 

CACGACGAAATCCTCATCCTCTTCCACGAAACCGGACACGGGCTGCACCACCTGCTTACC 

CAAGTGGACGAACTGGGCGTATCCGGCATCAACGGCGTAGAATGGGACGCGGTCGAACTG 

CCCAGCCAGTTTATGGAAAATTTCGTTTGGGAATACAATGTCTTGGCACAAATGTCAGCC 

CACGAAGAAACCGGCGTTCCCCTGCCGAAAGAACTCTTCGACAAAATGCTCGCCGCCAAA 

aacttccaacgcggcatgttcctcgtccggcyuuvtggagttcgccctctttgatatgatg 
atttacagcgaagacgacgaaggccgtctgaaaaactggcaacaggttttagacagcgtg 
cgcaaaaaagtcgccgtcatccagccgcccgaatacaaccgcttcgccttgagcttcggc 
cacatcttcgcaggcggctattccgcaggctattacagctacgcgtgggcggaagtattg 
agcgcggacgcatacgccgcctttgaagaaagcgacgatgtcgccgccacaggcaaacgc 
ttttggcaggaaatcctcgccgtcggcggatcgcgcagcgcggcagaatccttcaaagcc 
ttccxk:ggccgcgaaccgagcatagacgcactcttgcgccacagcggtttcgacaacgcg 
gtctgacggcagggttgaagtaaaaaatatggcggattcgatagaaaaacatccgcaccg 
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TCATTCCCGCGCAGGCGGGAATCCAGACCGGTCGGTGCAGAAACTTATCGGGAAAAACGG 

TTTCTTTAGATTTTACGTTCTAGATTCCCACTTTCGTGGGAATGACGCGGAAAAGTTGCT 

GTGATTCCGGATAAATTTTCGCAACGTTTAATTTCCGTTTTACCCGATAAATGCCCGCAA 

TCTCAAATCCCGTCATTCCCCAAAAACAAAAAAATCT^AAAACAGAAATCCCATCATTCCC 

GCGCAGGCGGGAATCCAGGTCTGTCGGTGCGGAAACTTATCGGATAAAACGGTTTCTTTA 

GATTTTACGTTCTAGATTCCCGCTTTCGCGGGAATGACGGAATATTTTTGAATTTGATAA 

AAATGCCGTCTGAAACGGTCAAACAACGCTTCAGACGGCATTTTATAGTGGATTAACAAA 

AATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAATAGTACGGAACCGATTCACTTGG 

TGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCCAAGGCGAGGCAACGACGTACTGGT 

TTTTGTTAATCCACTATATTTTCCGACATCATTGAATCAAACCCAAATGCGACAAGAGCG 

TCCATGTGCCGATGGCAATCAACACCAAACCTCCGGCAAATTCCGCACACCTGCCGAACA 

ATACGCCCAAAGCCCTTCCCGCCGTCAGCCCGACCGCCACCATCACCGTCGTCGCCATAC 

CGATGATTGCGGCGGCAAAGGCGATGTTTACCTCCATAAACGCCAAGCCCACCCCGACTA 

TCATGGAATCAATACTGGTTCCAAAAGCAGTCAAAACCGTCATCCATAGGCTTTCCCGTT 

TGCTTTCGCGCACATCTTCCGCCTCGCCGGACAGCCCTTCGCGCATCATTTTCAGACCCA 

GCCCGCCCAGCAGGACGAAAGCCACCCAATGGTCCCATTCGCTGATAAACGGCTTGGCAT 

AAAAACCGCCTACCCAGCCTGCCAGCGGCGTGAGCGCTTCAACCGTGCCGAACACCAAAG 

CCGTTGCCGCAATTTTGCGCGGAGGCATTCTGACCGCCGCACCCTTTGCCAATGCGACGG 

CAAACGCATCCATCGACATCCCCAGAGCAATCAAGAGCAAAGCATAAAAACCCATACCGC 

ACCCGTCCTCAAAAAGGGCGGATTATAGCAAAAGCAAAAAAATGCAAAAATGCCGCACGA 

AAACCCGCATCCCGTCATTCCCGCAAAAACAAAAAATCAAAAACAGAAATCCCGTCATTC 

CCGCGCAGGCGGGAATCCAGAGTTGTCGGTGCGGAAACTTATCGGATAAAACGGTTTCTC 

CAACCCCGAGTCCTTGATTCCCACTTTCGTGGGAATGACGGGATATTTTGCGTTTAATAA 

AAAACGCCCGCTGAAACGGCGGGGCGGGATGGGGGAATGCCGTCTGAAACGGTCGGACAA 

TGTTTCAGACGGCATTTTTATGCCCGGTTATTTCCGATAGCGGACGGCGCGGGACAGGAT 

TTCTTCAATTTCCATCCACATAATGCCCCCTTACAGCAAACCAGCCTGACCCAGTGCGGG 

ATCGGTCGCGCGGGCGGCTTGGGCATCTTCGACAGTCAGTCCAAGGGCTTTGGCCACGCC 

TTCGCCGTATGCCGGGTCGCAACGGTAGCAGTTGCGGATATGGCGGTATTTGATGAAGTC 

GGGCGCGTCGCCCATTGCGGCGGCGGTGTTGCCGAACAATGCCTGTTTCTGCGCGTCGTT 

CATCAGGTTGAACAGGGCGCGCGGTTGGCTGAAATAGTCGTCATCGTCTTGGCGGTAGTC 

CCAGTGTGCCGCGTCGCCGTTGATTTTCAAAGGCGGTTCGGCGAAGTCGGGTTGTTGCTG 

CCATTGGCCGAAGCTGTTGGGTTCGTAGTGCGGCAGGCTGCCGTAGTTGCCGTCGGCGCG 

GCCTTGCCCGTCGCGCTGGTTGCTGTGAACAGGGCAACGCGGACGATTGACGGGAATTTG 

GCGGAAGTTTACGCCCAAACGGTAGCGTTGTGCGTCGGCGTAATTGAACAAACGCGCTTG 

CAGCATTTTATCTGGGCTGGCGCCGACACCGGGAACGAGGTTGCTCGGTGCGAAGGCGGA 

TTGTTCCACATCGGCGAAG/UIGTTTTCGGGATTGCGGTTCAACTCGAATTCGCCCACTTC 

AATCAGCGGATAGTCTTTTTTCGGCCAAACTTTGGTCAAGTCAAACGGATGATAAGGTAC 

TTTTTCCGCGTCTGCTTCAGGCATGACTTGGATGTACATCGTCCATTTCGGAAACTCGCC 

GCGTTCGATGGCTTCGTATAAGTCGCGCTGATGGCTTTCGCGGTCGTCGGCGATGATTTT 

GGCGGCTTCTTCGTTGGTCAGGTTTTTAATGCCTTGTTGGGTGCGGAAATGGAATTTCAC 

CCAAAAACGCTCGCCTGCTTCGTTCCAGAAGCTGTAGGTATGCGAACCGAAGCCGTGCAT 

ATGGCGGTAGCCGGCGGGGATGCCGCGGTCGCTCATCACGATGGTAACTTGGTGCAGTGC 

TTCGGGCAGCAGCGTCCAGAAGTCCCAGTTGTTTGTGGCAGAGCGCATATTGGTGCGCGG 

GTCGCGTTTGACGGCTTTGTTCAGGTCGGGGAACTTACGCGGGTCGCGCAGGAAGAACAC 

GGGCGTGTTGTTGCCGACCACATCCCAGTTGCCTTCTTCGGTATAAAATTTCAAGGCAAA 

ACCGCGGATGTCGCGTTCTGCATCGGCTGCGCCGCGTTCGCCTGCCACGGTGGTGAAACG 

GGCGAACATCTCGGTTTTTTTGCCGACTTCGCTGJUVGATTTTGGCGCGGGTGTATTTGGT 

GATGTCGTGCGTTACGGTAAACGTACCGAACGCGCCCGAACCTTTGGCGTGCATACGGCG 

TTCGGGGATGACTTCGCGCACGAAGTCGGCGAGTTTTTCATTCAGCCACAAATCCTGCGC 

CAGCAGAGGGCCGCGAGGACCGGCGGTCAGGCTGTTTTGATTGTCGGCAACAGGCGCGCC 

GTTGTTCATGGTCAGATGGGTTACAGGGCATTTGGAGGTAGTCATCGCTCTTGTTCCTTT 

TCTCAGGTTGGTCAAATGGGGGTAAACGGCTTACAGTACGATTTGGCGGAAAGGGTATTC 

GTAACCGGTTTCTTGATTGCAATAAATTTCTTGAATCGACATTTTATTTCCCTTTTGTAA 

AAACTATGGATGCGACTATACGCCAAGATTTTCGCTATTAAAACTATGAAATCGATTTAA 

TATTATTATAAGCAATCGGTTCTTGATTTTCGTTTGTTTTTTGI T ATCGAACGGAATCCG 

AACCCGCTCATTAAAACCATTTATAATGCMTGACGCTTTGCGGCATTTTTTGCGCCGAC 

AGGCTGAAAATAACAATTTTCCCCACATTATCATGACCTTACTCGGAATAAAGCTCAAAC 

AGACCCAGCAGCTCAACCAGCGGCTGCAACAATCTTTGCGCGTATTGCAGATGTCGGGTA 

TCGAACTTGAACGCGAGGTCGAAAACTGGCTGTCGGACAACCCCCTGCTCGAACGCAAAG 

ACACGGATGAATTTTCCGATGCCGAGTTCAGCCATTACACTGCGCCTGCCCGTCAAATCG 

GCGGAGACGAAGGCGAAGATATGCTGTCCAACATCGCCGGCGAGCAGGATTTCAAGCAAT 

ACCTGCACGCGCAAGTATGCGAACACCCGCTTTCCGACCAAGAAGCCGCCTGTGTCCACA 

TCCTTATCGATTTCCTTGACGAGCAGGGTTATCTGACCGACAGCATCGAAGACATCCTCG 

ACCATACGCCCTTAGAGTGGATGTTGGATGAAGCAATGCTGCAACACGCGCTGACCGCAT 

TGAAAAAATTCGACCCGGCAGGCGTGGCCGCCGCCGATTTGAACGAATCGCTGATACTGC 

AGATAGAAAGATTGGGCGAATGTGCTGCCAAACCCGCCGCCCTGCATATCGTCCGAAACG 

CCCTCGACAGGATTGACGGCAACCGCAGCCAAACCCTCGCACGAATAAAAAAACACCTGC 

CCCAAACCGACAGCGGCACACTCGAAGCCGCACTCGACCTCATTGCTTCGCTCAATCCCT 

TTCCCGCCGCCGGTTTTGCCTCGTCCACGCCCACGCCGTATTCTGACGAGGCGCTCGCCA 

ACCTGCTGGCTTTCCGCGGCATXKyVGGTTTCTCGCCGCACCATTGCCAAATACAGAGAAT 

CCTTTGAGATTCCGGCAGCACACAAACGCAAAACCGCAGAATAATTGCCGAATAATCTTA 

TAAAGAOVACAAACCAAAAGCCGGCATTTCTGCGAAAGCGGGAATGCCGAATCCGTCCGC 

GCGGAAACCTGCATCCCGTCATTCCCGCGAAAGAGGGAATCTAGAAACGCAAAGCTGCAA 

GAGTTTATCGGAAATGACCGAAACTCAACGAACCTGGATTCCCGCTTTCGCGGGAATGAC 

GGGGGTTTGGCGGGAATGACGAGGGTTTGGGATTTCTGTTTTTGAATTTCTGTTT^^ 
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AGAATGGCAAGATTTTCGGTTCTTGTATGGATAACGAGATTTTAGATGGCGGGAATTTGT 

CGGGAAAACAGCAATCTGAGACCTTTGCAAAAATAATCTGTTAACGAAATTTGACGCATA 

AAAATGCGCCAAAAAATTTTCAATTGCCTAAAACCTTCCTAATATTGAGCAAAAAGTAGG 

AGAAATCAGAAAAGTTTTGCATTTTGAAAATGAGATTGAGCATAAAATTTTAGTAACCTA 

TGTTATTGCAAAGGTCTCAATCTTTACCGTCATTCCCACGAAAGTGGGAATCTAGAAACG 

CAAAGTTGCAAGAATTTATCGGAAATGACCGAAACTCAACGAACCTGGATTCCCGCTTTC 

GCGGGAATGACGAGGGTTTGGGATTTCTGTTTTTGAATTTCTGTTTTTGTGAGAATGGCA 

AGATTTTCGGTTCTTGTATGGATAACGAGATTTTAGATGGCGGGAATTTGTCAGGAAAAC 

AGCAACCCTCCGCCGTCATTCCCACGAAAGTGGGAATCTAGAAACGCAAAGTTGCAAGAA 

TTTATCGGAAATGACCGAAACTAAACGAACCTGAATTCCCGCTTTCGAGGGAATGACGGG 

GGTGTGGCGGGAATGACGGGGGTTTATCAGAAATGACCGAAACTCAAAAGCGGGCAGCCT 

TGTTTACGCCTTOUUU^TATCGAGCAATTTCAAATCGACTTTTTCGGCATCGAATTTATC 

TTTGGCAATCGCATAACTTGCATTCCCCATCAGGCGGACGGCTTCCCTGTTTTCGATAAA 

ATAAATCATTTTTTCGGCCAAGATGCGGGGATTCCAAGGCTCGATCAGGAAGCCGTTGAC 

CTTGTCGGCGACCGTTTCCCTGCATCCGGGGACATCCGTCGTAATCACTGCCCTGCCGAC 

GGCCATTGCCTCCTGAGTGCTTCGGGGAACGCCTTCCCTATAATAAGACGGCAATACGAA 

TATATGATGTTCTTTTATCACTTCGGAAACATTGTTCACAAAACCGGGGAAACGGATAAT 

ATCGCGGGCGGCAAGCCGTTCCAAATCGCCCCCCCCCCCGCGTGATTTGTCGATTGCGCC 

CAAAGCGGTAAAAACCGTATCGGGGTATTTGTCCTTAACCTGTTCCGCCGCCCGAATAAA 

ATCATCAATCCCCTTTTCTTTCAGAAATCTGCCGATAAAGAGGAATTTTACGGGTTCTTT 

TTCATCGGGAATATCCGCCTCGGAATAAGGATATTGCCGCAAATCCAGACCGATTCCGCC 

CAAAATATGGATGTTTTTTATTTTGATGCCGTATTTGTCCGTCAGTTCGTCTTTGTCGTC 

GGGGTTTAATACAATCAGGCTTTCCAACATCGGCAGGGCAATGCGGTATAAGGCAATCAA 

AATCCCCTTTATGATTTTTGTTTTTAACGGTATGCCTTCCGGCTGCGGGGTAAATGCGAA 

TCCCAAACCTTCCAGCATCCCGACGATTCTGGGCACGCCTGCCAGTTTTGCGGCAAAAGT 

GCCGAAAATCACGGGTTTTGCGAAATAAGGGAAAACCAAATCCGGCGATATTTTrrrGAG 

TTCTTTAAAGATGAGGAAGGTGGATTTTATATCCGAAAACGGGTTCAGCCCGCTGCGGTT 

TGAACGGTAGGTAACGGGTGTAACCCCCATTTCCCTGATAATATCCAATTCATTGTCGGA 

AAACTCCGATACAAAGGCATACACCTGATGGTTTTTGCCGATTAATTTTTTAATGACGGG 

GGCGCGGAAACCGTAAATGCTGGATGCGACTGTTGTGATAAAAACGATTTTCATAAGGCG 

GACACCTTGAATATGGATTGGAAATGCGGTCTGCTACGGCAGGGTTTCATCCTGTAACCC 

AGCAAGGCTTGGGTTTGCCTGCGTATTATAGTGGATTAACAAAAACCGGTACGGCGTTGC 

CCCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTC 

CGTACTATTTGTACTGTCTGCGGCTCGCCGCCTTGTCCTGATTTTTGTTAATCACTATAA 

AAATGCCGTCTGAAACGGTTTCAGACGGCATTTCGATGTCGGCGGCGGCTTTGCGGAATC 

AGCCTTTGAAGCGTTTGAAGACCAGCGTGCCGTTGGTGCCGCCGAAGCCGAAGGAGTTGG 

AAATGGCAACGTCGATTTCCGCGTCGCGCGCTTCGTTGGCGCAGTAGTCCAAATCGCAGC 

CGGCTTCAACGTCTTGTTCAAAAATGTTGATGGTCGGCGGGATTTTGCCGTCGTGTATCG 

CCAAAATGCTGTACACGGCCTCCACGCCGCCCGCCGCGCCGAGCAGGTGGCCGGTCATGG 

ATTTGGTCGAGCTGACGACGGTTTTGTAGGCGTGTTCGCCGAACGCGCGTTTGAGGGCTT 

TGGTTTCGTTGGCATCGCCCAAGGGGGTGGACGTGCCGTGCGCGTTGACGTAATCCACGT 

CTTCGGGATTGATGCCGGCATCTTTCAGCGCGCGGGTAACGGCAAGGGCGGGGCCTTCTT 

CGTTCGGCGCGGTGATATGGTAAGCATCGGAACTCATGCCGAAGCCGACGATTTCGGCGT 

AGATTTTCGCGCCGCGTTTTTTGGCGTGTTCCAATTCTTCCAACACCAATATGCCCGCGC 

CTTCGCCGATAACGAAGCCGTCGCGGCCTTTGTCCCACGGACGGGAAGCGGTGGCGGGGT 

CGTCGTTGCGGGTGGAGAGGGCTTTCATCGCGGCAAAACCGCCCACGCCCAAAGTGCTGA 

TTGCGCCTTCCGCGCCGCCGGCAACCATTATGTCCGCGTCGCCGTATTTAATCATACGGA 

GGGAATCGCCGATGGCGtGCGCGCCGGTGGTGCAGGCGGAAACCATCCCGTAGCTCGGGC 

CGCGGTAGCCTTTGAGGATGGTAACGTGTCCGGAAATCAGATTAATCAGAGAACCGGGGA 

TAAAGAAAGGGTTGATTTTGCGCGCGCCGCCTTCGATTACGGCTTTGCCGGTGACCTCGA 

TGCCGGGCAGTCCGCCGATGCCGGAACCGATGTTCACGCCGATGCGGTCTTTGTCGAGGT 

TTTCCACATCGTCCAAACCCGAATCGGCGATTGCCTGCAATGCGGCGGCAATGCCGTAGT ^ 

GGATGAATACGTCCATCCGGCGCGCTTCTTTCGCGCTGATGTATTGTCCGATGTCGAAAC 

CGCGCACCTCGCCGGCGACACGGCTGTTGATGTCGGATGTGTCAAAGCGGGTAATCGCGC 

CGATGCCGCTTTTGCCGGTGAGCAGGGTGTCCCAAGCCTCTGCGACAGTGTTGCCGACAG 

GGGAAACCTGACCTAAGCCTGTAATGACTACTCTTCTCTGACTCATGATAACCTCGCTGT 

TGGTTGTCGGAATGGGGGCATATGCGGCTGTCGTGCAGATGCCGTCTGTAATTTGCGGCA 

GGGGTTCAAACAGTTTGCCATATAAGGGAAAAGCCTCTATTGCGCGGTGCAGCAGAGGCT 

GTTGTGTCGGGCGACGACCGGTTAGCCGTTGTGGGCATTGATGTAGTCGATAGCCAGTTG 

GACGGTGGTGATTTTTTCGGCATCTTCGtCGGGGATTTCGCAGCCGAATGCTTCTTCCAA 

AGCCATAACCAGCTCCACGGTGTCCAAAGAATCCGCGCCCAAGTCGTCTTGGAAGGAAGA 

TTCGTTTTTCACGTCGGCTTCGTTTACGCCCAGTTCTTCAGCAACAATTTTW 

TTGTTCGATGTTTGACATATCAGTCGTTCCTTTATGCCTTGCGGCAGGTTGTTTAAGGGA 

AATAAATCGGTGGTATTGTACCGACTTTTAATAGAGTTTTCTATCTAATGACTATTATAT 

CAATATTTGCCGATTTGTACATTTTTGGGTGCGGCGGGTTTTGTCGTTCAAGT^ 

GTGTGCCGTATGTTTGGCGGGATTTCGGTTAAAATGGCGGCATTTCCATCTGAAGCAGAA 

AGCCCTGTCATGTATCCACTTGCCCGTCGCATCCTGTTTGCACTCGATGCCGAAAAAGCC 

CACCACTTCACGCTCGACGCGCTCTACACGGTTTATAAATTGGGTTTGATTCCTGTAACC 

GACAACCGTACCAAACCTGTAAAATTGATGGGTATGGATTTGCCCAACCCTGTCGGACTT 

GCCGCCGGACTCGACAAAAACGGCGAATACATCGACGCATTGGGCGCGCTCGGCTTTGGT 

TTCATCGAAATCGGCACGGTAACGCCCAACCCGCAGCCCGGCAACCCGCAGCCGCGCCTC 

TTTCGCGTTCCCGAACACCAAGGCATCATCAACCGCATGGGTTTCAACAACCACGGTATC 

GACACCATGATACGCAACATCGAAAAAAGTAAATTCAGTGGCGTATTGGGCATCAACATC 

GGTAAAAACGGGGTTACACCCATCGAAAACGGTGCCGATGATTATTTAATCTGCCTTGAA 

AAAGCCTACGCACACGCAAGTTACATTACCGTCAATATTTCCTCGCCCAACACTAAAAAC 
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CTCCGCGCGCTGCAAGGTGGCGACGAGTTGAGCGCATTGCTTGAGGCTTTGAAAAACAAA 
CAGGCACAGCTTGCCTCTGTACACGGGAAATACGTCCCGCTCGCCGTCAAAATCGCCCCC 
GATTTGGATGAAGCACAAATCGAAGACATCGCCCACGTTGTCAAATCCGTCGAAATGGAC 
GGCATCATCGCTACCAATACCACCATCGACAAATCAAGTCTCGGCAGCCATCCGCTCGCA 
GGCGAGCAGGGCGGTTTGAGCGGGCTGCCCGTTCATGAAAAAAGTAATCGGGTGTTGAAG 
CTGTTGGCAGACCACATAGACGGCAAGCTGCCGATTATCGGCGTAGGCGGCATTATGGAA 
GGCGAGGACTCGGCAGATAAAATCCGCTTGGGCGCGACCGCCGTCCAAGTGTACAGCGGA 
TTGATATACAAAGGTCCGGCATTGGTCAAAGAATGTTTGAAGGCTTTGGCGCGATGACGC 
GATCCGCCCAAAATGCCGTCTGAACGCACGTTTTGCCGTTCAGACGGCATTTTCATTTCC 
TTTTTCCGCCTGACGCCCCTTGAAAATCCCTTACGCGCCGCCCTGTTTGAAATAAGGCAA 
ACCGATGCGTGAACACGGAGCAGGCAATCGGAGTAAAAAATGAACCTTGATTTAACCGCG 
CAAAAAGTCCGTCTTTCTTGGAAGGATATTCTGTGGGGGTATGGGAATAAATACTTGGGT 
TGGGCTGATGTGGCAGCTTATGCCCGAAAAATGACGCTTTCAGATCATGATGAACGTGTG 
TTCAAACTATCTTTAATCAACAAATCCAATATTCTTGAATTAAAGCCTGTTCTGGAAGAT 
TTGGCTTCGGAAATGAGGGATTATTCCCCTAAAAATTGGCTGTACGTCCTCTTAAGCGAT 

gtattccatagaaaagaagaatttgaggatcctttgggggaagttgaaaaaatttatgca 
gattttgattatccggaagaaatagaatcatttgtcaggtatatgccgcccaaagacggt 
tatattccttctgcccacacctatgaagaaaatattgcccggttatattctcactgggaa 
cactatttgaacaacggcggagggcagggttaaaaccggcaatccgatgccgtctgaagc 
attatccggccttcagacggcattttgttttccgacagtttataaactgtcgttgtttct 
tgacagaaacaacgaccttatttgaaacgattggaggacatgattatgggtttttggaat 
ggtgtggcaaaagcagcaaaagcagtgggagagggaatgattgaagccggcaatgagcat 
aaggcgttgaaaatggaatatgcggagaaatcaagtgaggagctgcatgaaatcgtcaag 
agtgatggtttttttaaaaattccacacgggagaaaagtgcggcttatgctattttaaaa 
gagcgtggcgaggtgtgaacaggaaacggcggcatttgccgctgtt tt ttattggtaggc 
atccgtccgaatatcggggcaaggtttcagacgacatcgaaggttgctatgatatagtgg 
cttgactttaaaccggtacggcatcccctcgccttgtcctgatttaaagttaatccacta 

TCTCATTCCCGTCATCCTTeCAAACGGAATCCGAAATGTCCGACAACCGCCTCGACACCG 

cccgccgccattccctcttcctcgcccgccagctcgacaacggcaaactcaagcccgaaa 
tattcctgcctatgctcgacaaggttttgaccgaagcggatttccaagcctttgccgact 
ggggcgaaatccgcgcggaagaaaacgaggaagaattggcgcggcagttgcgcgagttgc 
gccgttatgtggtgtcgcagattatcgtgcgcgatatcaaccgtatcagcgatttgaacg 
aagtaacccgcacgattacgctgtttgccgattttgccgtcaataccgcgctggattttg 
cctacgcctattatcgggacatgtacggcacgccgatcgggcgttataccaaatcgccgc 
agcatttgagcgtggtggcgatgggcaaggcgggcggctatgagttgaacgtgtcttccg 
acatcgatttgattttcgtctatcccgaatcaggcgacaccgacggcaggcgcgaacggg 
gcaatcaggaatttttcaccaaagtcgggcagaaactgattgcgctgctgaacgacatta 
ccgccgatgggcaggtgttccgcgtcgatatgcggctgcggccggacggcgattcgggcg 
cgttggtattgagcgaaaccgcgctggagcaatatttgattacacaggggcgagaatggg 
aacgctacgcgtggtgcaaaggtcgcgtggttacgccgtatccgaacgacatcaaagcac 
tggtgcgcccctttgtgttccgcaaatatctggattacggcgcgtatgaggcgatgcgta 
agctgcaccgccaaatcagcagcgaagtcagcaaaaaaggcatggcggacaacatcaaac 
tcggcgcgggcggcatccgcgaagtcgaatttatcgcccagattttccagatgatacgcg 

GCGGACAAATGCGCGCGCTGCAACTGAAAGGCACGCAGGAAACGCTGAAGAAGCTTGCCG 

agctgggcatcatgctgtctgaacacgtcgaaaccctgcttgccgcctaccgcttcctgc 

gcgatgttgaacaccgcctgcaatactgggatgaccagcaaacccaaaccctgccgacct 

cgcccgaacagcggcaactgctcgccgaaagcatgggtttcgacagttattccgcttttt 

cagacggtctcaatgttcatcggaacaaagtcaatcagttgttcaacgaaattttgagcg 

aacccgaagagcaaacgcaagacaacagcgaatggcaatgggcatggcaggacaaacccg 

acgaagaagggcggcgatgccgtctgaaggcgcacgggttcxsatgccgaaaccgtcgccg 

caaggctcgaccaaatccgccacggccataaataccgccatctttccgcacacgcccagc 

cgcgtttcgatgcggttgtgccgctgttcgtacaggcggcggcagcgcaaagcaacccga 

ccgatacattgatgcggctgttggattttctcgaaaacy^tcagccgccgatccgcctatc 

tcgccttcctcaacgaacatccgcaaaccttggcgcaactggcgcagattatx^ggccaaa 

gttcttgggtggcggcgtatctgaacaaatatccgattttgttggacgaactcatcagcg 

cgcagcttttggataccgcgtttgattggcaggcgctcgccgccgccctttcagacgacc 

tcaaagcctgcggcggcgatactgaagcgcaaatggacaccctgcgccgcttccagcacg 

cccaagtcttccgtctcgccgtccaagacctcgccggactgtggacggtagaatccctct 

ccgaccaactctccgccctcgccgacaccatcctcgccgccgccctgctgtgcgcatggg 

cggacatgcccaaaaaacaccgcgacacaccgcaattcgccgtcgtcggctacggcaaac 

tcggcggtaaagaactcggctacgcctccgacctcgacctcgtctatctctacgacgacc 

cccaccccgacgcaggcgacgtgtacagccgcctcgcccgccgcctgaccaactggcttt 

ccgccgccactggcgcaggcagcctctacgaaaccgacctgcgcctgcgccctaatcgcg 

acgccggtttcctcgcccacagcatcgccgcctttgaaaaataccagcgcgaaaacgcct 

ggacgtgggaacaccaatcccttacccgcgcccgcttcatctgcggcacgtccgaaattc 

agacggccttcgaccgcatccgcaccgaaatcctcaccgccgaacgcgaccaaaccgcct 

tggcaggcgaaatcatcgaaatgcgcgaaaaaatgttccccacccacccgcctgccgaca 

gcaacgtcaaatacgcgcgcggtggcgtggtcgatgtcgaatttatcgtccaatatctga 

tacttgcccatgcccgccagtatccgcaactcttggacaactacggcaacatcgccctct 

taaacatctccgca^actgcggtitgattgacaaaaccctcgccggacaaagccgcaccg 

cctatcgcttctaccgccggcagcagcacaacaccaaactgcgcgacgcggcaaaaaccg 

aagtaaccggcgaactgttggcacattacggcaatgtcaggaaattgtggcgggaagtgt 

tcggcgaagaag cgqc aaccgtctgaacaaaaaatgccgtctcaagcctgacaatctggg 

tttcagacggtattrrcgtaccgtgccgttttaaggttgcggcagagctaaagcgattt 

tcgggaatggctgaaacccyuuuu^ccggattcctctttcgcgggaatgacgggatttcag 
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GCTTCTGTTTTTGTGGGAATGATGGGATTTTTTATCCAAGCAAAAATCAAAACAAACAAA 

TAAGAACCGTTTAAAACCCCGCCGTTTCCATTAAAATAGCGCATTCTACTTTTTAGACGG 

CCTTGGATTCGGATTTCAAGTGCAACACTAGTGTATTAGTGGTTGGAACAGATTCAAGAA 

TAAAACACTTGGCGTTTCGTAGCCAAGTGTTTTTCTTGGTCGGTGGTTCAACTCATCTTG 

AACCCTGCGTATCTCCCGATCACTGATGTTACGGAAATCGGTTTGTTTGGGGAAGTATTG 

CCGGATGAGTCCGTTGGTGTTCTCATTCAGCCCTTTCTCCCAAGAATGGTAAGGGCGACA 

AAAATAAGTCTCCGCTTTCAATGCTTTGGTTATTTTGGTGTGTTGGTAGAACTCTTTGCC 

GTTATCCATGGTAATGGTGTGCACCCTGTCTTTATGTGCCTTTAATGCGCTAACAGCTGC 

CCGGGCAGTGTCTTCGGCTTTGAGGCTATCCAATTTGCAGATGATGGTGTAGCGGGTAAC 

GCGTTCGACCAAGGTCAATAATGCGCTTTTCTGTCCTTTGCCGACAATGGTGTCGGCTTC 

CCAATCGCCGATACGGGATTTCTGGTCGACGATAGCGGGTCGGTTTTCTATGCCGACACG 

GTTGGGTACTTTGCCTCTGGTCCATGTGCTGCCGTAGCGTTTGCGGTAGGGTTTGCTGCA 

TATTCTGAGATGTTGCCACAACGTGCTGCCGTTGCTTTTGTCTTGGCGAAGGTAGCGGTA 

AATGGTGCTGTGGTGGAGCGTGATCTGGTGGTGTTTGCACAGGTAGGCGCATACTTGTTC 

GGGACTGAGTTTGCGGCGGATAAGGGTGTCGATGTGCTGAATCAGCTGCGAATCGAGCTT 

ATAGGGTTGTCGCTTACGCTGTTTGATAGTCTGGCTTTGCCGCTGGGCTTTTTCGGCGCT 

GTATTGCTGCCCTTGGGTGCGGTGCCGTCTGATTTCGCGGCTGATGGTGCTTTTGTGGCG 

GTTCAGCTGTTTGGCGATTTCGGTGACGGTGCAGTGGCGGGACAGGTATTGGATGTGGTA 

TCGTTCGCCTTGGGTCAGTTGCGTGTAGCTCATGGCAATCTTTCTTGCAGGAAAGGCCGT 

ATGCTACCGCATACTGGCCTTTTTCTGTTAGGGAAAGTTGCACTTCAAATGCGAATCCGC 

CGACCTCTTTCAGTTACAGCAGCTTGATCCCTTTCCCTTATCCAACGGGGGAAGGCTAGG 

ATAGGGTGGCTTGCAAATATACAGAACAAGGGACAAGAGCCACCCTCTCTCCAACCCTCT 

CCCTCCGTACGGGAGGGGGTGGATTCTCGCGGGCGAAGCCCACGCTACGGTTAGCCTTTA 

CCCCAGCACAAACAATTCCCGCCCGTGCGCCTTCAGCCAACTTTTAGCATTGTCGGTATG 

CGGCGTCAGCGTGTTCACCAAATGCCAAAAGCGCGGACTGTGGTCGGGGTGGCGGAGGTG 

GCAGAGTTCGTGGATGCAGACATAGTCGGCGACGTATTCGGGCGTGCCGATCAGCCGCCA 

GTTGAGGCGGATGCCGGTGTGCGGGCGGCATACGCCCCAAAAGGTTTTGGCGTTGCTCAG 

GTCTGTGGCGGTGGGCGTCAGTCCTGTTTCGGCTGCGTGTTTTTCAAGGCGGGGCAGCAG 

GTATTCGCGGGCGCGTTCGTTCAACAGGCGGCGCAGGTGGTCGATTTGTGCGGCGGTTTC 

TTTTCGGGGAAGCAGGATTTCAGACGACGTGATACGGATATGGCTTTGGCTGTGGGTATC 

CAGCTTGGTCTTTATTCCCCGATACCAAATCCACTCGGGTAAGTTTGGGTGGGAAACAGG 

ATGCACGGGCGTTTTGGCAAGCGTGTTCCGCAAAATCGTTTCGTTTGCCGCCAGCCAGTT 

TGCTAACGCGTGGTCTTGAAAAAAGGGTGGGACGTTGATGCTGACCGTCTGCATATTGAC 

GGGGCGCAGAATCAGATTTTTCTTGGCACTGCGTTTGAGTTCGATTTCGATGCACAAACC 

GTCGGAAAGAGTATAGGTGAAGCGTTTCATAGTTGTGAATAGGTTTCAGACCGGATACAT 

CGTCTGAAACAGGAATTTTCCATATCAGGCGGCAAACTTCGGATAATATACAAAATCAAA 

CATCTGCGCTACAAGGTTCAGCCGAACAAGCCGCCGATATATTTGCTGATGGTGATGGCG 

CTGAGTACTGCCATCAAACCGACCACAATCACGCCGGAAACGGTGAGCCACAGCGGGTGT 

TTGTAGTCGCCGACAATTTTGGTTTTGTAGGCGGCAATCAGAATCAGACCGAGGGAAATC 

GGTAAAATCAGGCCGTTTAATGCGCCTACGAACACCAGCACCTGCGCCGGTTTGCCGATG 

GTGGAAAATACGGCGGTGGACACGGCGATAAAGGCAATAATCCATTTGTTTTTATTGCGT 

TCGATAGACGGGGTGAGACGGGAGAAGAACGACACCGAAGTATAAGCCGCACCAATCACC 

GAAGTAATCGAAGCCGCCCAAATCACCACGCCGAAAATCAGCAGGCCGATGTATCCCGCC 

GCATATTCAAACGGTGTGGAAGCAGGGTTGTCGGGATTGAGCTGTACGCCTTGGCTGACC 

ACGCCCAAAACCGCCAAAAACAATACAATCCGCATAATCGAGGCAATCAGGATCGCCCGC 

ACCGAGCTTTGGCTCACTTCCGGCAACGGCGATTTGCCTTTGATACCTGCGTCCAGCAGA 

CGGTGCGCACCGGCGAAGGTGATGTAGCCGCCGACCGTGCCGCCCACCAGTGTAAGAATC 

GCCATTGCATCGAGTTTTTCCGGCATAAAGGTATGCACGGCGGCATCTGCCAGCGGCGGA 

TTCGCCTGCCATGCCACATAAACCGTCAGCGCAATCATTACGAAACCCATCACTTGGGCG 

AATTTGTCCATCACTTTGCCTGCTTCTTTAAACAGAAACACACCGATGGCAATCACGCCG 

CTGATCACGGCACCGGTTTCGGGTGACAGTCCGGTCAGCAGGTTCAGACCCAAGCCTGCG 

CCGCCGACGTTGCCAATATTGAACGCCAAACCGCCCATCACAATCAGCACAGCCAAGAAA 

TAGCCTGCGCCGGGCAAGACCTGATTGGCAATATCCTGCGCCTCrTTTTCGGAAACGGCG 

ACAATCCGCCAAATATTGAGCTGCGCCCCGATGTCGAGCAGAATCGAGAGCAGAATCACA 

AAGCCGAAACTTGOIGCCAGTGCTTGGGTGAAGGTGGCGGTTTGGGTCAGAAAGCCCGGG 

CCGATGGCGGAAGTCGCCATCAGGAATGCAGCGCCGATTAAGGCATTTCTGCGGTTTTTT 

TGAT CAGA CATAATCGCTTATCCTCTATAAAATTGGTTGTTGCTGTGTTTGGGCGAAACC 

TGCGGTTTTAGCTACGCAGAAAGTCGCTTTGeTGGTTTTGGCGAAACCTGCGGTTTTCAG 

ACGG CCTAT GAACTGTTTTTCAAGCAGAAACTTTGATGCCTGCCGCCAGTAGTTCCTGCC 

GGATTTTTTCGGCAAACACCACGGCGTGCGGCCCGTCTCCGTGCAGACAGATGGTGTCGG 

CTTGCACGGCAACCAGGCTGCCGTCCACTGCTTTGACCTGCCCGTCCCGCACCATCTGCA 

ATACTTGGGCGATGGCTTCTTCGTCGCTGTCCACCTGCGCATCGGGGCGGCTGCGGGGAA 

CCAGCGTACCGTCGGGCATATAGCGGCGGTCGGCGAATACTTCGGAAATCACACCCAAGC 

CTGCGGCTTTTCCGGCTTCCAAGAGCAGGCTGCCGGAAAGTGCCATCAATTTCAATTTCG 

GGTCGAAATCCGCCACAATTCGGGCAACGGTATCCGCCyiGCGCACGGTTTTTCGCCGCTT 

GATTGTACATTGCGCCGTGCGGTTTGACATAAGCCATTTCCAAACCCTGATCACGGCACA 

AGGCCTGCAATGCGCCCAACTGGTAATTCAGACACGCCCGCAAATCGGCTTCGGACAGAT 

TCATTTCGGTACGGCCGAAGTTTTCX:CGATCGGGATAGCCGGGGTGTGCTCCGATGCGCA 

CGCCGTTTTGTTGGGCATACGCCAATGCCGCCCGAATATCGGGAATGCTGCCGGCGTGTT 

GGGCGCAGGCGATGTTGGCCGAAGTAATCAGCTGCAACAAGGCTTCGTCGCTGCCGCAGC 

CTTCGGCGAGA TCGG CGTTTAAATCAACCTGCTTCATGGGTGATTCTCCGTATTTGGTTC 

AGATAGGCTTGTTTTTGCGCCGCAGGGCGGTCGCTTCTTTCAAGCCGATTATTTTGMT^ 

TGACTTTGCTGCCGAAGCGCACCTGTGCCAGCCTGCCCMATCGGCGGCGGCAACGGTAG 

CGATTJTTCGGATAACCGCCGGTXMTTTGCGGATaSGCCAGCAGGATAATCGGT^^ 

CGGGCGGCy^CCTGCACGGTTCCTGCGTGAACAGCGTGGGACAGCATTTCCAAAGGTTGCG 
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ACAGGGTCAGCGGCTGTCCGTCGAAGCGGTAGCCCATGCGGTTGCTATCGCTTTGCAGCG 

TCCACGTTTCCCGTTCCAGATTCAGACGCCCTTTTTCACTGAAAGCGGCATATTCCGACG 

AAGGAACAAGGTGGACGGTATCGGTAAACGGTATCGGGGCAATGCCGACTTTGGACAATT 

CCTGCGCACCTTTGCCGATGGGGAGATAATCGCCTTTTTGCAGCATTCTGCCCTGATGGC 

CGCCGAAACCGGCTTTCAGGTCGGTGCTTCTCGAACCCATCACTTCCGGCACATCAAATC 

CGCCCGCCACGCACACATAGCCGTACATGCCCTGCACGGCACGCACCAGTTTCAAGGTCT 

GCCCTTTGCGGGCGGTATAACGCCAATACGAATAGACCGGTTCGCCGTCCAATTCCGCCT 

GATACACGGCACCGGTGAGACAAAACGGCGTATCCCGTTCAAACACCAGCATTATCCCGC 

CCAAAGCGATTTCGATTGCGGCCGTGCCTTCGTCGTTGCCCAATAAAATATTGCCCGCCG 

CCAAAGCAACCGTGTCCATCGCACCGGCATGACCGATGCCGTAACGCCGGTGTCCGTAGC 

GTCCGGTATCCTGAATATGCGCCGGTGCCTGCACTGCCGAAACGTGAATCATGGCTCAAT 

CCTTTCTGCAACAAAGCGGACTTGGTCACCCGCCGCCAGCAGGGTCGGCGGATTCAAATC 

GGCTCGGAACAAGGGTAATTCGGTTCTGCCGATAATCTGCCAGCCGCCGGGCGAAGCGAA 

CGGATACACACCGGTCTGACTGCCGCCGATACCGACCGAACCGGCAGGAACGGACGTTCT 

CGGCACGGCACGGCGGGGCGTGTGCAATGCTTCGGGCAAGCCGCCCAGATAAGGGAAACC 

GGGCTGGAAGCCCATCATAAATACGGTATAAGTTTGCGCCGTATGGCGGCGGACGATTTC 

GGAAATAACCGTCTGATGGAAAGCAGCGACTTCCGCCAAATCCGGGCCGTATTCGCCGCC 

GTAGCAGACGGGAATTTCCACCAGTTTGCCCTGATGGTCTGTAACGGCGGTGTGTTCCCA 

CACATATTGCAATTCATCGGCAAGCGTCGCCAAATCGGTATCGAAACGGGTAAACACGGT 

CAGATTGTTCATGCCGACCACCACTTCCTCAATCCTGTCGTGCTGCCCGAGCGCAGCGGC 

AAACGCCCACAACTTTTGCTGTTTGCCCAGTTCGGAAGGCGCATTCAGTCGGTAGACCAA 

AGCGGATTCGCTGATTGGTGTGATCTCTATTCTCATTTGTTGTTCATTTTGGTTATGTTT 

TAATGAATCTATATGCAGGGGCGGCGGTTTGTCAATATCTTCTGTGCTGCATCATCAAAC 

CGTCGATTGGAAAAGTGCTGCCCTGCCGCTGCACTTTTTCAGACGACCTTAAACCGTTTC 

TATTAAAATAGCGCATTCCACTTTTCAGACGGCATCCTTATGTTTCCCGACCAATCCGCC 

CCCAACCTGCTGCAAGGCTTGAATCCCGAACAACTCTCCGCCGTAACCTGGCCGCCGCAA 

TCCGCACTTGTGCTGGCGGGCGCGGGCAGCGGCAAAACGCGCGTGCTGACCACGCGCATC 

GCATGGCTGTTGCAAAGCGGACAAGCCAGCGTGCACAGCATTATGGCGGTAACGTTTACC 

AACAAAGCCGCCAAAGAAATGCAAACCCGTTTGGGCGCGATGATTCCCATCAATGTCCGC 

GCCATGTGGCTCGGCACGTTCCACGGTCrCTXKICACCGCTTTTTGCGCCTGCACCACCGC 

GACGCCGGTCTGCCGTCTTCCTTTCAAATCCTCGACGGCGGCGACCAGCTTTCCCTCATC 

AAACGCCTGCTCAAAAGCCTCAACATCGCCGAAGAAATCATCGCGCCGCGTTCGCTGCAA 

GGCTTTATCAACGCGCAAAAAGAATCCGGTTTGCGCGCTTCCGTGTTGAGGGCGCCCGAT 

CCGCACACACGCCGCATGATTGAGTGCTACGCCGAATACGACAAAATCTGCCAACGCGAA 

GGCGTGGTCGATTTTGCCGAACTCATGCTCCGCAGCTACGAAATGCTGCAAAACAACGAA 

ATCCTGCGCCAGCACTACCAAAACCGCTTCAACCACATTCTCGTTGACGAGTTCCAAGAC 

ACCAACAAACTGCAATATGCTTGGCTGAAACTGATTGCCGGCAACCACGCAGCAGTATTT 

GCCGTCGGCGACGACGACCAAAGCATTTACCGTTTCCGTGGCGCAAGCGTCGGCAACATG 

ACCGCGCTGATGGAAGAATTCCACATCGACGCGCCCGTCAAACTCGAAGAAAACTACCGC 

TCCGTCGGCAACATCCTTGCCGCCGCCAATGCCGTGATTGAAAACAACGACGAACGACTC 

GGCAAAAACCTGCGCACCGACGCCGAAGCAGGCGACAAAATCCGCTACTACTCCGCCTTT 

ACCGACCTCGAAGAAGCCCGGTTCATCTTGGACGAAACCAAAGCCCTCGAACGCGAAGGC 

TGGGATTTGGACGAAATCGCCGTCCTCTACCGTAGCAACGCCCAATCCCGCGTTATCGAA 

CAAAGCCTGTTCCGCAGCGGCATTCCCTACAAAATCTACGGCGGCTTGCGTTTTTACGAA 

CGCCAAGAAATCAAACACGCGCTCGCCTACCTGCGCCTCGCCGTCAATCCCGACGACGAC 

AACGCCCTCTTGCGTGTCATCAACTTCCCACCGCGCGGCATCGGTGCACGTACCGTCGAA 

AATCTTCAGACGGCCTCAAACGAACAAGGCATCACCCTCTGGCAAGCCGCCTGCAACGCC 

GGCGCGAAAGCCGCCAAAGTCGTCGCCTTCGTCCGCCTGATTGAAGCCCTGCGCAACCAA 

GTCGGACAACTGTCCCTGTCCGAAATCATCGTCGGCATCCTCAAAGACAGTGGCTTGACC 

GAACACTACCGCACCCAAAAAGGCGACAACCAAGACCGTCTCGACAACCTTGACGAACTC 

GTCAACGCCGCCATCGAATTCAAACCCGAAGACAGCAACTTCGAAATCCTGCCTGAAAAC 

ATTTCAGACGACCCCGCCTTCCCCATTCTCGCCTTCCTAAGCAATGCCGCCCTCGAATCC 

GGTGAAAACCAGGCAGGCGCAGGCGAAAAGGCCGTCCAACTCATGACCGTCCACGCCGCC 

AAAGGCTTGGAATTTAACGCCGTCTTCCTCACCGGCATGGAAGAAGGCCGCTICCCCAGC 

GAAATGAGCCTTGCCGAACGCGGCGGCCTCGAAGAAGAACGCCGCCTCATGTACGTCGCC 

ATCACCCGCGCCCGCAAACGCCTCTACATCACCATGGCGCAACAAGGCATGCTGCACGGA 

CAAACCCAATTCGGCATCGTCTCCCGCTTCGTCGAAGAGATCCCACCCGAAGTATTGCAC 

TACCTGTCCGTCAAAAAGCCTGCCTACGACAGTTACGGCAACACGCGCCAAACCGCCGCA 

TCCAAAGATAAAATCATCGACGACTACAAACAGCCCCAAACCTACGCAGGTTTCCGTATC 

GGACAAAACGTCCGCCACGCCAAATTCGGCACCGGCGTGATTATCGATGCCGCAGATAAA 

GGCGAATCCGCCCGACTGACCATCAATTTCGGCAAACAGGGCGTGAAAGAGTTGGACACC 

AAGTTTGCGAAATTGGAAGAGATGTAAATTTGAAATGTAGGTCGGATATTCGTATCCGAC 

CTACGGCAAAAACCTTAGCAGGAGAGAATAGAAACCCGTAGCGTGGGCTTTTTCTATGAA 

TCAAGCCCAAAATTTCAGACGGCATTTTTAGCCGTCATTATCGTGGATGAAGCCCACGCT 

ACAATGTACACACAGAGCAAATAGAGATGTGGGTCGGATATTCGTATCCGACAAAAACAT 

TTGACGCGTCTATTGTTTCCGAAACACCGCTGTTGGAAATGTCGGATACAAGAATCTGAC 

TTACGGCAAAAAACGTAGTAAGGACAAAGCAAAAGGGCGTCTGAAAACGGGAAGGGCAAT 

TTTGCCGCAACCGCCGCCGTCATTCCCGCGCAGGCGGGAATCCAGACCTTTCGGCACGGA 

AACTTATCGGATAAAAGGTTTCTTTAGATTCCACGTCCTAGATTCCCGCCGGAACATAAA 

TGACXKSACGGTAAAAGCCGGGTATGAATACCCACCCTCTGTTATCACTGAGATCAATAAG 

GAAGAACATTATGTCCCAAGTTTTTAAAGATTTTGACTTGTCCTCCGTATGGAAAACTAA 

TAGTTGGGCAGATGAAAACTACAAAGAAGCCCCGTTTACCCCTGAAATTTTGGCTGCCGT 

AGAAAGTGAACTGGGCTATAAATTGCCGCAAAGTTTTATTGAATTGATGGCAGTACAAAA 

CGGCGGAATATTTGTCAAAAACTGTTTTCCGACCACGCAGAGAAATTCGTGGGCGGAAAA 

TCATGTGOUUVTTTGCGAGGTATCGGGAATCGGTTTTGAAAAAGAAGGGAGTTTGTGCGG 
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CGCGATGGGGCAAAAACTTTGGCTGGAAGAATGGGAATACCCGCCTATCGGCGTGTATTT 

TGCCAACGACCCGTCAGGCGGTCATGCCATGTTTGCCTTAGACTATCGGGCGTGCGGCAA 

AGACGGCGAGCCGAAAGTGGTGTTTGTCGAACAAGAATCGGATTTTGAAATCGTCGAACT 

TGCCCCCGATTTTGAAACCTTTATCCGCAGCTTGCGGCATGAAGATGAGTTTATTGACGA 

AGAAATATAAAACGGTGGTTGAAAAACTGAAATCATCAAGAGAAAACGGGCGAAATAACG 

GGTAATCGCTTGAATCCGTAAGGAAAACGGTTTGGTGGAACGCGCCATCCAAGACCTTTG 

CAAAAAACTGTCCCCGACAGCATTGACATTATTAACAGAACTTATCAATTTTGGAGCTAT 

CTCAAATATAATTCGGTTATCCTGTTGTATCCATTAAATCATATGCTTCAATTAATTGTT 

GTTCTAGCTCTTATACCAATTTTGGATTGCGAATTCCTGACACAATCTCAAATTCTTCTG 

CATCTATGCAAACACCTGCATAAATTTCAATAACAAGGGAACGCAATAATTGAAGCTCTT 

CTCTTGTTAAAGAAATAATAATGTCATCACCTTTGTAATTGATTATATTCATAATAATTT 

TATTTTTGTTTGTCAAAGTAAGTTTTGCCTAAGGTTGGTCTAAATGCAGTTCCACCATCT 

TTTGAATTTGGGTCTCTGATTACAATTGCTCCAGACTTATCATCCCAAATTGCTGTTATG 

TGTTTGGATTGTAATCTTCGAATTCCCAAGAAAAAAATCGTAATAAGTTTGAAAGTGTCA 

AATCCCAAGTTTCTTTTGAGCAATATTCTAATATTTTATCAATTTCACTTTTAATAATCT 

TATGATCAAACTGTTCTAATATTAATGCATTAGACCAAAAAAAACCTTCTTTATTACAAT 

GATGGGAAATCCATTTAGGAGAACAAATGCAAAGTGAAAAAATAGATGAGCCTTGTTCTC 

CTTCGATTCCGATATCCAAATCTATCCATCTATGGAAATTATCTGGAATTTCGGGGGTAA 

ATTTTTCAAAATCAATATCATATAAATTTATGCTTTTTAAATCCAATTTAATCATTAGGG 

CTGTCCTAGATAAATAGGGAAATTCAAATTAAGTTAGAATTATCCCTATGAGAAAAAGTC 

GTCTAAGCCGGTATAAACAAAATAAACTCATTGAGCTATTTGTCGCAGGTGTAACTGCAA 

GAACAGCAACAGAGCCCGACAGCATTGTTTATACGGATTGTTATCGTAGCTATTCATTTA 

CGCAAGTTTAACGGCATTCCCAAAGCGCATTTTGAGCTGTATTTAAAGGAGTGCGAATGG 

CGTTTTAACAACAGTGAGATAAAAGTTCAAATTTCCATTTTAAAACAATTAGTAAAATCG 

AGTTTATCTTAGTTGTCCAGGACAGCCCCATTATTTTTATAACACCGTGAAGCCGCACAG 

CAGTTTGAACAGTGATACGCCGTTTGCGGGCTTACGAGTTTATTTTCCCGGCCTGCAGTT 

TGAGCAATACGGTGATTTCCTACGGTTAATACAAATGTrrACACATTGATACATTTCATT 

TATAGTTCCGCCTATTTGAAAATAGAAAATATGAATTCGACCGCAAGTAAAACCCTGAAA 

GGATTGTCGCTGGTGTTTTTCGCCTCTGGATTCTGCGCCCTGATTTACOVGGTCyUKrrGG 

CAGAGGCTTCTATTCAGTCACATAGGTATCGATTTGAGTTCGATTACTGTCATTATTTCT 

GTATTTATGGTGGGGTTGGGTGTAGGTra:GTATTTGGGTGGACGCATTGCTGACCX;TT^ 

CCTTCAAGTATCATCCCCCTGTTTTGCATCGCTGAAGTATCCATCGGTCTGTTCGGTTTG 

GTAAGCAGGGGTCTGATTTCCGGCTTGGGGCATCTTTTAGTTGAGGCTGATTTGCCCATC 

ATCGCTGCTGCCAATTTCCTCTTATTGCTGCTTCCTACCTTTATGATGGGCGCGACCTTG 

CCCTTGCTGACCTGTTTTTTTAACCGGAAAATACATAATGTTGGCGAGTCTATCGGTACC 

TTATATTTTTTCAACACTTTGGGTGCGGCACTCGGATCGCTTGCCGCCGCCGAATTTTTC 

TACGTCTTTTTTACCCTCTCCCAAACCATTGCGCTGACAGCCTGCTTTAACCTTCTGATT 

GCTGCTTCAGTATGGCTGCGTTACAGAAAGGATGGATATAGTGAACACTAAACCGAATAC 

TAGTTTGATTTATATGCTTTCTTTCCTTAGCGGCTTATTGAGCTTGGGTATAGAAGTCTT 

GTGGGTGAGGATGTTTTCGTTCGCAGCACAGTCCGTGCCTCAGGCATTTTCATTTACCCT 

TGCCTGTTTTCTGACCGGTATCGCCGTCGGCGCGTATTTTGGCAAACGGATTTGCCGCAG 

CCGCTTTGTTGATATTCCCTTTATCGGGCAGTGCTTCTTGTGGGCGGGTATTGCCGACTT 

TTTGATTTTGGGTGCTGCGTGGTTGTTGACGGGTTTTTCCGGCTTCGTCCACCACGCCGG 

TATCTTCATTACCCTGTCTGCCGTCGTCAGAGGGTTGATTTTCCCGCTCGTACACCATGT 

GGGTACGGATGGCAACAAATCCGGAOSACAGGTTTCCAATGTTTATTTCGCCAACGTTGC 

CGGCAGTGCATTGGGTCCGGTCCTTATCGGCTTTGTGATACTTGATTTCTTGTCCACCCA 

ACAGATTTACCTGCTCATCTGTTTGATTTCTGCTGCTGTCCCTTTGTTTTGTACACTGTT 

CCAAAAAAGTCTCCGACTGAATGCAGTGTCGGTAGCAGTTTCCCTAATGTTCGGCATCCT 

CATGTTCCTACTGCCGGATTCTGTCTTTCyUUUVTATTGCTGACCGTCCGGATAGGCTGAT 

TGAAAACAAACACGGCATTGTTGCGGTTTACCATAGAGATGGTGATAAGGTTGTTTATGG 

GGCGAATGTATACGACGGCGCATACAATACCGATGTATTCAATAGTGTCAACGGCATCGA 

ACGTGCCTATCTGCTACCCTCCXTGAAGTCTGGCATACGCCGCATTTTCGTCGTTGGACT 

GAGTACAGGTTCGTGGGCGCGCGTCTTGTCTCCCATTCCGGAAATGCAGTCGATGATCGT 

TGCGGAAATCAATCCGGCATACCGTAGCCTTATCGCGGACGAGCCGCAAATCGCCCCGCT 

TTTGCAGGACAAACGTGTTGAAATTGTATTGGATGACGGTAGGAAATGGCTGCGTCGCCA 

TCCTGATGAAAAATTCGACCTGATTTTGATGAATACGACTTGGTACTGGCGTGCCTATTC 

CACOACCTGTTGAGTGCGGAATTTTTAAAACAGGTGCAAAGCCACCTTACCCCGGATGG 

TATTGTAATGTTTAATACCACGCACAGCCCGCATGCTTTTGCTACCGCCGTACACAGTAT 

TCCCTATGCATACCGCTATGGGCATATGGTAGTCGGCTCGGCAACCCCGGTAGTTTTCCC 

TAATAAAGAACTGCTCAAGCAACGTCTCTCCCGGTTGATTTGGCCGGAAAGCGGCAGGCA 

CGTATTTGACAGCAGCACCGTGGATGCTGOVGCACAAAAGGTTGTCTCTCGTATGCTGAT 

TCAGATGACGGAACCTTCGGCTGGGGCGGAAGTTATTACCGACGATAATATGATTGTAGA 

ATACAAATACGGCAGAGGGATTTAACCGTCTTAAAGGGTTTCAGGCAACGCAGGTTTTAG 

GTAACGTCCTGCTAGTTCAAAAAAACCGCATCACAGCAGTCGGGACAAAATGGTTTAAAC 

ATTTTGTCCCGAATTCTTATTCCTATATATAGTGGATTAACAAAAATCAGGACAAGGCGA 

CGAAGCCGCAGACAGTACAAATAGTACGGAACCGATTCACTTGGTGCTTGAGCACCTTAG 

AGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTTTTGTTAATCCACTA 

TACCACGAATTACGGTGTAAAAATTTATATGACCTTATAAAATCAAATAAGAATCGTTAT 

CATAACATGATTGTATTTATTGGGTTTTTTTGGGCGTTTTGCCGATATTTACCTT^ 

GGTTTTTGAAATTCGCTAAAATACGAAATTATTGTAGAAATTTTGTTAACGGATTTX^^ 

GTAACCATGTTGTCCGCTTACTTTCCCGTCTTTGTCTTTATCCTCATCGGCCTC 

GGCGTGCTGTTTATCCTGCTCGGCACGATTTTAGGCCCGAAACGCCACTATGCCGAAAAA 

GACGCGCCTTACGAATGCGGTTTTGAAGCTTTTGJUUUVCGCCAGGATGAAGTTCGACGTG 

CGCTATTACCTCGTCGCCATCCTCTTCATCCTGTTTGATTTGGAGGTCGCGTTTATGCTG 

CCGTGGGCAGTCGTGTTCAAAGATTTGGGCGOTrACGGCTTCTGGTCTATGCTGGTGT^ 
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ATCGTTGTTCTGACGGTAGGCTTTGTTTACGAATGGAAAAAAGGTGCGCTGGAATGGGAA 

TAGAAGGCGTTTTGAAAAAAGGTTTCATCACCACCAGCGCGGATACGGTGCTGAACTATA 

TGCGTACCGGTTCGTTGTGGCCGGTTACTTTCGGCTTGGCCTGCTGCGCCGTGGAAATGA 

TGCACGCGGGTATGGCGCGTTACGACCTTGACCGTTTCGGTATTATTTTCCGTCCGTCCC 

CCCGTCAGGCCGACCTGATGATTGTGGCGGGTACGCTGACCAATAAAATGGCGCCCGCCC 

TGCGCCGAGTGTACGACCAGCTCGCCGAGCCGCGCTGGGTATTGTCTATGGGCTCATGTG 

CCAACGGCGGCGGCTATTATCACTATTCTTATTCCGTTGTGCGCGGTGCCGACCGCGTCG 

TGCCGGTAGATGTTTATGTGCCGGGTTGTCCGCCGACTGCGGAAGCCCTGATTTACGGCC 

TGATTCAGCTCCAACAAAAAATCAAGCGCACTTCCACCATTGCGCGTGACGAGTAAGGAG 

AGGACGATATGGCAAGCATTCAAGACTTATACGAAACCGTCAGCCGCGTTTTGGGCAATC 

AGGCAGGCAAAGTCATTTCCGCTTTGGGCGAGATTACCGTCGAGTGTCTGCCCGAGCACT 

ATATTTCAGTCATGACCGCATTGCGTGACCATGAAGAGTTGCATTTCGAGCTTCTGGTTG 

ACTTGTGCGGTGTCGATTACAGCACTTACAAAAACGAAGCATGGCAGGGCAAACGCTTTG 

CCGTCGTCAGTCAGTTGCTTTCCGTTAAAAACAATCAACGCATCCGCGTGCGCGTCTGGG 

TTTCAGACGACGACTTCCCCGTAGTCGAATCTGTAGTCGATATTTACAACAGCGCGGATT 

GGTACGAACGCGAAGCCTTCGATATGTACGGCATCATGTTCAACAACCATCCGGACTTGC 

GCCGCATCCTGACCGATTACGGCTTCGTCGGACATCCGTTCCGCAAAGACTTCCCGATTT 

CCGGCTATGTGGAAATGCGTTACGACGAAGAGCAAAAACGCGTGATTTACCAACCTGTTA 

CCATTGAGCCGCGCGAGATCACGCCGCGTATCGTCCGTGAGGAGAACTACGGTGGCCAAT 

AAATTAAGAAACTACACCATCAACTTCGGCCCGCAACACCCTGCGGCGCACGGCGTATTG 

CGTATGATTTTGGAGCTGGACGGCGAACAAATCGTCCGTGCCGACCCGCATATCGGCCTC 

TTGCACCGAGGTACCGAAAAACTGGCGGAAACCAAAACCTATCTGCAAGCCCTGCCCTAT 

ATGGACCGCTTGGACTATGTTTCCATGATGGTCAATGAGCAGGCGTATTGTTTGGCAGTA 

GAAAAACTTGTCGGTATCGATGTGCCCATCCGCGCCCAATACATCCGCGTGATGTTTGCC 

GAAGTAACGCGCATCCTCAATCACTTGATGGGCATCGGTTCGCATGCCTTCGACATCGGC 

GCGATGACCGCCATTCTTTACGCCTTCCGCGACCGCGAAGAGCTGATGGACTTGTACGAA 

GCCGTGTCCGGCGCGCGTATGCACGCCGCCTACTTCCGTCCCGGCGGCGTTTACCGCGAC 

CTGCCCGACTTTATGCCCAAATACGAGGGCAGCAAATTCCGCAATGCCAAAGTATTGAAG 

CAGCTCAACGAATCCCGCGAAGGCACCATGCTCGACTTTATCGATGCCTTCTGCGAACGC 

TTCCCCAAAAATATCGACACACTCGAAACCCTCCTGACCGACAACCGTATTTGGAAACAG 

CGTACCGTCGGCATCGGCGTCGTCTCCCCCGAACGTGCCATGCAAAAAGGCTTTACCGGG 

GTGATGTTGCGCGGTTCGGGCGTGGAATGGGACGTGCGTAAGACACAGCCTTACGAAGTG 

TACGACAAAATGGATTTCGACATCCCTGTCGGCGTGAACGGCGACTGCTACGACCGCTAC 

CTCTGCCGTATGGAAGAAATGCGTCAATCCGTACGCATCATCAAACAATGTTCCGAGTGG 

TTGCGTGTCAATCCGGGTCCGGTCATTACCACAAACCACAAATTCGCTCCGCCCAAACGT 

ACCGAAATGAAAACAGGTATGGAAGACCTGATTCACCATTTCAAACTCTTTACCGAGGGT 

ATGCACGTTCCCGAGGGCGAGACCTACACCGCTGTCGAACATCCGAAAGGCGAGTTCGGC 

GTTTACATCATTTCAGACGGCGCAAACAAACCCTACCGCCTGAAAATCCGCGCACCCGGC 

TTCGCCCATCTGCAAGGCATGGACGAAATGGCAAAAGGCCACATGCTCGCCGACGTCGTT 

GCCATCATCGGTACGCAGGACATCGTATTCGGGGAGGTTGACCGATAATGTTATCCGCAG 

AATCTTTAAAACAAATCGACATCGAGTTGGCAAAATATCCTGCCGACCAACGCCGCTCCG 

CGATTATGGGCGCATTGCGTATTGCCCAAACCGAAAAAGGCTGGCTTGCTCCCGAGACCA 

TCGCTTTTGTCGCCGACTACATCGGCATCACGCCTGCACAAGCCTACGAAGTCGCCACTT 

TCTACAATATGTACGACCTTGAGCCTGTCGGCAAATACAAACTGACCGTTTGTACCAACC 

TGCCCTGCGCCCTGCGCGGCGGTATGGCTACCGGCGAATACCTCAAACAAAAACTCGGTA 

TCGGCTACGGCGAAACTACCCCTGACGGCAAGTTTACCCTTGTCGMGGCGAATGCATGG 

GCGCATGCGGCGACGCTCCCGTTATGCTGGTCAACAACCACAGCATGTGCAGCTTTATGA 

CCGAAGAAGCGATTGAGAAGAAACTGGCGGAGTTGGAGTAGGTCGTCTGAAACGACGATT 

TAAACGTAGGTCGGATACTTGTAGCCGACAGAGTGGGTAAAAAGGCAAAATGTCGGATTT 

AAGAATCCGCCCTACTGAAATACCGAAATGCCGTCATTCCCGCGCAGGCGGGAATCCACC 

GGTAAGATTCGGTTTCTGAATTTAATAAGACATTGCTTACCATTGAGGATGGATTCCCGC 

CTGCGCGGGAATGACGACAGACAAGCAAGTGGTCGAGATCCAACAAAAACGATTAAAGGT 

CGTCTGAAAATATCGATTTGATAAACTAGATTTTATTTCAGACGACGTTACAAGCCGGTA 

CACAAAGACATCTTAAGGTCGTCTGAAACAGCGGCCGCAACCGATACGAAAACAAACAGG 

CACACCAAAAATGGCTATTTACCAATCAGGCGTGATTTTTGACCAAGTGGATACCGCCAA 

TCCCGATTGCTGGACATTGGACGAATACGTCAAACGCGGCGGCTATACCGCCCTGCGTAA 

AATTCTGTCCGAAAACATCTCGCAAACCGATGTGATTGACGAAGTCAAAACCTCCGGTTT 

GCGCGGGCGCGGCGGTGCGGGCTTCCCGACCGGTTTGAAATGGAGCTTTATGCCCCGTTC 

TTTCCCGGGCGAAAAATATGTGGTTTGCAACACCGACGAAGGCGAACCAGGTACGTTTAA 

AGACCGCGACATCATCATGTTCAATCCGCATGCCCTGATCGAAGGCATGATTATCGCCGG 

TTACGCGATGGGCGCGAAAGCCGGTTACAACTATATCCACGGCGAAATTTTTGAAGGCTA 

CCAACGCTTTGAGGCCGCTTTGGAGCAGGCGCGTGCCGCAGGCTTTTTGGGTAAAAATAT 

TTTGGGTTCGGATTTTGAATTTGAACTCTTCGCCCACCACGGCTACGGCGCATATATTTG 

CGGCGAGGAAACCGCATTGCTCGAATCGCTGGAAGGCAAAAAAGGCCAGCCGCGCTTTAA 

GCCGCOVTTCCCTGCTTCGTTCGGCCTGTACGGCAAACCGACTACCATCAACAATACTGA 

AACGTTCTCCTCCGTTCCATTCATTATCCGTGACGGTGGACAGGCATTTGCCGATAAAGG 

TATTCCGAATGCAGGCGGTACCAAATTATTCTGTATTTCCGGCCATGTCGAGCGTCCGGG 

CAACTATGAAGTGCCATTGGGTACGCCGTTrrGCaSAAGTCTTCAAAATCGC 

GCGCGGCGGTAAAAAACTCAAAGCCGTCATTCCCGGCGGTTCGTCCGCGCCCGTATTGCC 

TGCCGACATCATGATGCAGACCAATATGGACTACGACTCGATCTCCAAAGCAGGCTCCAT 

GCTCGGTTCCGGCGCGATTATCGTCATGGACGAAGACGTGTGCAT<^ 

GCGTTTGAGCTACTTCTACTACGACGAGTCTTGCGGCCAATGTACCCCCTGCCGAGAAGG 

TACGGGCTGGCTTTACCGCATCGTCCACCGCATCGTAGAAGGCAAAGGTAAAATGGAAGA 

TTTGGATTTGCTGGATTCCGTCGGCAACCAAATt^SCAGGCCGCACGATCTGCGCCC^ 

C^ATGCTGCCGTCTTCCCOSTCCGCAGCTTTACCAAGCATTTCCGTGATGAGTTT^^ 
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TTACATCGAACACGGCGGGCCGATGAAAGAGCATAAGTGGGGAGGGTGGTAATGGTGGAA 

GCTAAAATTTTTATTCTATACGGTGCAGCCAACAAAGGTAAGAGTACGACACTCAATACG 

CTTTTTAATCAGATTTGTCGGAAATTTTCTAAATTTCTAGTCTTTTTTGAAAGACATGGA 

AACGGCTTAGATTTTGTTGCAGTATTTGATCATGAAGGTCAGAGAATTGGTTTTTATTCA 

TCTGGTGATAATGAATACGAGGTTAGGGGAAATTTATACAAACTTTATTCGCATAATTGT 

GATTTTATTTTTGGCACGTCAAGGACACGGGGTGGTAGTTGCGATGCAGTAGGATGTTAT 

GCAGAGTTATTGCATGGCGATGTAAATATAATTAATTGGTGTG/VAAAGTTTGAGCCTACA 

GATGAAGACAATGAGCGTGCTGTTAAAGAGTTATTTAAGTCATTTAJULAATATAATAAAT 

GAGTTATAGTTTTAGTTGGTTTTATATTGGTTAAAAGCAAAATGCTAAAAATTTAACTTT 

GCCGTCATTCCCGCGTAGGCGGGAATCCATAGTGGAATTTACAGAACCCGATATTTGAAA 

AGCAGTTGCCGAAATTCAAAAAATGGATTCCCGCCTACGCGGGAATGACGGCGGGAGTAG 

GCAGATGTTTTCAGATGAAAACGGTTGTAAATGATATTAAAAAAGTTGTTGTTTATATTG 

CAGGAAAAATGAATACGAAACCATCCGCTTACTAGACAACCTGCCGTATATATTTTGGeA 

AACGGTAAAAATGGAACACTCTATATCGGTGTTACCATGAATTTGGCGGAAAGGGTTTGG 

CAGCACAAAAACCATGTCAATATTGATGGCTTTACTGCCCGATATGATGTGCATGATTTA 

GTTTGGTATCAGTTTTTTGAGAATATGCGTGAAGeAGTTGCCAAAGAAAAAACGATGAAA 

AAATGGCGACGTGAATGGAAGATTAAAGTGATTGAAGAACAAAATACTGAATGATTGGAG 

TTGTCGGGCGTGTTGTTTGTTTAGTTTTATTTCTGGAAeTTTAAAAACTGTCGTTATTCC 

AGCCCCACCTACGCGCAGACAGGCTACGGCGGGAATCACCGCAAAAGTTAAGAAACCAAT 

GTTTGAAAACAGTTACCGAAAACCCAAGAATGGATTCACGCCTGTGCGGGAATGACGGCA 

AGGTGGCAGTAAACGTTTTAAACAGTATTGATTGTCAATGAAACTCAAAAGGCCGTCTGA 

AACCCATTTTTCAGACGACCTCCATAAAAGATTATTTATCAAATACCCGTAACTAGGAAG 

GAACCATGTTACAAATCGAAATCGACGGCAAACAAGTATCTGTGGAGeAGGGCGCGACGG 

TGATTGAAGCCGCGCACAAGCTCGGTACTTATATTCCGCATTTCTGTTACCACAAAAAAC 

TTTCCATCGCCGCCAACTGCCGTATGTGTCTGGTGAACGTAGAAAAAGCCCCAAAACCCC 

TGCCTGCCTGTGCCACGCCGGTTACAGACGGCATGATTGTGCGTACGCATTCGGCAAAAG 

CCCGAGAGGCGCAGGAAGGCGTGATGGAGTTCCTGCTCATCAACCATCCGCTTGATTGTC 

CGACCTGCGACCAAGGCGGCGAATGCCAGTTGCAGGATTTGGCGGTGGGCTACGGCA7VAA 

CCACCAGCCGCTACACCGAAGAAAAACGTTCCGTCGTCGGCAAAGATATGGGGTCCTTGG 

TTTCCGCCGAGGAAATGAGCCGCTGTATCCACTGCACCCGCTGCGTTCGTTTCAeTGAAG 

AAATCGCCGGTTTGCAGGAAATTGCGATGGTGAATCGCGGCGAAGACTCCGAAATCATGC 

CCTTTATCGGCAAAACGGTGGAAACCGAATTGTCGGGCAACGTCATTGATTTGTGTCCCG 

TCGGCGCGCTGACCAGCAAACCGTTCCGGTTCAACGCGGGTACTTGGGAATTGAAGCGCG 

GCAAATCCGTTTCCGCCCACGATGCTTTGGGCAGGAACCTGATTGTGCAGACCAAAGACC 

ATACCGTCCGCCGCGTGTTGCCGTTGGAT^AACGAAGCGATTAACGAATGCTGGCTGTCTG 

ACCGCGACCGTTTCGCCTACGAAGGCCTGTATCACGAAAGCCGTCTGAAAAACCCGAAAA 

TCAAACAGGGCGGCGAGTGGATGGACGTGGATTGGAAAACCGCGTTGGAATATGTCCGCA 

GCGCGATTGAATGTATCGCCAAAGACGGCAAGCAAAACCAAGTCGGCGTTTGGGCGAACC 

CGATGAATACGGTTGAAGAACTGTATCTGGCGAAGAAACTCGCCGACGGCTTGGGTGTTA 

AAAACTTTGCAACCCGTTTGCGCCAACAAGACAAACGTCTTTCAGACGGCCTTAAAGGTG 

CGCAATGGTTGGGACAAAGCATTGAATCTTTGGCTGACAACGATGCCGTATTGGTAGTCG 

GTGCGAACTTGCGCAAAGAACAGCCGCTCCTGACTGCCCGCCTGCGCCGCGCCGCCAAAG 

ACCGTATGGCATTGAGCGTATTGGCCAGCAGTAAAGAAGAATTGTTTATGCCGCTTCTGT 

CTCAAGAAGCCGCACATCCCGACGAGTGGGCAGGCCGTCTGAAAAACCTGTCTGTCAATG 

CGGAACACGCCGTTACCGCCAGCCTGAAAAATGCTGAAAAAGCAGCGGTGATTTTGGGCG 

CGGAAGTGCAAAACCATCCTGATTACGCCGCGGTTTACGCCGCCGCGCAAGAGCTGGCTG 

ACGCGACCGGCGCAGTGCTGGGCATTTTGCCGCAAGCCGCCAACAGCGTTGGTGCGGATG 

TCTTGAATGTAAACTCCGGCAAGAGCGTTGTCGAAATGGTAAACGCGCCGAAACAGGCAG 

TCTTGCTGCTCAACGTTGAGCCTGAAATCGATACGGCGGACGGTGCAAAAGCCGTAGCCG 

CGTTGAAACAGGCAAAAAGCGTGATGGCGTTTACGCCGTTTGTCAGCGAAACGCTGCTGG 

ACGTGTGCGACGTGTTGTTGCCGATTGCACCGTTTACCGAAACCTCAGGCAGCTTCATCA 

ATATGGAAGGCCGTCTGCAATCCTTCCACGGCGTGGTACAAGGCTTCGGCGATTCGCGTC 

CGCTGTGGAAAGTGTTGCGCGTATTGGGCAACTTGTTTGACCTGAAAGGTTTTGAATACC 

ACGATACCGCTGCGATTTTGAAAGACGCGCTGGATGTGGAAAGCCTGCCGTCCAAACTGG 

ACAACCGCAACGCATGGACAGGGGAGGGCGTTCAGACGACCTCAGACCGCCTCGTCCGTG 

TCGGCGGCGTCGGTATTTATCACACGGATTCTATCGTGCGCGGTTCCGGACCGTTGCAAG 

AAACCAGCCATGCCGCCGTGCCTGCTGCGCGTGTAAATCCAAATACATTGGCACGCTTGG 

GCCTGCAAGACGGACAAACCGCTGTCGCCAAACAAAACGGCGCAAGCGTATCGGTTGCCG 

TCAAAGCCGATGCCGGACTGCCTGAAAACGTGGTGCATCTGCCGCTGCATACCGAAAATG 

CCGCGCTGGGTGCGTTGATGGACACTATTGAACTGGCGGGAGCTTGATTATGCAGGAATG 

GTTCCAAAACCTCTTTGCCGCAACGCTCGGTCTGGGCGATTTGGGTATTACTGTAGGCTT 

GGTGGTATCCGTCATCGTCAAAATTGTGATTATCCTGATTCCGCTGATTCTGACCGTCGC 

CTACCTGACTTATTTCGAACXSTAAAGTCATCGGCTTCATGCAGCTTCGCGTCGGTCCGAA 

CGTAACCGGCCCGTGGGGTCTGATTCAGCCGTTTGCCGACGTGTTCAAACTCTTGTTTAA 

AGAAGTAACCCGTCCGAAGCTGTCAAACAAAGCCCTGTTCTATATCGGCCCGATTATGTC 

GCTTGCCCCGTCTTTCGCGGCGTGGGCAGTGATTCCGTTCAATGAAGAATGGGTGCTGAC 

CAACATCAATATCGGTCTTTTGTACATCCTGATGATTACCTCGCTGTCGGTTTACGGCGT 

GATCATCGCGGGCTGGGCTTCCAACTCCAAATATTCGTTCTTGGGCGCAATGCGTGCTTC 

CGCGCAAAGCATTTCCTACGAAATCGCCATGAGTGCCGCGCTGGTGTGCGTCGTGATGGT 

GTCGGGCAGCyiTGAACTTCTCCGACATCGTTGCCGCGCAGGCAAAAGGCATCGCAGGCGG 

TTCGGTATTCTCTTGGAACTGGCTGCCGCTCnrrCCCCATCTTCATCGTCTATCT^ 

CGCCGTTGCCGAAACCAACCGCGCACCGTTTGACGTGQCAGAGGGCGAGTCTGAAATCGT 

TGCCGGTCACCACGTCGAATATTCCGGCTTCGCATTCGCGCTGTTCTTCCTTGCCGAATA 

CATTTTCATGATTCTGATTGCCGCGCTGACATCGTTGATGTTCCrCGGC^ 

TCCCTTCCCGCAAAGCTGGGGCATTGTCGGTACGCCTTCCGCATTTTGGATGTTCGCGA^ 
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AATGGCGGCGGTTCTGTACTGGTATCTGTGGATACGCGCCACCTTCCCACGCTACCGTTA 

CGACCAAATCATGCGCTTGGGCTGGAAAGTGCTGATTCCGATCGGCTTCGCCTACATCGT 

GATTTTGGGCGTGTGGATGATTTCACCGCTGAATTTGTGGAAATAAGTTTCAGACGGCAT 

CTTGAGGCCGTCTGAACAAAGCGATTTTGAATACCTAACGAAATCCCTGTTTTGAGGGAA 

CATAATATGGCTAACTTAGTAAAAACCTTTCTGCTTGGCGAATTGGTAAAAGGTATGGGC 

GTAACGCTCAAAAACTTTTTCGCCCGCAAAGACACAATTTATTTCCCCGAAGAGAAAACG 

CCGCAATCCGTGCGTTTCCGCGGTCTGCACGCGCAGCGGCGGTATCCGAACGGCGAAGAG 

CGGTGTATCGCGTGTAAGTTGTGTGAGGCAGTGTGTCCGGCAATGGCGATTAACATCGAA 

TCGGAAGAACGTGAAGACGGTACGCGCCGCACCAAGCGTTACGACATCGACCTGACCAAG 

TGCATCTTCTGCGGTTTCTGCGAAGAGGCATGCCCGACTGATGCGATTGTGGAAACCCAT 

ATTTTTGAATACCACGGCGAGAAAAAAGGCGACTTGCACATGACCAAGCCGATTCTTTTG 

GCCATTGGCGACAAATACGAAGCTGAAATCGCCAAACGCAAAGCCGCTGACGCGCCGTAT 

CGTTAATGCTTTGGGGCTTCTTGGAAGGTTTTAAATATGGAAGGACTGATTAATGCATTG 

AAATATTTAGCCGAACATGAGCCAATAGATAATTTTGAAGAAATTAGAACTAGAAATAGT 

CCGATTGAGTTGCCAAGTGGATTAAGTAATTTTGAACAAAATATTTTTTTAAAAGAAAAT 

TTATCCCCAAAATTACAAAATGATGATAGCTTGAAGACGCATTATTGGATTATCCGTGAA 

TGGGGTGGGATTAAAAGTTTTAAACAATCTGCTGAAAATAGCCAGCTTATTCGTCAATTT 

TTATCGGAACTTAATTCGGGAAAATTGAGTAGTGGTTTGTTGAAAATTTCATCATTATCT 

AAATTGGCTTCTTTTATAGATTGTGAGCGATTCGCCATTTATGATTCACGCGCTATTTTT 

TCGTTGAATTGGTTGTTGTTTAAATTTACAAATGCAGATTTGTTTTTTCAGCCACAAGGT 

AGAAATAGGGAACTAGAAATCCGAAATATGAACGTATTGTTTCATTTTTCTGATATCAAA 

CCGAATTATCGGAAACCAGACGTTTCGTTTCATCAATATTGTGGGTTGTTACAAGATTTG 

GCGAAACAAGTTTATGGTAAACAAGCAAAACCGTATCACATAGAAATGTTGTTATTCAAA 

ATTGCGACAACGTGGATTTGTGCGGATATGGATCAACTGATTAAGTTTGATTGTTTGCGT 

AACCAGGATTTTCAGACTGCTTGAAACCATATTTTTGATTAATAAAGAAAGCATAGACTA 

TGACTTTCCAACTGATTTTATTTTATATTTTTGCAGTGATAATTCTTTATGGCGCGCrC^ 

AAACCGTCACCGCTAAAAACCCTGTTCACGCCGCTTTGCATCTGGTGCTGACCTTCTGCG 

TGAGCGCGATGCTTTGGATGCTGATGCAGGCTGAGTTTTTGGGCGTGACGCTGGTGGTGG 

TTTACGTCGGCGCCGTGATGGTGTTGTTCCTGTTCGTCGTGATGATGTTGAACATCGACA 

TTGAAGAAATGCGTGCGGGTTTCTGGCGGCACGCGCCTGTTGCCGGTGTGGTCGGCACAT 

TGTTGGCGGTTGCGCTGATCCTGATTCTGGTCAACCCGAAAACCGACCTTGCCGCATTTG 

GTCTGATGAAAGACATTCCTGCCGATTACAACAATATCCGCGATTTGGGCAGCCGTATTT 

ATACCGACTATCTGTTGCCGTTTGAATTGGCGGCGGTATTGCTGTTGTTGGGTATGGTGG 

CGGCGATTGCGCTGGTTCACCGTAAAACGGTTAATCCGAAACGCATGGATCCTGCCGACC 

AAGTCAAAGTACGCGCCGACCAGGGCCGTATGCGTCTGGTGAAAATGGAAGCGGTCAAAC 

CGCAAGTCGAATCTGCCGAAGAAAGCGAAGTTTCAGACGACCTCAAGCCGAAAGAGGAGG 

GCAAAGCATGATTACCTTGACGCATTATTTGGTATTGGGTGCGCTCCTGTTCGGTATCAG 

CGCAATGGGTATCTTTATGAACCGCAAAAACGTGCTGGTATTGCTGATGTCGATCGAGCT 

GATGCTTTTGGCGGTGAACTTCAACTTTATCGCCTTCTCGCAACATTTGGGCGATACTGC 

CGGACAAATTTTCGTATTCTTCGTATTGACCGTTGCCGCTGCCGAATCTGCCATCGGTTT 

GGCGATTATGGTGCTGGTGTACCGCAACCGACAAACAATCAACGTTGCCGATTTGGACGA 

GTTGAAAGGGTAAAGGTAGGTTGGGTCGAGACCTGACAAGACACCGATGCCGTCTGAAAA 

CCCGATAGGAAAAACGATGAAATCCATAGACGAACAAAGCCTGCATAATGCCCGCCGCCT 

GTTTGAAAGCGGCGACATCGACCGTATCGAAGTCGGTACCACCGCGGGCCTGCAACAGAT 

TCACCGTTACCTGTTCGGCGGCTTATATGATTTTGCGGGTCAAATCAGGGAAGACAACAT 

TTCCAAAGGCGGTTTTCGTTTTGCCAACGCCATGTATTTAAAAGAGGCTTTGGTTAAAAT 

CGAGCAGATGCCCGAGCGGACTTTTGAAGAAATCATCGCCAAATATGTTGAAATGAACAT 

TGCCCATCCGTTTTTGGAGGGTAATGGCAGAAGTACCCGCATCTGGCTGGATTTGGTGCT 

GAAAAAAAACCTGAAAAAAGTCGTGAACTGGCAAAATGTAAGTAAAACCCTGTATTTGCA 

GGCGATGGAACGCAGCCCCGTCAACGATTTAGAACTGCGCTTTCTGTTAAAGGACAACCT 

GACTGACGATGTGGACAACCGTGAAATCATCTTTAAAGGTATCGAGCAGTCGTATTATTA 

CGAAGGGTATGAAAAAGGCTGAGGGTCGTCTGAAAAGCGATTTCAGACTGTTTCAGACGA 

CCTGATTCGGTAGGTGATCAGACGGGAGCGGATGAGAAAAGAAATTCTGGGTAAGAATAA 

TCCGGTCTGAAATATTGGAAGAAGAATGATGGATAAAAATCAGTTAGAACAAGAATTTCA 

TAAAGCCATGTTAAATATTTATCAGGAGGCTTTGAATTTGCCGCAACCTTACAAGGCGAC 

ACGATTTTTACAAATTGTAAATGAATTTGGTGGTAAAGAGGCGGCGGATAAATTATTGAG 

TACGGGGGAAAAGAAGACTCAGACCGGTTTTACAGAGCTGATTTTGAGTGGTGGCGGAGT 

CCACGCCTTGAAATACAGTATGGAATATCTGGTGTTACAAAAGCCGTGGTGTGATTTATT 

TACTGAAGMCAATTAGCTGTGGCACGCAAACGATTGGAGCGTGTTGGATTTGTTTTTCC 

GAAGTAATTTTGTACGAAACAAACATAGATTTTTAAATCAATCGGATTCAATCAAATGAA 

CGATATGACTTTATATTTGATAATTGCCCTTGTTCCGTTGGCAGGCTCGCTGATTGCGGG 

TTTGTTCGGCAACAAAATCGGACGTGCCGGTGCGCATACGGTTACGATACTCGGCGTGGC 

GGTGTCCGCCGTGCTGTCGGCTTATGTGCTGTGGGGCTTTATTGACGGCAGCCGCGCCAA 

GTTTGACGAGAATGTCTATACXITGGCTGACAATGGGCGGCTTGGATTTCTCCGTCGGCTT 

CTTGGTCGATACGATGACGGCGATGATGATGGTCGTGGTAACGGGCGTGTCGTTGATGGT 

GCATATCTATACCATCGGCTATATGCACGATGAAAAAGTCGGCTACCAACGCTTCTTCAG 

CTATATTTCTTTGTTTACATTCAGTATGTTGATGCTGATTATGAGCAACAACTTCATTCA 

GCTCTTCTTCGGTTGGGAAGCGGTGGGCTTGGTGTCGTATCT<iTTGATCGGTTTCTATTT 

CAAACGCCCGAGCGCGACATTTGCCyUVCCTGAAAGCCTTTTTGATCAACCGTGTCGGCGA 

CTTCGGCTTTTTGCTCGGTATCGGCTTGGTGCTTGCCTATTTCGGCGGCAGCITGCGC^ 

TCAAGATGTATTCGCTTATCTGCCCAACGTGCAAAATGCCACTATCCAACTGTTCCCCGG 

TGTGGAATGGTCTTTGATTACTGTAACCTGTTTGCTCCTGTTTGTCGGTGCGATGGGTAA 

ATCGGCACAATTCCa;CTGCACGTCTGGCTGCCTGATTCGATGGAAGGCCCGACCCCGAT 

TTCTGCAT.TGATTXaiCGCCGCAACCATGGT.TACCGCCGGTTTGTT.TATGGTGTCGCGTAT 

GTCGCCGATTTATGAAATGAGCAGCACCGCGCTGTCGGTCATTATGGTGATCGQCGCGAT 
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TACCGCCCTGTTTATGGGCTTTTTGGGCGTGATTCAAAACGACATCAAACGTGTAGTTGC 

gtattccaccctgtcgcaattgggctacatgaccgtggctctgggc^tc^^Stc 

f^J5?5?'^^<='rTC'='^TGTGATGACCCACGCCTTCTTTAAAGCCCTGTTGTS^CGa 
AGGCAGCGCGATTATCGGTATGCACCACGACCAAGACATGCGCCATATGGGCAATCTG^ 
AAAATATATGCCGGTTACTTGGCTGACCATGCTGATCGGTAACTTGTCGCT^^?^?^ 

gccgttcttctccggcttctactccaaagattcgattatcgaagcggcgSIcS 
actgccgggcagcggctttccctattttgccgtcctcgccagcctct^?^IccSt 
ttacgcgttccgccaatactttatggtgttccacggcgaagagaaatggcg^Stgcc 
™^*''''''"'''^*''^^'^^*^*^°'^<='^"tcacggtttgggtaaSgStcc 
gcacgaaagcccgttggtggttaccctgcctttgattttccttgccgttccgtccct^^ 

cgtcaacgccgacgcgcatccgactatacacatmtgaaggaagagttccacgg^ 

GGCAATGGTGTCCCACAGCCTGCATTCGCCCGTACTCTACCTTGCTArcaCA^CT^ 
GAGCGCATGGCTTrrGTACGTCAAACTGCCGCACCTGCCAGcSATT«A«G^^ 

SS^J22°''^"''^*"^<=tttgaaaacaaatactacctcgaSccct^???S^^ 

tIJ™^'^*=*^'^^'^^™'=<^'=TTTCTTCTGGAAAGTCGGCGATACCG^ 
TATTGACAACGGTATTGTCAACGGCTCTGCO^CTGGTCGGCGCGATTGCCGCGC^ 

GGTCTTGCTCGGCATGACCITCTCGGGATTGTTCCGATAAGAATAAGGTTTCAGACGGCC 
^!^^'^''^*^''''''^'''^'^^*^'^<^'r*"«=CAC»TAAAC»CATTTTTATTTT^^ 

^^^^I'^^^'^^''*''*^"''^'=^'^'=t*cctactcagcttggcaatatggataccS^ 
^^??*5*===^'^'«^"^«5C'^cggggtcggacagccgtgcgccgtt;g^ 

rIr^™^^*^'''''^''"<^^°^^"^'«'""CACTGCCCCTGTTTACCG^^ 
fi^^f?^r?'*^'^*^'^*"^"™<=C<»<='^CACGAGTGGATTCCGCTTS 
ATCAACTACGCATTGGGCGTGGACGGTATTTCAGTGCTCTTTATCATCTTGAATGCGTTT 
^"^^^If^^^^^^^^'^GGTTGGGAAGTCATTCAGS 

ATGGCGGCATTCCTGATCATGTCGGGTTTGATTAACGGCGCGTTTGCCGCGCAGGATGCG 
ATTCTGTTTTATGTGTTCTTCGAGGGTATGCTGATTCCGCTGTACCTGMTA?^^^^ 

TCGCTCCTGATGCTGGTTGCGATGGTTTACCTTTATTATCAAACAGGCAGCTTCTCTA^ 
GTCGATTTCCAAAACATCGAACAGATTCCGTTGGGCGTACAACAGCTTTTGTTTGTCGCG 
S?™r'J^™*''='=*^'^°^°^'=<^^"^CCTGTGCAaVC^ 

GCCCACGTTGAAGCGCCGACCGGCGGTTCGATGGTGTTGGCGGCCATTACGCTGAAACTG 

ggtgcgtatggtttcttgcgctttatcctgccgattatgccggatSack^^ 

GCCCCCGTGATCATCGTATTAAGTCTGATTGCCGTGATTTATATCGGTATGGTGGCTTTG 

^^Si^S*^'^*'^*'^^*'**^'^'^'^°°*=°^*"''r<:<"CavTCAGCCATAT^ 

AS^J^fff^r'"^'*''"''''*''''"*^^«^^^CGACTGGGCATTGAAAGGS 

ATCATTCAAATGATTTCGCACGGTTTCGTGTCTGCCGCGATGTTTATGTGTATCGGCGTG 

ATGTACGACCGCCTGCACACGCGCAATATTGCTGATTATGGCGGCGTGGTCAATGTGATG 

cccmctttgcggcgtttatgatgctgttcggtatggcgaacgcgggtttgottSct 

?^rr™^^JSS'='''''="™^'=^^'^"*^'=««=«=<^TCAAAGTC^^ 

GOTQCGTTGGCCGCCATGACCCTGATTTACGGTGCATCTTATACCCTGTGGATGTACAAA 

CGCGTTATTTTTGGTGCGATCCyVCy^TCCGCACGTTGCCGAAATGCAAGACATC^ 

f«^^JI^i:^^''''''™'''''^'^^™*^°'=TGGCTGTTTTGGGTMGSTG?^TC^ 

^^f^^r'^*'''^°'^'''"'^^'^*'^'=*«^<^'^CGATTTGATTGCCCATCTG 

AGCAAGATTTGAGGTGTGTAAATGAACTGGTCTGATTTGAATTTAATGCCCTCCATGC^ 

CAGTTGGCGGTGTGGGAACAGGGGAGCACGTCTTCGTTOUICGGGATGTATATTGCA^C 

ggtatgtcgcgtttggcaaaaatggttttatatg(x:ttgacctttgccctgtttgtctat 

GCCAAGCCCTAau^CCTkAGTGCGTOGTATTTTTAAAGGCGAGTTTTACACCCTGTCATTG 

TTTGCCCTGTTGGGTATGAGTGTGATGGTGAGCGCGGGGCATTTTTTAACTGCCTATATr 

GGTTTGGAACTCTTGTCGCTTGCCCTTTACGOCCTX»TTGCCCT^ 

TTTGCCGCCGAAGCCGCCTTGAAATATTTTGTTTTGGGCGCGCTGGCAT^GG^ 

S!?Z*ES?I*"'-C™TGGTTTACGGCGaUlCCGGTTCGCTGGl^ 

^^J$I^ior^'^'^'^*''^°^*=**°^**'r°^CTCTTGAAACTGGGT^ 

SIS^™2I^*^*^'"^^'^<^<^'^cgtt<xatatgtgggtgccSct^ 

^SS*^*^'^*=*=*'=^^'^'="'^<=«=GCCTTGGTCGGCACTGCCCCGAAAA1^^^ 

GTCGTWCACTTTCCGCATCCTCGTTACCGGGCTGGGAACCGTGCAT^ 

CTGATGTTTGCCCTGCTTGCCGCCGCCTCGCTGCTGGTCGGCAACCTTGCroC«TSTC 

cmaccaatatcaaacgtatgttcgcctattccacogtatcgcatatgggtttc^ 

ttcgcgtttatggcgggcgcggtcggctttgcggcgggcctctattacgccattS 

gc«tgatggcggcgg«gggttcggagtgttgakktcttgtcggacgScaa"^^ 

I?^^S^^i^™**^*'*'''"'^*°«^<=^<:C*«:*'^GCGTATGG^ 

/^tgctggttatgttctctatggcgggcattccgccgctgatgggtttttacgS 

TTCGGCGTGATTATGGCACTCTTGAAACAAGGCCATGTTTGGTTCTCTGTATTTGCO^ 



atcatgtcgctgattggtgcgttctactacctgcgcgtcgtcaaagtcatctacttcgat 

^™J^"'^*'='=*°^^*^^'^<^«^*'«^«:CAAATTTGTTC 



TTTGTTAAGATATGCCGTTCCGCAACGCGGTTCAGACGGCATCGCCGCCGACAACGCCTA 

^n??^^*'^'''=**=*=*^*=*°=*'<=*^'=«^'"«T*'»«:C"TTGGTCTTGGCACTC^ 

S$^f^*='='''''"^''^*=*^°''^*=*'='«=^*^CGGCGTGGCCGCACTCAASAA^S^ 

TTCTCACACCACATGATCGAGGTGGCGGCAGGTTTCGCGCTGACCGCCGTTW 

ATCCTCGAATCCCGTGCAGGATCGGTACACGATOVGGGrrGGGAGTTTTATGCCACA^^ 
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GTCTGCCTGTACCTGATTTTTGCGTTTCCATGTTTTGTGTGGCGGTATTTTTGGCACACG 

CGCAACAGGGAATAGACAAGCATAGGAATGCCGTCTGAAACCCTTTCAGACGGCATTTGT 

TTCATTCAAGTGCAGGCCGGCATCGCTGTGCCGGCACGTTTCAGCCGGCGATATACGCCG 

GTTTTAATATTTGCGGGCGACTGCAAATTCTGCCAACTGCCGCAGGCGCAGGGCTTTGTC 

GCCGAAGGGTTCGAGCAGCGCGACCGCTTCGGCAACCAGTTTGTGTGCGTATGAGCGCGC 

CGCTTCCAAGCCCATCAGTTTCACATAAGTCGGCTTGTCGTTGTCTGCGTCTTTGCCCGC 

CGTTTTGCCCAAAGTCGCCGTGTCCGCTTCACAATCCAACACATCGTCAATGACTTGGAA 

CGCCAGCCCCAGTTTTGCCGCGTAAGCGTCCAATACGGAAAGTTCCGCATCTGACAGATC 

AGGACACGCCGTCGCCCCCAATAAAACCGCCGCACGGATTAGCGCACCCGTTTTCAGGCT 

GTGCATCTGTTCCAAATCGGCTTGAACCATTTGTTTGCCGACATTCGCCAAATCGATTGC 

CTGACCGCCCGCCATACCCCTGCTGCCGCCCGCTTTCGCCAACACCGACAACATTGCCAA 

CTGGCGTGCGGCGGGCAGTTCTGTCGGACGGCTCAACACGTCAAATGCCTGTGTCTGCAA 

AGCGTCGCCGGTCAGAAGGGCGGTCGCTTCGCCATATTTGATGTGGCAAGTCGGTTTGCC 

GCGCCGCAGGCTGTCGTTGTCCATCGCCGGCATATCGTCGTGAACCAAAGAATAGACGTG 

GATCATTTCGATTGCCGCCATTGCCTGTTCTACTGCTTCATGCACGGCTTCGCCTAATTC 

CGAAGGTGGGAGAACCAGCATCGGCCGCAGACGCTTACCGCCGTCCAAAGCCGCATAACG 

CATCGCTTCGTGCAGTGTGTGCGGTATTTCCCCCTCAGACGGTAAAAACCGTTCAAGCAG 

CAGCTCTGTTTGCGCCTGCGCCCTCTGTTGCCACGTTTTCAAATCATTCGTCGGATTCAA 

GGTTTAACTCCTTCAGCCCGTCTGTGTCTAAAACCTGTAGCTTTTGTTCGACTTGTGCCA 

GTTTGGTTTGGCAGTACCTGACCAGTTCGTTGCCTTCCTGATAGGCGGCAAGCGCGTCTT 

CCAAGGGCATTTCGCCCTGCATAGACTGCGTCAGCGATTCGAGGCGCGACAAGGCTTCTT 

CAAACGATTTCGGGGCGTTTTTCTTCATCGTATTTCCTTTTCGGTTGAAACCCCGCCCTT 

TAGGGCGGCAGGATCAGACTTTATTTGGGAGGGGTGTAACCCTTTCCAAATCAGGGCAAT 

ACATAGGGCGGTGCTTTATGTGCCGTCCTGTGTGTTGGAACATAGTTTCGGATGTTCCGG 

TAAAAAGCGGATTGTAGCATTTTTGAAAAACGGATGCCGTCTGAAACCCGAATCCGGCTT 

CAGACGGCATTTTTTCCGCCCAGGCGGCAAGGCGTTACCCGGGCAGTTCGTCGGTGATGC 

CCTGCAAAAAGGCGAGGCGTTCGGGGCTTGCCGCCCCGGTTTGCGCGGCGGCTTTGAAGG 

CGCAGCCGGGTTCGGCGCGGTGGGTGCAGTTGTGGAAGCGGCATTGCCCGACAAGGTGGC 

GGAAATCGGGGAAATAGCGCGGCAAATCGGCGGCTTGGAGGTGGTGTAAACCAAATTCTT 

GCAAACCCGGGGAGTCGATGAGTTGGGTTTCGCCGTTCAAATCATAAAGCCGGGCGTGGG 

TGGTGGTGTGTTTTCCCGAGTCGAGTGCGGCGGAAATGTCGCCGGTGCGGGCGGTTTGGC 

TGCCGAAAAGGGCGTTGGTCAGGGTGGATTTGCCCATACCGCTCTGCCCGAGCAGGATGT 

TGCTGTGCCCTTGCAGGGCGGGGCGCAGGCTGCCGGCGTTTTCCAGTGCGCGGGTTTCGA 

TGACGGGATAACCCAGCGTTTCGTAGAATTTGAGTTTTTCGCGCCAAAGGGCGGTTTCGG 

GCAGGTCGGCTTTGTTCAGGACGATGACGGCTTCAATACCGGCGGGTTCGGCGGCAAGCA 

GGGCGCGTTGCAGCAGCCGCACGCTCGGACTCGGGACGGCGGCGGTTACGATGAGGAGTT 

GGGTAACGTTGGCGGCGATGAGTTTGGTTTTCCACGCGTCTTGGCGGTAGAGCAGGCTTT 

GGCGCGGTAAAAAATCTTCAATCACAACTTGTTCGGCGTTGACGGGGCTGATGCGGACGC 

GGTCGCCGCAGGCGAAATCGACGCGTTTTTTGCGGGTGCTGGCTTCGTAGGTTGTGCCGT 

CGGGCGTGCGGACAATGTAGCGGCGGCCGTAGCTGGCGGTAATTTGGGCGGTGTCGTTCA 

TGGTTTCTTTGGGGTTGGGTGTGGGAATGCCGTCTGAAAACGGGTGTTCGGACGGCATCG 

GTTCAGTCGTGCTGCCACTCGACGTGTTCGTTGAGGAAGCCGCCGCTCTGGTGCGCCCAG 

AGTTTGGCGTAAAGCCCGCGTTTTTCGAGGAGTTCGGCGTGTGTGCCTTCTTCGATGATG 

CGGCCTTTGTCGAGGACGACGAGCCTGTCCATTGCGGCGATGGTGGAGAGGCGGTGGGCG 

ATGGCGATGACGGTTTTGCCGTCCATCATTTTGTCGAGGCTTTCTTGGATGGCGGCTTCG 

ACTTCGGAATCGAGCGCGCTGGTGGCTTCGTCCAAAAGAAGAATCGGTGCGTCTTTGAGC 

ATCACGCGGGCGATGGCGATGCGCTGGCGTTGCCCGCCGGAGAGTTTCACGCCGCGTTCG 

CCGACGTGTGCGTCGTAGCCGCGCCGCCCTTTGGCATCGGAAAGGTCGGGGATGAAGCCG 

GCGGCTTCGGCGCGTTCGGCGGCAGAAACCATTTCGGCATCGGTCGCGTCGGGGCGGCCG 

TAAATAATGTTGTCGCGCACGGAACGGTGCAGCAGCGAGGTATCTTGCGTGACCAAACCG 

ATTTGGGCGCGTAAAGATTCTTGGGTAACGCCGCTTATGTCCTGCCCGTCGATCGAAACC 

GTGCCGCTTTGCGGTTCGTAGAAGCGCAAAAGCAGGTTGACGATGGTGGATTTGCCCGCG 

CCGCTGCGTCCGATCAAGCCGACTTTTTCGCCCGGGCGGATGGTGAGGTTGAAGCCGTTG 

AGCAGCGGTTTGCCCGCTTCGTAGGAGAAATCGACGTGTTCAAATTTGATTGCGCCTTGC 

GGCACGTTCAGCGGCAGTGCCCGGGGCTTGTCGAGGATGGTGTGCGGTTTGGACAGGGTT 

GCCATGCCGTCGCCGACGGTGCCGATGTTTTCAAACAGCCGCGCGGATTCCCACATAATG 

TATTGCGACAAACCGTTGACGCGCAACGCCATGGCGGTGGCTGTAGCAACCGCGCCCACG 

CCGACCTGCCCGTTGTGCCAGAGCCAGATGCCCAGTGCGGCGGTGGAGAGGGTCAGGGAG 

GTGTTGACGATGAAGCTGCACGAATGCAGCAGCGTCGCCAGCCGCATTTGGGCGCGCACC 

GTAACCATAAATTCTTCCATCGACTGCTTGGCATAGGCGGCTTCACGCGCGCCGTGGGAG 

AAGAGTrTGACGGTGGCGATATTGGAATAGGCATCGGTAATGCGGCCGGTCATCAGCGAG 

CGGGCATCCGCCTGCCATGCGGCGGTTTGCCCCAATTTGGGAATCAGCAGGCGCATCACC 

GAAGCGAAACCGACAATCCAGCCGATAAAGGGCAGCAGCAGCCATGAGTCGAGCGAGGCG 

AGAATCACGCCGGAGGTAATGAAATACACCGACACATAAACGACCATATCGGCAACCGTC 

ATCACCGCGTCGCGCAACGCCAGCGCGGTCTGCATGACTTTGGCGGACACGCGTCCGGCA 

AATTCGTCCTGATAAAAACCGAGGCTTTGGTTCAGCATCAGGCGGTGGAAGTTCCAGCGC 

AGGCGCATGGGGAACACGCCCTGAAGGGTTTGCAGGCGCACGTTGGACGCGGCAAACGCC 

CACGCAACCGAAAATACCATCATCGCCGCCATTGCCGCCAGTTCCCAACTTTTTTCGGCA 

AACAGTTCGGCGGGCGCGTATTTGCCGAGCCACTCCACGATTTTGCCCATAAATTGAAAA 

ACCAGGGCTTCCATAATGCCGATGCCGGCGGTCAGCGCAGCCAGGGCGGCTATCCATTTC 

CGCACGCCGGCCATGCTGCTCCAGACAAACCGCCAOUVGCCTTTTTCTGGCGTTTTC^ 

GCGGCTTC GGG ATAAGGGTCGATTCGGGACTCGAACCAGGAAAATATTTTGTTCAACATT 

GTTTTCGATTTCGGTAAAACAGTTTCAGACGGCATCAAACACAATGCCGTCTGAAAGGAA 

GGACAATAACGCCATTTTACGGGAAAAGCCGTCGGGAAGACAGCGCGAGGCGGAAACGCA 

GGGTTTCGTCAGGGCAAACGCCGCGCCGCCTTCAGGCGGCATTATTTCAGCAGGTTTT^ 
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AAAGCAAGGCGCACGCCTTCGCCCACGTCCGTCCCCTCCGGAACGCCTTTGACCGCCGCT 
TTTGCTTCGCGTTCGCTGTAACCCAGCGCAAGCAGCGTGCTGACGATGTCTTCCGTTTCG 
TCGGCGGCGGGTGCGGCGGCAAACAGCCCGTCCGTTACCGTATGCGCGACCAGCTTGCCG 
CGCAGTTCCAAAACCATACGTTCGGCGGTTTTTTTGCCGATTCCCGGGGCGGAGGAGAGG 
CGTTTGACATCTTCTTCTGCAACCGCCCGCGCCAGTTCGTCGGCAGTCATTGCCGACAAA 
ATGCCCAAAGCCGTTTTCGCGCCGATGCCGCCGACCTTGATCAGTTGGCGGAAGGTCTTG 
CGTTCTTCCGCAGTGGCAAAACCAAATAAAAGATGTGCGTCTTCCCGAATGATAAGCTGG 
GTAAACAGTTGTACGCTTTCACCCACGGGCGGCAGGTTGTAGAAGGTCTGCATCGATACG 
TCGGCCTCATAGCCGACACCGTTGACATCGATGACGATTTGCGGAGGGTTTTTTTCAACC 
AGTTTGCCGGTCAGTCTGCTGATCATGTGTGCCGAATCCTGAAGTGTCGGGTGCAAAATG 
CCGTCTGAAACCGGTTTGGGCTTCAGACGGCACGGATTGTATCAAATTCAGTCGTCGCGG 
CGGGAGGAAATCACGCGGCCGGTACGGGCATCGACAACGACTTTGTATTCCTGTCCGTTT 
TTGACGATTTCGACATCATAGTGCGGACGGCCGTTGTCGTGTTCGAGATCGATGTCGGTG 
ATTTTGCCGCCGACACGCGCCAACGCTGCTTTTTCGGCTTGGGCGCGGGTGATGATTTTG 
TCTTGTTTGTTGTGTTGGTGTGCGGCGTGTCCGTGGTCGTCATCGCCGTGTCCGTCGTGG 
TGGGCGAGCGCGGGGGCGGAAATGCTCAGCAGTGCGGTTGCGGCGGAGGTCAAGAGAAGG 
TGTTTGATGTTCATATTTTGCCTTTGTAAATCGTGGGTTGGAAAATGTGGATATTAATAA 
GGTATCAAATAACCGTCAGCCGGCGGTCAATACCGCCCGAACCATACCGCGCGCCTGAGC 
TTCGGCTTCGGCGGCGCGTTCCTGGGAGGTAAACGGTCCCATTTTGACGACGTATTCGTA 
ACGGCGTTTTTCAACCGAGAGGTTCGTACCCGATGACGAAACGGCGAAGTTTTGGGCGGC 
TTGGTTCAGATAGGCTTGTGCTTCGTGTTCCGTACCGAAAGATTTCAAGTCGATAAAGAT 
GTCTTTGTTTTCGGCAACCGGTGCGGATTGGCCCGGGACGATTTGTTCGATTTTGACGTG 
TGCCGTCCCTTGGTTGACAAAGCCCAATTTTTGCGCGGCGGCTTTGGATACGTCGATGAT 
GCGGTTGCCGTGGAAGGGGCCGCGGTCGTTGACGCGGACGATGACGCTTTTGCCGTTTTT 
GGTATTGGTTACGCGCACATAGCTGGGGATGGGCAGGGTTTTGTGGGCGGCGGTAAAGGC 
GTTCATATCGTATCGTTCTCCGCCGGAAGTTTTGCGCCCGTGAAACCTGCCGCCGTACCA 
CGAGGCGTTGCCGGTTTGCGTGAATTCGGCGACTTGGTTTTTCGGCGTGTAGCGTTTTCC 
GGCGACTTTGTAGCTGCGGTTGGCGGAGGCGTGCAGTTTTTCTGCCTTGACCACTGCGTC 
GGCGGATGCCGTCTGAAGGGAGTGTGTGCCGAATGCGGCGGTGAGAAGGAAAAGGGTTTT 
TCGGGTTAAAGTCAAAACGTGTTCCGTTCTTGAGTTGAAGACGAATGGGCATCATGCCCG 
CCGGATACGTTCCGAACCGCCGTACAGTGCGGACGGCGGTTCGGAATGTGTCCGGATAGG 
TTTTCAGACGGCATGAACCTGCGTTCAAACGCCGCCTGCGTAACCGTGTTGCCGCCACGC 
TTCAAAGAGAATCACGGCGACGGTGTTGGAAAGGTTCATACTCCGGCTGCCGGGCTGCAT 
CGGCAGGCGGATTTTTTGCGCGGCGGGCAGGCTGTCGAGGATGTCGGCAGGCAGTCCGCG 
CGTTTCCGGCCCGAACAGTAAAACGTCGCCTTTTTGAAACGCGGTTTCATCGGGGCGCGC 
CGTGCCTTTGGTGGTCAGGGCGAAAATGCGCCTGCCTGCGAGTGCCTTGAGGCAGTCGTC 
GAAGTTTTCGTGCACCGTCAGGCTGGCGAACTCGTGGTAGTCGAGCCCGGCGCGTTTCAT 
TTTGGCGGAATCCAATGGGAAGCCGAGCGGTTTGACAAGGTGCAAATCCGCGCCGGTATT 
GGCGCACAGGCGGATGATGTTGCCCGTGTTCGGCGGGATTTCCGGCTGGTATAAAACGAT 
GGTAAACATAAATATCAATCACTTATAGGCGCGTAACCTTGCCACAAGGCGGATGGGGTG 
TCAAAAAATTTAGTTATTTTTTCATTGGCGTGCGTGCCAGCGTCCAGCAGCAGATTCGGT 
TTGCGCCCGATTTTTTCAGCGTCTTTGCCAATTCGTCCAGCGTCGCGCCGGTGGTAAAGA 
CATCGTCGATTAACAGAATATTAGAGTTTTCCGGTATCGGTGTGCGGATTTCAAAGGCGT 
TTTTGATGTTTCGCCGCCGTTCGCCGCCTTTGAGCGTGCTTTGCGGCGGGCGGTGGTGTC 
GGAAAACGGTGTGTCGGGGCAGTATCTGCCAGCCGTAGCGTTGTGCCAGCAGCCCGACGA 
TGCTTTCACTTTGGTTGAACCCGCGTTGCAGCAGCCGCTCCCTGCTTAGCGGTACGGGCA 
GGACGAAATCGAAACATTCGTCTGCAAGGCGGTCGGGCGGATTCTGCATCATCAGGTCTG 
CCAGCGGCTGCACCATGCTCAAATCAGCCAAGTGCTTCAGCGGGTGTATCATATTGCTGA 
CGGGCGGTTCGTAATGCAGCGAAGCCCACATCCGGTCGAATGCGGGCGGTTTTTTCTGAC 
AGCCGCCGCACACCGATCCGCCTTGGATGTGTCTGAAACACAGGGGGCAGCTGTTTGCCG 
CGTCGGTGCGGTATGCCGCCAAATCGTCGCGGCAGCCGGCGCAGATGCCGTCTGAAACGC 
CAGACGAACCGTGGCATAATACGCAACGCCTGATAGTGGGCGCGTCTGCGATGCGCCGCC 
AACGAGAGAGAAAATCCATGCCTGATGCCGTCAAAAAAGTTTACCTGATACACGGTTGGG 
GGGCGAACCGCCACATGTTCGACGATTTGATGCCGCGCCTGCCTGCAACGTGGCCGGTGT 
CCGCCGTCGATTTGCCCGGACACGGGGACGCTCCGTTTGTCCGACCTTTCGACATTGCGG 
CTGCGGCCGACGGCATTGCCGCTCAAATTGACGCTCCGGCCGACATTCTCGGCTGGTCGC 
TCGGCGGATTGGTCGCGCTGTATCTGGCGGCGCGCCATCCCGACAAAGTCCGTTCGCTCT 
GCCTGACGGCGAGTTTCGCACGGCTGACGGCTGACGAAGACTATCCCGAAGGGCTTGCCG 
CGCCTGCATTGGGCAAAATGGTCGGTGCGTTCCGTTCGGATTATGCCAAACATATCAAAC 
AGTTTCTACAATTACAGCTTCTGCACACGCCTGATGCGGACGGAATCATAGGGAGAATCC 
TGCCCGATTTGGCGCGCTGCGGCACGCCTCAAGCCTTGCAGGAGGCGTTGGACGCGGCGG 
AAAGGGCGGATGCGCGGCATTTGTTGGACAAGATAGATGTTCCGGTACTGCTGGTGTTCG 
GCGGCAAAGACGCGATTACGCCGCCGCGTATGGGTGAATATCTGCACCGCCGTTTGAAGG 
GCAGCAGGTTGGTTGTGATGGAAAAGGCGGCGCATGCGCCGTTTTTGAGCCATGeGGAAG 
CGTTTGCCGCGCTGTACCGCGACTTTGTTGAAGGGGGTTTGAGATGAACCATCAGGACGC 
ACGCTGGCAGGTTCACCGCCATCTTGCCGAACATACCGACCAACGGCTGACACTCGTCCG 
CAACGCGCCCAAGCATATCCTGCTTGCCGGTGCGGATGCGGACATCAGCCGCAGCCTGCT 
GGCGAAACGCTATCCGCAGGCGGTATTTGAAGAATACGATTCCCGTGCGGATTTTTTGGC 
GGCTGCCGCTGCCGCCCGCAAAGGCGGTTTTTGGCAAAGGTTTACGGGTAAGGGCGTGGT 
GCAACACTGCCAATCCCCGATCGOSCCGCTGCCCGAAGCGTGTGCCGATATGTTGTGGTC 
GAATCTCGGACTGTTGGCGGCGGAACAAATCCTTCCTGTGCTGCACAACTGGGCGCGCGC 
CTTGAAGACGGACGGGCTGCTGTTTTTTACCTGCTTCGGGCGAGATACCTTGGCGGAACT 
GAAATGCCGTCTGAAAGAAAACGGCATTGAAAGCCGCAGCGCGCTTTTCCCTGATATGCA 
■ CGACTTGGGCGATATGCTTGCTGAAAACGGCTTTTACGACCCCGTTACCGATACGGCGAA 
GCTGGTGTTGGATTACAAAAAGGCGGAAAOSTTTTGGGCGGATATGGACACGCTGGGCGT 
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TTGGCGGGCGATGGCGTGGAACGATGAAAACGCCGCGCGTTCGTGTGTCGGGACAATATT 
TGAGCGGGAAGGCGGTTTGGGCATTACGCTGGAAACGGTGTACGGACACGCCGTGAAAAA 
ACTGATGCTGCCGCAAGGGGAGAACGTGGTGCAGTTTTTTCCGAAGAGATGATGTGCAGA 
TGCCGTCTGAAGCCGTTTCCAGGTTTCAGACGGCATTTGTCTGTGAAAACCGACAGAAAT 
AAAGGAAATGCCGATGTATAGTGAATTAAATTTAAACCAGTACAGCGTTGCCTCGCCTTA 
GCTCAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATT 
TGTACTGTCTGCGGCTTCGCCGCCTTGTCCTGATTTTTGTTAATCCACTATATGCTGATG 
CCGGAGACGTATATTGCGTCTATAACATCAGACTGAAGCAGTACACTGCCTGCCAGGTTA 
CCCGAGTTGAAGAACACGGTGGCAAAAAAAACACATGCGACCCTGCTGGCTTTGGACTGG 
CAGGGCAACAAACCGCTTGGGGCGGAGGAGCTGGCGGATTTGAAATCGCTTTACAAAGAC 
TTAAAGAATAATATTGGAAATATTGTATGAACAAAAAATTAAACTATATTTTTATGTTGG 
ACTGTTTAGGGTTGGTGATATTGTTTACTTGTATAATAGCTACTTTTGAAAGAGATTATG 
GATTTAAAATTTTTACTAATTCTAAGAGACCTGAATTTTATTATTGGATTGGAATGTTTT 
ATTATGGAATTATTTCTTGCTGGTTTGATTATCAATTAATTTCAACAAAGGCGAATTCGT 
ATAAAAGAAAAGTTAAACAATATAAAATTTTTTCAGTAATATTTTCAGTTTTGATATTTA 
TTTCTACTATAGTAAAACTTTAAATTTTGGAGCAAAAATTTATGAGCGATTCAATTGAAT 
ATGTATTGGGAACGCGGTCTGCACATGTATAAGGCAAGTGCCGTCGTGCCGACGGGATAT 
GTACGGGTTGGGAATACCGCGCCGCTGGTCGGCGAAGACACGCAACGGTATGCCTCTTTT 
TGGGGCGACGGCTACGACGTGTACCGTCAGTTGAGATGGCAGCAGATACCCGAAAAACAG 
AGAAAGGCATTCAAAAAAGCCGCCAAAAGCAAAAAGACCGTGATGTTTGCCGGACGGGAA 
TACGGCATATCCAAACAGAATTTGAGCGATGTTTGGGATGATTTTGAAGACGCGATGGAA 
CTGAAGGCGTTTCCCTGCCTGTCTTCGCTGTTTCTGACCAAATGGCATAAAAATCTATAT 
GATAGTGGATTAACAAAAACCAGTACGGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATT 
CTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATTTGTACTGTCTGCGGCTC 
GCCGCCTTGTCCTGATTTTTGTTAATCCACTATAAAAACAGGAATTTTTAAATAGAGGCA 
ATGCCGTCTGAAACTTGGTAACGGGCTTCAGACGGCATTTCGTTCCAATACCGCCAACAC 
CGCCGCACCGTAACGTGCGGCTTTTTCTTCGCCTACGCCGTATACGGCGGCAAGCTCCGC 
CAAGCCTTCCGGCTGTTTGGCGGCAATGGCGCGCAGTGCGGCTTTGCTGAGAATGCGGTA 
GGGTTCGGACTGTTCGTGTTTTGCCGTTTCGCCGCACCATTGGATCAGGGCGCGCATCAG 
GCGGCGTTTGCGTTTGGCGGTTTCATCGATGCCGTCTGAAAACGGACGGCAGACGGCGAG 
GATGTCCCGTCCGTATTTGGCGGCGCGTACGCTGCCCAAGCCGTACACGCCTTCGAGGTC 
GGTTTCGGTTTCGGGCGTATCGGCAAGCATATCGGCAAGGCTTTCGTCGGAGAGGACGGC 
ATGCAGGGCGCAGTTTTCCGCCCTTGCCTGTTCATACCGCCAGGCTTCGAGTTTTTGACG 
CAGTTGTTGTTCGCGTTCGGTTTGCGGACGGATGACCGCGTCGCGGCTGAAGCCGGCGGC 
GTTGCGGCAGACTTCGAGGATGCCGTGTCCGAAACGGTCGATTTTGGCTTCGCCCAAACC 
GTAGATGTCGTGCAGACCGTTGAGGTCTTGCGGCATTTTTTCGACAAGGTCGCGCAGGGT 
TTTGTCGCCGAAAATCATATAGGCGGGGATGCCTTCGGCTTCTGCCTGTTTCATACGCCA 
AACGCGCAATGCCTGCCACAGGCGTTCTTCGCGTTCGGTACGCAGCCAGTTGTCTTTGAG 
GGTGCGGGCGGCGGGCTTGTCGCGCTTGAGCGGACGCAGCATCACTTCGGTTTCGCCTTT 
GAGGACTTTTTTGGCGGCTTCGGTCAGTTGCAATGCCTGATATCGGGTAATGTTGACGGT 
GAGGTAGCCGAGGCTGATACACTGGCGGATGACGCTGCGCCATTCTTTGTCGGACAACTC 
CGTACCGATGCCGAATGTGGACAGTTGTTCGTGCCGGTTGCCGCGTATCCAATCGTCGCT 
TTTACCTCGTAAAATGTTGGTGATGTAACCGGCGGCAAAACGTTGTCCGGCGCGGTACAC 
GCAGCTGAGTAATTTTTGCACCAACACCGTGCCGTCAAACCGTACGGGCGGATGCAGGCA 
GTTGTCGCAATGGCCGCAGGGTTCGGATGCTTCGCCGAAATGTTTGAGCAGCAGTACGCG 
GCGGCAGGCGGCGGTTTCGCAGACGGCAAGCATGGCATCGAGTTTTTGCATTTCGATTTG 
CTTTTGCACCTCGTCGCTGTTGCCTTCGGCAATCCGTTCGCGCAGCAACACCCAATCGTT 
CAAACCGTAACACAGCCAGCTTGCGGCCGGCAGCCCGTCCCGTCCGGCGCGCCCCGATTC 
TTGATAGAAATGTTCGACACTCTGGGGCATATCGAGATGGGCGACAAAGCGCACGTCGGG 
TTTGTCTATGCCCATGCCGAACGCCACGGTCGCCACCACGATAATATTGTCTTCATGCGT 
AAAGCGGCGTTGGTTTTCCTCGCGTACGTCCATGCTCAAACCAGCATGATACGGAATCGC 
GTTTAATCCGTTTTCACGCAAAAACTGCGCCACATCTTCCACCTTTTTGCGGCTTAGGCA 
ATACACAATGCCGCTTTGCCCCGTCATTTCITTPGCGGATGAAATCCAGCAATTGTTTTTT 
GCCGTTGTTTTTTTCGATAACCTGATAATAAATATTCGGACGGTCAAAGCTGGAGACAAA 
TTCGGGCGCATCGTCCAAGTGCAGATAATGCTTGATGTCGGCGCGCGTGGGGGCATCGGC 
GGTAGCGGTCAGAGCGATGCGCGGGACGTTCGGATAGCGTTCGGGAAGCATGCCGAGCTG 
TTGATATTCAGGGCGGAAATCGTGTCCCCATTGGCTGACGCAATGCGCCTCATCAATGGC 
AAACAGACTGACGGTTTGTTGGTCGAGAAAACGCAAAAAGCGGTCGGTAACCAAGCGTTC 
CGGCGCGACATAAAGCAGCTTCAGACGGCCTTGGGCAAGCCGGTCGGCAATCTCGCGCGC 
CTCGTCTGCCGATGTGCeGCTGTTGACTGCCGCCGCTTCGATGCCGGCGGCGTGCAGGTT 
TGCCACTTGGTCGTTCATCAGCGCAATCAGCGGCGATACGACAACCGCCACGCCTTCGCG 
CATCAGCGCGGGAATCTGGTAACACAAAGACTTGCCACCGCCCGTCGGCATCAGCACCGT 
CAAACTCCCGCCGCCTGCCAAAGTATTGATGACAGCCTCCTGCCTGCCGCGAAATTCGGG 
ATAACCAAATACTTCGTGCAGAATCTGTTTGGCX3GTCGGTCGGTGCATGATGGTTCCGTG 
CTCGGTAAGGGTGTTGATCGGTCGGCGGCAATATGCCGTCTGAAATCGGGATTTAGAATA 
GTTTGCCCACTTCTGCTTCAATATCGTCGGCACGCATAAACGTTTCGCCGATCAGGAAGG 
TATGCACGCCGCGCGATTGCATAAATTCCACATCCGCCTTGCCTGTAATGCCGCTTTCGG 
TAACGACGGTTTTGCCTTCCAGCGCGGGCAGCAGCGACAGGGTTTGGTCGAGGGAGACTT 
CAAAAGTCCTCAGGTTGCGGTTGTTTACGCCCCACAGCGGCGTGGTCAGGTTGCGGCATT 
TTTCCAATTCGGTTTCGTCGTGCAGCTCGAGTAGGACGGTCATGCCCAATTCGTGCGCCA 
CCGCTTCAAAGCGTTCCAATTGTTCCTGTTCCAGTGCTGCGGCAATCAGCAGGACGGCAT 
CCGCCCCCCATGCGCGCGCCTGATAAACCTGGTATTCGTCGATGATGAAGTCTTTGCGCA 
GCACGGGCAGCGATACGGCTTCGCGCGCCTGTTTGAGGTATTCGGGCGAACCTTGGAAAT 
-AGGGTTCGTCGGTCAGTACGGACAAACACGCCGCTCCGGCGTTTTCATAGGCGCGTGCAA 
TCTCGGCAGGGCGGAAGTCCGGACGGATTAACCCTTTGCTCGGGCTTGCCTTTTTGATTT 
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CGGCTATGACGGCGGGCAGGTTTAGGCGGTGTTTGCCGCGTATCGAATCGATGAAGCTGC 

GGACGGGCGCGGCTTCTGCGGCAAGTGTGCGGATGTGTTCGGCGTTGACGGCGGCTTTTT 

GAGCGGCAACTTCCTGTGCTTTGGTGGCAAGGATTTTATTGAGGATGTCGGTCATGTCGG 

GTTCCGTATTCGTCTGGGGAAAGGGGGAATATTAGCATCAAACCGTTAACGCCTGTTTGT 

GCGGAAGCTGTCGAAATAGGACAGGACGGTCTGCGGCAGCCATTGCAGGTGCAGCCTGCC 

GCCGGTGCTGCTGACAAAGCCGACATGACCACCATATGCCGGCTGGAACAGGGTAACGGC 

TTCGGATACTTCGTCTGCGCGGGGCAGGGCTTCGGGCGGCAGGAAGGGGTCGTTGACGGC 

ATTGAGCAGGAGCAGCGGTTTGGCAACGTGTTTGAGCAGCGGTTTGCAGGAAGTTTGGCG 

GTAGTAGTCGTGCCGGTCGGCAAAGCCGTGCAGCGGTGCGGTGAAGCGGTCGTCAAACTC 

GCCCAGTGTTTTGCACCCTGCGGCAAATGCCGTCTGAAAACCTTGGAGCGATTTTGCTTT 

GGGTATCAGGGTGCGGAGGAAGTAGCGCGTGTAGAGCAGCCGCGTGATGCCGCTGTCGAA 

GCGTCTGCCTGCCGCCTCTGCATCGACGGGGGCGGAGATGACGGCAGCGGCTTGCGGCAA 

TGCCTTTTTGCCCTGTTCGCCCAAATATTTTGCCAGCGCGTTGCCGCCCAGCGATACGCC 

GACGGCGTATATTTCACGGTAACGCGCGGCGAACGTGTCCAAAGTAAAGGCGATTTCGGC 

GGTATCGCCCAAGTGGTAGAACACCGGAGCGGTGTTGGCAATGCCGCCGCAGCTGCGGAA 

ATGGACGACTACGCCGTGCCAACCCCGATCGCGTACCGCAAGCATCAGTTCGACCGCGTA 

ATGGCTGCGGCTGCTTCCTTCCAAACCGTGAAACAGCACGACCAGCGGCGCATCGGGCGA 

AATGCCGTCTGAAAAGTCGTAGGCGACTTTGGTTTTACCCGTGCTGTCGGGAAGCAGCTC 

TCGGCGGTATGCGGGCGCGGGGCGTTGCAGGAATTTGGCGGCAATCGTGTCGGCATTGCC 

GTTGCGGAGGAAAAAGGGCGTGTCCGGCGGTGTTAAAATCATAAGGTATCGGTTTTCTTG 

TTTTCAGACGGCATTGATGATGCGGCAGCCCGTCCGGCTGGTGCGGACGTGGGGGATGCG 

CGCCCGAATATAGGCGTGGAAAAGCGTTTGCCGAAAAAGGATATCGGCATCGGTCAGTTT 

TCCACGCGTTTGAAATGGCGCGGACGGAAGCCCAAAGCCGCCAGTGATGCGAAATACAGT 

CCGCCGCCGACGGCAATCAGGATGCAGAGCTGCCCCGCTTTCCGCATTCCGCCGGCGTGC 

GCCCATTCAAACGGtAGGTAAGCCTGCGCTGCCCACAGTCCGCCGCACATCACGGCGAGC 

GAGAGCAGCATTTTTGCTAAGAACGCTGCCCAACCCTTGCCAGGTTGGTAAATACCGTGT 

CTGCGCAACAGGTAAAACAACAATCCGGCATTGATACACGCGCCCAGACCGATGGCAAGC 

GAAAGTCCGACGTGTTTCAGTGGGCCGATAAAGGCAAGGTTCATCAACTGCGTGCAGATG 

AGCGTGAAGATGGCGATTTTGACGGGCGTTTTGATGTTTTGCCGCGCATAGAAGCCGGGT 

GCCAACACTTTAATCATGATTAAGCCGATTAAACCGAAAGAATAGGCAATCAGGGCGTGT 

TGCGTCATCTGCGOiTCAAACAGCGTAAATTCGCGGTACATAAACAGGGTCGCCACCAGC 

GGGAACGACAACACCGCCAGTCCGACCGCCGCCGGCAGCGTCAGCAGCATGCACAGGCGC 

AAACCCCAGTCGAGCAGGGCGGAAAACTGTTCCGTATCTTGGTTTGCCGAGTGTTTGGAC 

AAAGTCGGCAGCAAAATCGTACCGAGTGCCGCCCCCAGCACGCCGCTGGGCAGCTCCATC 

ATGCGGTCGGCGTAATACATCCATGAAACGCTGCCCGATTGCAGATAAGACGCGAAAATC 

GTGTTGATCACCAAAGAAACCTGCGCCACGCTCACGCCCAAAATCGCAGGCGCCATCTGT 

TTCATCACGCGGTTGACCGCCGCATCTTTGAAACTCAGTTTGGGCAGTTTCAAAAAGCCC 

AGTTTCGCCAGCCAGGGCAGTTGGAAGCCGAGTTGCAAAATGCCGCCGACAAAGACCGCC 

CACGCCAGCGCGGTAACGGGCGGATCGAAATACGGCACGAAAAACAGCGCGAATACGATA 

AACGACACGTTCAGAAACGTGGGCGTAAACGCCGGAATGCCGAACTTATGATAAGAATTG 

AGTACCGAGCCGACAAATGAAGACAGGGAAATCAATAATATATAAGGAAACGTAATCCGC 

AGCAAATCGATGGAGAGCTGAAATTTGTCGGCATCTTGGGCAAAACCGGGTGCGGAAACA 

TAAATCACCCAAGGCGCGGCAAGTATGCCCAGCGCGGTAACGATAACCAGTACAAACGAC 

AGCATCCCCGCCACATGGCGGATAAAAGCCTCCGCCGCCTCTTTTGAACGCGTTTCCTTG 

TATTCCGCCAAAATCGGCACAAACGCTTGGGCAAACGCCCCCTCCGCAAACACGCGGCGA 

AGCAGGTTGGGCAGTTTGAACGCGACAAAAAACGCATCCGTCGCCATACCCGCGCCGAAT 

GCCCGCGCAATGACCGTATCGCGCACAAATCCCAAAACGCGCGACACCATCGTCAGGCTG 

CCGACTTTTGCCAAAGCTCCCAGCATATTCATCATTGTTCCTCAACAGTCGTACCCGTCT 

GGGGCAACGGCGCGTATTGTACGACAGAAACCGCTTCAGACGGCATCGGGTTTGATGCCG 

TCTGAAGCGGTTTCCTGAAACGAAAACGTCCTTTTCCGGCGGCAAACTGTATCAATACGC 

GGAAATGCAATAAAATAGCCGGATTCCGATTGATTTCCAACATCTGTTTCCAACATCACG 

GAGAACCGTATGAAATCCAGACACCTTGCXXTCGGCGTTGCCGCCCTGTTCGCCCTTGCC 

GCGTGCGACAGCAAAGTCCAAACCAGCGTCCCCGCCGACAGCGCGCCTGCCGCTTCGGCA 

GCCGCCGCCCCGGCAGGGCTGGTCGAAGGGCJUUU^CTATACCGTCCTTGCCAACCCGATT 

CCCCAACAGCAGGCAGGCAAAGTCGAAGTCCTTGAGTTTTTCGGCTATTTCTGTCCGCAC 

TGCGCCCACCTCGAACCTGTTTTAAGGAftAGACGCCAAGTCTT^^ 

CTGCGTACCGAACACGTCGTCTGGCAGAAAGAAATGCTGACGCTGGCACGCCTCGCCGCC 
GCCGTCGATATGGCTGCCGCCGACAGCAAAGATGTGGCGAACAGCCATATTTTCGATGCG 
ATGGTCAACCAAAAAATCAAGCTGCAAAATCCGGAAGTCCTCAAAAAATGGCTGGGCGAA 
<yUUlCCGCCTTTGACGGCAAAAAAGTCCTTGCCGCCTACGAGTCCCCCGAAAGCCAGGCG 
CGCGCCGACAAAATGCAGGAGCTGACCGAAACCTTCCAAATCGACGGTACGCCCACGGTT 
ATCGTCGGCGGTAAATATAAAGTTGAATTTGCCGACTGGGAGTCCGGTATGAACACCATC 
GACCTTTTGGCGGACAAAGTACGCGAAGAACAAAAAGCCGCGCAGTAAGCCCGTTTGAAA 
AATGCCGTCTGAAACTTGGTTTTCAGACGGCATTTTGATTGGGTTTAAAACGTAAA^ 
GTTTCCAGTTCTTCATCGCCGACCAGTTCXyurCAAGAGCGCGTAGAGCGGGGCGAGTTCG 
GCATAACGGCGCGATACGCGGCGCAGATAGTTTAAGAAACGCGGGATTTCCGGACGGTAT 
TTGTCTTTGCCGTCGCGGTAGTACAGGCGTGCGAAGATGCCTGCAACCTTCAAGTGCCGC 
TGCACGCCCATCCATTCGAACCAGCGGTAAAACTCGTCaUUVCGCTTCGGGGACGGG^ 
CCGGCAGCCCGCGCCTTTTCCCAGTAGCGGATAACCAAGTCCAAGACAAATTCTTCTTCC 
CATTCGATAAAGGCATCGCGCAACAGCGACACCAAATCGTAGGAAATCGGGCCGTAAAGC 
GCGTCTTGGAAGTCTAAAACGCCCGGCCTGCCGCGCGTCAGCATCAGGTTGCGGACGATA 
AAGTCGCGGTGCACATAGACTTTGGGCTGCGCCAACAGGGGCGG^ 
CnTTGCTGCCAAAGTTGGCGTTGTTTGAATGTTAATTCGCGCCCCAATTCTTTT^^ 
-AACCATTCCGGGAACAGGTTGATTTCGCGCAACATCGTrrCACGGTCATATTCGGGC^ 
ACCCCTTCACGGCTCGCCTTCTGCAATTCGACCAACTCGCCGATTGCCTCCAAAAGCAGG 
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GCTTTGTGCGCCGTTTCGCCCTGTTCCTGAAGCATTGCGGTCAAAAACGTCGTATTGCCC 

AAGTCGTTCAATACCACAAACCCCAGATCCGTGTCCGCGTGCAATACCTGCGGCACATTG 

ACCATGTCAAACAGTTTCTGCACTTTCAAATAAGGTGCGACACTCATCTTGTCGGGCGGT 

GCATCCATGCAGACGACACTGCTGCCGTCTGAAAACGTTGCACGGAAATAGCGGCGGAAA 

TCAGCATCCGCCGCCGCAAAAGTCAGATCGAAGTCCCGTTCGGGATAAACGGTCTGAAGC 

CAATTTTTCAGTTTGATTTGTCGTTGCATAACAGTACTAAAGCATTTCAGGTTACAATAA 

ACGCTATTCTAACTGGCAAACCGACTTGAGGGGCGATTTTGGCTCGTTTATTTTCACTCA 

AACCACTGGTGCTGGCATTGGGCCTCTGCTTCGGCACGCATTGCGCCGCCGCCGATGCCG 

TTGCGGCGGAGGAAACGGACAATCCGACCGCCGGAGAAAGCGTTCGGAGCGTGTCCGAAC 

CCATACAGCCTACCAGCCTGAGCCTCGGTTCGACCTGCCTGTTTTGCAGTAACGAAAGCG 

GCAGCCCCGAGAGAACCGAAGCCGCCGTCCAAGGCAGCGGCGAAGCATCCATCCCCGAAG 

ACTATACGCGCATTGTTGCCGACAGGATGGAAGGACAGTCGCAGGTGCAGGTGCGTGCCG 

AAGGCAACGTCGTCGTCGAACGCAACCGGACGACCCTCAATACCGATTGGGCGGATTACG 

ACCAGTCGGGCGACACCGTTACCGCAGGCGACCGGTTCGCCCTCCAACAGGACGGTACGC 

TGATTCGGGGCGAAACCCTGACCTACAATCTCGAGCAGCAGACCGGGGAAGCGCACAACG 

TCCGCATGGAAATCGAACAAGGCGGACGGCGGCTGCAAAGCGTCAGCCGCACCGCCGAAA 

TGTTGGGCGAAGGGCATTACAAACTGACGGAAACCCAATTCAACACCTGTTCCGCCGGCG 

ATGCCGGCTGGTATGTCAAGGCAGCCTCTGTCGAAGCCGATCGGGAAAAAGGCATAGGCG 

TTGCCAAACACGCCGCCTTCGTGTTCGGCGGCGTTCCCATTTTCTACACCCCTTGGGCGG 

ACTTCCCGCTTGACGGCAACCGCAAAAGCGGCCTGCTTGTTCCCTCACTGTCCGCCGGTT 

CGGACGGCGTTTCCCTTTCCGTTCCCTATTATTTCAACCTTGCCCCCAATCTCGATGCCA 

CGTTCGCGCCCAGCGTGATCGGCGAACGCGGCGCGGTCTTTGACGGGCAGGTACGCTACC 

TGCGGCCGGATTATGCCGGCCAGTCCGACCTGACCTGGCTGCCGCACGACAAGAAAAGCG 

GCAGGAATAACCGCTATCAGGCGAAATGGCAGCATCGGCACGACATTTCCGACACGCTTC 

AGGCGGGTGTCGATTTCAACCAAGTCTCCGACAGCGGCTACTACCGCGACTTTTACGGCA 

ACAAAGAAATCGCCGGCAACGTCAACCTCAACCGCCGTGTATGGCTGGATTATGGCGGCA 

GGGCGGCGGGCGGCAGCCTGAATGCCGGCCTTTCGGTTCTGAAATACCAGACGCTGGCAA 

ACCAAAGCGGCTACAAA6ACAAACCGTATGCCCTCATGCCGCGCCTTTCGGTCGAGTGGC 

GTAAAAACACCGGCAGGGCGCAAATCGGCGTGTCCGCACAATTTACCCGATTCAGCCACG 

ACAGCCGCCAAGACGGCAGCCGCCTGGTCGTCTATCCCGACATCAAATGGGATTTCAGCA 

ACAGCTGGGGCTATGTCCGTCCCAAACTCGGACTGCACGCCACCTATTACAGCCTCAACC 

GCTTCGGCAGCCAAGAAGCCCGACGCGTCAGCCGCACTCTGCCCATTGTCAACATCGACA 

GCGGCGCAACTTTTGAGCGGAATACGCGGATGTTCGGCGGAGAAGTCCTGCAAACCCTCG 

AGCCGCGCCTGTTCTACAACTATATTCCTGCCAAATCCCAAAACGACCTGCCCAATTTCG 

ATTCGTCGGAAAGCAGCTTCGGCTACGGGCAGCTCTTTCGCGAAAACCTCTATTACGGCA 

ACGACAGGATTAACACCGCAAACAGCCTTTCCGCCGCCGTGCAAAGCCGTATTTTGGACG 

GCGCGACGGGGGAAGAGCGTTTCCGCGCCGGCATCGGTCAGAAATTCTATTTCAAGGATG 

ATGCGGTGATGCTTGACGGCAGCGTCGGCAAAAAACCGCGCAACCGTTCCGACTGGGTGG 

CATTTGCCTCCGGCAGCATCGGCAGCCGCtTCATCCTCGACAGCAGCATCCACTACAACC 

AAAACGACAAACGCGCCGAGAACTACGCCGTCGGTGCAAGCTACCGTCCCGCACAGGGCA 

AAGTGCTGAACGCCCGCTACAAATACGGGCGCAACGAAAAAATCTACCTGAAGTCCGACG 

GTTCCTATTTTTACGACAAACTCAGCCAGCTCGACCTGTCCGCACAATGGCCGCTGACGC 

GCAACCTGTCGGCCGTCGTCCGTTACAACTACGGTTTTGAAGCCAAAAAACCGATAGAGG 

TGCTGGCGGGTGCGGAATACAAAAGCAGTTGCGGCTGCTGGGGCGCGGGCGTGTACGCCC 

AACGCTACGTTACCGGCGAAAACACCTACAAAAACGCTGTCTTTTTCTCACTTCAGTTGA 

AAGACCTCAGCAGTGTCGGCAGAAACCCCGCAGACAGGATGGATGTCGCCGTTCCCGGCT 

ATATCACCGCCCACTCTCTTTCCGCCGGACGCAACAAACGACCCTGACCGTCGGAAACCT 

GGCAGGAGCACCGTTCCCGCACAAGACGGCATTCCACCGACAACCCCAAACCCGCCATCA 

AAGGCAGGATTCAAACGATAAGGAAAGAATGATGAAAATCAAAGCCCTGATGATTGCCGC 

CGCATTGCTGGCAGCAGCCGATGTCCACGCCGCACCGCAAAAGGCAAAAACCGCATCCGC 

CAAAGCTGCCAAAGCTGCCAAAGCTGCCAAAGTTGCCAAAGTTGCCAAAGTTGCCAAAGT 

TGCCGCCACGGCGCAAAAAGAAGCCGCACCCGCACAACAGCAGGGCGGTATCCGCTTTTC 

AGACGGCATTGCCGCCGTTGCCGACAACGAAGTCATCACGCGCCGCCGGCTTGCCGAAGC 

CGTTGCCGAAGCCAAAGCCAACCTGCCCAAAGACGCGCAGATAAGCGAATCCGAGCTGTC 

CCGACAGGTGCTGATGCAGCTTGTCAACCAATCCCTGATTGTACAGGCGGGCAAACGCCG 

CAACATTCAAGCAAGCGAAGCGGAAATCGATGCCGTCGTCGCAAAAAATCCCGCCCTCAA 

AAACCTCAGCCCCGCCCAACGCCGCGATTTTGCCGACAACATCATTGCCGAAAAAGTCCG 

CCAGCAGGCAGTGATGCAGAACAGCCGCGTGAGCGAAGCTGAAATCGATGCCTTCCTCGA 

GCAGGCGCAAAAACAAGGCATCACCCTGCCCGAAGGCGCACCGTTGCGCCAATACCGCGC 

CCAACACATCCTGATTAAAGCCGACAGCGAAAACGCCGCCGTCGGCGCGGAAAGCACCAT 

CCGCAAAATCTACGGAGAGGCCCGCAGCGGCACAGACTTTTCCAGCCTGGCGCGCCAATA 

ttcgcaagacgcgagcgcgggcaacggcggagatttgggctggtttgccgacggcgtgat 
ggttcccgcctttgaagaagccgtccacgcgctcaaacccggacaggtcggcgcgcccgt 
ccgcacccaattcggctggcatatcatcaaattgaacgaagtgcgcgatgccggcacacc 
tcaggtvacgtatccgcaattccgtgcggcaatacatcttccaacaaaaagccgaacaggc 
aaccgtcaacctgttgcgtgacctgcattccggcgcgtatgtcgacatccgctaaggcgg 
tttgaagcaaaaagccataccgatcggcaaaaatccgggcggtatggctttttggatttc 
gagttacttttacaccgtcattcatcattcccgcgaaagcgggaatctagaaacgaaaag 
taacaggaatttatcgggaatggctggagtttaaaggactggattcccgccgtcgcggga 
atgacgggattttgggttgtggtaatttatcggaaaaacaaaaaaacx:tatgccgtcatt 
cccgagcyvggcgggaatccggttatttaaaactgcagaaatttatccgaagcaacaacaa 
tctttccatcgtcattcccgcgtaggcgggaatctaggacgtagaatctaaagaaaccgt 
tttatccgataagtttctgtaccgaagaatctggattcccgctttcgcgggaatgacggc 
gcataagttcccgtgcggacagacctagattcccacctgcgtgggaatgacgattcagaa 
gttgcctgaaacctaaaaaactgaaaccgaacgagccggatttccgctttcgcgggaatg 



wo 00/66791 



:PCT/US00/05928 



Appendix A ,55. 

ACGGGATTTTGGGTTGTGGTAATTTATCGGGAAAACGGAAACCCCTATGCCGTCATTCCC 

GCGCAGGCGGGAATCTAGGACGTAGAATCTAAAGAAACCGTTTTATCCGATAAGTTTCTG 

TACCGAAGAATCTGGATTCCCGCTTTCGCGGGAATGACGGCGTATAAGTTCCCGTGCGGA 

CAGACCTATATTCCCACCTGCGCGGGAATGACGATTCAGAAGTTGCCCGAAACCAAAAAA 

CTGAAGCCGAACGGTCTGGATTCCCGCTTTCGCGGGAATGACGGCGCATAAGTTCCCGTG 

CGGACAGACCTAGATTCCCACCTGCGTGGGAATGACGATTCAGAAGTTGCCCGAAACCAA 

AAAACTGAAGCCGAACGGTCTGGATTCCCGCTTTCGCGGGAATGACGGCGCATAAGTTCC 

CGTGCGGACAGGCCTAGATTCCCACCTGTGTGGGAATGACGATTCAGAAGTTGCCTGAAA 

CCTAAAAAACTGAAACCGAACGAGCCGGATTCCCGCTTTTACGGGAATGACGGGATTTTG 

GGTTGTGGTAATTTATCGGGAAAACGGAAACCCCTATGCCGTCATTCCCGCGCAGGCGGG 

AATCTAGGACGTAGAATCTAAAGAAACCGTTTTATCCGATAAGTTTCTGTACCGAAGAAT 

CTGGATTTCCGCTTTCGCGGGAATGACGGCGCATAAGTTCCCGTGCGGACAGACCTAGAT 

TCCCACCTGCGTGGGAATGACGATTCAGAAGTTGCCTGAAACCTAAAAAACTGAAACCGA 

ACGAGCCGGATTTCCGCTTTCGCGGGAATGACGGGATTTTAGATTGCGGGTATTTATCGG 

GAACGGCGGCTTGGAAGTTCATTGAAACGGAAAAACAACGGAAACCCAAAAAACCGGATT 

CCCGACTGTGGGAATGATGAGATTCAGGTTTCTGTTTTTGCCGGAGTTTGCCGTATCGGG 

CTTCAGACGGGATTGCCTGCCGTTGTACCCGCGGGTGCGACTGCCTTGATGTAGTTGAGC 

GAGACAAACTGCTTCTCGGCATCCAATTCGGTGATTTTGAACAATGCCTGTGATTTGGGC 

AGTGCGTCAAACGGAATACCGGTCGCGCGCGTGACCAGCGGCAGGCCTTCGATGCGGACG 

AGGTCTTCTTTGAGGATGGTCGCGGTCAGCTCGCTTGTACCTTGCTGTTGCAGGTACACA 

AGGCTCCAGTAGGCTTCCATCTGCCGTTGGAAATCGGCGTAGGCGGTATAGGCGGCATCA 

AAGTCGCGCAGTGCGGCGAAAAGCTCGGCATCGCTGTTTTGATACAGCGGCTCGGCAGTG 

TCGTCTATCAGGCTGATCAGCTGCTTTTGGTTGATGTAGTCGGCGGCGCGGCGCAGCGGC 

GAGGTAAACCAGCCGTAATGCTGCACGCCCATGCCGATATGCGGCTCGGATTTGGTGCTC 

ATGCGTACTTTTCCGGTGGGTTGGACGCGGAAGAGGCCGGGCAGGTCGTTGTCATGGAGC 

ATTTGTGCCCAAGTGCTGTTGGCAAGAATCATCATCTCGCTGACCAGCGTATCGATGGGT 

GAGCCGCGTTCGCGGCGGACGACGGATACCTTGCCTTCCTCATCCAATTCGATGCTGTAA 

TCGTATTGCGGCGCGCGGTCGGGTTCGTATTTGCCGCGCGCTTTTTGCAGGGCGGTGGCG 

AATTGATAGAACCAAATCAGGTCTTGATGGTGGGCGAACATCATTTCGCCGGCTTCGTCC 

AAGCCGGTTTCGGCGTTGAAATGCGGCTCGATGGCTTGGATACGCAGGTTTGTGGCGATG 

TTGACCGCTTCGATTTTGCAGGTCGGCGCGCCGACGTTGAACTCGCCGTCCACATCGAAA 

TAAATGCTGACGGCAGGGCGGTGTGCGCCTGCATCAAGGCTGAACGCGGCAATCCAGTTT 

TCGGGCAGCATCGTGATTTTGCCGCCGGGGAAATAAACCGTGCTCAAGCGTTCCATGATG 

TTTTTTTCCATTTTGTCGCCCGGTTTAACGGCAAGTGACGGCGCGGCGATGTGGATGCCG 

ACACGCTTCGTGCCGTTGTCCAAGTCGGTCAGGCTTAAAGCGTCGTCCACTTCGGTGGTT 

GATTCGTCGTCAATGGAAAAGGCGGTAACGTCGGCCTTGGGCAGGTCGGGCATTTCGGGA 

AGGGCAAGGTCGGGGAAGCCTGTTCCTTTAGGGAAGTATTTGATTTCAAACCCGTCTTGC 

AGGTATTGGGGAATGGACGTAATGCCGCCCGTTTTTTTCGCCAATTCGTAGGCAGAGGTT 

TTCAGCGCGTCGGCGGCTTTGGTAAAGGCTTTGTAGGTCAGCGACTGCTTGTCGGGCGCG 

TGCAGGATGGTTTTCAAATCCGCCGCGATTTCAGACGGCATCTCGCCGCGTTTCAAGGCT 

TCTGCCCAAGCGTCGATTTGCGCGTCTTGCTGTTTTTTGCGTTCGATGGCGGCAAGTGCT 

TGTTTTAAAGTTTCTTCGGGCGCGGCTTTGAACACGCCTTTGGCTTTTTTGTAGAAATAC 

^J^Sf^^^^^'^^^^'^'rCAAAGTTGCCGCCAGCTCGGTTTTGGTCGG^ 

CCGTAATATTCTTCGGCGATGGCTTCGGCGGTAAATTCCTCTTCGCCGCATACTTCCCAC 

TCGCCGTCAAACTCGGCAAAGACGTTGTTCGCCTTCACTTTGGTGCGTTTGCCGTGTGGG 

CTATCGACTTGGTAGGTGGCATCGTTTTTTTGGATGATGGCGG^ 

GACTCTTCGTAAAAAATATTCATTTTTCGGATTTTTCTGTGG^^ 

TTAGCAGATTACCGAAAATGCCGTCTGAAAAAAGGTTGGGAGAGGGTTGGCGCGGCTTTG 

AAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATTTGTAC 
TGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGT^ 

GTACAATCGCTGTTTTTGAACGGAGGATGGAATGGAGAATACAAACCGTGTGCCGGAGCA 
GGCACGTTATGATGCCGAACGCAGGCAGGCAGACGAAGCATTGGCGGGCGTGTTTCCGGC 
AGTCAGTATCTTCGGCAGCGCGCGCACGCCGCAGAATCATGCGGATTATGCGTTCGCCTG 

GATTATGGAGGCGGCAAACAAGGGCGCGTTTGCAGGGAAGTCGGTTTCGGTGG^ 

CATCGTTTTGCCGCACGAGCAGAAACCGAATCCGTATCAGGACATCGiXTTGCGGT^ 

CCGTTTTGCCGAACGCAAGGCGGTGTTTTTCCGCTATTCCCAAGCATATCT 

GGGCGGCTTCGGGACGCTGGACGAATTGTTTGAAATCCTGACCTTGGTGCAGACGGGCA^ 

AGTGCCGCCGCGTCCGATTGTTTTGGTCGGAAAGGCGTTTTGGTCGGGCTT^ 

^^l^^^^^^^^'^^^^^^C^^'^CCGAAGGGGCGGTCTCTT^ 

CATATCGGACGATGAAGACGAAATCGTTGCGTATCTGTCGGAACACGGGCTTCAGACGGC 

ATAGCGTCCTGAGAGTGATGTATAATTGCAAACAATTTAACAATTTTTCATGTCr^ 

GAACAGGATGCCGAAATGATCAACCCCATCGCCTCGCTTTCCCCTTTAGATGGCCGTTAT 

™^^^^^^^^*^^'^^'^^^^^CTCGCCGCCGAGCCGAAGATTGCCGAAGTG 

^??Sf^'^^*^^^^^^^™^^^<=^TCGACACGGTGATTGAAAACT^ 

^^S^S*^^^^^^^^^^^*=^^'^^^^^CACCACCAATCACGAT^^ 

^?™^^^^*^^^^^^^^^^C^^CAATGTCGTGTAC^^ 

AACCTGCAAGCGCAAGAGTTCCTCGGCAAAATCAACGGCGCGGTCGGCAACTACAACGC^ 
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CATATGGTCGCCTATCCTGATGTAGATTGGGAAACCCACTGCCGCAACTTCGTCGAAATC 

AGCCTCGGTCTGACCTTCAACCCCTACACCATCCAAATCGAACCGCACGACTATATGGCG 

GAATTCTTCCAAACCCTCAGCCGCATCAACACGATTCTCATCGACTTTAACCGCGACGTT 

TGGGGTTATATTTCATTGGGTTACTTCAAACAAAAAGTCAAAGCAGGCGAAGTCGGTTCT 

TCCACCATGCCGCACAAAGTCAACCCCATCGACTTTGAAAACTCCGAGGGCAACCTCGGT 

ATGGCAAACGCCGTATTGGGCTTTTTGTCCGAAAAACTGCCGATTTCCCGCTGGCAGCGC 

GACCTGACCGACAGCACCGTATTGCGCAATATGGGCGTAGGCGTGGGCTATGCCGTATTG 

GGTTTCGCCGCCCACCTGCGCGGTCTG/VACAAGCTCGAACCCAACCCCGCCGCGCTTGCC 

GCCGATTTGGATGCCACTTGGGAGCTGCTCGCCGAGCCGATTCAAACCGTAATGCGCCGT 

TACGGTGTCGCCAATCCTTACGAAAAACTGAAAGACCTGACGCGCGGCTIAAGGCGGCATC 

ACGCCCGAAGTGCTGAAAGGCTTTATCGGATTGCTGGAAATCCCCGCCGAAGCCAAAGCC 

AAATTGCTTGAGCTGACCCCCGCGCTGTATGTGGGCAAGGGTGAAGCGTTGGCGAAACGG 

ATTTGAGCGTTTACTGAAACCGATGCCGTCTGAACGCGCGTTCAGACGGCATTTTTAAGA 

TAACGGGACATACGGGGGCGATATTTATGCAAGCTGTCCGATACAGACCGGAAATTGACG 

GATTGCGGGCCGTCGCCGTGCTATCCGTCATGATTTTCCACCTGAATAACCGCTGGCTGC 

CCGGAGGATTCCTGGGGGTGGACATTTTCTTTGTCATCTCAGGATTCCTCATTACCGGCA 

TCATTCTTTCTGAAATACAGAACGGTTCTTTTTCTTTCCGGGATTTTTATACCCGCAGGA 

TTAAGCGGATTTATCCTGCCTTTATTGCGGCCGTGTCGCTGGCTTCGGTGATTGCCTCTC 

AAATCTTCCTTTACGAAGATTTCAACCAAATGCGGAAAACCGTGGAGCTTTCTGCGGTTT 

TCTTGTCCAATATTTATCTGGGGTTTCAGCAGGGGTATTTCGATTTGAGTGCCGACGAGA 

ACCCCGTACTGCATATCT6GTCTTTGGCAGTAGAGGAACAGTATTACCTCCTGTATCCCC 

TTTTGCTGATATTTTGCTGCAAAAAAACCAAATCGCTACGGGTGCTGCGTAACATCAGCA 

TCATCCTGTTTTTGATTTTGACTGCCTCATCGTTTTTGCCAAGCGGGTTTTATACCGACA 

TCCTCAACGAACCCAATACTTATTACCTTTCGACACTGAGGTTTCCCGAGCTGTTGGCAG 

GTTCGCTGCTGGCGGTTTACGGGCAAACGCAAAACGGCAGACGGCT^CAGCAAATGGAA 

AACGGCAGTTGCTTTCATCACTCTGCTTCGGCGCATTGCTTGCCTGCCTGTTCGTGATTG 

ACAAACACAATCCGTTTATCCCGGGAATGACCCTGCTCCTTCCCTGCCTGCTGACGGCAC 

TGCTTATCCGGAGTATGCAATACGGGACACTTCCGACCCGCATCCTGTCGGCTIAGCCCCA 

TCGTATTTGTCGGCyVAAATCTCTTATTCCCTATACCTGTACCATTGGATTTTTATTGCTT 

TCGCCCATTACATTACAGGCGACAAACAGCTCGGACTGCCtGCCGTATCGGCGGTTGCCG 

CGTTGACGGCCGGATTTTCCCTGTTGAGTTATTATTTGATTGAACAGCCGCTTAGAAAAC 

GGAAGATGACCTTCAAAAAGGCATTTTTCTGCCTCTATCTCGCCCCGTCCCTGATACTTG 

TCGGTTACAACCTGTACGCAAGGGGGGATATTGAAACAGGAACACCTCCGCCCGTTGCCC 

GGCGCGCCCCTTGCTGCGGAAAATCATTTTCCGGAAACCGTCCTGACCCTCGGCGACTCG 

CACGCCGGACACCTGAGGGGGTTTCTGGATTATGTCGGCAGCCGGGAAGGGTGGAAAGCC 

AAAATCCTGTCCCTCGATTCGGAGTGTTTGGTTTGGGTAGATGAGAAGCTGGCAGACAAC 

CCGTTATGTCGAAAATACCGGGATGAAGTTGAAAAAGCCGAAGCCGTTTTCATTGCCCAA 

TTCTATGATTTGAGGATGGGCGGCCAGCCTGTGCCGAGATTTGAAGCGCAATCCTTCCTA 

ATACCCGGGTTCCCAGCCCGATTCAGGGAAACCGTCAAAAGGATAGCCGCCGTCAAACCC 

GTCTATGTTTTTGCAAACAACACATCAATCAGCCGTTCGCCCCTGAGGGAGGAAAAATTG 

AAAAGATTTGCCGCAAACCAATATCTCCGCCCCATTCAGGCTATGGGCGACATCGGCAAG 

AGCAATCAGGCGGTCTTTGATTTGATTAAAGATATTCCCAATGTGCATTGGGTGGACGCA 

CAAAAATACCTGCCCAAAAACACGGTCGAAATATACGGCCGCTATCTTTACGGCGACCAA 

GACCACCTGACCTATTTCGGTTCTTATTATATGGGGCGGGAATTCCACAAACACGAACGC 

CTGCTTAAATCTTCCCACGGCGGCGCATTGCAGTAGCCTGCCTTCTTGTCGGATATTGCC 

TTTGGCAGCCTATGCCGCTGTTTGCCGTTCGGGGCGGCGGCTTTTATAGTGGATTAACAA 

AAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAATAGTACGGAACCGATTCACTTG 

GTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGG 

TTTTTGTTAATCCACTATATTTTGCCGTTTTGAGGCCGGGGTCGGAATAACCGTTTTTTG 

ATGATTTTCCCTCCCCGGCTGTGTCATCAAAACCCCAATTGCCTTTCCAAACTCTCCACC 

AGATTGTCATCCAGTTTCAAAGCCTGCGACAGGCGGGCGAGGAAGACGGTTTCTTTCCGC 

GACAAATCGGCACAGACCAACCTTGCCGCCAGATAGGCCTCCGCCGCCAACGCCTCATCG 

TTGCCGACGGCGGCGGCGATGTCTTCGATGCTTGCGGGAAGGCGGTATTCGGCGGCGAGC 

CATGCGGCAGTTTCGGGGtCTGTGCCGCTTTCCTGTTCGATAGTCCGGCGTTCGGCTTCG 

TCTA TCATGCCGTCTGAAGCGGCGGCGGCTATCATGGTGCGCAATACGGTACGGCTGTAT 

GTTTCTTCAGTTTCTCCGGCAGGTTGGAAATCGCTTTGTGTTACGGTTGCCCGCCCTT^ 

TTTTGCTGCCACATCTGATAGCCCCGGTAGGCGAGGTAGCCCAAAGCGGCGGTCGAACCG 

ATTTTGGTGATGGTTTTGCGGTTTTTACCGTTCAGCAGCATGGAGGCGACACCGGCAACC 

AGCGCGCCTCCGCCGAATGAATTGAGCGGGCTGTCGGAGAATGTGTTGCCTTTTTTTTGA 

ACCGTGCTTAAGACTTGGTTGAGCAGTCGGGTAAAGTTCATGAATTTTTCCTTTCTGTTG 

CGGGAAGGGCGGTATGTTTACCCTATCCTTTTAAACGGCGGCAGGCCGGCCAATMTTGT 

TGGCCGTACCGCTGTGTTTTGATGCGGTTGTCGAGGATGGTTACGCGGCCGTAGTCTTGT 

TCGGTGCGGATGAGGCGGCCGACGGCCTGGATGAGTTTGATGCCGGCTTCGGGGACGGTG 

ATTTCGATGAAGGGGTTGCCGCCGCGCTGTTCTATCCAGCGGITTTGGGTTTTTTCGATG 

GGGTTGTCGGGCATGGCGAAGGGAAGTTTGGCGATGATGACTTGCACGCAGGCGGTGCCG 

GGCAGGTCGAGTCCTTCGGCAAAGCTGTCGAGTCCGAAGATGATGCTGGCTTTGCCTTCT 

TCTATGGCCCGGTGGTGTTTTTGCAGGAGGACGGCTTTGGGTAATTCGCCTTGTACGAGC 

AAGAGCGGCAGGTAGTCTCCGGGCAGGCGCAGGGCGACATCCTGCATTTGTTTGCGCGAG 

GAAAACAAGACGAGCGTGCCGATGGCTTCGGTGGGCGAAATAAGCTTGGGCAGCCATTCG 

ATGACGGCGGCGGTGTGGGCTTCGGGGTCTTTGGGGCTGGCGTATATGGGGGGGATGTAG 

AGTT^GCCCTGTTTTTCAAAGTCAAAGGGGCnOTTGAGGGCGAGGGTGGTGGTTTCG 

AGCCATTGCAGCCCGGTTTGGCGCAGCATCAGGTTGAAGTTGCCCAAGGATTGCAGGGTG 

GCGGAAGTCAATACCGCGCCTGCCGCACGCCGCCACAGGCTGTTGGCAAGGTGGGATGCG 

<:tgctgatggggctggcgttgaaaatgtagtcgtttttgtcgtcggcgcggcgggttatc 

CATTTCGCCAACGGTTCTTCACCCTCGAGGGGGACAGTGGAGAGCAAATCCCAAACCGCG 
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CTGATTTGTTCGATACGGGCGATAAAAAGACCGAACTCGCTGGTCAGGCGGTCGAGGAGC 

GCGCCGTCCTGTTCTTTTTCGCGGCGTGCGGCAGAAAGCGCATCGTTCAGCCCGATAACG 

TGTTTGAGCAGGCTGCGCGCAGCAATGGCCGTATTGGAAACGGTGGTTTCGAGGCCTTCG 

GGGATTTTGCCGTCTTCCCACAGCCAAGTCGGTTCGCTGTTGGTTCGTCTGTCGTTTTCA 

GACACCCCCAGACTTAAAGACGGCTCTTCCGCCAAATGGAATTGCCATTCATGCAGGCTG 

TCGAGCAAGGATGCGGCGGCTTCGTCGGCTAGGTTGGCAAGTTCGGCTTTATCGGTCAGC 

GCGGCAATTTTGCCGGTCAGCTGCGGCAGTTTTTCCAGCGTCCAAACGGCAATATTCCAT 

GAATGTTCGGCGGCAAAACGGCTGAGGGCTTTTTTGGGCAGGTGGTGCGCTTCGTCGATG 

CAATAGAAACTGTTTTCGGGCGCAGGCAGAATCACGCCGCCGCCCATACTGATGTCGGCA 

AGCAGAAGATCGTGGTTGGCAACGACGACATCGACGGTTTCCAAGACATCGCGTGCTAGG 

TAAAACGGACATTCCGGACGGTTGGGACAGGCGGTTTTCAGGCAGCCGTGGCGGTCGTTG 

GTCACTTTGAGCCAAATCGCGTCATCGATTTTTTCCGGCCAAGTGTCGCGGTCGCCGTTG 

AACCGTCGGGCGGAAAATTCGTCGGCGATGTCGCGCAGCAGCTTCAATTCTTCGGGCTTG 

GGTTTGCTGTCCCACAAGACGGCGGGGGCTTCAAAGCGGAGCAGGTTTTGCTGGGCATTG 

CTTTGCGTCAGTCGATAGAGTTTGTAGGGGCAGAGATAGCGGCCGCGCCCTTTGGCAAGT 

GCGAAGGTCAGTTCCAAACCGCTTTTTTCGACCAGAAACGGCAGGTCGCGGTCTACCAAC 

TGCTCCTGCAAGGCAACCGTCGCGCTGCTCACAATCAGCCGCTTGCCGCGTGTTTGCGCC 

ATGATGCCGCCGGCCAAAAGGTAGGCCAACGATTTGCCCACGCCGGTCGGCCCTTCGATC 

ACGGCAATGCTCTCGCCTTCGCGCTTGGGCGGCTCGCCGCCtTCTTCGCGCGCCAACGTC 

CGCGAAAAAGCGTTGGCAACCGCCGCAATCATTTCCCGCTGCGAAGCACGCGGACGGAAA 

CCGGGCAGGTTTTTGCCGATGTTTTGGTAATGGTCGCGGATGGCGTTTTTTTCTAAATCG 

GTGAGCATGGCGTTTT6TACGGCGGTAGAAGTGGGCTTATTTTAACATTGCACGGAAGCG 

GTACAATATCGTTGTCGGAATGGGGGGTGAGGTGAATCGTGCGGACGTGGTTGGTTTTTT 

GGTTGCAGCGTTTGAAATACCCGTTGTTGCTTTGGATTGCGGATATGTTGCTGTACCGGT 

TGTTGGGCGGCGCGGAAATCGAATGCGGCCGTTGCCCTGTGCCGCCGATGACGGATTGGC 

AGCATTTTTTGCCGGCGATGGGAACGGTGTCGGCTTGGGTGGCGGTGATTTGGGCATACC 

TGATGATTGAAAGTGAAAAAAACGGAAGATATTGAGTCATTCGGACGCAATGCCGTCTGA 

AACGGAAGTTCAGACGGCATTTGTTTTAGGTTGCCGTACCGCTTAGGGAATACCGGCGAC 

AGGATGGGCGGGATAGCCGTGGGTATCGACCGAACAGGCAAACCGCCAAGGCGTGTGGAC 

GGTGTCGGCGGACAGGTGGGCAAGCTCGGGAATGTGCCGTCTGACAAAGGTGCCGTCGGG 

GTCGGTTTTGTGTGCGGCGGCGGCAATGTCGGGGCAGGTGTGCCGTGAGGCGGCAAGCCG 

CCAGTTGCCTTGGTTGATTGCTGCATCGAAATCGGTCAGCTGTCGGGCAAACCATATCTC 

GCCTTCGCGGCGGGGGAGGTTTAAAACGTGGCAGAAAAAATCCGCGCTCAAGCGTCTCAG 

GGCGGGGTGGAGGCTGCCGGTTTTGTGCAAACAGCGCATCGCGGCATCGATAATCGGAAT 

GCCGGTCCGGCCCTGCTGCCAAAGCGTCAGGCGCAGGGTGTGTTCAGGATTGCCGTCTGA 

AGGGTCGTCATCCGTGTGCTGCAAGGCAAGTTGAAGGAAAAAATCGCGGCGGATGATGTT 

GTCCGCCCACGCGTTCAGACGGCGTTCGAGGCTTTCCCGCGCGAGCAGGCGCGGCGAGAT 

GCAGCCGGCACTCAAATACGCGCCCATCAGCGAAGTGTGTTTGCGCGAGGGGAAATCCTT 

TAAAACGGAGTAGGAATCCGCCTGTTCGAGAAACCGCCGCCACTGCCGCCAAGCCGCCGT 

TTCGCCGCTGTTTTGCGGCAGGAAGATGCCGTCTGAAAGCGCGGCAGGCTGCGGGGCGGA 

AAGGTTTTCGGGGAAGGGTTGGCGGTATGCCGCGAATAGGTCCGGACCGGCGGGGGGCTG 

CTTGGAAAAGCGGTCGAGCCATACTTCGCGGTAGCGGTCGAAATCGGCATATGCCGTGCC 

GCCGTCGGGTATCAGGTCGGTTTTGCCGAAAACGGCGCGGTCGTTGACGAAGGTTAACGC 

GATGCCGTGTTTGTCCAATTCGTGCCAAAGGGCGTTGTCGGCGAGTTTGTCGGCAAAAGT 

ATGGGATTCGTCGGCGATGACGGTGCGGATATTGAGGCGGACGGCGAGCCGGACGAGCTC 

GGCAGGAGATGCCGCCGTGTAGAGCGGGATGCCGCGCCCTGCAAGCCCTTGGGCGAGTTC 

GGCGGCGGATTGGCGGTAGAACGCGGCGCGGCGAGGGTTGTCTGTTTCGGCATCGTCAAT 

CCAAATGCCGATAATGGGCAAACTTCGGCAACGGCGGCGCATAAGGCGGCGTTGTCGCGG 

ATGCGGAGGTTTTGGCGGAACCAGACGAGCGTGTGTGCGGCGCACGTGTCCGCATAAAGG 

GGGCGGGCGGTTTCAGACGGCATTTCGGCAGCCTTTCCTGCTGGCGATTTT^ 

AAAATCGATGAAGCTGCGGACTTTCGCGCTTAAGAATGCCCTGTCTGCATAAACGGCATT 

CAGCCGGTCGGTCGGGACGGCGTATCCGGGCAGCAGCCTCACCAGCGTGCCGCAGCGCAA 

ATCGTGTTCCGCCGCCCAAAGCGGCTGATAACCGATGCACGCGCCCGCCTTAATCATTTC 

GCGCATCATCAGCGTGTTGTCGGTACGGATtaCX^GGGGTCAGTTCAAGCCGGTATTTm 

GCCGTCCGATTTGCGGGTGAGGTCGAGTTTCTGCTGGrrGGTGTAOT 

GGGCAGCCCCGCCACTTCTTCCGGCGTTTCCGGCACGCCGTTGCGCCTCAGGAAATCGGG 

CGAGGCGAGCAGGGCAAATTCGATTTCCGCCAGTGGGCGCGCAATCAGCGACGGGGACAG 

GGTTTCGGAAACGCGCAACGCCAAATCCACGCCTTOSGCAATC^ 

CTCCAAAATCAGTTCTAATGC(yiCTTCGGGATAACGTTCGCGGTATTCCGCCAGCCAGTT 

GCATATCTGGCTGCCGGCAAACCACAGCGGCATCGTTACGCGCyiGCAGCCCCTGCGGT-rT 

TTCCGTCCCCCCGGCGGCTTTTTGCGCGGCATCGTCXIAGCGTGTCGAGCGC^^ 

TTGCCGGTAGTATTCTTCCCCGGCTTCGGTCAGGCTGAGGTTGCGGCTGTTGCGGTGCAG 

GAGTTTGGCTTGGACGGTGTmCCAAGTGGCTGACGTGTTTGCTTGCCATTGCGGT^ 

GATGCCGAGCGCGTCGGCGGCGCGGGTGAAGCCGCCGCTTTGGACGACTTGGCGGAAAAC 

CTTGAGGCTGAACAGGGTCTCCATATTTTCTTGTGTGGAAAAGTTGTATCAATAAAAGC^ 

CTATATATTTGAAAAGGGGAAACATCTATACTCTACCGCCTGAAATGAAGACAAATATCA 

AAGGAGCTTTTATGTCCGATTGCTGCAACCGTATCCAACCGGTTTTGCTTTCTGTm 

GTATCGTAACCGCCTACCTGTTTTTGTTGCACGGTACGTCGAA^ 

JJSS^^^^'^^^'^^^^^^^^'^TGCTGCTTGCCGGTATTTO^^ 

GCCAGATGGCGGTTGCCTATTTTATtKK:GCACGCTTCCGGAAATGCT^^ 

CCAACGGCGGCGAGTCCGCAGTCCTGTTCTGCTTCGTATTCCTCTAT^ 

GCGGCGGAGCATGGTCGCTGGACAGGCTGTTTTTCAAGCGTAAA 

aggctgccgaaagccgccgttccatttattcgttaaataaaaatctgcccgtcggSa^ 
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ATGAAGTTGTCCAAATCGTCGAACACGCCGTTTTGCACACACCTTCTTCGTTCAATTCCC 

AATCTGCCCGCGTGGTCGTGCTGTTTGGCGAAGAGCATGATAAGGTGTGGCAATTTGTCG 

AAGACGCGCTGCGTGCCGTCGTGCCTGCCGACAGTTTTGAACCGACCGCGCAAAAATTGA 

ACCTGTTTAAGGCGGGTGCGGCAACCATTTTGTTTTATGAAGATCAAAATGTCGTCAAAG 

GTTTGCAGGAGCAGTTCCCTGCTTATGCCGCTAACTTCCCCGTTTGGGCGGATCAGGCAA 

ACGCGATGGTGCAGTATGCCGTTTGGACGACACTTGCCGCGGTCGGCGTAGGTGCAAACC 

TGCAACATTACAATCCCTTGCCCGATGCGGCGATTGCCAAAGCGTGGAATATCCCCGAAA 

ACTGGTTGTTGCGCGCACAAATGGTTATCGGCGGTATTGAAGGGGCGGCAGGTGAAAAGA 

CCTTTGAACCCGTTGCAGAACGTTTGAAAGTGTTCGGCGCATAATTTCGCGGTCAAAAAA 

ATGCCGTCTGAACCCTGTTCAGACGGCATTTTTCAGTATCAGGCGGCGAGTTTTCCGCAT 

TCTGAGACCTTTGTTTACAAATATCATGTTCAATATAGTTAAAAGAAATTATTCTCATTT 

CCTCCGTGAGGCAATATAATTCGGTTGTTTTGTTAAATTGAGTATAAAAATGAATUVTATC 

ATTTCATTTAGCTTTATTACCCACGCTGATTATTGGTTCCTTCCCTGTTGCTGCCGCCGA 

TACGCAGGACAATGGTGAACATTACACCGCCACTCTGCCCACCGTTTCCGTGGTCGGACA 

GTCCGACACCAGCGTACTCAAAGGCTACATCAACTACGACGAAGCCGCCGTTACCCGCAA 

CGGAGAGCTCATCAAAGAAACGCCGCAAACCATCGATACGCTCAATATCCAGAAAAACAA 

AAATTACGGTACGAACGATTTGAGTTCCATCCTCGAAGGCAATGCCGGCATCGACGCTGC 

CTACGATATGCGCGGTGAAAGCATTTTCCTGCGCGGTTTTCAAGCCGACGCATCCGATAT 

TTACCGCGACGGCGTGCGCGAAAGCGGACAAGTGCGCCGCAGTACTGCCAACATCGAGCG 

CGTGGAAATCCTGAAAGGCCCGTCTTCCGTGCTTTACGGCCGCACCAACGGCGGCGGCGT 

CATCAACATGGTCAGCAAATACGCCAACTTCAAACAAAGCCGCAACATCGGAGCGGTTTA 

CGGCTCATGGGCAAACCGCAGCCTGAATATGGACATTAACGAAGTGCTGAACAAAAACGT 

CGCCATCCGTCTCACCGGCGAAGTCGGGCGCGCCAATTCGTTCCGCAGCGGCATAGACAG 

CAAAAATGTCATGGTTTCGCCCAGCATTACCGTCAAACTCGACAACGGCTTGAAGTGGAC 

GGGGCAATACACCTACGACAATGTGGAGCGCACGCCCGACCGCAGTCCGACCAAGTCCGT 

GTACGACCGCTTCGGACTGCCTTACCGCATGGGGTTCGCCCACCGGAACGATTTTGTCAA 

AGACAAGCTGCAAGTTTGGCGTTCCGACCTTGAATACGCCTTCAACGACAAATGGCGTGC 

CCAATGGCAGCTCGCCCACCGCACGGCGGCGCAGGATTTTGATCATTTCTATGCAGGCAG 

CGAAAATGGCAACTTAATCAAACGTAACTACGCCTGGCAGCAGACCGACAACAAAACCCT 

GTCGTCCAACTTAACGCTCAACGGCGACTACACCATCGGCCGTTTTGAAAACCACCTGAC 

CGTAGGCATGG ATTAC AGCCGCGAACACCGCAACCCGACATTGGGTTTCAGGAGCGCC TT 

TTCCGCCTCCATCAACCCCTACGACCGCGCAAGCTGGCCGGCTTCGGGCAGATTGCAGCC 

TATTCTGACCCAAAACCGCCACAAAGCCGACTCCTACGGCATCTTTGTGCAAAACATCTT 

CTCCGCCACGCCCGATTTGAAATTCGTCCTCGGCGGCCGTTACGACAAATACACCTTTAA 

TTCCGAAAACAAACTCACCGGCAGCAGCCGCCAATACAGCGGACACTCGTTCAGCCCCAA 

CATCGGCGCAGTGTGGAACATCAATCCCGTCCACACACTTTACGCCTCGTATAACAAAGG 

CTTCGCGCCTTATGGCGGACGCGGCGGCTATTTGAGCATCGATACGTTGTCTTCCGCCGT 

GTTCAACGCCGACCCCGAGTACACCCGCCAATACGAAACCGGCGTGAAAAGCAGTTGGCT 

GGACGACCGCCTCAGCACTACGTTGTCTGCCTACCAAATC6AACGCTTCAATATCCGCTA 

CCGCCCCGATCCAAAAAACAACCCTTATATTTATGCGGTTAGCGGCAAACACCGTTCGCG 

CGGCGTGGAATTGTCCGCCATCGGGCAAATCATCCCCAAAAAACTCTATCTGCGCGGTTC 

GTTGGGCGTGATGCAGGCGAAAGTCGTTGAAGACAAAGAAAATCCCGACCGAGTGGGCAT 

CCATTTGAATAATACCAGCAACGTTACCGGCAACCTGTTTTTCCGTTATACCCCGACCGA 

AAACCTCTACGGCGA7VATCGGCGTAACCGGTACAGGCAAACGCTACGGTTACAACTCAAG 

AAATAAAGAAGTGACTACGCTTCCAGGCTTTGCCCGAGTTGATGCCATGCTTGGCTGGAA 

CCATAAAAATGTTAACGTTACCTTTGCCGCAGCCAATCTGCTCAATCAAAAATATTGGCG 

TTCGGACTCTATGCCGGGTAATCCGCGCGGCTATACTGCCCGGGTAAATTACCGTTTCTG 

ATGAAATCAGGCAAAGGCTGAAATAAAACTAAACACATTTTTTCACTCAAATCGAACACG 

CCTTCAATAAAATGCCATAAAATCCGCACATTAATCTGACACACAAGAGATACCTATGAA 

ACTGAAAACCTTAGCTTTGACTTCATTGACCCTGTTGGCATTGGCCGCTTGTAGCAAACA 

GGCTGAAACCAGTGTTCCGGCAGACAGCGCCCAAAGCAGCTCATCTGCTCCGGCAGCCCC 

TGCTGAGTTGAACGAAGGTGTGAACTACACTGTATTGTCTACGCCTATTCCGCAACAGCA 

GGCCGGTAAAATCGAAGTATTGGAATTTTTCGGCTACTTCTGCCCGCATTGCGCCCATCT 

TGAGCCGGTCTTGAGCGAGCACATCAAAACGTTTAAAGACGATACCTATATGCGCCGGGA 

GCATGTCGTGTGGGGTGATGAAATGAAACCTTTGGCACGTTTGGCGGCCGCAGTGGAAAT 

GGCCGGTGAATCAGATAAAGCCAACAGCCATATTTTCGATGeGATGGTTAATCAAAAAAT 

CAATCTGGCCGATACCGATACCCTGAAAAAATGGCTGTCCGAGCAAACAGCGTTTGACGG 

CAAAAAAGTATTGGCTGCATTTGAGGCTCCTGAAAGCCAAGCGCGTGCGGCTCAAATGGA 

AGAGTTGACCAATAAATTCCAAATCAGCGGCACACCGACTGTGATTGTCGGCGGCAAATA 

CCAAGTTGAATTTAAAGACTGGCAGTCCGGTATGACCACGATTGACCAGTTGGTGGATAA 

AGTACGCGAAGAGCAGAAAAAGCCGCAATAAGTTGAGGATTGAATGAGTAAAGGCCATCT 

GAAAATAGGATTTCAGACGGCCTTTTGTATTTAGGCTTTATAGAAGAGATGATTGCTTAA 

AGCCTTATGGTTTTAAATCAGAATATATAGCGGATTAACAAAAACCAGTACGGCGTTGGC 

TCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCC 

GTACTATCTGTACTGTCTGCGGCTCGCCGCCTTGTCCTGATTTTTGTTAATCCACTATAA 

ATCAGAATATAAAACAAAAACGCCGTCTGAAATTTCAGACGGCGTTTTCTGTTAAATCGG 

CTTACAAACCCGGGAACATCCCTTTTATCCCCCTCATTCCTTTCGCCATACGCATCAGTT 

TGCCCAAGCCGTTGCCGCTGAACATCTTCATCATTTGTTGCATTTGTTCAAACTGTTTGA 

GCAATTTGTTCACTTCCTGCACGGTTGTGCCCGCACCCATTGCAATACGGCGTTTGCGGC 

TGGCTTTGAGCAGGGCAGGGTTGGCGCGTTCTTTAGGGGTCATCGAGTTGATGATGGCTT 

CTACTTTGCCCATCGCTTTTTCAGCCGTTCCTTCGGGGATTTGTTTCGAGATTTGACCCA 

GTTCGCCCGGCATTTTCGACATCAGGTTTTCCAAACCGCCCATATTCCGCATTTGCTGGA 

TTTGTTCTTTAAAGTCGTTGAGGTCGAAGCCTTTGCCTTTGTGCAGCTTTTTCGCCATTT 

TAGCGGCGGCTTCTTCGTCTATACCTTTTTGAACGTCTTCAATCAGGGTCAATACGTCGC 

CCATACCCAAAATGCGGCCGGCAAGACGGTCGGGGTGGAAAGGTTCGAGGCCGTTGATTT 
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TTTCGCCGACACCGATAAATTTAATCGGTTTGCCGGTTACGTGGCGTACGGACAATGCCG 

CACCGCCGCGCGAGTCGCCGTCCATCTTGGTCAATACGAeTCCGGTCAGCGGCAGGGCTT 

CATTAAATGCCTGAGCAGTGTTCACCGCATCCTGACCCAGCATCGCATCGATGACGAACA 

AAGTTTCCACCGGGTTAACCGCCGCGTGAAGGGCTTTGATTTCGTTCATCATCTCTTCAT 

CGATTGCCAAACGGCCGGCGGTATCGACCATCAATACATCGTAAAAATGTTTTTTGGCGT 

AATCGACGGCGGCAGTTGCAATTTCAACCGGTTTTTGGTTGGTATCGGACGGGAAAAAAT 

CCACGCCGACCTGTTCGGCCAACAGACGCAGCTGTTCAATCGCGGCAGGACGGTAAACGT 

CGGCGGATACCACCAAAACCTTTTTCTTCTGATCGTTTTTCAACAGGCGGGCGAGTTTGC 

CGACGGTCGTCGTCTTGCCTGCGCCCTGCAAACCTGCCATCAACACGACGGCGGGCGGCG 

CAACCGACAAATCCAGCGTTTTGTTTTCCCTGCCCATCAGTTCGGTCAGGGCTTTGTTGA 

CCACGCCGATAAATGCCTGATCCGGCGTCAGGCTGCCCGCTACTTCCTGACCGAGGGCCT 

TTTCTTTGACGTTGTTGATGAACTCTTTGACGACAGGCAGGGCGACATCCGCCTCAAGCA 

GGGCGAGGCGGACTTCGCGCAAGGCCTCTTTAATATTGTCTTCGGTCAGTTTGGCCTGCC 

CCCGGATGTTTTTGAAGACATTGCTGAAGCGGCCGGTTAAATTGTCTAACATACTGGTCC 

TTGGTCTGAATAAGAATAGCTTGCCCCATCAGGGGCATTCTTTGTTAAAATAAAATCAAA 

ATAATTTGATGCGGCTTGTGTGCCGGACAGCATATCGGCAAATCCGTCAAGGCTTGACCG- 

AAATGGGGATTTTACAATTCCAACGTTAAAAGTTCCAATATTTCATAAGCGGCCGCATAC 

GGCGC AACAGTATAGATAGAGAAAGTCCACCATGCCGACAGTTTTCATCTTTTTGACGGC 

GGTTTACGCAGGATTGGGTGCATTTGCATGGCACTGCCAACAGCAGGGGTGCGGCCGGGA 

TTACCCGTGGAAGACGGAATTGCCGGTTTTGGGTGCGGCATTGACCGTCCACGGCGCGGC 

ACTGCTTATGCCGGTCATTCAAGACAAAATCATCATTATGGGCTTCGGGTATTCCGGCAG 

CCTGATTGTTTGGATGATGCTGTTTATTTATTTTGCCGGCAGCTTCTTTTATCCGCTGCG 

CGGAGTGCAGTTGCTGCTGTATCCTTGCGCCGCACTGATGCTGCTGTCAGGTTTGGTTTT 

TCCTGGAAAATTCTCGGGATATGAAATTACCGACCTTCCCTTTATGCTGCATATCGGAAC 

TTCGCTGCTCGCATACGGGCTGTTCGGCATCGCAACATTATTGTCCGTTTTGACCCTGCT 

GCTGAATCGGAGCCTGCACCGCAGGAGCTTCTCCAAGCTCGCAGGATTCCTGCCGTCGCT 

GCTCAGTTTGGAAAAACTCATGTTCCAGGCCATGTGGGCAGGTTTCATCCTGCTGACCTA 

TTCCGTCGTCAGTGGAACATTTTTTGCCGAAGCCGTATTCGGCAAACCCATGACCTTTAC 

CCATAAAACCGTATTCGGCATATTGTCATGGCTGATTTACGGCGGACTGCTGCTCAAGCA 

CAGCATGACCGCATGGCGCGGCAAAAAAGCCGCCGTGTGGACCATCATCGGATTTGTCAG 

CCTTATGATTGCCTATATGGGCAGCAAGTTCGTATTGGAAATCATTGTGAAAAGATAAGA 

AGAGCCAACAGATGCCGTCTGAGTCCCCGAGTTTCAGACAGCATATTCACAAAGGCGCAC 

CAGCCGGAGGAGGGAGAGGAAAGGATTGTTGGAGGCGGCGCAGTATTTAGCAGAAATAAA 

AAACCTTATCCGACAGCGACATGACGAATTTCCCCAAAAAAATCCCGCTGAAAGCATTGA 

CCGTTTTTCCCTGTGGGCGTATAGTTCGGTTCTTCGCTGCTGCAGAAGTGGCGGACGAAC 

TGAAAAGTATAGCACAGAATGTTGGGGATATCGAGAGATATCTTGACAGGCGGAAGGAAT 

ACTTTATAATTCGCAACGCTCTTTAACAAAACAGATTACCGATAAGTGTGAGTGCCTTGA 

GTCTCACACTGTTTGAAAGACAGACAAGATAATGTTTTGAACATTGTCCTGTTGGTTTCT 

TTGAAGCAGACCAGAAGTTAAAAAGTTAGAGATTGAACATAAGAGTTTGATCCTGGCTCA 

GATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGGACGGCAGCACAGAGAAGCTTG 

CTTCTCGGGTGGCGAGTGGCGAACGGGTGAGTAACATATCGGAACGTACCGAGTAGTGGG 

GGATAACTGATCGAAAGATCAGCTAATACCGCATACGTCTTGAGAGAGAAAGCAGGGGAC 

CTTCGGGCCTTGCGCTATTCGAGCGGCCGATATCTGATTAGCTAGTTGGTGGGGTAAAGG 

CCTACCAAGGCGACGATCAGTAGCGGGTCTGAGAGGATGATCCGCCACACTGGGACTGAG 

ACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCC 

TGATGCAGCCATGCCGCGTGTCTGAAGAAGGCCTTCGGGTTGTAAAGGACTTTTGTCAGG 

GAAGAAAAGGCTGTTGCTAATATCAGCGGCTGATGACGGTACCTGAAGAATAAGCACCGG 

CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTG 

GGCGTAAAGCGGGCGCAGACGGTTACTTAAGCAGGATGTGAAATCCCCGGGCTCAACCCG 

GGAACTGCGTTCTGAACTGGGTGACTCGAGTGTGTCAGAGGGAGGTAGAATTCCACGTGT 

AGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCTCCTGGGACA 

ACACTGACGTTCATGCCCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCC 

ACGCCCTAAACGATGTCAATTAGCTGTTGGGCAACCTGATTGCTTGGTAGCGTAGCTAAC 

GCGTGAAATTGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGG 

GGACCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCT 

GGTCTTGACATGTACGGAATCCTCCGGAGACGGAGGAGTGCCTTCGGGAGCCGTAACACA 

GGTGGTGGATGGeTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAG 

CGCAACCCTTGTCATTAGTTGCCATCATTCAGTTGGGCACTCTAATGAGACTGCCGGTGA 

CAAGCCGGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTATGACCAGGGCTTCA 

CACGTCATACAATGGTCGGTACAGAGGGTAGCCAAGCCGCGAGGCGGAGCCAATCTCACA 

AAACCGATCGTAGTCCGGATTGCACTCTGCAACTCGAGTGCATGAAGTCGGAATCGCTAG 

TAATCGCAGGTCAGCATACTGCGGTGAATACGTTCCCGGGTCTTGTACACACCGCCCGTC 

ACACCATGGGAGTGGGGGATACCAGAAGTAGGTAGGATAACCACAAGGAGTCCGCTTACC 

ACGGTATGCTTCATGACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGGAACCTGCGGC 

TGGATdACCTCCTTTCTAGAGAAAGAAGAGGCTTTAGGCATTCACACTTATCGGTAAACT 

GAAAAAGATGCGGAAGAAGCTTGAGTGAAGGCAAGATTCGCTTAAGAAGAGAATCCGGGT 

TTGTAGCTCAGCTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCGGAGGTTCAAGTGCT 

CCCAGACCCACCAAGAACGGGGGCATAGCTCAGTTGGTAGAGCACCTGCTTTGCAAGCAG 

GGGGTCATCGGTTCGATCCCGTTTGCCTCCACCAATACTGTACAAATCAAAACGGAAGAA 

TGGAACAGAATCCATTCAGGGCGACGTCACACTTGACCAAGAACAAAATGCTGATATAAT 

AATCAGCTCGTTTTGATTTGCACAGTAGATAGCAATATCGAACGCATCGATCTTTAACAA 

ATTGGAAAGCCGAAATCAACAAACAAAGACAAAGCGTTTGTTTTGATTTTTTATTCTTTG 

CAAAGGATAAAAATCTCTCGCAAGAGAAAAGAAAACAAACACAGTATTTGGGTGATGATT 

GTATCGACTTAATCCTGAAACACAAAAGGCAGGATTAAGACACAACAAAGCAGTAAGCTT 

TATCAAAGTAGGAAATTCAAGTCTGATGTTCTAGTCAACGGAATGTTAGGCAAAGTCAAA 
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GAAGTTCTTGAAATGATAGAGTCAAGTGAATAAGTGCATCAGGTGGATGCCTTGGCGATG 

ATAGGCGACGAAGGACGTGTAAGCCTGCGAAAAGCGCGGGGGAGCTGGCAATAAAGCAAT 

GATCCCGCGATGTCCGAATGGGGAAACCCACTGCATTCTGTGCAGTATCCTAAGTTG7VAT 

ACATAGACTTAGAGAAGCGAACCCGGAGAACTGAACCATCT/^GTACCCGGAGGAAAAGA 

AATCAACCGAGATTCCGCAAGTAGTGGCGAGCGAACGCGGAGGAGCCTGTACGTAATTUiC 

TGTCGAGATAGAAGAACAAGCTGGGAAGCTTGACCATAGTGGGTGACAGTCCCGTATTCG 

AAATCTCAACAGCGGTACTAAGCGTACGAAAAGTAGGGCGGGGCACGTGAAATCCTGTCT 

GAATATGGGGGGACCATCCTCCAAGGCTAAATACTCATCATCGACCGATAGTGAACCAGT 

ACCGTGAGGGAAAGGCGAAAAGAACCCCGGGAGGGGAGTGAAACAGAACCTGAAACGTGA 

TGCATACAAACAGTGGGAGCGCCCTAGTGGTGTGACTGCGTACCTTTTGTATAATGGGTC 

AACGACTTACATTCAGTAGCGAGCTTAACCGAATAGGGGAGGGGTAGGGAAACCGAGTCT 

TAATAGGGCGATGAGTTGCTGGGTGTAGACCGGAAACCGAGTGATCTATCCATGGCCAGG 

TTGAAGGTGCCGTAACAGGTACTGGAGGACCGAACCCACGCATGTTGCAAAATGCGGGGA 

TGAGCTGTGGATAGGGGTGAAAGGCTAAACAAACTCGGAGATAGCTGGTTCTCCCCGAAA 

ACTATTTAGGTAGTGCCTCGAGCAAGACACTGATGGGGGTAAAGCACTGTTATGGCTAGG 

GGGTTATTGCAACTTACCAACCCATGGCAAACTAAGAATACCATCAAGTGGTTCCTCGGG 

AGACAGACAGCGGGTGCTAACGTCCGTTGTCAAGAGGGAAACAACCCAGACCGCCAGCTA 

AGGTCCCAAATGATAGATTAAGTGGTAAACGAAGTGGGAAGGCCCAGACAGCCAGGATGT 

TGGCTTAGAAGCAGCCATCATTTAAAGAAAGCGTAATAGCTCACTGGTCGAGTCGTCCTG 

CGCGGAAGATGTAACGGGGCTCAAATCTATAACCGAAGCTGCGGATGCCGGTTTACCGGC 

ATGGTAGGGGAGCGTTCTGTAGGCTGATGAAGGTGCATTGTAAAGTGTGCTGGAGGTATC 

AGAAGTGCGAATGTTGACATGAGTAGCGATAAAGCGGGTGAAAAGCCCGCTCGCCGAAAG 

CCCAAGGTTTCCTGCGCAACGTTCATCGGCGTAGGGTGAGTCGGCCCCTAAGGCGAGGCA 

GAAATGCGTAGTCGATGGGAAACAGGTTAATATTCCTGTACTTGATTCAAATGCGATGTG 

GGGACGGAGAAGGTTAGGTTGGCAAGCTGTTGGAATAGCTTGTTTAAGCCGGTAGGTGGA 

AGACTTAGGCAAATCCGGGTCTTCTTAACACCGAGAAGTGACGACGAGTGTCTACGGACA 

CGAAGCAACCGATACCACGCTTCCAGGAAAAGCCACTAAGCTTCAGTTTGAATCGAACCG 

TACCGCAAACCGACACAGGTGGGCAGGATGAGAATTCTAAGGCGCTTGAGAGAACTCAGG 

AGAAGGAACTCGGCAAATTGATACCGTAACTTCGGGAGAAGGTATGCCCTCTAAGGTTAA 

GGACTTGCTCCGTAAGCCCCGGAGGGTCGCAGAGAATAGGTGGCTGCGACTGTTTATTAA 

AAACACAGCACTCTGCTAACACGAAAGTGGACGTATAGGGTGTGACGCCTGCCCGGTGCT 

GG AAGGTTAATTGAAGATGTGAGAGCATCGGATCGAAGCCCCAGTAAACGGCGGCCGTAA 

CTATAACGGTCCTAAGGTAGCGAAATTCCTTGTCGGGTAAGTTCCGACCCGCACGAATGG 

CGTAACGATGGCCACACTGTCTCCTCCTGAGACTCAGCGAAGTTGAAGTGGTTGTGAAGA 

TGCAATCTACCCGCTGCTAGACGGAAAGACCCCGTGAACCTTTACTGTAGCTTTGCATTG 

GACTTTGAAGTCACTTGTGTAGGATAGGTGGGAGGCTTAGAAGCAGAGACGCCAGTCTCT 

GTGGAGCCGTCCTTGAAATACCACCCTGGTGTCTTTGAGGTTCTAACCCAGACCCGTCAT 

CGGGGTCGGGGACCGTGCATGGTAGGCAGTTTGACTGGGGCGGTCTCCTCCCAAAGCGTA 

AGGGAGGAGTTCGAAGGTTACCTAGGTCCGGTCGGAAATCGGACTGATAGTGCAATGGCA 

AAAGGTAGCTT/U^CTGCGAGACCGACAAGTCGAGCAGGTGCGAAAGCAGGACATAGTGAT 

CCGGTGGTTCTGTATGGAAGGGCCATCGCTCAACGGATAAAAGGTACTCCGGGGATAACA 

GGCTGATTCCGCCCAAGAGTTCATATCGACGGCGGAGTTTGGCACCTCGATGTCGGCTCA 

TCACATCCTGGGGCTGTAGTCGGTCCCAAGGGTATGGCTGTTCGCCATTTAAAGTGGTAG 

GTGAGCTGGGTTTAAAAGGTCGTGAGACAGTTTGGTGGCTATCTGGAGTGGGCGTTGGAA 

GTTTGAGGGGGGGTGCTCGTAGTAGGAGAGGAGGGGAGTGGACGAAGCTCTGGTGTACCG 

GTTGTAACGGGAGTTGGATAGGCGGGTAGGTAAGTTCGGAAGAGATAAGCGGTGAAAGGA 

TCTAAGCGGGAAACTGGCGTGAAGATGAGAGTTCCCTTGGGGTTTAAGGGGACTAAAGAG 

TGGTTCGAGACCAGGACGTTGATAGGTGGGGTGTGGAAGCGCGGTAACGCGTGAAGGTAA 

GCCATAGTAATTGGTGGTGAGGCTTGACTCTATGATTTGAAGAACTTCAAGAGATAAAAG 

CTTACTGACTGATTGAGTGATTACCGAATATATTGATTAAGGGTTTACGGATTTGTAAGA 

GTTTAAGTTTGGGGGCCATAGCGAGTTGGTCCCACGCGTTCCCATCCCGAACAGGAGCGT 

GAAACGACTCAGGGGCGATGATAGTGTGGTTCTTGCATGCGAAAGTAGGTCACTGCCAAA 

CACCGATTGAGAAAAGGCCCGATTATTCGGGGGTTTTTGCTTTGCCCGGAAAAAATGTTT 

GCTTTGCCGGGAAAAAATGTCGGTGATGGCGGGAGGGCATCCGTAGGGTGTCCGGTGGGG 

TTTGGGGAGGAAGGGCTTGAAAGTTTGGGATATTGATTTTAGAATGACTCGTTTTATCGT 

CGGAAGATGCGGTTTATTGTTTGCAAGCCTTAAAGGAAAAACCATGAAGAAAATGTTCGT 

GGTGTTGTGTATGCTGTTCTGCTGCGGCTTCTGCCTTGGGGGGGTAAACATCAATGCGGG 

TTGGCAGCAGGAGTTGGAGGGGCTGCCGGGGATAGGGCGGGGGAAGGCGAAGGCCATTGC 

GG AATACGGTGGGCAAAACGGTGCGTTCAAGTGTGTAGACGATTTGACCAAGGTAAAGGG 

CATCGGGCGTGGGGTGGTGGCGAAGGTGAAGGACCAGGGTTCGGTCGGGGGGCCCGGAGG 

AAAAGGCGCAGGGAAAGGGGTGGTGCCCGGGGATAAAAAATAGGGGAAGCTGTAAAGGAA 

AGGGGATCGGCCGGGGTGGGTGCTTTTTTGTTTGGAAGGGAAATGGGTAAAATATGTAGG 

ATTATGTTGTGTATGGTTGTTTAGCGCTTGCGCACCTTTGTCCGCCTTAAAGCAGGTAGA 

GAGCGCAATGAATGGACGCAAAGAAAATGCCGTCTGAACATGCGTTCGGGCGGGGTTTTG 

TTGGGGGGTATGGGAGCGGAACGTCTGAAAAAGGGTTTGAGGCGGTCTTTGGGGGTGTGG 

TGACAGTCGAAAAGGTGATAAGGCTACCTGAAAAGTTTGGGAGATTTTCAGGTAGCGTTT 

GGTATTGGGCGGAAGAGAGGGAGGTAGAGATTAGCGGTGTGCCGTAATCGTACGAATGCG 

GATTCAACCTAAGCAGACATCAGTATTTAGGAAGTGGATGTTTGATGGAGCAAAGGTTGT 

ACGAAGGGTGGAAGGCAAGGTGTGGGTGTTTGGTATGGTCGCGCTTGAAAAAACGTGTTT 

TAAGGGACAAATGCGGTCTGAAAATCGGTTTCAGACGGCATTTTCTGTTTATTTAAAGGA 

AAGAGGAAAAGGGAGCAATATTCTGCAGTCTTCCTATTCACACAAGCGTTTTATAGTTAA 

TTAAAAACAAAATAGTACAATACTGAACTTTGAAGGTCTAACCATGGCATACTCTGCGGA 

CTTAAGAAACAAAGCTTT7UUVCTAGGGGCTGTACTAGATTAGCAGATATGTTAGCCTCGA 

AATATGAAGATAACGCACTGCAAATTAAAGAAAAAAGTAGAGAAAGAACTGCTCCGTTTT 

TTGTGCTGGAAGTTAGGGCGCGTTGTGGCGGCGATATTTTGGGTATCCATCCCAATTCGG 
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CAGTACTGTTCTACCGTAAAATCCGCACGGTTATCAACCATCATTTGGCCTTGGCTGCCG 

ATGAGGTTTTTGAGGGCCCTGTCGAGCCGGACGAAAGCGATTTCGGCGGACGGCGTAAAG 

GCAGACGTGGTCGCGGTGCGGCAGGAAAAGTGGTTGTCTTCGGCATTCTGAAACGCAACG 

GACGGGGCTATACCGTTGTCGTAGATAATGCCAAGTCTGAAACGTTACTCCCTGTCATCA 

AAAAGAAAATCATGCCGGACAGTATTGTTTATACCGATAGTCTGAGCAGCTGCGACAAGT 

TGGACGTGAGCGGTTTTATCCATTACCGCATCAACCATTCCAAGGAATTTGCAGACCGTC 

AGAACCACATTAACGGCATTGAGAATTTTTGGAATCAGGCAAAACGCGTCTTGCGAAAAT 

ACAACGG7UVTCGATCGTAAATCTTTCCCGGTGTTCTTGAAAGAATGCGAATTTCGATTTA 

ACTTCGGCACACCGTCTCAAdAGCTTAAAATCCTGCGGGATTGGTGTGGAATTTAGGGCT 

AATCTAGTACAGCACCTAACAAAAACCAGTACGGCGTTGGCTCGCCTTAGCTCAAAGAGA 

ACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATTTGTACTGTCTG 

CGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATATTTTAGATAATGCGTGATT 

TCACCGTATGGGTGTCTTACGGGAAATGGCGGAAAAATTGGGACATAAGGTATTGCCTCT 

TGCACCTTATTCACCTGAGCTCAACCCGATTGAGAAAGTGTGGGCGAATATTAAGCGGTA 

TCTGCGAACCGTTTTGTCTGATTACGCCCGATTTGACGATGCACTACTGTCCTATTTTGA 

TTTTAATTGACTATAGAACGTTGCGGCTACGCGGAAGCCGTACTCGTTGGATTTGGAGCG 

GCCCATTTTGGTTTTGTCACCGTCCAAGACAATCTCACGGGGTTTGTAGATTGTTTTGTG 

ACGGTAGTATGGATCAAACTCGAGACCGACGCTGTCGGTCAACTGTTTGCCTACATTCAG 

ACCGATACCGACACTCCAACCTTTGGCGCTTTTGCTGACATCGCGGGAAGCACCCATCTG 

GGTCGTCATCACTTTGGTTTTGCCGCGCAAATCTGCATATGCATCCGCCCAAGGGGTCAG 

GGATCATCCGTCCCCCAAATCTTGGCGGATTTCGCCATGGACTTTCAAAGCAAGGTTTTC 

ATGCTTGGTAACGGTGTTTTTCCTTATCGCCGATGATGGCTTTGCCTTTGCCGTTAGACT 

CGGGAATATCGGCTACCGTAACGGCGGACACGGCTGCAAGTGAGAGTGCAAGCAGGGTTT 

TTTCATGTTTTTCTTCCTATAATGAGGATAAATAAATGGAAAAAGTGTGGGAAATACCCG 

CATTCCCATTAAATCTTTTTTCAAGCAATGAGTTCTTTTT G TiyrCAACATTTTCCTTGA 

GACCTTTGCAAAAATAGTCTGTTAACGAAATTTGACGCATAAAAATGCGCCAAAAAATTT 

TCAATTGCCTAAAACCTTCCTAATATTGAGCAAAAAGTAGGJUkAAATCAGAAAAGTTTTG 

CATTTTGAAAATGAGATTGAGCATAAAATTTTAGTAACCTATGTTATTGCAAAGGTCTCT 

CCTTGTGTATGAAATTTTGCCGGATGTGAAGGCGGAATCGGCAGCGGGGGTGTTCTCTAC 

CGGATTGTCGTGGAAATGGGAAAACGGATGTTCCGTGCAGGTTTGTCCAAATGAATGGCG 

GGTATTGTTTTTATCAATCTGTTTCTTTTTATTTGAAATAAAATTTCTAAAATftATAAAA 

ATATGAAATTTAAAATCTATAAAAAAAGATATATCAGTTATTTTGAAATAAAATAGCTTT 

GTAGTAATATGTTGCACTTGTTTGTGCAAGGTAAACGATGTAACCTAAGCCGCGTATAAA 

AACCCATCAGGAAAGATGCAAGATGACACACCATTACCCCACAGACGATATTAAGATTAA 

AGAAGTTAAAGAGTTGTTGCCGCCGATAGCCCATCTTTACGAGCTGCCGATTTCCAAAGA 

GGCTTCGGGCTTGGTTCACCGCACCCGTCAGGAAATTTCCGATTTGGTTCACGGCAGGGA 

CAAGCGGCTGTTGGTTATTATCGGGCCGTGTTCGATTCACGATCCGAAAGCGGCGTTGGA 

ATATGCGGAGCGTTTGTTGAAACTCCGCAAGCAGTATGAAAACGAGCTTTTGATTGTGAT 

GCGCGTTTATTTCGAGAAGCCGAGGACGACGGTGGGTTGGAAAGGTTTGATTAACGACCC 

GCATTTGGACGGTACGTTTGACATCAATTTCGGTTTGCGTCAGGCGCGCAGCCTGTTGTT 

GTCGCTGAACAATATGGGTATGCCTGCCTCTACCGAGTTTTTGGATATGATTACGCCGCA 

ATATTATGCGGACTTGATTTCTTGGGGGGCAATCGGTGCGCGGACGACCGAAAGCCAAGT 

TCACCGCGAATTGGCAAGCGGGCTGTCCTGCCCCGTCGGCTTTAAAAACGGTACGGACGG 

CAATTTGAAGATTGCCATCGACGCAATCGGTGCGGCGAGCCATTCGCATCATTTCCTGTC 

TGTAACCAAGGCCGGGCATTCCGCCATTGTCCATACCGGCGGCAATCCCGACTGTCATGT 

CATTTTGCGCGGCGGCAAAGAGCCGAATTATGATGCGGAACACGTCAGCGAGGCGGCGGA 

ACAACTGCGTGCGGCAGGGGTAACCGACAAGCTGATGATAGATTGCAGCCACGCCAACAG 

CCGCAAGGATTACACTCGGCAGATGGAAGTGGCACAAGACATTCCCGCCCAATTGGAACA 

GGACGGCGGCAATATCATGGGCGTGATGGTGGAAAGCCATTTGGTCGAAGGCAGACAGGA 

CAAGCCGGAAGTGTACGGCAAGAGCATTACCGATGCGTGTATCGGTTGGGGCGCGACTGA 

AGAACTGTTGGCATTGTTGGCAGGTGCAAACAAAAAACGTATGGCGCGCGCCAGTTGAGA 

TTTTTGACGCAGAATGTCATAAAATGTCGTCTCAAGCGTTCAGACGGCATTTTTGTGGAG 

GAAATATGCTCAAAATAACCCTAATTGCGGCGTGTGCGGAAAACCTGTCCATCGGGGCGG 

GCAATGCTATGCCTTGGCACATCCCCGAAGATTTCGCATTTTTCAAAGCCTATACCTTGG 

GCAAACCCGTCATTATGGGGCGGAAAACGTGGGAATCCCTGCCCGTCAAACCCCTGCCCG 

GACGGAGGAACATCGTCATCAGCCGGCAGGCGGATTATTGCGCGGCAGGGGGGGAAACGG 

CGGCAAGTTTGGAGGCGGCATTGGCATTGTGCGCAGGCGCGGAAGAAGCCGTCATTATGG 

GCGGCGCGCAGATATACGGACAAGCGATGCCATTGGCGACCGATTTGCGGATAACCGAAG 

TGGATTTGTCTGTGGAAGGAGATGCATTTTTCCCCGCAATAGACCGGACGCATTGGAAAG 

AAGCAGAGCGGACGGAACGCCGTGTCyVGCAGCAAAGGCACGCGCTATGCTTTTGTGCATT 

ATTTGAGATATTGAAATATAAACTCTCTATAAAATCCCCCGCAAATGATGGGCTGAAATA 

GAAAATATTGTTATTCCCCCGAAGATGGGAATCCGGGATTTTAAA6TTAGGGTAATTTAT 

CCGAAATAACAACAATCTTCCATCGTCATTCCCGCAAAAGCGGGAATCCGGAAACGAAAA 

GCTAAAGCAATTTATCGGAAAAAACCGAAGTTTAAAGAACCGGATTCCCGCCTGCGCGGG 

AATGACGAGATTTTAGGTTATGGGGATTTATTGGGAATAATGGAACAAAGAAAGCAGAAA 

TAAGGATATAGAGGCTGTCTTTGGATTTGCGATGGTTGTCGGAGAATGCCGTCTGAAGCC 

GTTTCAGACGGCATTTTTCCAGCTTGAGAACGGATGCCTGCTCAAATAAGCATTGGTAAA 

CATACCGTCGGCAGTGATTTCCCGTCCCAGCCAGTCCGGACGGTCAAAATCGGCATTCTC 

GTCGGGCAACTCGATTTCCGCGACGACCAAAGGCGCATTATCGCCAAGAAAAACATCGAT 

TTCAAACAGGCTGCCGCCCCATCTGACCGGATAACGCCATTTTTCCATTTTAAACGGGCA 

CATCGTTTCCATCATCTTTTCCGCATCGGCAAGCGGGATTTCGTATTCAAACTCACTGCG 

GCTGATTTCCGAAATATAGCCTTTCAGCGTCAGCCACGCCTGTTTTCCGGCAATGCGGAC 

ACGGACGGTGCGTTCTTTTTCyuiCAGACAGATAACCCTGCCTCyUVCAGCAGCGGTTXOTC 

GGCGTATTGGCGCCAGTTGTCGTTTGCAATCAAAAAACGGCGTTCGATTTCTATCGGCAT 

AAGATGCTCCGTCAAAACGGTTTGAACACGACCAGATACAGCGCGGCAACCATCAGCAGC 
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ACGGGGATTTCGTTGAACACGCGGTACCAGCGGTGTGAAAAAGCATTGCTGTAATCCTGA 

AAACGGCGCAGCAGCACGCCGCAATACAACTGGTAAGCCAAGAGCATCAAGCCCAAACAC 

AGTTTGACGTGTACCCAGCCGCTGCCCCACCAGCCGGCGGCAAACGGTATCGCCGCGCCG 

AACACGACCGCGCCGAAGCCCAACGGCGACATAAAACGGTACAGCCGCACCGCCATGCCC 

GACAGACGCACATACTCGGGATTGCCGCGCGGCACATCAATCATCGCCATATTGACGAAA 

ATCCTCGGCAGGTAAAACAGCCCTGCAAACCACGAAATGACAAAAAACAAGTGAAACAGC 

TTGAACCAAGAAAACATCATCGCCCACACCCTGCCGAAAAGCGGTATTGTACAGGCAAAC 

CGCTTGGGAAACGTGATAAAATCAGGCGGATAAACAAATCGAATAAATCCTTACCGCAAA 

ACGGAGGCAAAATGCTCAAATCCATCGAACTCAATTCCCACATCCGCAACCGCCTTGCAG 

AATATCTGAAAGGCAGGGGTATGGATTTTCAGACGGCAATGCAGGAAGAAAAAGGCAACA 

AAGAAATCGCCGCCATCGTCCACAGCGGTTTGCCCACTCTGGTCCGCAAACTGTATTCCG 

AACAAAAAATGCAGAAGTTTTTTTGGGAAAAGCGGGATTTGATTGCCGACTACATCAGCC 

GCCGGATGCAGGGATAGGTGGCTGAAATCTGTTTTCAGGCAAGTGAAAAGACAATATGGC 

AGATTGAAATTACGCTTATCGTCATTCCCGCCCGCGCGGGAATCCGACTTGTTTGGTTTC 

GGTTATTTTTCGTTTCGTAACTTTTGAGCCGTCATTCCCGCGCAGGCGGTAATCCGGCTT 

GTTCGGTTTCGGTTCTTTTTCTCGTTTCGGGTGATTTCTAAACCGTCATTCCCGCGCAGG 

CGGGAATCTAGGTCTTTAAACTTCGGTTTTTTCCGATAAATTTTTGCCGCATTAAAATTC 

TAGATTCCCGCTTTCGCGGGAATGACGGCGGAGGGTTTTTAGTTTTCCCGAAAATGCACA 

TCATCCAAAATCCCGTTATTCCCACAAAACAGAAAATCAAAAACAGCAACCTGAAATCCC 

GTCTTTCCCGCGCAGGCGGTAATCTGAACACGTCCGTAGTGAAACCTATATCCCGTCATT 

CGCACGAAAGTGGGAATCCAGGATGCAGGGAAAACCGTTTTATCCGATAAGTTTCCGCAC 

CGAAAGGTCTAGATTCCCGCTTTCGCGGGAATGACGGCGGAGGGTTTTTAGTTTTCTCGA 

TAAATGCACATCATCCAAAGTCCCGTTATTCCCACAAAAACAGAAAATCAAAAACAACAA 

TCTGAAATTCCGTCCTTCCCGCCTGTGCGGGAATCCGGCTTGTTCGGTTTCGGTTCTTTT 

TCTCGTTTCGGGTGATTTCTAAACCGTCATTCCCGCGCAGGCGGGAATCTAGGTCTTTAA 

GCTTCGGTTTTTCTTGATAAATTCTTGCCGCATTAAAATTCTAGATTCCCGCTTTCGCGG 

GAATGACGGCGGAGGGTTTTTTGTTTTCCCGATAAATGCACATCATCCAAAGTCCCGTTA 

TTCCCACAAAAACAGAAAATCAAAAACAGCAACCTGAAATCCCGTCCTTCCCGCGCAGGC 

GGTAATCTGAACACGTCCGTAGTGAAACCTATATCCCGTCATTCGCACGAAAGTGGGAAT 

CCAGGATGCAGGGAAAACCGTTTTATCCGATAAGTTTCCGCACCGAAAGGTCTAGATTCC 

CGCTTTCGCGGGAATGACGGCGGAGGGTTTTTAGTTTTCTCGATAAATGCACATCATCCA 

AAATCCCGTTATTTCCACAAAACAGAAAATCAAAAACAGTAACCTGAAATCCCGTCATTC 

CCGCGCAGGCGGGAATCCGGCTTGTTCGGTTTCGGTTCTTTTTCTTGTTTCGGGTGATTT 

CTAAACCGTCATTCCCGCGCAGGCGGGAATCCAGACCTTTAAACCCCGACCATCCTTGAT 

AAATTCTTGCGGCATTAAAATTCTAGATTCCCGCTTTCGCGGGAATGACGGCGGAGGGTT 

TTTTGCTTTTCCTGATTTTTCATTGCGATGTAGTATAATGTAGTATATAATCATTATAAT 

TTTAACACTTGACAAAGGAAAATTTCTCATGACACTGAAAGCAAGCAAGCAAGCAAGCAA 

GCAAGCAAGCAAGCGGTCGGGTTAATCTATTAACATTATCTGTTTTATCGCTGTTTTGCA 

CGCCATATGTTTGAGGTTCGGATGCGTACGATCCCGTCAAAGAAGCCGAGATTAAAAACA 

AATTTATTTTAGAAGCGGCGGAAGACAGAAATTCCCACGTTTGGCGCGGCCCGTGCAGCA 

TATCTTTTGATTGCTTCGGTATGTTCAGAGCTCAGCTTGGTTCAAATACTCGTTCTACCA 

AAATCGGCGACGATGCCGATTTTTCATTTTCAGACAAGCCGAAACCCGGCACTTCCCATT 

ATTTTTCCAGCGGTAAAACCGATCAAAATTCATCCGAATATGGGTATGACGAAATCAATA 

TCCAAGGTAAAAATTACAATAGCGGCATCCTCGCCGTCGATAATATGCCCGTTGTCAAAA 

AATATATTACAGAGAAGTATGGGGCTGATTTAAAGCAGGCGGTTAAAAGTCAATTACAGG 

ATTTATACAAAACAAGACCGGAAGCTTGGGCAGAAAATAAAAAACGGACTGAGGAGGCGT 

ATATAGCACAGTTTGGAACAAAATTTAGTACGCTCAAACAGACGATGCCCGATTTAATTA 

ATAAATTGGTAGAAGATTCCGTACTCACTCCTCATAGTAATACATCACAGACTAGTCTCA 

ACAACATCTTCAATAAAAAATTACACGTCAAAATCGAAAACAAATCCCACGTCGCCGGAC 

AGGTGTTGGAACTGACCAAGATGACGCTGAAAGATTCCCTTTGGGAACCGCGCCGCCATT 

CCGACATCCATACGCTGGAAACTTCCGATAATGCCCGCATCCGCCTGAACACGAAAGATG 

AAAAACTGACCGTCCATAAGGATTATGCGGGCGGCGCGGATTTCCTGTTCGGCTACGACG 

TGCGGGAGTCGGACGAACCCGCCCTGACCTTTGAAGACAAAGTCAGCGGACAATCCGGCG 

TGGTTTTGGAACGCCGGCCGGAAAATCTGAAAACGCTCGACGGGCGCAAACTGATTGCGG 

CAAAAACGGCGGATTCCGGTTCGTTTGCGTTTAAACAAAATTACCGGCAGGGACTGTACG 

AATTATTGCTCAAGCAATGCGAAGGCGGATTTTGCTTGGGCGTGCAGCGTTTGGCTATCC 

CCGAGGCGGAAGCGGTTTTATATGCCCAACAGGCTTATGCGGCAAATACTTTGTTTGGGC 

TGCGTGCCGCCGACAGGGGCGACGACGTGTATGCCGCCGATCCGTCCCGTCAAAAATTGT 

GGCTGCGCTTCATCGGCGGCCGGTCGCATCAAAATATACGGGGCGGCGCGGCTGCGGACG 

GGTGGCGCAAAGGCGTGCAAATCGGCGGCGAGGTGTTTGTACGGCAAAATGAAGGCAGCC 

GACTGGCAATCGGCGTGATGGGCGGCAGGGCCGGCCAGCACGCATCAGTCAACGGCAAAG 

GCGGTGCGGCAGGCAGTGATTTGTATGGTTATGGCGGGGGTGTTTATGCTGCGTGGCATC 

AGTTGCGCGATAAACAAACGGGTGCGTATTTGGACGGCTGGTTGCAATACCAACGTTTCA 

AACACCGCATCAATGATGAAAACCGTGCGGAACGCTACAAAACCAAAGGTTGGACGGCTT 

CTGTCGAAGGCGGCTACAACGCGCTTGTGGCGGAAGGCATTGTCGGAAAAGGCAATAATG 

TGCGGTTTTACCTACAACCGCAGGCGCAGTTTACCTACTTGGGCGTAAACGGCGGCTTTA 

CCGACAGCGAGGGGACGGCGGTCGGACTGCTCGGCAGCGGTCAGTGGCAAAGCCGCGCCG 

GCATTCGGGCAAAAACCCGTTTTGCTTTGCGTAACGGTGTCAATCTTCAGCCTTTTGCCG 

CTTTTAATGTTTTGCACAGGTCAAAATCTTTCGGCGTGGAAATGGACGGCGAAAAACAGA 

CGCTGGCAGGCAGGACGGCACTCGAAGGGCGGTTCGGTATTGAAGCCGGTTGGAAAGGCC 

ATATGTCCGCACGeATCGGATATGGGAAAAGGACGGACGGCGACAAAGAAGCCGCATTGT 

CGGTGAAATGGCTGTTTTGATGCGTCGGGAAATGTTTTGACGCACAGGCGGTACACCGGC 

ACGGCACCGCGCGCCGCCCCGCAAACCAATCCGAACCCTGCCGCCCCGAAGGGCGGGGCA 

TAATGATGAAACCGGCGGAAAACGGCCGGTTTTTTGCCGCCGTTTGAAACCCGATTCTGG 

CTTCAGACGGCATTGTCGCGGCATCGGGCGGCAGGGTTTGGAACAGCGGCATAAAAAACT 
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GATACAATCCGCCGATTGATAATGGTTATTTTTTATTTTTGTGGGAAGACATTTATGCCT 
GCACGAAACAGATGGATGCTGCTGCTGCCTTTATTGGCAAGCGCGGCATATGCCGAAGAA 
ACACCGCGCGAACCGGATTTGAGAAGCCGTCCCGAGTTCAGGCTTCATGAAGCGGAGGTC 
AAACCGATCGACAGGGAGAAGGTGCCGGGGCAGGTGCGGGAAAAAGGAAAAGTTTTGCAG 
ATTGACGGCGAAACCCTGCTGAAAMTCCCGAATTGTTGTCCCGCGCGATGTATTCCGCA 
GTGGTCTCAAACAATATTGCCGGTATCCGCGTTATTTTGCCGATTTACCTACAACAGGCG 
CAGCAGGATAAGATGTTGGCACTTTATGCACAAGGGATTTTGGCGCAGGCAGACGGTAGG 
GTGAAGGAGGCGATTTCCCATTACCGGGAATTGATTGCCGCCCAACCCGACGCGCCCGCC 
GTCCGTATGCGTTTGGCGGCAGCATTGTTTGAAAACAGGCAGAACGAGGCGGCGGCAGAC 
CAGTTCGACCGCCTGAAGGCGGAAAACCTGCCGCCGCAGCTGATGGAGCAGGTCGAGCTG 
TACCGCAAGGCATTGCGCGAACGCGATGCGTGGAAGGTAAATGGCGGCTTCAGCGTCACC 
CGCGAACACAATATCAACCAAGCCCCGAAACGGCAGCAGTACGGCAAATGGACTTTCCCG 
AAACAGGTGGACGGCACGGCGGTGAATTACCGGCTCGGCGCGGAGAAAAAATGGTCGCTG 
AAAAACGGCTGGTACACGACGGCGGGCGGCGACGTGTCCGGCAGGGTTTATCCGGGGAAT 
AAGAAATTCAACGATATGACGGCAGGCGTTTCCGGCGGCATCGGTTTTGCCGACCGGCGC 
AAAGATGCCGGGCTGGCAGTGTTCCACGAACGCCGCACCTACGGCAACGACGCTTATTCT 
TACACCAACGGCGCACGCCTTTATTTCAACCGTTGGCAAACCCCGAAATGGCAAACGTTG 
TCTTCGGCGGAGTGGGGGCGTTTGAAGAATACGCGCCGGGCGCGTTCCGACAATACCCAT 
TTGCAAATTTCCAATTCGCTGGTGTTTTACCGGAATGCGCGCCAATATTGGATGGGCGGT 
TTGGATTTTTACCGCGAGCGCAACCCCGCCGACCGGGGCGACAATTTCAACCGTTACGGC 
CTGCGCTTTGCCTGGGGGCAGGAATGGGGCGGGAGCGGCCTGTCTTCGCTGTTGCGCCTC 
GGCGCGGCGAAACGGCATTATGAAAAACCCGGCTTTTTCAGCGGTTTTAAAGGGGAAAGG 
CGCAGGGATAAAGAATTGAACAGATCGTTGAGCCTTTGGCACCGGGCATTGCATTTCAAA 
GGCATCACGCCGCGCCTGACGTTGTCGCACCGCGAAACGCGGAGTAACGATGTGTTCAAC 
GAATACGAGAAAAATCGGGCGTTTGTCGAGTTTAATAAAACGTTCTGATTGCTGTTCCTT 
TTCGGAGGAAACCCTGCCGGCGGCGGTATCACGGCGGGCATCGGCGGCTTTCGGGCGGTG* 
CTTTGCGTGCCGCCGCGTGTGCGGAAACGCATTCCGGTTTTTCCGGCATAACGGCGATGC 
GAGGTAAAATGCCGTCTGAAACCCGATTCGGGCTTCAGACGGCATTGTCGCGGTTGCGGC 
GGGCGGGTTCACCAGATTCCGTCAAAGGTTTTCGCGCCGCGCCAAAATTTCCACCTGTCG 
GCGGGTTTGAAGGTCAGCGTACCGCCGTGTTGTCCGTCCGTGGTGATGTCCAGCCGTTTG 
ATTTTGCCGGTGCGGACGGCTTCGTAGATTGGTGCGAACCAGCGTTCTTCCCACTGCTGC 
AATATTGCCGCATACCGCTCCCTGTCCCCTGTCAGGGCGGTCAGGCGCAAATCGTCCATA 
AACAGGATATGGTGCGTGTCGGGCAGGTGTGCCGCCGTTTCTTCATAGGCGCGGAAGTTG 
TCGGGTAATGCGCGGCGGTCGGAGTGGAAACGGCTCCT^AACCGTATCGGCGAAAAGCGTG 
CCGCCTTGCGCGCCGCCGTTTGTGCCGTCCCAAAGCCATAAGCCGTTCAACTCGGGCAGC 
CCGCGTTTCTTGCGGTTATGGTTGACGGGGTGCGCCGCCAGCCACATTTGGATTTCGGTT 
TGGACGCGCAGCCATTCCAACGCATCTTCTCCGTCCGGCTGATCGTCAGCGCCCAACAAT 
CCGCCCAAGTCCAAAACGGGCTTCGCGCCCCAGCGGTACGCGCAAGGAAGGGAAACCAGC 
CATAATTCGGGCAGGACGGGAACGAAACGCCATGGAATGTCGCCGTAAAACGCCGACAGG 
TCGCGGCAGATCCGTTCCGCTTCATCCGTACCGACGTTCAGATATTCCGCCGTTAGCACA 
TTTGCCTGATGCATCCCCATCTTTTGCCAGACGGGCGTGGCGAGCGCGACGGCTTCAGAC 
GGCATATTCAGGCTTTGCGCCGCGCGTTCCACCAGTCTGCCGCACCACAAATAACGCGCG 
TAAAATGCCGAAGCCGTGCAGCTTTGGCGGTGCAGCGAGCCGTATTGCAGGATTTTGTTG 
AAAGCGTGCAGGCATAGAGGTATTCGGATTTCGTCTTCATCCAAATTGAGCGAGGGAATG 
GCGAGGGTGAGTTTCATCGTTTGACGTTTCAGAAATGCAGGTCAGGCGCAACATTATAGA 
GGATTCGGCGCAAACGCCGTCAAAAAGGAACAATATGGCTGTCTTCCCACTTTCGGCAAA 
ACATCGGAAATACGCGCTGCGTGCGCTTGCCGTTTCGATTATTTTGGTGTCGGCGGCATA 
CATTGCTTCGACAGAGAGGACGGAGCGCGTCAGACCGCAGCGCGTGGAACAAAATCTGCC 
GCCGCTGTCTTGGGGCGGCAGCGGCGTTCAGACGGCATATTGGGTGCAGGAGGCGGTGCA 
GCCGGGCGACTCGCTGGCGGACGTGCTGGCGCGTTCGGGTATGGCGCGGGACGAGATTGC 
CCGAATCACGGAAAAATATGGCGGCGAAGCCGATTTGCGGCATTTGCGTGCCGACCAGTC 
GGTTCATGTTTTGGTCGGCGGCGACGGCGGCGCGCGCGAAGTGCAGTTTTTTACCGACGA 
AGACGGCGAGCGCAATCTGGTCGCTTTGGAAAAGAAAGGCGGCATATGGCGGCGGTCGGC 
TTGTGAGGCGGATATG7VAGGTTTTGCCGACGCTGCGTTCGGTCGTGGTCAAAACGTCGGC 
GCGCGGTTCGCTGGCGCGGGCGGAAGTGCCCGTCGAAATCCGCGAATCCTTAAGCGGGAT 
TTTCGCCGGCCGCTTCAGCCTTGACGGTTTGAAGGAAGGCGATGCCGTGCGCCTGATGTA 
CGACAGCCTGTATTTCCACGGGCAGCAGGTGGCGGCGGGCGATATTTTGGCGGCTGAAGT 
CGTTAAGGGCGGCACAAGGCATCAGGCGTTCTATTACCGTTCGGACAAGGAAGGCGGAGG 
GGGCGGCAATTATTATGATGAAGACGGCAAGGTGTTGCAGGAAAAAGGCGGCTTCAACAT 
CGAGCCGCTGGTCTATACGCGCATTTCTTCGCCGTTCGGCTACCGTATGCACCCCATCCT 
GCACACATGGCGGCTGCACACGGGCATCGATTATGCCGCACCGCAGGGAACGCCGGTCAG 
GGCTTCCGCCGACGGCGTGATTACCTTTAAAGGCCGGAAGGGCGGATACGGCAACGCGGT 
GATGATACGCCACGCCAACGGTGTGGAAACGCTGTACGCGCACTTGAGCGCGTTTTCGCA 
GGCGGAAGGCAATGTGCGCGGCGGCGAGGTCATCGGTTTTGTCGGTTCGACCGGGCGTTC 
GACCGGGCCGCACCTGCATTACGAGGCGCGCATCAACGGGCAGCCCGTCAATCCTGTTTC 
GGTCGCATTGCCGACACCGGAATTGACGCAGGCGGACAAGGCGGCGTTTGCCGCGCAGAA 
ACAGAAGGCGGACGCGCTGCTTGCGCGCTTGCGCGGCATACCGGTTACCGTGTCGCAATC 
GGATTGAAGTTTGAACCGGCGACGAAAACAATGCCGTCTGAAAACCTGCAAACAGGTTTT 
CAGACGGCATTTATAGTGGATTAACAAAAATCAGTACGGCGTTGCCTCGCCTTAGCTCAA 
AGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATTTGTATT 
GTCTGCGGCTTCGTCGTCTTGTCCTGATTTTTGTTAATCCACTATGCAGTTGATTAAAAG 
AAAACTAAGCCAAGGAAGCACTGCCGTCATTCCCGTACGGGCGGGAATCCTGACACCACG 
. GCACGGAAACCCATCCGCTGTCATTCCCACGAAAGCGGGAATCTAGAAATACAACGCGGC 
AGGAGTTTATCGGAAATGACTGAAACCCAACGTACCGGATTCCCGGTTTCGCGGGAATGA 
CGAAGTGGGCGGGAATCCGGATTTATCCGTTCCGACAGTGTTTGCAAATAAAAGAAAACC 
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CAACCGTCCCGATTCCCGGCAGGGCTGTTTTACGGATTTTGCAGCGAGGGCGCGGGGCGG 

TCTTGCGCCTGTTTGGTTTGCAGGGTTGTCAGTTTTTTCGTCAGCAGATTCAGTATCACG 

CCGTAGGCGGGCAGGAAGAAGAGGGTGCAGACGGTAAGTTTGAACAGGTAATCGACAAAA 

GCGATGCCCTGCCAGTTTGCCGCCATAAATCCATCGCTGCTTGCGTAGAAGGCAACGGCG 

AAAAATACCAGCGTATCCAAGGCGTTGCCGATGACGGTTGATGCGGTCGGTGCAATCCAC 

CACGCTTTCAGACGGCGTAATTTGTTGAATACAAAAATATCAAGGATTTGTCCGATCGCG 

TAGGCGGCAAAGCTGGCTAAGGCGATGCGTCCGACAAAGGTGTTGAATTCGGACAGCGCG 

C CC AAGCC TGTCC AACTGCCGTTGTGG AAC AAAACGGAAAAGACGT AGGAAAGCAAAAGG 

GCGGGG AACATCACCCAAAAGATAATCCGCCGTGCCAAGTGAGAACCGAAAATGCGGACG 

GTCAGGTCGGTGGCAAGGAAGATGAAGGGAAAGGAAAATGCGCCCCAAGTGGTGTGGATG 

CCGAAAATTTGGAAAGGGAACTGCACCAGATAGTTGCTGGCGGCGATGATGAGGATATGA 

AAAAGCACCAGCCGGAAGAGTGCCTTCTGTTGCTGTGCGGCGGTAAATGCGTACATAAAA 

ATCTTTCGGAAAGGCGTTCAGACGGCATATCGTATCGAAGGAATGCCGTCTGAAATATGG 

GAAGGATGGTTTATTGTGCGTCGTGCTCAAACAAGCGTTTGCGTGCCAATGTTTCGAACT 

CGGTGCCTGCTTTTCCGTAGTTGGCAAACGGATGAATGGCGATGCCGCCGCGCGGTGTGA 

ACTCGCCGAATACTTCGATGTATTTCGGATCCATCAGGGCAATGAGGTCTTTCATGATGA 

TGTTGACGCAGTCTTCATGAAAATCGCCGTGGTTGCGGAAGCTGAAGAGGTAGAGTTTCA 

GGGATTTGCTTTCCACCATTTTGATGTGCGGAATGTAGCGGATGTAGATGGTGGCGAAGT 

CGGGCTGCCCGGTCATGGGGCAGAGGCTGGTGAACTCGGGACAGACGAATTTGACGAAAT 

AGTCGTTGTCGGGATGTTTGTTGTCGAATGCTTCGAGAATTTCAGGCGCGTAGCCGGTCG 

GATATTGGGTTTTTTGATTGCCCAAAAGAGAGATGCCTTGCAGCTCTTCGTTGTTGCGGG 

ACATGAGGGTTTCCTTAGTTTTTTAATGTGGGAGGTTTTCGAACCACGGGCGGCGATTGT 

AATATAAGCGGCGGTATCTGTGTAGTTTTCTTCAGACGGCATGGTTTGGACGGCGGCGTT 

TTCCGTGTCATATATAGTGGATTAACAAAAACCAGTACGGCGTTGCCTCGCCTTAGCTCA 

AAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATTTGTAC 

TGTCTGCGGCTTCGCCGCCTTGTCCTGATTTTTGTTAATCCATTATATAAACGAAATATA 

TTTTCAGTTTTGCCGCCTGAAGCGTTGTTTTTTGAATATTGCATCTAAAATACTGACTTG 

ATTGCGTTATTGCGCGGATATAGAATCTGCTTCCTATTGAAAGAACATTGTTTATATGAA 

ATCAGGAAATTCGGAACCCAATCTTATGGATACGCACACGGACGAAACAAAACTTCAAAA 

CACGCAAGCCAAACGCAAACGCCGCCTGACGGCATTGACGCTGCTGTTCGCGCTTGCCGC 

CGCAGCCGCCGGGTCGGCGTTTTTTTTATGGTGGCAGCACGAAGAGGAAACGGAAGACGC 

TTATGTTGCCGGACGCGTGGTTCAGGTTACGCCGCAAAAGGGCGGTACGGTGCGGAAGGT 

TTTGCACGACGATACGGATGCCGTGAAAAAAGGCGACGTGCTGGCGGTATTGGACGACGA 

TAATGATGTGCTGGCTTACGAGCGGGCAAAAAACGAGCTGGTTCAGGCGGTGCGGCAAAA 

CCGCCGGCAAAATGCCGCCACTTCGCAGGCGGGGGCGCAGGTTGCCTTGCGCCGGGCGGA 

TTTGGCACGCGCACAGGATGATTTGCGCCGCCGGTCTGCTTTGGCGGAATCGGGCGCGGT 

GTCCGCCGAAGAGCTGGCACACGCCCGTGCGGCAGTGTCTCAGGCGCAGGCGGCGGTCAA 

AGCGGCTTTGGCGGAAGAATCTTCGGCACGTGCGGCTTTGGGCGGTCAGGTTTCTTTGCG 

CGAACAGCCGGCGGTTCAGACGGCAATCGGCAGGTTGAAAGATGCGTGGTTGAACCTTCA 

GCGGACGCAAATCCGCGCGCCGGCGGACGGTCAGGTGGCGAAGCGTTCGGTGCAGGTCGG 

GCAGCAGGTGGCGGCAGGCGCGCCGCTGATGGCGGTGGTGCCGCTGTCGGATGTGTGGGT 

GGATGCTAATTTTAAAGAGACGCAGTTGCGGCATATGAAAATCGGAGAGCCTGCCGAGCT 

GGTGTCCGATTTGTACGGCAAACAAATTGTTTATCGCGGCAGGGTGGCAGGTTTTTCGGC 

AGGTACGGGCAGCGCGTTTTCGCTGATTCCGGCGCAAAACGCAACGGGCAACTGGATTAA 

AGTGGTGCAGCGCGTCCCCGTCCGTATCGTGCTGAACCGCGAAGATGTGGACAGGCATCC 

GTTGCGTATCGGTTTGTCGATGACGGTTAAAGTGGATACTTCCGCCGCAGGCGCGCCTGT 

TTCAAAAACGCCGGGTGCGGCATTGCCGGAAATGGAAAGTACCGACTGGTCGGAAGTCGA 

TCGGACGGTCGATGAAATCCTCGGGCAATCCGCGCCCTGATGCCGTCTGAAACGGAGGAC 

ACAATGGATTATCCACCGCTTAAGGGTGCGGCATTGGCGTGGGTTACGCTGTCTTTGGGG 

CTTGCCGTATTTATGGAAGTTTTAGATACGACTATCGCCAATGTCGCCGTTCCCGTCATC 

GCCGGCAACCTCGGTGCGGCAACCACTCAGGGGACGTGGOTCATCACTTCCTTTTCTGTG 

GCAAACGCCGTTTCCGTGCCGCTGACGGGCTTTTTGGCAAAACGCATCGGCGAGGTCAAA 

TTGTTTACCGCCGCCGCTGTCGGTTTCGTCATCACATCGTGGCTGTGCGGTATTGCCCCC 

AACCTTCAGTCGCTGGTTGTTTTCCGCATCTTGCAGGGCTTTATCGCCGGGCCGCTGATT 

CCCTTGTCGCAAAGCCTGTTAATGGGATCCTATCCGCCCGCAAAACGGACGCTGGCACTG 

GCATTGTGGGCAATGACCGTCGTTGTCGCCCCTGTTCTCGGGCCGATACTCGGCGGCTGG 

ATTTCCGGAAACTGGCATTGGGGTTGGATTTTCTTCATTAATATCCCTATCGGTATCATA 

TCGGCATGGATTACATGGAAACATTTGAAATATCGGGAAACGGAAACCGTTAAAATGCCG 

ACCGACTATGTCGGGCTTACATTGATGGTAGTCGGTATCGGCGCGTTACAGATGATGCTG 

GACAGGGGTAAGGAACTCGACTGGTTCGCCTCTGGAGAAATCATTACCTTGGGCGTAGTC 

GCACTGGTGTGCTTGTCGTATTTTATTGTTTGGGAATTGGGAGAAAAATATCCGATTGTC 

GATTTATCGCTGTTTAAAGATCGGAATTTTACCGTCGGCGTCATTGCCACGTCATTGGGT 

TTTATGGTGTATATGGGGACGCTGACCCTGCTGCCGTTAGTGTTGCAGACCAACCTGGGC 

TATACCTCCACGTGGGCAGGGCTTGCCGCCGCACCTGTCGGCATCCTGCCTGTTTTCCTG 

TCTCCGTTAATCGGCAGGTTCGGCAATAAAATCGATATGCGCCTGTTCGTAACTGCCAGC 

TTCCTGACCTTTGCCTTTACTTTCTATTGGCGTACGGATTTTTATGCCGATATGGATATT 

GGCAACGTCATCTGGCCGCAGTTTTGGCAGGGTGTCGGTGTCGCCATGTTTTTTCTGCCG 

CTGACCACCATCACACTGTCGCATATGAAGGGCGGGCAGATTGCCGCCGCAGGCAGCCTG 

TCGAATTTCTTGCGCGTGCTGATGGGCGGTGTCGGCGTATCCGTCGTCAGCACCCTGTGG 

GAACGGCGCGAAGCGTTGCACCACACACGCTTTGCCGAACACATCACGrCCCTATTCCGCA 

ACATTGCACGAAACGGCCGCTCATTTGTCCCAGCACGGCGTTTCCGACATTCAAACCCTA 

GGCATCATCAACAATACCATTACCCAGCAGGGTTTTATTATCGGCTCGAACGAAATCTTT 

ATGGCGGGCAGCTTGTTATTCATTATCATGATACCCGTCATATGGCTGGCAAAAOCGCCG 

TTCCACAACGGCGGCGGCGGTGGACATTGAGGGATTTGAAAACTTGAAATGCCGTCTGAA 

AATACTGGAAATATGTTCGGACGGCATTTTGAATGCAGCAGTTCCCGAAATCCGCTATAA 
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TCGCGCCCCATCTGTTTCGCACCTGCAAACGTTCCACAGATGCGACAATCGGAAGGATTA 
TCCGCGCAAAACAGCCGTTTTTCTTTAAAACACTTGAACTAACACTGTTTTTCGTGGTAT 
AAATCGCGTTTTACTATTTTAGAAGTTTGGAGACTGATTATGGCACGAGTTTGCAAAGTG 
ACCGGCAAACGCCCGATGTCCGGCAACAACGTATCGCACGCCAACAACAAAACCAAACGC 
CGTTTTTTGCCCAACTTGCAATCACGTCGTTTTTGGGTAGAAAGTGAAAACCGCTGGGTT 
CGCCTGCGCGTTTCCAACGCTGCACTGCGTACCATCGACAAAGTAGGCATTGATGTCGTA 
TTGGCTGATTTGCGTGCTCGCGGCGAAGCTTAATTTAAACACTATTTAATTAAGGATTAC 
TGCAATGCGCGATAAAATCAAACTGGAATCCAGTGCAGGTACTGGTCACTTCTACACCAC 
TACCAAAAACAAACGCACTATGCCCGGCAAATTGGT^TCAAAAAATTTGACCCAGTTGC 
CCGCAAACACGTAGTGTATAAAGAAACTAAACTGAAATAATTTCAGTTTGAAAGCAAAGC 
CTCCGACTGCTCGGAGGCTTTGTTATTTTTATCGTGTTTCCTTTCCGCTTGAAACATCTG 
CCGTATGCGAATCTGCTGCAAACCGTCTGCCAAGGATATGAAAACCGCAAAACGGTTCAT 
AACACAAAAATGCCGTCTGAAACGTTTCAGACGGCATTTCGGCAGTTTTCAACCGGTCAG 
TTGTTTGGTGATCAGTTTCTTCAGCGGTGGGAAATTGTTGCTGGCACGCAATACCAAGCC 
GCGCAACAGTTTTGCCGGTGCGGTCTCATTGGTAAACAGTTTCAGCATCATATTGGTTCC 
GTGATAAAGCGGATGGGCGTGCAGCATATGTTTGCTGCTGTATTTTTCCAATAATGAAGA 
TGCACCGATGTCTTGACCGCGCTGTTCGGCTTCGAGTATCAGTTTTGCCAAAATATCTGC 
GCTGGAAAGCCCCAAGTTGAAACCGTGTGCTGTAACGGGGTGCATACCGACGGCGGCATC 
GCCAATCAGCGCGCTGCGTTTGCCGTAGAAACGTTTGGCAATCATGCCGACAAGGGGGTA 
ATGGTGGATGCTGCTGACCAATTCCATATCGCCGAGCCTGCCCTTGAGCTGTTCTTTTAC 
GCTTGCCGCCAATTCTTCGGGCGAAAGGTTTTGAACGCTGTTGATTTTATCGGTATCGAC 
GGTAATGACGGTATTGGTCAGGTGCTCTTCCAGCGGCAGCAGTGCGATGGTGCGTCCGTA 
ATGGAAGCATTCGTAAGCGGTATGTTGGTTGGAAAGGGTATGTTTCATACGGCAGACGAA 
CATGGTTCGGCTGTAATCGTGCATATCGGAG6AGATACCGAGTTGTCGACGGGTTTGCGA 
GAAGCGGCTGTCTGCCGCCAAAAGCAGGCGTGCAGTCAGTATTTTGCCGTTTTCCAAAAT 
GACTTGTGCTTCGTTGTCAGATGTTTTGACTTCTTTGACAACCGTATCGGTCAGAATGCT 
GACATTGTCGAGTTGTGATACGACTTCATAGGCGGCGCGGCGGATATTGTGGTTGGAAAT 
CAGATAGCCCAAACAGTCGGCAGGTTCGCCGCGCGCTTCAGTCGGTTGGGGAAAGTGGAG 
CTGGTAGTCGGAACGTCCGTTCAGCACTTTGGCATCGCGCAAAGGGTAGATTTCGTTTTC 
GGGAATTTTGTCCCACATACCCAAACGCTGCATGATTTCGCGGGAAAAATGGGTCAGGGC 
GATTTCGCGTCCGTCATATGGAGGATTTTGCAGAAGAGTCAGTGGGGTGGGTTCGATCAG 
GGTAACTTTCAAACCGCTGCCGGCAAGTTCGGCTGCAAAACTTAAACCCGCCGGGCCTGC 
GCCGACGACGAGGATGTCGCTGTGTAAACTCATAAAATATCCTTTGCATAGACGGATGCC 
GATGATTTCAGACGGTATTTGTAAGGGTTTGAATGCCGTTTGAACTATCTGTAACAGATA 
GGCGATTATATCAAAACCCACTGTTGAAGAAATATGCAGGGGAGGGTGTATGCGGATTTT 
TACTTTCAGCTTAATGTGTATCAAATCGGGTGTGGGGTATGTATAGTGGATTAAATTTAA 
ACCAGTACGGCGTTGCCTCGCCTTGCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCT 
TGTCCTGATTTTTGTTT^TCCACTATAAAAAGCCGCATCGTGAAAAGATGCGGCTTCAGG 
TATCGGTTGGATTATTCTTCAGAACCGGTGTAAGGACGGATGCTGACAGTTTTACGGTTC 
AGCGCGCCTTTGGTTTTGAATTCGACATAACCGTCAACTTTGGCGAACAAAGTGTGGTCT 
TTGCCCATACCTACGTTGTCGCCTGCGTGGAATTTGGTACCGCGTTGGCGTACGATGATG 
GAACCTGCGGGAATCAGCTCGTTGCCGTAGGCTTTAACGCCCAAGCGTTTGGCTTCTGAA 
TCGCGACCGTTGCGGGTGCTGCCGCCTGCTTTTTTACTTGCCATTTGTAATGCTCCTAAG 
TTTTAAGGTTAGGCGATTGCCACGATTTCGATTTGGGTGAAATTTTGGCGGTGGCCTTGG 
CGTTTTTGGTAGTGTTTGCGGCGGCGCATTTTGAAGATGCGGACTTTTTCGCCACGACCG 
TGTGCCACTACTTTAGCCGTTACTTTTGCACCTTCGATAAAGGGTGCGCCAACTTTTACA 
GATTCGCCGTCAGCAATCATCAAAACTTCGGTCAGTTCGATTTGGCTGTCGAGTTCGGCT 
GGTATCTGTTCTACTTTCAATTTTTCGCCGACGGAAACTTTATACTGTTTGCCGCCGGTT 
TTTACGACCGCGTACATACTCAACTCCATAAGGGTTATGGTTAATATCCGCACACCATTG 
TGCGGAACTCGGCATTGTATTGTTATTTGCCTGTTTTGTCAAAGTTTGCGCGGTTCGGAT 
AACCATATGCCGTCTGAAAAGATGTACCCTGATGGCTTTGCTGATATAATTGCCCGCTAT 
TTGAATCAGCTTTCAAGCGGTATCTGCCGTTTGACGGAAACGTAAACCTGAGAGTCTGCC 
ATGCTCGAGAATCTGCCCTATTTCCAGCGACATCTGCCTGAAGACCTTGCCAAAGTCAAT 
GAAGTCATCAACCGTGCGGTGCAATCCGATGTCGCACTGATTTCGCAAATCGGTACATAT 
ATCATCAGCGCGGGCGGCAAACGCCTGCGTCCGATTATGACGATTTTGGCGGGTAAGGCG 
GTCGGTTATGATGAGGAGAAAGTGTATTCGCTGGGGGGGATGGTCGAGTTTATCCACACT 
TCCACCCTCCTGCACGACGATGTCGTCGATGAAAGCGATTTGCGCCGTGGGCGGGCAACG 
GCAAACAATCTGTTCGGCAATGCGGCGGCTGTGTTGGTTGGCGACTTTTTATACACGCGC 
GCCTTTCAACTGATGGTTGCCTCGGGCAGTATGCGCGTTTTGGAAGTGATGGCGGATGCA 
ACCAACATTATTGCCGAGGGCGAAGTCATGCAGCTGATGAACATCGGCAATACGGACATT 
ACCGAAGAACAATATATCCAAGTCATCCAATATAAAACGGCAAAATTGTTTGAAGCTGCC 
GCTCAAGTCGGCGCAATTTTGGGCAAGGCTTCCCCCGAACACGAACGGGCGTTGAAAGAC 
TACGGTATGTATGTCGGTACGGCATTCCAAATTATTGACGATGTGCTGGACTATTCTGGC 
GAAACCGAAGAAACCGGCAAAAACGTCGGCGACGATTTGGCGGAAGGAAAACCGACTTTG 
CCTTTGATTTATCTGATGCGTCAGGGTTCXGAACAGGTTGCGAACGATGTGCGTACTGCT 
TTGGAAAATGCAGATCGCAGCTATTTTGAGAAAATCCACGATTATGTCGTCCGTTCGGAT 
GCGTTGGCATATTCGATAGGCGAGGCGCGCAAAGCAGTCGATTGTGCCGTTACCGCCTTG 
GATGCCCTGCCCGACAGCGAAGTGAAGGATGCCATGATTCAGCTGGCGAAGGAATCTTTG 
GTCAGGGTGTCTTGAGGCGATGAATTTCAGTTTTGTTCCCCTGTTTCTGGTTACGCTGAT 
TCTGTTGGGGGTGGTCAGCAACAACAATTCGATTACCATCTCGGCAACCATATTGCTGCT 
GATGCAGCAGACGGCATTGATACAGTTTGTCCCGTTGGTCGAGAAGCACGGGTTGAATCT 
CGGTATCATTCTTTTGACCATAGGGGTTTTGAGTCCGTTGGTTTCAGGAAAGGCGCAGGT 
TCCTCCCGTTGCCGAATTTTTGAATTTTAAAATGATATCCGCCGTTTTTATCGGTATTTT 
--CGTGGCTTGGCTGGCGGGACGCGGCGTGCCTTATGATGGGACAGCAGCCTGTTTTAATTA 
CAGGGCTGTTAATCGGGACGGTTATCGGGGTGGCATTTATGGGCGGTATCOCTGTCGGGC 
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CGCTGATTGCGGCCGGCATCTTGTCTTTTGTCGTCGGAAAGGGTTAAAATCTCCTTTTCA 

TTTCGGCTCGCCATAGTTCAACGGATAGAACGTATGCCTCCTAAGCGTAAAATACAGGTT 

CGATTCCTGTTGGCGAGGTTTGACGATTTCATTTGTCTGTTTCCCGTGTTGCGGGAAGTT 

TCCGATATAAGGCCTTTCAGTGTTGGAGGGCTTTTTTGCCATCTGAAAACTTTTTCTTCC 

TGCTTGAAAAACCGACCTTTAGGACGGTAGAATCATGAAATGATTTTCAGGCTTCGTAAA 

AGATGTTCCGGCTTGGAAATCTGTTGTTTTATGATATAGTGGATTAAATTTAAATCAGGA 

CAAGGCGACGAAGCCGCAGACAGTACAGATAGTACGGCAAGGCGAGGCAACGCCGTACTG 

GTTTAAATTTAATCCACTATAAAAGCTGTACAGGTATAACAATGAATAAATTTGGGGATA 

AGGTCGTATGAGCGTAGGTTTGCTGAGGATTCTGGTTCAAAACCAGGTGGTTACTGTTGA 

GCAGGCCGAGCATTACTACAATGAGTCGCAGGCGGGTAAGGAAGTGTTGCCGATGCTGTT 

TTCAGACGGTGTCATTTCGCCCAAGTCGCTTGCGGCATTGATTGCGAGGGTGTTCAGTTA 

TTCGATTCTTGATTTGCGTCATTATCCGCGCCACAGGGTGCTGATGGGGGTGTTGACGGA 

GGAGCAGATGGTGGAGTTCCACTGTGTGCCGGTTTTCCGTCGGGGCGACAAAGTATTTTT 

TGCGGTTTCCGATCCGACACAGATGCCGCAAATTCAGAAAACCGTTTCTGCCGCAGGGAT 

TGAGGTTGAGTTGGTCATTGTCGAGGATGACCAGTTGGCGGGTTTGCTCGATTGGGTGGG 

TTCGCGTTCGACATCGCTGCTTCAGGAGCTTGGGGAGGGGCAGGAGGAAGAGGAAAGCCA 

CACCCTGTATATCGACAACGAGGAGGCAGAAGACGGCCCTGTTCCGAGGTTTATCCATAA 

GACTTTGTCGGATGCCTTGCGCAGCGGGGCATCGGACATCCATTTCGAGTTTTACGAACA 

CAATGCCCGTATCCGTTTCCGTGTGGACGGGCAGCTCCGCGAGGTGGTTCAGCCGCCCAT 

TGCGGTAAGGGGGCAGCTTGCTTCACGGATTAAGGTAATGTCGCGTTTGGACATTTCCGA 

AAAACGGATACCGCAGGACGGCAGGATGCAGCTGACCTTTCAAAAGGGCGGCAAGCCTGT 

CGATTTCCGTGTCAGCACATTGCCGACGCTGTTTGGCGAAAAGGTCGTGATGCGGATTTT 

GAATTCCGATGCCGCGTCTTTGAACATCGACCAGCTCGGTTTTGAGCCGTTTCAGAAAAA 

ATTGTTGTTGGAAGCGATTCACCGTCCCTACGGGATGGTGCTGGTAACCGGTCCGACGGG 

TTCGGGTAAGACGGTGTCGCTCTATACCTGTTTGAATATTTTGAATACGGAGTCGGTAAA 

TATTGCAACGGCGGAAGACCCTGCCGAGATTAACCTGCCGGGCATCAATCAGGTTAACGT 

CAATGATAAGCAGGGCCTGACTTTTGCCGCTGCTTTGAAGTCTTTCCTGCGTCAGGACCC 

GGACATCATTATGGTCGGTGAGATTCGTGATTTGGAAACTGCCGATATTGCGATTAAGGC 

GGCACAAACAGGGCATATGGTGTTTTCCACCCTGCACACCAATAATGCGCCGGCGACGTT 

GTCGCGTATGCTGAATATGGGTGTCGCGCCGTTTAATATTGCCAGTTCGGTCAGCCTGAT 

TATGGCGCAGCGTCTTTTACGCAGGCTGTGTTCGAGCTGCAAACAGGAAGTGGAACGCCC 

GTCTGCCTCTGCTTTGAAGGAAGTCGGCTTCACCGATGAGGACCTTGCAAAAGATTGGAA 

ACTTTACCGCGCCGTCGGTTGCGACCGTTGCCGGGGGCAGGGTTATAAGGGGCGTGCGGG 

CGTGTATGAGGTTATGCCCATCAGCGAAGAAATGCAGCGTGTGATTATGAACAACGGTAC 

GGAAGTGGATATTTTGGACGTTGCCTATAAGGAGGGTATGGTGGATTTGCGCCGGGCCGG 

TATTTTGAAAGTTATGCAGGGCATTACTTCATTGGAAGAGGTAACGGCAAATACCAACGA 

TTAGGTTTGAGAATGAAAATGCCGTCTGAAGCXnXSTTTGTTTCAGACGGCATTTGACTTT 

CAGGGTGTTTGCCGGGAAGGCGGGGCGGTCAGCGGTATGCCATGTCGGGTTCGGATATTT 

CCGGCAAACTTTCCGTTTGGCCGGAAACCGTATATTTCCCGTCTGCCCATCCGCCCAAGT 

CGATCAGTTTGCAGCGTTGCGAACAGAAGGGGCGGAATGCGTTTTCGGGTTTCCATACTA 

CTGCTGTTTGACAGGTCGGACATTTGACTTGAAGGCGTGTTTGCCGCGATTCAGTCATTG 

TGTTTTCCTTGTGTTGGTTTTGAGGCGAAAATCCCTGAATAAAACGCGTGCAGGCGCATT 

GTTTTCTCACGCAGGCTTTTGAGGCTGCCGTCATTGAGCAGCACATCGTCTGCAAGCAGC 

AGGCGTTCGGATTCGGATGCCTGATGGCTGATGACGGCCGCCACCTCGCCGCGCGTCAGC 

CCGCTGCGGGCCATCACCCTGCCGATACGTTTTTCCACAGGGGCACTTATGGTCAGGACA 

CGCCGTATCAGGCTGATAAATTGACGCTTTTCCGTCAGCAGCGGAATTTCGACAATGCCG 

TAAGCTGCATCAGTAAAGGTTTCTTGCTGTTTTTTGATTTCTGAGAAAATCAGCGGCAAC 

ATCACGGATTCGAGCAAGGCTTTTCGCGATGGGGAGGCAAAGACTTCTTTACGCAATATG 

TCGCGCCGCAACAAACCCTGTGTGTCAAAAACGGTGTCGCCGAACAGCCGCCTGATTTCC 

GGCAGGGCGATGCCGTCTGAAGCCGTCAGCGAGTGCGCCGCCGCGTCTGCATCGATGCGC 

GGCACGCCCAAATCGGCAAAACATTGCGCGGCTGCCGATTTGCCGCTGCCGATTCCGCCG 

GTCAGTCCGACCCATACCGTCATCTTACAGCACCGGATGGGTCAGCCACCAGTTGACCGC 

CCGCCATACGGAATCGTTTGCCGTAAAAATTATCCAGCCCGAAACTGTCAGTGCGGGGCC 

GAAGGCAAAATGCTGCCCCTTGGCGACGCGCATAACGATTGCCGCGACCAAACCGATCAG 

CGAGGAAACAAAAATCAGTACGGGCAATGCGGATATGCCGAGCCACGCGCCCAATGCGGC 

AATCAGTTTGAAATCTCCGTTGCCCATACCGGTTTTTCCTGTGAGCAGTTTATACACTGC 

ACATAAGAGCCATAATGAACCATAGCCGGCGACCGCACCTAAAACGGCAGACTGCAAAGG 

CACGAAGCCGCCGTCCAAATTAAATATCAGACCCAGCCAAATTAAGGGCAGTGTCATCGA 

GTCGGGCAGGTATTGGGTGTCCGCATCGATAAAGGTCAGGGAAATCAGAAACGCGGTCAG 

TACCAATCCGCCCAGCGTAATCCAAGACCAGCCGTATTGCCAGGCGACCAGCCCGAACAA 

TACGCCGGTCAGCAGCTCGATTAAGGGATAACGTATGCTGATTTTGGTTTGGCAGGAAGC 

GCATTTGCCGCGCAGGAGCAGGTAGCTGACAATCGGGATGTTCTGCCACGCGCGTATCGG 

CACGCGGCATTTGGGACAGCAGGAATCCGGTTTCATCAGGTTGAAGGTACGGCTTTCCTC 

TTCGGTCAGCGGCAGGTTTAAATArrCTTTGGCAAATACCGTCCAGCCGCGTTCCATCAT 

GACCGGCACGCGGTAAATGACGACATTTAAGAAACTTCCGACCAGCAGCCCGAACACCGC 

TGCCAAAGGCACGGCAAACGGCGACAATACAGACAAATCAGACATATTTTGTTCTCAATG 

TATTCAAAACAAAAACAAACCGGCGCAGAGCGAATCCGCGCCGGATCTGTGCGGCAAATC 

AGGCGACCACGTTGCCCAAATTAAACAGCGGCAGATACATGGCGACCAGAAGCGTGCCGA 

TGACCAAGCCTAAAATCACGATAATGATCGGCTCCATCATAGCGGACAGCCTGCCGACCG 

CATTGTCCACCTCGTCTTCGTAAAATTCGGCGGCTTTGTTGAGCATATCGTCCAAAGAAC 

CCGATTCCTCGCCGATGGAAGACATCTGCAACATCATATTGGGGAACAGTTCCGTCGCAC 

GCATCCCCGAAGTCATAGACAAACCTTGGATGACGCGCGTACGGATTTCCCGGGTGGCTT 

CTTCATAGATTAAATTGCCCGCCGCGCCGGCAGTGGAGTCCAATACATCGACCAAAGGCA 

CGCCT<X:CGCAATCAGCGTCGCCGTCGTCCTGCCCCAGCGGGCAATCGTTCCTrtGCGGA 

CAATGTCTCCGAAAATCGGCATACGCAGCAGTATGGCATCCATACGCCGTTGGATTTTAA 



AVO 00/66791 PCT/USOO/05928 
Appendix A -77- 



tcgaacgcgccttcaatttaaggaagccgtatatggcaaagcccagtgcgatcagcacca 

tccagccgtatgagacgaaaaagtcggacatatccatcactgtttgggtcagtgcgggaa 

gctccgcgcccatattggcgtaaacttctttaaaggcgggcagtacgaaaatcatcatca 

cg7lataccaaaccgatggcgacggcgatgacggataccggataggtcagtgcggttttta 

cctttttgcggatggcctgggttttttctttgtaaattgccaatttgtccagcaggcttt 

ccaatacgccgcccgtttcgcccgccgcaaccagattgcagtagaagcggtcgaaatatt 

ttgggtggtttgagaatgcgcggctcaacgagctgccctgttccacttcgcctcggattt 

ccatcagcatttccgtcatagacgggttgccgtgtccgcgcgccacgatttcaaatgcct 

gcatcagcggcaggcccgctttaatcatcgtggacagctggcgggtgaaaacggtgatgt 

cttcttgtgtgattttgcgcttggagcttgttttcacacgggtaatctgcaaggggcgga 

tgccgcgttttgccagttttttgcgcgcctcttcttcggtaaacgcggatacttcgccgt 

tgaccagtttgtcggaggcggaatgcctgccttcaaagataaagcgtttttctttctttg 

cgaacaaagaaaatcctccgtttttagccatattctagccccgtaaagtaattggaataa 

aatgtaagaaacatcgttaaaaaacagtaccggcgtgttcccggtaagatgaaaaccgcc 

gacatcccgcctgcgggcggcaaacgggacagaatcggatgcgattatacgttatttagg 

cggctgtccggcatttatgcgtacacaataaatcttgcaggatat-tgttgcgggtcaaat 

gccggccggagggcatttccgccatatggaaataaggtgctattggacgcggcgggcggt 

gttccggagattcgccaaagccgctgccgtttgttaaactacattctgctacattttaat 

ccggttctgaaaaatcaaggaaaacagatgaatgcttttacccgtgcatggtatgcgctc 

gaacgccattatcaggatacgcgtcatgtccttttgcgcgaccgctttgcctgcgaaccg 

gaccggtttgagcgtatgcacgagcgtttggacgggatgttgttcgattacagcaaaaac 

cgtttgggcgaagatacgctgcmctgctctgcaatcttgccgacgcggcggatttggaa 

gggaaaatgcgtgctttgcggacgggtgcgaaagtcaacggcagcgaggggcgtgccgcg 

ctgcatacggctttgcgcctgcccgacggtgcggatgccgtttatgtggacggcagggac 

gtgttgcccgaaatccgccgcgagttaaatcgtgcgttgaagtttgcacacagtttggac 

gacggttcgtatcaggggataaccggaaaacggattacggattttgtccacatcgggata 

ggcggatccgacctcgggccggcaatgtgcgtgcaggcacttgagccgttcagacggcat 

atcaccgtccattttgccgccaacgccgatcctgcctgcctggatgcggttttatgccgt 

ctgaaccccgaaacgacagtgttttgcgttgccagcaagtccttcaaaacaccggaaacc 

ctgctcaatgcacaggcagtcaaggcgtggtatcgcggtgcagggttctcggaatccgaa 

acggcgtgccatttttgcgcggtgtctgcx:gacactgcggcagctgcggcttttggtatc 

gcggcggaacgcgtgtttgcgatgtacgactgggtgggcggacgctattccgtctggtcg 

cccgtcggtttgcccgtgatggttgcggtcggcggggcgcgtttccgcgagttgttggcg 

ggggcgcacgcgatggacaggcattttttcagtacgccgacgcgtcataatatccccgtt 

ttaatggcactgattgccgtgtggtacaacaatttccagcacgcggacgggcagaccgcc 

gttccgtacagccacaacctgcgcctgctgccggcgtggctgaaccagctcgatatggag 

agtttgggcaaaagccgcgcttcagacggcagtccx:gccgtgtgcaaaacgggcggcatc 

gtgttcggtggtgaaggggtcaactgccagcacgcctatttccaactgctccaccaaggc 

acgcgcctgattccctgcgattttatcgtcccgatgacggcgcagggcagagaggacgga 

cgcagccgttttaccgttgccaacgcctttgcccaagcggaagccttgatgaagggcaaa 

accttggacgaagcacgcgccgaactggcagatttgcccgaagcggaacgcgaacgcctc 

gcgccgcacaaagagttccccggcaaccgccccagcaacagcattttgattgaccgcctc 

acgccctacaatttgggtatgctgatggcggcttacgaacacaaaaccttcgtccaaggc 

gcgatatggaacgtcaaccccttcgatcagtggggggtggaatacggcaaacagttggca 

aaaaccatcatcggcgaactggaaggcggcacgtccgtacacgatgcctcgaccgaaggg 

ctgatggcgttttaccgcgaatgccgtctgaaaggcggcggcgcggcataaaagtactgc 

cgcctttctgtattgattcgggcgcggaaaaggcaatacctgccgcctgcccgattccga 

aacgccaatgtttggcaaccgctcgcgtattgctgacgaatatgcgtttgcgtggcacaa 

tagcgcattcatttcaaatgaacatactgcttgaaaataccggcaagcgtcccacgaaac 

atctcacataaggaaatattatgtctttgcaaaacattatcgaaaccgcctttgaaaacc 

gcgcggacatcaccccgaccaccgttactcccgaagtcaaagaagccgtgttggaaacca 

tccgccaactcgattccggcaaactgcgcgttgccgaacgtttgggcgtgggtgagtgga 

aagtcaacgaatgggcgaaaaaagccgtgttgctgtccttccgcatccaagacaacgaag 

tcctcaacgacggcgtgaacaaatacttcgacaaagtgccgaccaagtttgccgactggt 

ctgaagacgagttcaaaaacgcaggcttccgcgcagttccgggtgcggttgcccgacgcg 

gcagctttgtggcgaaaaatgtcgtgctgatgccatcttatgtcaacatcggcgcatacg 

tcgacgaaggcgcgatggtcgatacttgggcaaccgtcggctcttgcgcgcaaatcggta 

aaaacgtgcacttgagcgggggcgtcggcatcggtggtgtactcgaacccctgcaggccg 

cacccaccatcattgaagacaactgcttcatcggtgcgcgttctgaaatcgttgagggcg 

tgattgtcgaagaaggcagcgtgatttctatgggcgtgttcatcggtcaatccaccaaaa 

tctttgaccgtacaaccggcgaaatctatcaaggccgcgtaccggcaggttcggttgtcg 

tatccggcagtatgccttccaaagacggcagccacagcctttactgcgccgtcatcgtca 

aacgcgtggacgcgcaaacccgtgcgaaaaccagcgtcaacgaattgttgcgcggcatct 

gatgccttaaaccgtatttgaaacgtccaatgccgtctgaaatccgcttcagacggcatt 

gccgtttgcacgctgcaacgtgaaaacacagaaacagggagaatttgctataatcaacgg 

tttagaacgaaccgaacactatttgaaggatacaaaatgggttttctgcaaggcaaaaaa 

attctgattaccggcatgatttccgagcgttccatcgcttacggcatcgccaaagcctgc 

cgcgaacaaggcgcggaactggcgtttacctacgttgtggacaaactggaagagcgcgtc 

cgcaaaatggcggcggaattggattccgaacttgtattccgctgcgatgtcgccagcgac 

gacgaaatcaaccaagtgttcgccgacttgggcaaacattgggacggcttggacggtttg 

gtgcattccatcggttttgcgccgaaagaagccttgagcggcgacttcctcgacagcatc 

agccgcgaagcgttcaacaccgcacacgaaatttccgcatacagcctgcccgcgttggca 

aaagccgcccgtccgatgatgcgcggcagaaattccgccatcgtcgccctgagctacttg 

ggcgcggtgcgcgcgattccgaattacaacgtgatgggtatggcaaaagccagccttgag 

gcaggcatccgctttaccgctgcctgtctgggtaaagaqggcatccgctgcaacggtatt 
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TCCGCCGGCCCGATTAAAACGCTTGCCGCCTCCGGCATCGCCGATTTCGGCAAACTCTTG 

GGACACGTCGCCGCCCACAACCCGCTCCGCCGCAACGTTACCATTGAAGAAGTCGGCAAT 

ACCGCCGCCTTCCTGCTGTCCGACCTGTCGTCCGGCATTACCGGCGAAATCACTTACGTT 

GACGGCGGTTACAGCATTAATGCCTTGAGCACCGAGGGATAATCCGCCGTTTTCAAATCC 

GTGCGCCGTCCGTGCCGCATATCGGTTTCGGGCGGCGTTTTGCCGTCTGAAGCGTATTTC 

TAGGGAAATGCCCGACTTACGGCAGGCGGGATGGGAAATGCGGACGCTTGTTTTAACCGA 

TTGCCTTTGTGCCGACTTGCTGCAGGTGCAGCGGAAACGGTTCGGATGCGAAAATGCCGT 

CTGAAACGCCAAACGGGTTTCAGACGGCATTTTTTATTTAAAGCATCAGCACACTTCAAG 

CAGCCAGCCGTATTTGTCTTCCGCCAAACCATACTGGATGTCGGTAATCGCCTTACGGAT 

GGCATAGCCGCGTTCTTGGCTTTTCACTTCGATTTCTTTGCCGCCGATGACGAAGGAAGT 

AACGGGCGAGATGACGGCTGCCGTACCGGTCAAAATGGCTTCCGCACCGTTTTCCACCGC 

AGCTTTGAGTTCGTCAACCGTGAAATTGCGTTCGCTGACGGTATAGCCCAAATCTTTGGC 

AACCGTCAGTACGGAATCGCGGGTTACGCCGTGCAAAAACTCGTCGGTCAGCGGTTTGGT 

AATGATTTCATCGCCGTTAATCAGGATAAAGTTGGACGCGCCGGTTTCCTGCACGTCGCC 

GTTCGGGCAGAACAGGACTTGATTTGCGCCATATTCGGCTTTCGCCTTCAGCACCCAGTG 

CATGGCGGAAGCGTAGTTGCCGCCGCATTTGACGCGGCCCATATGCGGGGCGCAGCGGAT 

GTGTTCGGTTTCCACCAAAATTTTGACGGGCGATCCGACTTTGAAATAGTCGCCGACGGG 

GGAAGCCAAAATATACAGCAGGGCGGTTTCGGAAGGAGAACCGGCCTTGCCGATAACGGG 

ATCGGTACCGATTAAGGTCGGACGCAGGTACAGGGCGGCAGGCGCATCGGGAATTTCATC 

GGCGGCACGTTTGACCAATTTGATTAGCGCGTCAAGATAAGCTTCGGTTTCGGGGCGCGG 

CAGGTGCAAAATGTCCGCACTTTGCCGCATACGCGCGATATTGGCAGTCGGACGGAACAG 

CACGATTTTGCCGTCTGCCTGACGGAAGGCTTTCAGTCCCTCGAAACATTCGCTGCCGTA 

GTGCAGGGCGTGCGCGCCCGGTGCGAGGGAGAGGTCTTGGGAAGATTGCCATTCGGTCGG 

CTGCCATTTGCCTTCGCGGTAGGCGAGGACGGGCATTTGACTGTGAAAAACGCTGCCGAA 

TACGGCGGGTACGGGTCTGCTCATGATGTAAAGCCTTTCTTATTCTGATATGTTTCAATG 

AACGGTTTGAATTTGAAGATTGTAAAGATACGCCTGCAAACAGGGTTTTGACAAGTGCGC 

GGCGGGTTTTTCTGTCGATGCGGTGTCCAATCCGTTATTTTTCAAATGGAAAGGAACGGT 

GTATTTGGTAAAATTGTCGGCAATCGCATACTCCGTATGTCGTCCGAACACGCTGCCGCA 

TCCTATCCGAAACCGTGCAAATCGTTTAAACTAGCGCAATCTTGGTTCAGAGTGCGAAGC 

TGTCTGGGCGGCGTTTTTATTTACGGAGCAAACATGAAACTTATCTATACCGTCATCAAA 

ATCATTATCCTGCTGCTCTTCCTGCTGCTTGCCGTCATTAATACGGATGCCGTTACCTTT 

TCCTACCTGCCGGGGCAAAAATTCGATTTGCCGCTGATTGTCGTATTGTTCGGCGCATTT 

GTAGTCGGTATTATTTTTGGAATGTTTGCCTTGTTCGGACGGTTGTTGTCGTTACGTGGC 

GAGAACGGCAGGTTGCGTGCCGAAGTAAAGAAAAATGCGCGTTTGACGGGGAAGGAGCTG 

ACCGCACCACCGGCGCAAAATGCGCCCGAATCTACCAAACAGCCTTAAGAAAGCCGATAT 

GGACAACGAATTGTGGATTATCCTGCTGCCGATTATCCTTTTGCCCGTCTTCTTCGCGAT 

GGGCTGGTTTGCCGCCCGCGTGGATATGAAAACCGTATTGAAGCAGGCAAAAAGCATCCC 

TTCGGGATTTTATAAAAGCTTGGACGCTTTGGTCGACCGCAACAGCGGGCGCGCGGCAAG 

GGAGTTGGCGGAAGTCGTCGACGGCCGGCCGCAATCGTATGATTTGAACCTCACCCTCGG 

CAAACTTTACCGCCAGCGTGGCGAAAACGACAAAGCCATCAACATACACCGGACAATGCT 

CGATTCTCCCGATACGGTCGGCGAAAAGCGCGCGCGCGTCCTGTTTGAATTGGCGCAAAA 

CTACCAAAGTGCGGGGTTGGTCGATCGTGCCGAACAGATTTTTTTGGGGCTGCAAGACGG 

TAAAATGGCGCGTGAAGCCAGACAGCACCTGCTCAATATCTACCAACAGGACAGGGATTG 

GGAAAAAGCGGTTGAAACCGCCCGGCTGCTCAGCCATGACGATCAGACCTATCAGTTTGA 

AATCGCCCAGTTTTATTGCGAACTTGCCCAAGCCGCGCTGTTCAAGTCCAATTTCGATGT 

CGCGCGTTTCAATGTCGGCAAGGCACTCGAAGCCAACAAAAAATGCACCCGCGCCAACAT 

GATTTTGGGCGACATCGAACACCGACAAGGCAATTTCCCTGCCGCCGTCGAAGCCTATGC 

CGCCATCGAGCAGCAAAACCATGCATACTTGAGGATGGTCGGCGAGAAGCTTTACGAAGC 

CTATGCCGCGCAGGGAAAACCTGAAGAAGGCTTGAACCGTCTGACAGGATATATGCAGAC 

GTTTCCCGAACTTGACCTGATCAATGTCGTGTACGAGAAATCCCTGCTGCTTAAGTGCGA 

GAAAGAAGCCGCGCAAACCGCCGTCGAGCTTGTCCGCCGCAAGCCCGACCTTAACGGCGT 

GTACCGCCTGCTCGGTTTGAAACTCAGCGATATGAATCCGGCTTGGAAAGCCGATGCCGA 

CATGATGCGTTCGGTTATCGGACGGCAGCTACAGCGCAGCGTGATGTACCGTTGCCGCAA 

CTGCCACTTCAAATCCCAAGTCTTTTTCTGGCACTGCCCCGCCTGCAACAAATGOCAGAC 

GTTTACCCCGAATAAAATCGAAGTTTAACCACCACCGAAAGGAACACAAAAAATGCGCTT 

ACTCCATACTATGCTCCGCGTGGGCAATCTCGAAAATCCCTCGATTTCTACCAAAACGTT 

TTGGGTATGAAACTGCTCCGCCGAAAAGATTATCCCGAAGGCAGATTTACCCTTGCCTTC 

GTCGGTTACGGCGATGAAACCGACAGCACGGTTTTGGAACTGACGCACAACTGGGATACG 

GAACGATACGACTTGGGCAACGCCTACGGACACATCGCGGTTGAAGTGGACGATGCCTAC 

GAAGCCTGCGAACGTGTGAAGCGGCAGGGCGGAAACGTCGTCCGCGAAGCCGGCCCGATG 

AAACACGGCACAACCGTGATAGCCTTCGTCGAAGACCCCGACGGATACAAAATCGAGTTC 

ATTCAAT^GAAAAGCGGCGACGATTCGGTTGCCTATCAAACTGCCTGATACCGCCGCCGC 

CAATGCCGTCTGAAGCCTTTAGGGGTTTCAGACGGCATTTTGTTGCCGTCGACCTGCTGT 

TTGAGCCTGTGCCGGTTCAAACTTTATCCGTTACACCGATAAGGCAAAAAAGATGCCGTC 

TGAAACGGCATCCTTGATCTGCGAAAGGGCAGTTGGGAATCAAATACCCAATTCCTGCGC 

CAATGCTTGGGCACGTTTGAGTACGTCGCCTTCCGCTTCTTCCAGCAATTTCTGCACTGT 

CTCGGCAGCGGCATCGCGGTCGCCGATTTCGAGATACATTTCGGCAAGGTCGTATTTCGC 

TTCGGAAGGCGCGTCAGAACCTACAGATTCCGAAGGGAAACTGGTATCTGCATTATTTGG 

GATATTTTCTTCCGAGAGGTAGATGCTCCJUVTCTACCGTTTCCTOCTCGCCGTCTTTCAG 

GAAGTCGGGCAAAGCGTCTGCCTCAGAGGTGTTGGAATCAGGCGTTTCCAAAGTGATTTC 

CGCTGCATTTTCCTCAACGGCCGGTGCTTCAGCAGGTTGCAACAGTGCGGflCAAATCATC 

GGCAACGGTTTCCGCTGCATTTTCCTCAACGGCAGGTGCTTCAGAAGGTTGAAGTAATGC 

GGACAAATCGTCTGCGGTGGCGTTGAAATCGGGTGTTTCGGCAACGGTTTCCGTTACATT 

TTCCTCAACGGCCGGTGGTTCAGCAGGTTGCAACAGTGCGGACAAATCATCGGCAACGGT 

TTCCGCTGCATTTTCCTCAACGGCAGGTACTTTAGAAGGTTGAAGTAATGCGGACAAATC 
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GTCTGCGGTGGCGTTGAAGTCGGGTGTTTCGGCAACGGTTTCCGTTATATTTTCCTCAAC 
GGACGGTGCTTCGGCAGGTTGAAGCAATGCGGACAAATCGTCTGCGGCGGCGTTGAAATC 
GGGCGTTTCAGGCGCAGTTTCCGCGACGGCATCGGTTTCGTACACTTTCAGGAAATCGTG 
CAACTCTTCCGGTGTTTGGACTTCGGCAACTGTTTTTTCCAAGATGGTTTCGGGCGAGGA 
AGCCTTCAGGAAGCCTGCCAGTCCGGAGGGTGAGGCAGGTTTTGCGGAAGCTGTTTCTTC 
TGTGCCGATATGGTTGTTTGAGGGCAGGTTGTCGGAGAAATCGGTATCGACGGTTTCCGG 
TTTGTTTTCGGCAGTTTGGGCGACAGATTCCGGTTCGGGCGTGTCGATGACGATTTCGAC 
AGGGTTGTACGGGTTGAAGGTCTCGGGCTCGTACACGCTGTCTGTGGATTCGATGGCGTT 
CCAATCGGCATCCGCGCGTTTTTGGGTTTCTTCATCCTGCGTAAGTGCGCCGGATAAAAT 
GCCGTTTTGCGCGGCTGCCAGGCTGTCGAAATCCAAGTCGATGCGGTTGGAAGGCGTATC 
GGTTTCGACATCGAACGTTTGTTTTGCCGATAACTCTTCTTCAGATTCCCCATCTAAGGC 
AAGTGTGTCGTTTACATCGTTTTTCGGAGCGGGTTCGGGCGTTGCCGGAGTTTCGACTTC 
GGCAAAGGTGATTTCTATGCCGTCGTCTGCCGCGTCGTCAAGGTCAGGCTCTTCCTCAGG 
GACGGATTCTTCGGTACGGCGCGCGCGTTTGGATTGGGCAAGGCGCAAAAGCAGCAGCAG 
GGCGATTAATGCCGCGCCTCCGCCGGCAAGCAGCAAGGTGTACGAACCGCCGAACAGACC 
GTCAAACAGTCCGCTTTCGGTTTCTTCTTCGGCAGAAACCTGTTCGACAGGTTCGGAAAC 
GGCGTTACCGGTTTCGTCGGTCGGCGTGTCGATGGCAGAAGCGGCGGCTTCTTGGGGGGC 
GGATTCGGCAGCGGTTTCCGATGCGGCAGTATTTGCAGCGGGTACAGGTTCGGGTCGAAC 
GGCCGGTTTTTCCGCTTTTGCTTCGGGCGCGGCAACTTTTGCTTCAGGTTTTTCAACCGG 
TTTCTCTACCGTTGCCTGTTTGGACGGTTCGGACGGCATGGATGCGGTTTCGGCTTTGGG 
TTTCGCCGTTTGCGGTTTGGGTTGTTCCGCTTTGATCCTGTTCAGATTCGGAATGTGAAG 
CACGCTGCCCGCACGCAGTCTGCCGTGTGCGGAAACATTTGGGTTTGCCTTCAGCAGCGC 

atcggcaacctgttcgagcgtcaggtgtttcgggcggatggcggcggcaatctgtttgac 
cgtttcqcctttgcggacggtatgggttttgccgttgtatgccggtttgacggctgcgtt 
cgcgctgtcttttttatcggttttgcggagggctttggcgttttgattttcttgggactc 
tgctgtcggagcggttttgcggtgtgtcttgccgtctgaaagtgcagatttggttttggg 
cgagtagccgacaggatcgaggatggcggtgtattcgcgtacctgtgcgcctgcgccgat 
gcggaacaccaggacgggatcgcggactgcctgttcggaagaaacggcaatgacggcttt 
gtcgcccaacttgtggactttggcggtcaggcctttttcggaaacggtaacgctgccgcc 
gcctagcagggctttggcttcttcgccggttacggtaatgctgccggaaaagggttcgtc 
aaggttggactggatattcagtccgcccagtccagcatgtgcctgaaaggatgcggcaac 
tgcgacggaggcggcaatcagtttgatttgtctgttgtttttcaagatgtatcccctgtg 
ggttggcggctgaatacggtttgaccgcgtacagtctgtaaatttcgtcatcatcgggca 
tcggcggggcagtcggccggcgggcatttaatatgtgaatgtaccgaccgccgccacatt 
ttaaacggcaatcattcgccgtttttacaaattatgacatatctccatcttttttcaaaa 
acatctgtgcatatttgcatcaatcaaaacaaaatttgttggttttgcaggtgcaaaaac 
agggttctgcctgtatgattagcgtttatttgatttgctttctcatttggatatgaaatt 
cgtcagcgaccttttgtccgtcatcctgtttttcgccacctataccgttacgaaaaacat 

GATTGCCGCAACGGCGGTCGCATTGGTTGCCGGTGTGGTTCAGGCGGCtTTTCTGTATTG 

gaaatataaaaagctggatacgatgcagtgggtcggattggtgctgattgtggtattcgg 
cggcgcaaccattgttttgggcgacagccgcttcattatgtggaagccgagcgttttgtt 
ttggctgggcgcgctgttcctgtggggcagccacctcgccggtaaaaacggcttgaaggc 
gagtatcggcagggagattcagcttccggatgccgtatgggcgaaattgacgtatatgtg 
ggtcggtttcctgatttttatgggtatcgccaactggtttgtgtttacccggttcgagtc 
gcaatgggtcaactataaaatgttcggctcgactgcactgatgcttgttttctttattat 
tcagggtatttatctgagtacctgtctgaaaaaggaggattgactgtggaatattttatg 
ttgctggcaacagacggggaggatgtgcacgaggcgcgtatggcggcacgtcccgaacac 
ctcaaacggctggagacgctgaagtcggaaggccggctgttgacggcaggcccgaatcct 
ttgccggaggactccaaccgcgtttcgggcagtttgattgtggcgcagttcgagtctttg 
gatgcggcgcaggcttgggcggaagacgatccctatgttcatgcaggcgtgtacagcgaa 
gtgctgatcaagccgtttaaagcggtgttcaaataatgccggccgtcgatttgatccgcg 
aacgcctgcagacgctcgatccgctggtgttggaaatcggcgatgagagccatctgcaca 

AAGGACACGCGGGCAATACCGGCGGCGGACATTATGCCGTTTTGGTCGTTAGCGGCCGTT 
TTGAAGGCGTAAGa:GCCTGAACCGCCAG3UlAACGGTCAAATCGCTGCTCAAAGATTTGT 
TTTCAGGCGGCATGATTCACGCGCTCGGCATCCGGGCGGCTACCCCTGACGAGTATTTCC 
ATACGGCGGACTGAATGAAGTCTGCCCGAACATTTCAATTTAAAATTTAAAGAGAGAAGA 
TTATGAAAGCAAAAATCCTGACTTCCGTTGCACTGCTTGCCTGTTCCGGCAGCCTGTTTG 
CCCAAACGCTGGCAACCGTCAACGGTCAGAAAATCGACAGTTCCGTCATCGATGCGCAGG 
TTGCCGCATTCCGTGCGGAAAACAGCCGTGCCGAAGACACGCCGCAACTGCGCCAATCCC 
TGCTGGAAAACGAAGTGGTCAATACCGTGGTCGCACAGGAAGTGAAACGCCTGAAACTCG 
ACCGGTCGGCAGAGTTTAAAAATGCGCTTGCCAAATTGCGTGCCGAAGCGAAAAAGTCGG 
GCGACGACAAGAAACCGTCCTTCAAAACCGTTTGGCAGGCGGTAAAATATGGCTTGAACG 
GCGAGGCATACGCATTGCATATCGCCAAAACCCAACCGGTTTCCGAGCAGGAAGTAAAAG 
CCGCATATGACAATATCAGCGGTTTTTACAAAGGTACGCAGGAAGTCCAGTTGGGCGAAA 
TCCTGACCGACAAGGAAGAAAATGCAAAAAAAGCGGTTGCCGACTTGAAGGCGAAAAAAG 
GTTTCGATGCCGTCTTGAAACAATATTCCCTCAACGACCGTACCAAACAGACCGGTGCGC 
CGGTCGGATATGTGCCGCTGAAAGATTTGGAACAGGGTGTTCCGCCGCTTTATCAGGCAA 
TTAAGGACTTGAAAAAAGGCGAATTTACGGCAACGCCGCTGAAAAACGGCGATTTCTACG 
CCGTTTATTATGTCAACGACAGCCGCGAGGTAAAAGTGCCTTCTTTTGATGAAATGAAAG 
GACAGATTGCGGGCAACCTTCAGGCGGAACGGATTGACCGTGCCGTCGGTGCACTGTTGG 
GCAAGGCAAACATCAAACCTGCAAAATAATTCTGAAAACGGGATATGGCGGCAAGACGTT 
CAGACAGGCGTTTTGCCGCCGCGCAGGACAGGGAATACCATGAAACAGAAAAAAACCGCT 
GCCGCAGTTATTGCTGCAATGTTGGCAGGTTTTGCGGCAGCCAAAGCACCCGAAATCGAC 
CCGGCTTTGGTGGATACGCTGGTGGCGCAGATCATGCAGCAGGCAGACCGGCATGCGGAG 
CAGTCCCAAAAACCGGACGGGCAGGCAATCCGAAACGATGCCGTCCGCCGGCTACAAACT 
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TTGGAAGTTTTGAAAAACAGGGCATTGAAGGAAGGTTTGGATAAGGATAAGGATGTCCAA 

AACCGCTTTAAAATCGCCGAAGCGTCTTTTTATGCCGAGGAGTACGTCCGTTTTCTGGAA 

CGTTCGGAAACGGTTTCCGAAGACGAGCTGCACAAGTTTTACGAACAGCAAATCCGCATG 

ATCAAATTGCAGCAGGTCAGCTTCGCAACCGAAGAGGAGGCGCGTCAGGCGCAGCAGCTC 

CTGCTCAAAGGGCTGTCTTTTGAAGGGCTGATGAAGCGTTATCCGAACGACGAGCAGGCT 

TTTGACGGTTTCATTATGGCGCAGCAGCTTCCCGAGCCGCTGGCTTCGCAGTTTGCCGCG 

ATGAATCGGGGCGACGTTACCCGCGATCCGGTCAAATTGGGCGAACGCTATTATCTGTTC 

AAACTCAGCGAGGTCGGGAAAAACCCCGACGCGCAGCCTTTCGAGTTGGTCAGAAACCAG 

TTGGAGCAGGGTTTGAGACAGGAAAAAGCCCGCTTGAAAATCGATGCCCTTTTGGAAGAA 

AACGGTGTCAAACCGTAATGGCATTTCCAATACCGATGCCGTCTGAAGCCTTTCAGACGG 

CATTGCACGTTCAGGTAAGGAGGACGGCTTATGCGTGCGGTCATACAGAAAACGGTAGGT 

GCAAAGGTGGATGTCGTGTCCGAAGCCGGCACGGAAACCTGTGGCAAAATCGACGGCGGG 

TTTGTCGTGTTACTCGGCGTAACGCATAGCGACACAGAAAAAGATGCACGCTATATCGCC 

GACAAAATCGCCCATTTGCGCGTGTTTGAAGACGAAGCGGGCAAGCTGAACCTGTCTTTG 

AAAGATGTCGGCGGCGCGGTGCTGCTGGTGTCGCAGTTTACGCTTTATGCCGACGCGGCA 

AGCGGGCGGCGGCCTTCGTTTTCCCAAGCCGCACCTGCAGAACAGGCGCAGCAGCTTTAC 

CTGCGAACGGCGGAACTGTTGCGCGGACACGGGATTCATGTCGAAACAGGGCGTTTGCGG 

ACGCATATGCAGGTGTCGCTCTGCAACGATGGGCCGGTAACCATACTGCTGGACTCTTTC 

ATGACGCGGATTTCCCCAAAAATGAAGGTTGTTCCGGATTGAAATTGAATCCGCAATGAT 

AAAATATCGACAATGAACGACAATACACACACCCTTCCCCCGCGCCACCTGTCCGTCGCC 

CCCATGCTCGACTGGACGGACAGGCACTACCGTTACCTTGCCCGCCAGATTACCCGAAAT 

ACTTGGCTGTACAGCGAAATGGTCAATGCCGGTGCGATTGTTTACGGCGACAAAGACCGC 

TTTTTGATGTTCAACGAAGGCGAGCAGCCCGTCGCCCTGCAACTGGGCGGCAGCGATCCG 

TCCGATTTGGCGAAAGCCGCCAAAGCCGCCGAGGCATACGGTTACAACGAGGTCAACCTC 

AACTGCGGCTGCCCCAGTCCGCGCGTGCAGAAAGGCTCGTTCGGCGCGTGTCTGATGAAC 

GAAGTCGGGCTGGTTGCCGACTGCCTCAACGCCATGCAGGATGCGGTCAAGATTCCCGTT 

ACCGTCAAACACCGCATCGGTGTGGACAGGCAGACCGAATACCAAACCGTTGCCGATTTC 

GTCGGCACGCTGCGCGACAAAACCGCCTGCAAAACCTTTATCGTCCACGCCCGCAACGCT 

TGGCTGGACGGTCTTTCCCCCAAAGAAAACCGCGACGTTCCCCCGTTGAAATACGATTAC 

GTTTACCGCCTCAAGCAGGAGTTTCCCGGGCTGGAAATCATCATCAACGGCGGGATCACC 

ACCAACGAAGCAATCGCAGGACACCTGCAACACGTTGACGGCGTGATGGTCGGGCGCGAG 

GCGTACCACAACCCGATGGTGATGCGCGAATGGGACAGGCTGTTTTACGGCGATACCCGC 

AGCCCGATTGAATACGCCGATTTGGTGCAGCGTCTCTACACATAGAGCCAAGCCCAAATC 

CAAGCCGGACGCGGCACAATCTTGCGTCACATCGTCCGCCACAGCCTTGGGCTGATGCAC 

GGTCTGAAAGGCGCGCGGACTTGGCGGCGTATGCTTTCCGACGCAACGCTCTTGAAAGAC 

AACGACGGCAGCCTGATTCTCGAAGCGTGGAAAGAGGTCGAACGGGCAAATATGCGCGAA 

TAGGGCGGGGCTGTATGTGTGAAATGCCGTCTGAAGGCTTCAGACGGCATTTGTGCGTTT 

GTCGGGCGGTGTTTAGGGGGCGGTAACGGCGTGTTTCGGCACTTTGTCCATATCCCAGTG 

TGCCACCGCCCAGTCGAGCAGTTCGGCAGGGCGGTCGGTTTCCGGTGCTTCGGGCAGCTT 

GAGGTAACGGAACACTTQGCGGAGGAGTTGTTCGCGGCGGTTTAAATCCAATGCGGGGGC 

GAGCGTCTGTTTCGACCATTTCTGCCCTTGTGCGTTGGTCAGCAGCGGCAGGTGGGCATA 

TTGCGGTGTCGGAACGTCCAAACACTGCTGCAAATAGATTTGGCGCGGCGTGGAAACGAG 

CAGGTCTTGTCCGCGGACGATGTGGGTAACGCCCTGTTCGGCATCGTCGGCAACGACGGC 

GAGCTGGTATGCCCAGTAACCGTCTGCACGAAGCAGGACGAAATCGCCGATGTCGCGGGC 

GAGGTTTTGGGCGTAACCGCCGACGATGCCGTCTGAAAAACCGATAATGCGGTCGGGGAC 

GCGGATGCGCCACGCCGGCTGTTTGCCTTGCAGTGCAGGGCGTTGGCCGGGGTGGCGGCA 

ACGTCCGTTATAGACGAACCCGTCTGCGCCCXIGCCTTGCCCCGGCCTGCCAGTCTTTGCG 

GCTGCAATGGCAGGGATAGACCAGTCCGGCGGTTTTCAGGCGGCATAGGGTTTCTTCATA 

CAGGGCGTAACGGCGGCTCTGATAGGCGACTTCTCCGTCCCACTCGAATCCGAATGCCTC 

AAGCGTGTGCAGGATATGGCTTGCCGCCCCCGGCATTTCGCGCGGCGGATCGAGGTCTTC 

CATGCGGATCAGCCATTTGCCGCCGTGCGCGCGCGCATCGGCATAGGAAGCGACGGCGGT 

CAGCAGCGAGCCGATGTGGAGCAGCCCGGTCGGGCTGGGGGCAAAACGTCCTGTGTACAT 

ATCTGGTACAGCCCCTTTATTTAAGACTATTAATCAAAGCCATTATCTCATCTTTATTCA 

GTTCCATCCCGGGCTCTTCAAGCAAGGTTAAATCATATAGGGCATTATATTGCTCTTCGG 

TAGCTGAACCATCCATAAGAGGAGGCGAGAAAAAATCAAAGGCTCTATCTGCAATTCTCT 

CATTACTTGCATTTCTACTAACCAGTTT CG TCAArr CTG 'r A TATTTTGJaUUlGTTTATGG 

AAAAATAAAACAGCGAAAAAGTTTTGGTTTCGCTGTTTTTGATTTAATTAGCACTGATAA 

TCTTCAAATTCCCACGAAAAAAAACGAAGTAAATAAGTCAATGACTTTTCCCAAGTTTCT 

TTTGAACATTCTTTAAGAATTTTCTCAATTTCCGATTTAATAACAGAATGATTAAATTCA 

TTCATAATCATCyiTACCCGCCCCCCATTTAACCCTTTGATTTTGGAAACAATTATGCAAA 

ATCCATTTAGGAGAGCATATGCGAACAGAAAATATATCTGCAGCATCACTATCATCAGTT 

CCTATGTCTAAATCAATTCCCACACAAAAATTGTCTTTGATTTCGGGAACGAAATCTTCA 

AAGGCACAATCGTAAAGATTGATGGCTTTCAATTCTAGGTTAATCATTTTATATTCAATA 

GTATGGGGAGGTACCGGATCCTTAAAAATCAGATCTGAATAAATTTCATTGGGTGAAATG 

ATTTCGATTGCTTTTGCCATGATTCTATTTCCTTTTGTGTTAGTGGGTAATGTCGTGCAT 

taacttcttgcccattaatatttttagggtgaatccttgatatgccgcactgtgtccggt 
caaacgggcgatgccgtctgaaagcctttcagacggcatcgggaaaatgcctaagccaaa 
ggcgcgagcagtttttcaaacgcttcttcaaactgtttcaaaccgtcttcctgcaaacgc 
gttgccj^ggtttcgacatcgatgccgagcgcggcggtttcggcgagctgcgcttgtgct 
tcttctacgccttcggtcagcgtggctttggctgtgccgtggtcgataaaggctttgagc 
gtggcatcgggaacggtgttgacggtgtgcgcgccgatcaggctgtcaacgtagagcgtg 
tcgggataggccgggtttttcacgccggtagatgcccataaaagctgcacgcggtttgcg 
<x:tttggttt(x:agcgcggcaaattcggggctgccgaagtattgcgcccagtcttggtag 
gcggctttggcaagggcgatggcgattttgccrragaggtggtcgggcagtgttgtgtcc 
agcgcgccgtccacacgggagatgaagaagctggcgacaacttggatatgggcaacgctt 
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TGTCCGGCTGCTAAGCGTTTGGCGATGCCGCGCGCGTAGGCGGCGTAGGCTTTGAGGGTT 

TGGGCGCGTGAGAACAGCAGGGTCAGGTTCACGCTGATGCCGTCTGAAACGAGGGTTTCG 

AGCGCATCGATGCCTGCGTCGGTGGCAGGCACTTTAATCATCGCGTTTTTGCACCCGATG 

GCGGCGTAGAGGCGGCGCGCTTCTTCAACCGTGCCTTGCGCGTCTTTGGACAATTCGGGC 

GAAACTTCGAGGCTGACGAAGCCGGTTTTGCCGCCGGTGGATTCGTGTTCGGCAAGGCAA 

ACGTCGCAGGCGGCACGCACATCGGCAACCGCCATTGTTTCGTAGCGTTGTTTGGGGCTG 

AGGTTTTGCTGCTTGAGGGCGGCGATTTCATCGGCGTAAAGCGCGTCGCCGGCGAAGGCT 

TTTTGGAAGATGGCGGGATTGGAAGTTACGCCGCACACGCCCTGTTTCAACATTTGCGCC 

AATTCGCCGCTTTGCACTAGCGAGCGGGAAAGGTTGTCCAGCCAGATTTGTTGTCCTAAT 

GCTTTAACGTCCGATAAAATGGTCATCTCTGATTCCTTTGGATGGATAGGCGGGGTTTGA 

GGGCTTATGCTACCCCGATTCGGAAATTTTGGGTAGTTTTATTACAGCAAAGGCGGATGG 

CAATGGCAGAAAACGGAAAATATCTCGACTGGGCACGCGAAGTGTTGCACGCCGAAGCGG 

AAGGCTTGCGCGAAATTGCAGCGGAATTGGACAAAAACTTCGTCCTTGCGGCAGACGCGT 

TGTTGCACTGCAAGGGCAGGGTCGTTATCACGGGCATGGGCAAGTCGGGACATATCGGGC 

GCAAAATGGCGGCAACTATGGCCTCGACCGGCACGCCTGCGTTTTTCGTCCACCCTGCGG 

AAGCGGCACACGGCGATTTGGGTATGATTGTGGACAACGACGTGGTCGTCGCGATTTCCA 

ATTCCGGCGAAAGCGACGAAATCGCCGCCATCATCCCCGCACTCAAACGCAAAGACATCA 

CGCTTGTCTGCATCACCGCCCGCCCCGATTCAACCATGGCGCGCCATGCCGACATCCACA 

TCACGGCGTCGGTTTCCAAAGAAGCCTGCCCGCTGGGGCTTGCCCCGACCACCAGCACCA 

CCGCCGTCATGGCTTTGGGCGATGCGTTGGCGGTCGTCCTGCTGCGCGCACGCGCGTTCA 

CGCCCGACGATTTCGCCTTGAGCCATCCTGCCGGCAGCCTCGGCAAACGCCTACTTTTGC 

GCGTTGCCGACATTATGCACAAAGGCGGCGGCCTGCCTGCCGTCCGACTCGGCACGCCCT 

TGAAAGAAGCCATCGTCAGCATGAGTGAAAAAGGGCTGGGCATGTTGGCGGT7UVCGGACG 

GGCAAGGCCGTCTGAAAGGCGTATTCACCGACGGCGATTTGCGCCGCCTGTTTCAAGAAT 

GCGACAATTTTACCGGTCTTTCGATAGACGAAGTCATGCATACGCATCCTAAAACCATCT 

CCGCCGAACGTCTCGCCACCGAAGCCCTGAAAGTCATGCAGGCAAACCATGTGAACGGGC 

TTCTGGTTACCGATGCAGATGGCGTGCTGATCGGCGCGCTGAATATGCACGACCTGCTGG 

CGGCACGGATTGTATAGTGGATTAACAAAAACCAGTACGGCGTTGCCTCGCCTTAGCTCA 

AAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATCTGTAC 

TGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATATAAGGCGTTGCAG 

CCGTTTCAGACGGCATTTGTGGTAAGATKTGCCGTCTGAMaVCAAGGAAATCCCATGCAG 

GCAATTTCTCCCGAATTACAGGCGCGCGCCGCCAAAATCAAACTGTTGATCCTGGATGTG 

GACGGCGTTTTGACCGACGGGCGCATCTTTATCCGCGATAACGGCGAAGAAATCAAATCG 

TTTCACACACTGGACGGACACGGTCTGAAAATGCTTCAGGCAAGCGGCGTGCAGACTGCG 

ATTATCACGGGCCGGGACGCGCCCTCCGTCGGCATCCGCGTCAAACAGTTGGGCATAAAT 

TACTATTTCAAAGGTATCAGCGACAAACGTGCCGCCTATGAAGAATTGCGCGCGCAGGCG 

GGCGTGGAAGAAGCCGAGTGCGCCTTTGTCGGCGACGACGTGGTCGATTTGCCGGTAATG 

GTGCGCTGCGGATTGCCGGTTGCCGTCCCCGGCGCGCATTGGTTTACGCGGCAACACGCC 

GCCTATATCACGGAACACGCGGGCGGCGCAGGCGCGGTGCGCGAAGTGTGCGACCTGATT 

ATGCAGGCGCAAGGGACTTTGGGCGCGGCTTTGAACGAGTACATCAAATGAAAGTAAGAT 

GGCGGTACGGAATTGCGTTCCCATTGATATTGGCGGTTGCCTTGGGCAGCCTGTCGGCAT 

GGTTGGGTCGTATCAGCGAAGTCGAGATTGAAGAAGTCAGGCTCAATCCCGACGAACCGC 

AATACACAATGGACGGCTTGGACGGCAGGCGGTTTGACGAACAGGGATACTTGAAAGAAC 

ATTTGAGCGCGAAGGGCGCGAAACAGTTTCCGGAAAGCAGCGACATCCATTTTGATTCGC 

CGCATCTCGTGTTCTTCCAAGAAGGCAGGTTGTTGTACGAAGTCGGCAGCGACGAAGCCG 

TTTACCATACCGAAAACAAACAGGTTCTTTTTAAAAACAACGTTGTGCTGACCAAAACCG 

CCGACGGCAAACGGCAGGCGGGTAAAGTTGAAGCCGAAAAGCfGCACGTCGATACCGAAT 

CTCAATATGCCCAAACCGATACGCCTGTCAGTTTCCAATATGGTGCATCGCACGGTCAGG 

CGGGCGGCATGACTTACGACCACAAAACAGGCATGTTGAACTTCTCATCTAAAGTGAAAG 

CCACGATTTATGATACAAAAGATATGTAAGCTATTTGTTTTAATAGCATTTTTTTCGGCG 

TCCCCCGCTTTTGCCCTTCAAAGCGACAGCAGGCAGCCTATTCAGATTGAGGCCGACCAA 

GGTTCGCTCGATCAAGCCAACCAAAGCACCACATTCAGCGGAAACGTCGTCATCAGACAG 

GGTACGCTCAATATTTCCGCCGCCCGCGTCAATGTTACACGCGGCGGCAAAGGCGGCGAA 

TCCGTGAGGGCGGAAGGTTCGCCAGTCCGCTTCAGCCAGACATTGGACGGCGGCAAAGGC 

ACGGTGCGCGGACAGGCAAACAACGTTGCTTATTCATCTGCAGGCAGCACCGTAGTCTTA 

ACCGGTAATGCCAAAGTACAGCGCGGCGGCGATGTCGCCGAAGGTGCGGTGATTACATAC 

AACACCAAAACCGAAGTCTATACCATCAGCGGCAGCACAAAATCCGGCGCAAAATCCGCT 

TCCAAATCCGGCAGGGTCAGCGTCGTTATCCAGCCTTCGAGTACGCAAAAATCCGAATAA 

TCCCAAAATGCCGTCTGAAATATAAACCCGGTTCGGACGGCATATGCCGACCGAAGATAT 

TGAAGAGATATTTATGAGTGCAAACGTCAGCCGCCTTGTTGTTCAAAACCTGCAAAAAAG 

TTTCAAAAAACGCCAAGTCGTTAAAAGCTTCTCCCTCGAAATCGAAAGCGGCGAAGTCAT 

CGGACTGCTCGGGCCCAACGGTGCGGGTAAAACCACCAGCTTCTACATGATTGTCGGACT 

CATCGCCGCCGACGCAGGCAGCGTAACCCTAGACGGACAAGAATTGCGCCACCTGCCCAT 

ACACGAACGCGCCCGCCTCGGTGTCGGCTACCTGCCGCAGGAAGCCTCGATATTCCGCAA 

AATGACCGTCGAACAAAACATCCGCGCCATCTTGGAAATCAGAACCAAAGATAAAAATCA 

AATCGACAGGGAAATCGAAAAACTGCTCGCCGACCTCAATATCGGACACTTACGCCGCAG 

CCCCGCGCCGTCGCTGTCCGGCGGCGAACGGCGGCGCGTCGAAATCGCCCGCGTACTCGC 

CATGAAACCGCATTTTATTTTGTTGGACGAACCTTTTGCCGGCGTCGATCCGATTGCCGT 

CATCGACATCCAGAAAATCATCGGTTTCCTCAAATCGCGCGGTATCGGCGTACTGATTAC 

CGACCACAACGTACGCGAAACCCTCAGCATCTGCGATCGGGCCTACATTATTTCAGACGG 

CACGGTGTTGGCATCGGGAAAACCTGATGATTTGGTCGGAAACGAACAGGTTCGTTCTGT 

TTATCTGGGTAAGAACTTCAAATATTGAAAATATTTTTCAGACGGGCGACCTAATATCGT 

CGGG(yVGGCGGCAAAAATACGGATTTATGTTGTTTTTACATAAATTAATTCAAATTTAAA 

ACATTGACTTAAACGTGTTTTGAAAGAATATTGCCCGATATGCTTGCATGTCGTCCCGTA 

ATTTGGTTTAATACGCATCTCTTAACGAGACAGACAAAGGCCAGATAGCTCAGTTGGTAG 
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AGCAACGGATTGAAAATCCGTGTGTCGGCGGTTCGATTCCGCCTCTGGCCACCAAAAAAC 

CGCCTTGAAGCGGTTATTTTTTTTGCCTGCCGTTTTTGGGAAGTTGTCCGTGTCGGACAC 

GTTTTGTGTCTGACCGTTATGTAGAAGGGCAAAAATGATAATGACCGCCCCGTTGCGTTT 

TGGAGAAGAGGGTAAAGGCAGAAAGCATATGCCGTCTGAATGATATTTCAGACGGCATTT 

TATATTGCGGCGGCACTCAGTCCGTGTCGCTTTCAGGCAACTCTGCCGAACCCATGCGTT 

TGAGCACGATATTGGTTTTGTTGCGGAGCCGTTTGCTTTTCGGATGGTCGGCGTAGTAGA 

GCGGGGCGGGGACGCGCGCCGTCAGTTTTGCCGCCTGCTGTTTGGTCAGCTTGGCGGCGG 

GTATTTGATAAAAATACCGGGACGCGGCTTCCGCGCCGAAAACGCCGTAGTGCCATTCGA 

TTGAGTTTAAATACAGTTCAAAAATCCTGTCTTTGTCGGTAACGGCTTCCATCATCGCGG 

TAATCGCCGCTTCTTCGCCTTTGCGGATATAGCTGCGGCTTTCGTTTAAAAACAGGTTTT 

TGGCAAGCTGCTGGCTGATGGTCGAGCCGCCCGCCTTCACTTTGCCGCTGTTCCGGTTGC 

GCCTGATGGCGTTTTGAATGCCGCCCCAATCGAAGCCGCCGTGCCCGGCGAAACGGGCAT 

CTTCGGAAGCAATCAGGGCTTTTTTCAGGTTGGTGGAAATGCGTTTGTAGGGCATCCAGC 

GGTAATCCAGTGCGACATCGCGACCTTCCTGTTCAAACTGCTTCATCCGCATCGACATAA 

AGGCAGTCCGATGGGGCGCGACGGCGCGGTAGGTAATGATGTTGCCGTACACATAGGCAT 

TGAAAAAGATAAAGATGCCGACGGGCAGGGCAATCAGCCATTTGATGATGCGGAACATGT 

TTATAGGGCTTTCATGTATTCGATAACGGGGCGGATATCGGGCGTAAATCCGCGCGAGAG 

GGCGTAGGAAGCCGCCGCTTGACCGACTAGCATACCCAGTCCGTCGGCAGTTTTTTTCGC 

ACCCGATTGTCGTGCAAAATCTAAAAACGGTTTTGCCGCGCAGCCGTACACCATATCGTA 

GGCAAGCGCGCAGTTTTGAAAAATATCGGGCGGAATATCGGGAATCTGACCGTTTAGACC 

GCCCGACGTGCCGTTGATGATGATATCAAAACCGCCGTTCACGTCCGCCATCGGGACGGC 

TTCAATGCCGAAAAGCTGCGCCAATTCCTCGGCTTTGGCGCGGGTACGGTTGGCAATGAC 

GATACGGGCAGGACGGTGTTCTTTCAAAACAGGAATCACGCCGCGCACCGCGCCGCCTGC 

GCCCAAAAGCAAAATGGTTTTGCCCTCGATGGCAATATTTTTGACCTGCGTGATGTCGTT 

GGTCAAACCGATACCGTCGGTGTTGTCGCCACGCAGCTTGCCGTTTTTCAACGGAATCAG 

CGTATTGACCGCACCTGCCGCCAATGCGCGTTCGGAATGCTCGTCCGCCAGATGAAACGC 

TTCCTGTTTGAACGGTACGGTAACGTTTGCCCCGCAACCGCCTGTTTCAAAAAATGTCGA 

AACCGCCTGCGCGAAACCGCCGATGTCGGCGCAAATGCGTTCGTATTCAATGTCAACGCC 

TTCCTGAAGGGCAAATTGTTGATGAATTTGCGGCGATTTGCTGTGGGCGACGGGGTTGCC 

GAAAACGGCGTAGCGGGGGAGGGCGGTCATGGTCGTGTTCCAAAAGACGGGAAGGCTATT 

TTATAACGGCGGCGTACAGATGGAAACGATGCCGTCTGAAACCGCCTTCAGACGGCATCG 

TTTCCTGTATCGGTCGGGAAAAATCCGGATGCGGTGCGCCGGCTTGTCCGCATTGTTGAC 

AATCTTGCCGTCTGAAACTATATTTTCCGGCTTGAAATTTGACGCAAAACCGGTTTCAGA 

CGGCATCGGCGTGGTAAAATCGTGCCGACTTTGCGTCAAGCCGCCGCGTTCCGCATATTT 

TGCTATTTCCCTTTTCCAGGAGCTGAAAAATGTCTATTA/VAAACGCCGTAAAATTGATTG 

AAGAAAGCGAAGCCCGCTTTGTCGATTTGCGCTTTACCGATACCAAAGGCAAGCAGCACC 

ACTTTACCGTGCCTGCGCGCATCGTGTTGGAAGACCCCGAAGAGTGGTTCGAAAACGGTC 

AGGCGTTTGACGGTTCGTCTATCGGCGGCTGGAAAGGCATTCAGGCTTCCGATATGCAGT 

TGCGCCCCGATGCGTCTACAGCCTTCGTCGATCCTTTTTATGATGATGCGACTGTTGTGT 

TGACTTGCGACGTTATCGATCCCGCCGACGGTCAGGGTTACGACCGCGACCCGCGCTCCA 

TCGCCCGCCGAGCCGAAGCCTATTTGAAATCTTCCGGCATCGGCGAGACCGCCTATTTCG 

GTCCCGAACCCGAGTTTTTCGTATTCGACGGCATAGAATTTGAAACCGATATGCACAAAA 

CCCGTTACGAAATCACGTCCGAAAGCGGCGCGTGGGCAAGCGGTCTGCATATGGACGGTC 

AAAACACCGGCCACCGCCCGACCGTCAAAGGCGGTTACGCACCTGTTGCACCGATTGACT 

GCGGTCAGGATTTGCGTTCGGCGATGGTAAACATTTTGGAAGAACTCGGTATTGAAGTGG 

AAGTGCACCACAGCGAAGTCGGCACCGGCAGCCAAATGGAAATCGGCACGCGCTTTGCTA 

CTTTGGTCAAACGCGCCGACCAAACCCAAGACATGAAATATGTGATTCAAAACGTTGCCC 

ACAACTTCGGCAAAACCGCCACTTTCATGCCCAAACCCATTATGGGCGACAACGGCAGCG 

GTATGCACGTTCACCAATCCATTTGGAAAGACGGTCAAAACCTGTTCGCAGGCGACGGCT 

ATGCCGGCTTGAGCGACACCGCGCTCTACTACATCGGCGGCATCATCAAACACGCCAAAG 

CCTTGAACGCGATTACCAATCCGTCCACCAACTCCTACAAACGCCTCGTGCCGCACTTTG 

AAGCGCCGACCAAACTGGCATACTCCGCCAAAAACCGTTCCGCTTCCATCCGCATTCCGT 

CCGTGAACAGCAGCAAGGCGCGCCGCATCGAAGCGCGTTTCCCCGATCCGACCGCCAACC 

CGTATTTGGCATTTGCCGCCCTGTTGATGGCGGGTTTGGACGGCATTCAAAACAAAATCC 

ATCCGGGCGACCCTGCCGATAAAAACCTGTACGATCTGCCGCCGGAAGAAGATGCATTGG 

TGCCGACCGTTTGCGCTTCTTTGGAAGAAGCACTGGCCGCCCTCAAAGCCGACCACGAAT 

TCCTCCTGCGCGGCGGCGTGTTCAGCAAAGACTGGATCGACAGCTACATCGCTTTCAAAG 

AAGAAGACGTACGCCGCATCCGCATGGCGCCGCACCCGCTGGAATTTGAAATGTATTACA 

GCCTGTAAGCACGTCTGGTTTTCAGAAAAGCAATGCCGTCTGAACACAGTTTCAGACGGC 

ATTTTGCATTTGAACGGCAAACCGGCGGCGCGGGGCGGCATTTTTCAGCAGGCGGGCGAT 

ATTTGCTACAATAGGCTTTTGTTTTTTTTGGGCTGCACGAACGATGACTGCATCGAAATC 

AGGTTTTATCGGGCAAATCTTTTCCCGCAATATGCTTGTCTGTATTTTTACGGGGTTTAC 

CTCGGGGCTGCCGCTGTACTTTCTGATTAACCTGATTCCGGCGTGGTTGCGCAGCGAGCA 

GGTGGATTTGAAGAGCATCGGGCTGATGGCGTTAATCGGTCTGCCGTTTACTTGGAAATT 

TTTGTGGTCGCCGCTGATGGACGCGGTCAGGCTGCCCGTTTTGGGACGGCGGCGCGGGTG 

GATGCTGCTGACGCAGGCAGGGTTGCTGGCGGCTTTGGCGGTCTATGCCTTTTTAAACCC 

CCGTAATCATCTGCCGCTGATTGCCGGCTTGTCGGTGCTTGTCGCTTTTTTTTCCGCCAG 

TCAGGATATTGTATTGGATGCGTTCAGGCGCGAGATTTTGTCAGACGAAGAATTGGGTTT 

GGGCAACTCGGTTCATGTGAACGCCTACCGGATTGCCGCCCTGATTCCCGGTTCATTGAG 

TTTGGTGTTGGCAGACAGGATGCCGTGGTTAGAAGTATTTGTTATCACTTCATTATTTAT 

GCTGCCa^GCCTTCTGATGACGCTGTTTCTTGCGCGCGAACCCGTGTTGCCTCCTGCCGT 

TCCTAAAACGTTGAAGCAGACCGTGGTAGAGCCGTTTAAAGAATTTTTTACGCGCAAGGG 

CATCGCTTCGGCGGTGTGCGTGCTGCTGTTTATCTTCCTTTACAAACTCGGCGACAGTAT 

GGCAACCGCGTTGGCAACGCCGTTT-TATGTGGATATGGGTTTCAGCAAGACCGACATCGG 

TTTGATTGCGAAAAATGCAGGACTGTGGCCGGCAGTGGCGGCAGGTATCTTGGGCGGTGT 
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GTGG ATGC TGAAAAT CGGCGTAAAC AAAGCCT TGTGGCTATTCGGCGCGGTGC AGGCTGT 

AACCGTTTTGGGGTTTGTATGGCTGGCAGGGTTCGGACCTTTCGACACGGTCGGCACAGG 

CGAGAGGCTGATGCTGGCGGCAGTTATCGGCGCGGAAGCGGTCGGCGTGGGGTTGGGGAC 

GGCGGCGTTCGTATCGTATATGGCGCGTG7UVACCAATCCCGCATTTACCGCAACGCAGCT 

TGCGCTGTTTACCAGCCTGTCCGCCGTCCCGCGCACGGTCATCAATTCCTTTGCCGGTTA 

TCTGATTGAATGGCTCGGTTATGTACCGTTTTTCCAACTGTGTTTCGCACTCGCCCTACC 

GGGTATGCTGCTGCTGCTGAAAGTTGCGCCTTGGAACGGGGAGAAAACTCAGGATGCAGG 

CAGATGAACGCGTCAAACTGGAGCGTTTACCTGATATTGTGTGAAAACAGCGCGTTCTAT 

TGCGGCATCAGCCCGAATCCGCAACAGCGGCTTGCCGCCCACACAACCGGTAAAGGCGCG 

AAATATACCCGCGTATTCAAACCGGTGGCGATGCGTATCGTTGCAGGCGGGATGGATAAA 

GGAACGGCACTCAGGCAGGAAATCGCCGTCAAAAAACTGACCGCCGCACAAAAACGGCAA 

TTGTGGGAGCAGGCAGAAAAAATGCCGTCTGAAACCTGACGGTTCAGGTTCGGACGGCAG 

TTGGCAGCAATCAGGGAAAAGCGGGGCAGGCGGTAAGGAAAACCGACGTTTCAACACACA 

GGACGGTACATAAAGCGTCGCCCTATGAAAGTGAAGGCATATATCAGTATTTTTTATACG 

CCAACAGAAAAGAATACGATGAACTGTTTGTTGGATTTGTATTGATTAATCAGTATATTT 

TTTATGCCGGGGTATTTTTCCTTATCGGTATCCCTTCTTTTATGAGGATGCCTGCCGCTC 

ATATAAAGAACGGGAAAATACGATGGGAAAATACGGTACAGCCCTCGACATCGCACAATA 

TGTCAACTTATAGTGGATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACA 

GATAGTACGGCAAGGCGAGACAACGCCGTACTGGTTTTTGTTAATCCACTATATTTGTTT 

GTTTTATATTGTAAGTATACGTATAGGCTTTGTAAAGGTAAATTGTGAAAAAAGCAGTTT 

TTTAAACGAATGAAACGGCTTCGGGCTGAAATATATGCTGATGCCCTGTCCTTCCCGTAT 

ATCTTGTGTGTTGTCAAAGTGCAGGCTGCTTTGAAATCGGTATTGCCATCTATGAACCAC 

CACTTTGTTTTATTTCAGCGGGCTTGAGATGTGTATAAGAATATTGTTTTGAATAAATTT 

AAAAAAATGATAATCGTTATTGAAGATTTTTAAAGGAAAGCGTAGAGTGCCAATTCTATG 

AAGCAATACGGTAAGTAACAATGAAAATATCTACTGCTTGGGTATAGAGCATATTTCACA 

ACCCGTAACTATTCTTGCGGAAACAGAGAAAAAAGTTTCTCTTCTATCTTGGATAAATAT 

ATTTACCCTCAGTTTAGTTAAGTATTGGAATTTATACCTAAGTAGCAAAAGTTAGTAAAT 

TATTTTTAACTAAAGAGTTAGTATCTACCATGAATATATTCTTTAACTAATTTCTAAGCT 

TGAAATTAtGAGACGATATGCTACTACCATTTATCAACTTTTTATTTTGTTTATTGGGAG 

TGTTTTTACTATGACCTCATGTGAACCTGTTAATGAACAAACCAGTTTCAACAATCCCGA 

GCCAATGACAGGATTTGAACATACGGTTACATTTGATTTTCAGGGCACCAAAATGGTTAT 

CCCCTATGGCTATCTTGCACGGTATACGCAAAACAATGCCACAAAATGGCTTTCCGACAC 

GCCAGGGCAGGATGCTTACTCCATTAATTTGATAGAGATTAGCGTCTATTACAAAAAMC 

CGACCAAGGCTGGGTGCTCGAACCATACAACCAGCAGAACAAAGCACACTTTATTCAATT 

TCTACGCGATGGTTTGGATAGCGTGGACGATATTGTTATCCGAAAAGATGCGTGTAGTTT 

AAGCACGACTATGGGAGAAAGATTGCTTACTTACGGGGTTAAAAAAATGCCATCTGCCTA 

TCCTGAATATGAAGCTTATGAAGATAAAAGACATATTCCTGAAAATCCATATTTTCATGA 

ATTTTACTATATTAAAAAAGGAGAAAATCCGGCGATTATTACTCATCGGAATAATCGAAT 

AAACCAAACTGAAGAAGATAGTTATAGCACTAGCGTAGGTTCCTGTATTAACGGTTTCAC 

GGTACGGTATTACCCGTTTATTCGGGAAAAGCAGCAGCTCACACAGCAGGAGTTGGTAGG 

T T ATCACCAACAAGT AGAGC AATTGGTACAGAGTTTTGTAAACAATTCAAGT AAAAAAT A 

ATTTAAAGGATCTTATTATGAATGAGGGTGJU^GTTGTTTTAACACCAGAACAAATCCAAA 

CCTTGCGTGGTTATGCTTCCCGTGGCGATACCTATGGCGGTTGGCGTTATTTGGCTAATT 

TGGGTGACCGTTATGCGGATGATGCTGCTGCAATTGTCGGTAAGGATGCAAACTTAAATG 

GTTTGAATTTATGGATGAAAAAAGGGGTGGAAAACCTATGGGATGATACGGTCGGTAAAA 

AGACCCGTTTAATGTGTATTTCCGTTTTTTGGATTGTGGTTTTCAATTTGTAGCGAATCG 

GATTCGGCATATACGGCATTGCAAAAAGCGTTTGACTCTCCAATGCCGTCTGAAAACCGG 

TTTCAGACGGCATTTGCGTTCAGTGAGAAAGGTCGCGCCTGCCGCCCGAACGTCTCGCCG 

CAGCCTCTGCATAACGGCGCACCTCTTTTTCCAAATTTTCCAAGTTCAAAGGAAAATC^^ 

GCAGTCTGTCTCCCTGTTTCTCTTCGCGGACAATCCGCCCGCCATCCAAATACCACGTCT 

GTTGCGCATGATAGGTCTGCATATCCGCCGTTACGCCATCCGCTTTCAATGCTACCGTCG 

AAGATTGTGCAATAAAAAGATTTCC G TTTTTCAAATAATATTCGAAACTCTGGC G TTTTT 

TTCCATTGTCGAAACTCCAATAGACT T T T TGCGGCAGACCGTCCGCATCATAGCCGACCA 

CAAGACTGTTCGCCTTCATCCCTCGGGGCATCAATTCCCGCATATTCTGATAAAACACAG 

AATTGCGCGAGTCCGACGCAATTCGGTTGCTCTCTTTGCGGAAGTCCCAAACCTTCTGCT 

CGTCATTCGCGACATCCCGGTAtTTCGCCAAATATACCTGGGCCATCTGATAAGACCCGA 

GGCAATGCTCATAAACATCTTCCCCGATTTTCCCGCGCCCCGCCGCATCAAATACCGAAC 

CGTCTGGTTGCCAAACAACCCGATATTCTCCTGTCGTTTCATAATTTTCCCCGTGAACCG 

TTCCGCCGTACACATTTACAGAAAACGGACGATCGTTCCGATACAGATATTCGGCATTAA 

CAAATGCTTCCGGCGAGCGTTGCGAAAQCGAAACCGCAACCAAACCGCCCTCGCCGATAT 

GGTAATCCAGCCAAACCTCTTTCCCATGTTCCTGCTCCGTTACGTGAAACCATTTCGCCT 

TTTCTTTCAAACGACTGAGCCGGATAGCGAGCGCGAGATAATCCTTCTCCGACTGCAACG 

GACCGTCATCCACAGTTCCGGCAAGATTTTCCTCCGTCCTTATCGATTCCTTCACGATGA 

CAACCGCCCTGTCGGCATTTCGGAACAGGCGGGCAAGTTTCGCCACAAAAGCATTCGGAT 

TTTTAGGTACTTCAGTTGCCGTATCGCTCAAAAACCAACGCGGATTAATCTCATAGGCAA 

TACCCGTTCCCAGCCAAAAGGCAAAtACAAGTGCAAAAAATGACAACAGTACCGGTTTGA 

ATTTTTTAAACATATTTATTTTTCGTTTAACAGAATATATCGATTATATCAGACGAGCTT 

TGATTGCCGGGTTTTGCTATTTTTTGTTGTAATAATCAAATTGCACGTTGACTATGTCTT 

TCTCGGTAAAAATATAACGGAGCATTGTTTTAAGCCTTTCATAACGTTCATTAATTCCTA 

CGCTATCAGGTAGCCAAGGGGAAGCTTTAATTTCAAAAAGTTTCCAATTTGGAACCAT^ 

AGAAATCAATAATGGTACCGATTCCAATGACAACATATCTTGGTATGTCCATCGGATAAG 

GATATTTTTTTCTAACCTCGATTAAATCATTCTCCAACTTCCAATATTCTTCATCATCCC 

ACACCCCGTCATCATACCATTTGCCAATAAATGAATTTTCGTCATACCCCTCAAAACAAG 

TAATATTTCTTCTGAAGTTTTT^-AACTCACACATAATACACATAATAATTAATCTCCAAT 

ACGATTTAGGTTTTTATCAAATGTACCGTTTCTTGTTTCTTTTCTGTAATGTTATTCATC 
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GTAGTAAGGTTCTGTTGAATAATTGTCTTTGCCCCCGGCAATGATAGTAACAATTTTCCC 

TTTTGCTTCCCAAGCTTGTACTCCTATTTCATCAAACTCATAGACATATGTCGGATAAGA 

TTCATTTGATAAATAATATTTATCAACACCGTATGATTTAGGGTAATGGAAAAGCTGTTT 

AAAATCTTCAAAATTCAGACCTATTATATTAACGCCCATAAAATATAGCTCCTGATAACA 

AAATATCGAAATAATTTTGTTTTTTTTTTTGACGGAAATGAGTAAATTTGAGTCGGGAGA 

TTCATAATATTCTGTTCTAAACTCATCAGGAGGTTCATACATAAAAGTTTCCAGTATGTT 

TTTGTACTGTGTTATATCCGCACCAAAACGG7VATATTCCTACAGAAGTAAAAGGTAAAAA 

TTCGGGAGTTTTAACGACCGCGTCGACCATGCTCTTCTCCTTTTGTTTTTCGATTGGCAT 

TTTTGGCAATATTTCTGATTTTTTGCTTAATCTTTAAGCGTTCATTTTTGGACATTCCGG 

GAATAATTTTATTTGTTAATTCAGCAATTTTTGATTCCGCTGATATTTGACTTCGACCGC 

CATCTCCATGTTTTTCATTCTTGGAGCTTCCTGTTCTTTTAGGCGGACAAGAATTATGAA 

CCCAAACCCCTTCCGTTTCCGCCTGATTACCCTTGACGAAGTAAGTATGCCAATCGGCAA 

CGGTCAGATTGTAGGCTTTGAGCGGTTTTGGTTTGACAACGGTTTTGCGGACGGTTTGGG 

TTCTGCCGCTTTCGGATAACAGCCTGCTTCCCGCTTTCAAATCTTCCGCTTTAATCCATT 

TGCCGTCCGAATAAAACGGATGGATGCGGTTGGAAATCAGGATTTGGCTGTTGCCGATGC 

CGTCTGAAAGCCGGATATCGCTTCAGACGGCATTTTGATTGCCGGGTTTTGCTATTTTTT 

GTTGTAATAATCAAATCGCACGTTGACTATGTCTTTCTCGGTAAAAATATAACGGAGCAT 

CGTTGTGAATCTTTCATAACGTTCATGAATTCCCACACTATCAGGCAACCAAGGGGAAGC 

TTTAATTTCAAAAAGTTTCCAATTTGGAACCATTAAGAAATCAATAATGGTACCGATTCC 

AATGACAACATATCTTGGTATGTCCATCGGATAAGGATATTTTTTTCTAACCTCGATTAA 

ATCATTCTCCAACTTCCAATATTCTTCATCATCCCACACCCCGTCATCATACCATTTGCC 

AATAAAT G AATTTTCGTC ATACCCCTCAAAATAAGG AACGTTTC TTATAAT ATCCTTGAA 

CTCACACATAATAATGTATCTCCAATATAATTAAACTTTTCGTCTCAATCTACCTTTACT 

ATGTTGTATTGGAAAGTAAAAAAATTTCCAGTCCTCTACATCTAGATCAGTAAAAATATA 

ACGGAGCATTACCCTGAACCTTTCATAACGCTCATTAATTTTGACACTTTTAGGCAACCA 

AGTAGAAGCTTTAATTTCAAAAAGTTTCCAATTTTGAACCATTAAAAAATCAATAATGGT 

ACCGATTCCAATCACGATGTCCCTTGGTATATCCATCGGATAAGGATATTTTTTTCTAAC 

CTCAATTAAATCATTCTCCAATTTCCAATATTCTTCATCATCCCACACCCCGTCATCATA 

CCATTTGCCAATAAATGAATTTTCGTCATACTCCTTAAAACAAGGGATGTTTCTTCTAAA 

ATCCTTGAACTCGCACATAATAATTAATCTCCAATACGATTTAGGTTTTTATCAAATGTA 

CCGTTTCTTGTTTCTTTTCTGTTCAGTTTTTCGGGTGAAGATGCCTCTTTCCAAGCACCT 

CCATTATGTGAATCTACATCGCGTGATATATAACTCTTTCCTTTTTTATIAAATAGCAGCA 

TCATTTCTCGTTCTTTCTTTTATTTTTCTATATCCCAATTCCTTTGCTGCTGCATATGCT 

TCTGAATCATTCCCATATATGGGGGTAGATGGTGTTTTTCTTGGCGGACAATCATTATGA 

ACCCAAACCCCTTCCGTTTCCGCCCGATTGCCCTTGACGAAGTAAGTATGCCAGTCGGCA 

ACGGTCAGATTGTAGGCTTTGAGCGGCTGCTGTTTGAGGGTAATGTTTTGAACCGTCTGT 

TTTGCACCGCTTTCGGAAAGCAGGGTGTCGCCTTTTTTCAGACGACCTGCCTGTATCCAT 

TTTCCTTGACTGTAAAACGGGTGGATTTTATTGGAAATCAGGGTTTGGTTGTTGCCGATG 

CCGTCTGAAATTTCAATGTAAACGGTTTCTTGATACGGATTGCCGTATCGGGCGGTAACG 

GGTTTGTATCCCGTTTTTCCGCTTGCCTCGTCCTTGGCGAAGACGCGGTCGCCGGTTCGG 

ATACGGGCAATGGCTTTGTAGCCGTCTGCCGTTTTGACCAAGGTGCTGCCGTGGAAGGAG 

CAGGTGTAGGATTTTTAAAGAACTTAGTTCTCAATATCCTGTTTCATTCATCAAAATGCC 

GTCTGAAAGCTGAATACCGCTTCAGACGGCATTTTGGTGGTTGGGTTTTTAAGCCAACCT 

ACGCTTACTGAAAACCAAATTGAGTTTCAGACAGTTTTTAGGTTTGGGTGTCCAATCTAA 

CTTATATTTGTCCATTTAATTAGTCGTTTGTATCAAATTTCCATTATTTATTTTCCAATT 

TACTTTATAATTATCTTCATAATAATCTAATTCAAAAAAACCTGATATTTCAATATCCAA 

TTCCATTATTGTTTTAATACATTTTTCAAAATAAATAATGAAATAAGATTTTACGCATGC 

ACCAAAAAAAATATAGCTGCTCCAATTAAAACTATTTGTCGGGAAAACCXACCCGCTTTT 

ATATATTTTTGCAGATTCTTTCTCTTCGATATTAAAGGGACAATTATTCCAAAAATTATT 

AATGTTTTCTTGGATGATTTTTATATCATCGTCAGAGCATTCAATCCATCCTTTTATGGA 

AACATATGATGCCATGTTTAATCTCCTAAACCTGTTTTAACAATGCCGCCTTTTGATTCA 

ATATATGACTTAACTTGTGAATGAACACCGTATTTAAACCAAAATTCTGCACGTTTTCCC 

TGTTGGTTTGCTGCTTCGATGGTTGCTTTAATTTGCTTTCTATTTTTTTGAT^ 

TTTTTAGGTTTATCTATTGCTGAAATTGTTCTTTTGGCTTGTATTAAAGCATCATTCGTA 

ACAGCGTCAATTTCTCTGCCGTTAATAAATTTTGATGAACCATCAGTTTTTCTTCTAATT 

AAATCTTCATAATGTATATCTAGAGCTTCTCTATACTTTGCATTTTGATATAACTGTCTC 

GCACTATCAGACAAAGCCAATTTCTTTTTATAAGAATCAGCAAAATCCCCGCTAACCGCA 

GCCTTCCCTGGTTTTGCCGCCTTTGCCAACTTCGCGACTTTGGCTGCTGCGGCAACGTTG 

AAGACGGCTTCGACGGTTTCGGCGGCATTGGGATTTTCCTGTATCCACCGGTCAACGGCT 

TCGCGCGTATTCTTTTCAAAGCCCGCCACGCTGCCCAAGCCGCCGATGACGGCGAATTTG 

CCCTCGGCGGGCAAGGGGGCGATGTTGCGCATTGCGGCTTTGTCTATGGCATAGCGCGTT 

CCGTACAGTATGTCGCCTATGCCXAAGGCTTCGCCCGCGCTGATAAAGGGGTTGAGCGCG 

CCGGCGGCGACGCCGTTGATAAACTCCATGCTGTTGCCCCAGCGGTCGAGCTTGGCATTG 

TGCTCGAACATTTTTCTGTTGGCTTCATCGGCGCGGTCGGAGAAATTGCTGCCGAGGTTG 

CTGTAATTGTCGGATATGCGTTGCCGGATGCTGCGGGTGTCGGTCGGATTGAGTTTGATA 

CTGCGGGCTGTGCCGTTGACGTGATAGGTGTATTCGTCTCGTGCGCCCGTAGGTTTGGGG 

TAATTGCCGCCCTTCGGGCCGTCGTAGGCATCGGCGGGATGATGTTCGTGTCCTTCOCAG 

TTGAGCCGGTATACGGTAAAGCCTTCGTCAACGTTGCCTTTTTCTTCGCTCGCGCTGTCG 

GCGGCGTGGTTGTCGAAGGGGGCGTGTTCTTCGTGTCCGTGTCCGGAAAAGCGGGTGTGG 

TAGCCGATTGTGCCGTTGATGTTTGCCTGTTGGATGAGCAGGTTGCCCATCTGGTGGGTA 

TAGTCTTGGATGACGTTGATTTTGCCGGTGCGGTCGGAAACGCTGCCGCGCGGGTCGCCG 

AAGAGGTGGTATTTGCCGCCGGGTTCGTAGTGCTGCCGTTGGGCGTTATCGGTAATGAAC 

GGGTCTTGCGCCAAGTCCGCCGCGAGGGCGGGCTGTATGAGTGCGGCCGCCGCTACGGCG 

CAGGCGGCAAGGAGGTTTGTCAGTCTGCGCAGCGGTTTCACGGTTTATCCTCCTTTGCGG 

CGGCGGATGACTTCGTTGCCGACATCGGGrTTTTTACCGTTGTTTTGTTTGAAGTCGGGA 
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CGGTTTTGGGCGGTTGTGTCGCCGTAGGGGGTAATGTCGGAGAAATCGACCATCAGGCGG 
TCTGAGGCTTTGACGGTTTTGCTGACTTTGTAAGGGCCGGTCCAAAGGGCGTATTGTTCT 
TGGTATTGGGATTCGTAGGCGGCGGTTTTAGGGGTAATCAGCAGTTTCCGGCTGTCGCGG 
TCAACGGCGAAATATTCGAGCTTGGTTTGGGCTTTAAGGGTTTCGGCGTTGTAGAGGTGC 
AGTTCGGTACGGCTGCGGACGGTGCCGAATACGTCGACGGTTACGAATACGTCGGTGTCG 
GCGTATTCGGGCGGTACGACTTCGATGCCGCGCAGGTAGAAGACGGTTTGGATGAGGTTG 
GTCAGGAAGGAAACGTCGCGGGGGTTGGCGAGCAGGGTTTCGTTGCGGTAGTCGCCCGTG 
CCGTTGACGGACAGTCCGGCGGAGCGTTCGCCTTTGCGTCCGCTGTTTTTCGTCAGGGCG 
GCGGCGGGGGCGTTCAAAAGCGATGTGGAAGTGGTTACGCTGGAGAGCGCGTCGGATTTG 
GTGGTGGCGGTAGTGTCGTAGGCGGGGTAGCTGTATTGGGTGGCACTTTCGGGGTTGTTG 
TGGTAGCCGCCGCGTATCAGTGCGTCGATAGAGTAGCGTCCGCCGCTTATGTTGCCCGAA 
CCTTGGTCGCCCATAACGGAGACGTAAAGGGCGGCTTTGCGTCCTTTTAGGGCGGACAAA 
TCCATTTCTTTGACGGCGGCGCGGGACGATGCGGCGACGAGTTCTTGTTCGACGGCAAAG 
CGTTTGCCGCCGCCGTGGGCGGGTATGCCGGTCAGTGTGCCGCAGGCTGTGAGGACGAGG 
GGGATGAGGAGGAGCAGGGTTTTCATAGCGGGGTTTGTTTGATGTTGMCGGATTTTGAG 
TGTAAAGGGATTTTAAGGGTTTGTAAACAAAAGGGGCGAAAATGCCGTCTGAGCGGCGGA 
AATGGCTTTCAGACGGCATTTGCGCTCAATAATAATATCCCGCGCCCAGAATACACGGTT 
TGGATGCGCCGGTTGCTTTGTGCGGACTACCGGGAATGCGATTAATCCAACACGCCGCCA 
ACCACGCAAATGCGGCGGCTTCCACCCATTGCGGATCGAGGTTCAGGTCGGCGGTGCTGT 
GCAGGGAAACGCGTGTGCCGAAACATTCTGCCAAATCCGCCATTAAAACAGGATTGCGGA 
TGCCGCCGCCGCAAATGTACATTTGACGGGCATCTGCCGCTGCGTGTGAGACGGCGTCGC 
AAACGGTT TGCGCGGT AAAACGGGAAAGCGTCCGCAATACGTCGTATCGGT TTTCGCCGC 
CGTCAAGGTAGGTTTCGAGCCAATTTAGGGCAAACAGTTCGCGCCCCGTGCTTTTAGGGT 
GGGGTTGTGCGAAATACGGGTGGGCGAGCAGCCTGTCGAGCAGTTGCGGCAATATGTTGC 
CTTGTGCCGCCTTTGCACCGTTTTTGTCGTAAGGAAGCTGCCAGTGTGCCTGCGTCCACG 
CGTCCATCAGCATATTGCCCGGCCCTGTGTCGAAGCCGAAGGCGGGTGCGTCGGGGGGGA 
GTACGCTGATGTTGGCAATCCCGCCGATGTTCAGTACCGCGCGTGTTTCCCTGTTGTCGC 
GGAACAGGGCTTCGTGAAAGGCGGGGACGAGTGGCGCGCCTTGTCCGCCGGCCGCAAGGT 
CGCGGCTGCGGAAGTCGCCGACGGTAAAAATCCGCGTCCGTTCCGCCAGCAGCGGCAAAT 
CGGCAAGCTGTATGCTGTAACCGTGTTCCGGCGCGTGTCGGACGGTTTGCCCGTGGCAGC 
CGAGGGCGGTAATGTCGGACGGTGCGAGGTTTTGACTGCACAGCAGTTCGGCGGCGGTTT 
GCGCATATAGGCGGCTGAGTTCTTGCGACAAAATCCTGCTGCGGTGCAGTTCGTCTGCGC 
CTGTGTCCTGCAAATCCAGCAATTGGCGGCGTAACCTGCCGGGGTAGGGGGTAAAGGCGT 
GCCCTTCCGCGCCCAGCCATTTGCCGCCGTCCATCCGTATCAGTACGGCATCCGCCCCGT 
CCATGCTGGTTCCCGACATGATGCCGATGTAAAGCTGTGTTTCCATCATCACTCCCAAAC 
TGGTGCAAAACGCCATTTTAACGTGTATTGACGCTCGTATACCGATTTGCCGCCGCAGTG 
TAAATAAAGTGTAAATAAATGTTTCAAGACGGATGGAAAAATATTATAATGCGCCCGCAA 
CATCCAGTAGTAGAAGTGTCATACAAACCGTTTCCGGCAGCAGTTTTGCATTCGGTCAGG 
TTTGGGGGTATTCGGATGCGGTTAGGAAGGATGCGTCTGCCATATCCCGAAACGGCAGTT 
CGACCGGAGGCAGCAGTACAGTGTCGGCAACACTCATGATTTCCACCACATTAAAGGAAG 
ATTGCCATGGCTCAAATCCAAATGAGCGCAAATGTTAAAACCATCAACGCCGTCTTTGCC 
GCCATGCTGGTAGGTACAGTCGGCTATTTTATTTATTGGGGCTTGGGTTATACCCATTAC 
AATTACGCCGCCTTATTCATTATTGCCACGATGTTCGGCGTGTTTATGGCGTTCAACATC 
GGCGGCAACGATGTTGCCAATTCTTTCGGCACCAGCGTCGGTGCGGGTACGCTGACCATC 
CCGCAGGCTTTGCTGATTGCGGCGGTATTTGAGGTCAGCGGCGCGGTCATCGCGGGCGGC 
GAGGTAACCAATACCATACGCAAAGGCATCGTCGATTTGAAGGGTGTTGATTTCGAACCC 
ATACAGTTTGTGTTTATTATGATGTCCGCGCTTTTGGCGGCGGCGTTGTGGCTGTTGTTT 
GCCTCGAAAAAAGGGCTTCCGGTATCTACCACCCATTCCATTATCGGCGGCATTGTCGGC 
AGCGCGGTATGTATGGCGGTAATGAACGATGCCGCATCGGGCGATTTGATACGTTGGGGC 
AAGCTGGGCGGTATTGGTGTTTCTTGGGTATTGTCGCCCGTGTTGGGCGGCGCGGTGTCC 
TATTTTCTGTTTTCGCGCGTCAAGAAAAACGTCTTAGATTACAACGCTTGGGCGGAAGGC 
ACGCTCAAGGGCATCAAGCAGGAAAAAAAGGCCTATAAAGAACGGCACCGCCTGTTTTTC 
GAGGGTTTGTCCGAAGCCGAAAAAGTCGAGTACGCCACCAAAATGGCGCACGACGCGCAA 
ATTTACGACGAACCCGAATTCGATCCGCAAGAGCTGCAATCGGAGTATTACCGCGGTCTT 
TATGCGTTCGACAACCGTAAAAACAATGTCGATTCCTACAAGGCACTGCATTCTTGGATT 
CCCTTTATCGCTTCGTTCGGCGCGATGATGATTTCCGCTATGCTGATTTTCAAGGGCTTG 
AAAAACCTGCATTTGGGGATGAGCAACGTCAACAGCTTCCTGACCATCTTTATGATAGGC 
GCGGCGGTGTGGATGGGGACGTTTGTTTTTGCCAAAAGCCTCAAGCGTAAAGACTTGGGC 
AAATCGACCTTTCAGATGTTTTCATGGATGCAGGTCTTTACCGCCTGCGGCTTCGCATTC 
AGCCACGGTGCGAACGATATCGCCAACGCCATCGGTCCGTTTGCCGCGATTATGGATGTT 
TTGCGTACCAACAGCGTTGCCGCGCAAAATGTCGTCCCCCCGATTGCGATGCTGACTTTC 
GGCATCGCGCTGATTGTCGGTTTGTGGTTTGTCGGTAAAGAGGTGATTAAAACCGTCGGT 
ACGAGTTTGGCGGAAATGCATCCTGCTTCGGGTTTTACCGCCGAACTGTCCGCCGCCTCC 
GTCGTGATGGGCGCGTCGCTGATGGGGCTGCCCGTGTCCAGTACGCATATCTTGGTCGGG 
GCGGTAC.TCGGTATCGGTCTGGTCAACCGCAATGCCAACTGGAAACTGATGAAGCCCATC 
GGTTTGGCGTGGGTCATTACCCTGCCTGCCGCCGCCGTATTGTCGGTTGTCTGCTACTTG 
GTTTTACAGGCAGTATTCTGATTGTAAAATACTGATGCCGTCTGAACCCGTGTTCAGACG 
GCATTTTGTTGATGGAATGTGCGGGCTTGTGOCTTATGCACAATCTGTTCTGTCGGGATA 
TGCCGTTTGGTATAGTGATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTAC 
AGCTAGTACGGCAAGGCGAGGCAACGCTGTACTGGTTTTTGTTAATCCACTATATCTTGG 
TTTCGGAACGGTCGGACACAAAGGTGCGGAACGTTATGATATGCCGCCGCCTGTTCTTGA 
AAACACTTATCCTGCCGGCAGCAAAATGCCGTCTGAAAAAGCCTTTCAGACGGCATTTGT 
ACGTTAGCCACAATCACACTGTTTGCGAATATTTCGCCTTGGTTTCTTTATGGCGCAGGT 
-GGTAATCGAAGACCATGGCGATGTTGCGGATGAGGAAGCGTCCTTTCGGGGTAACGGTCA 
GCCCGTGGCTGTTCAGGCGCACCAATCCCAAACCGGCGAGTTTTTCCAAATCCGCCAGTT 



AVO 00/66791 



lPCT/USOO/05928 



Appendix A -86- 



CGTCTTTGAAGTAGCGGTCGAACGGGATGCCGAACATACTTTCGTAAATCCGATAGTCGA 
GCGCGAAACGGCACATCAAATCCTGAATGATGTTGCGGCGCAGGATGTCGTCCTGATTGA 
GCTGGTAGCCGCGCATGATGGGCAGTCTGCCTTCGTCGATGGCGGCATAGTAGGCATCGA 
TGTCGCGTTCGTTTTGGGAATAGGTGCTGCCGATTTTGCCGATGGACGACACGCCGATGG 
CGACCAAATCGCAATCCGCGTAGGTCGAATAGCCTTGGAAGTTGCGCTGGAGGAAGCCTT 
CTTTGAGGGCGATGGAGAGTTCGTCGTCAGGTTTGGCGAAATGATCCATGCCGATGAAGA 
CGTAGCCGCGTTCGGTTAGGGTTTGGACGCAGTATTGCAGCATATCGAGCTTCTCTTCGC 
TGTCGGGAACGGCGGCGGTATCGATGCGGCGTTGCGGTTTGAACACGTGCGGCAGGTGGG 
CGTAGTGATAAAGGGCGAGGCGGTCGGGATCGAGCGACAAAACGGTATCGATGGTGGTTT 
TGATGCTTTCCGAAGTCTGGTGCGGCAGGCCGTAAATCAAATCGACGCTGACGGATTTGA 
ACCCCGCTTCGCGCGCCGCATCGATGACTTCTTTGGTTTCTTCGTAACTTTGGATGCGGT 
TGACCGCCGCCTGCACTTTGGGGTCGAAATCCTGAATGCCGATGCTCATGCGGTTGAAGC 
CGAGTCTGCCGAGCATGAGGACGGTGTCGCGGCTGACTTTGCGCGGGTCGATTTCGATGG 
AGTATTCGCCGGTGGGGATTAACTCGAAATGTTTGCGTATCATGCGGAAGACACGTTCGA 
TCTGTTCGTCGCTCAAAAAGGTCGGCGTGCCGCCGCCGAAGTGCAGTTGGGCAAGCTGGT 
GCCGTCCGTTCAGATGTGGAGCGAGCAGTTCCATTTCTTTTTCAAGATATTCGATGTAGG 
CATCGGCGCGGCTTTTGTCTTTGGTGATGATTTTGTTGCAGCCGCAGTAGTAGCAGATGG 
TGTTGCAGAACGGAATGTGAATGTAAAGGGAAAGCGGTTTGTTTAACGCGCCCATACCGC 
GCAAATGTAAAGCTTTGATATATTCGCCTTCGCGGAAACCGTCATGGAAACGGTCGGCGG 
TAGGGTAGGAAGTGTAGCGCGGGCCGCTGGCGGGCAGGCTGGCAATCAGCGCGCGGTCAA 
ACTCGGGGCGGTCATCGTTTACATTGTGATTGTTCTGTATCTGAATGATTTTCATGGTGT 
GTGTGTGCGGTTTTATGATGTTAGTCAAATTTTGGATAGTTTGGTAGAATGCCACAGTAT 
GATAAACCTGTCTTGATATGTGTCAATAAGCACATATAGTGGATTAAATTTAAATAAGGA 
CAAGGCGAGGCAACGCCGTACTGGTTTAAATTTAATCCACTATAATCATGATGGGGCAAA 
GCGCACAAAAAGGTACGGTATGGCTTCGCATAATACTACACATCAGATGAAAACGCTGTG 
TTCTTCCTGTTCTTTGCGGGAACTCTGCCTGCCTGTCGGGCTGCTGCCCAACGAGCTCAG 
CCAACTCGATGCCGTCATCCGTCAAAGCCGCCGCCTGAAAAAGGGCGAATACCTGTTCTG 
TGTCGGCGAAGCCTTTACCTCGCTCTTTGCCATCCGTTCGGGCTTCTTCAAAACAACCGT 
CGCCAGTCAGGACGGCCGCGATCAGGTAACGGGTTTCTTTATGTCGGGCGAACTCATCGG 
CATGGACGGCATCTGTTCCCATGTGCACAGTTGCGACGCGGTCGCCTTGGAAGACAGCGA 
AGTGTGCGAACTGCCGTTTACCCACATCGAAGAACTGGGGCAAAACATCCCCAGCCTGCG 
TACGCACTTCTTCCGCATGATGAGCCGTGAAATCGTGCGCGACCAAGGTGTTATGCTGCT 
GTTGGGCAATATGCGCGCCGAAGAGCGGATTGCCGCCTTCCTGCTGAACCTTTCCCAACG 
CCTTTATTCCCGAGGTTTTGCTGCCAACGACTTCATCTTAAGAATGTCCCGCGAAGAAAT 
CGGCAGTTATCTCGGGCTGAAACTTGAAACCGTCAGCCGCAeATTATCTAAATTTCATCA 
GGAAGGATTGATTTCCGTCGAGCATAAGCACATCAAAATCCTCAATCTGCAGGTGTTGAA 
AAAAATGGTGTCCGGCTGCTCGCACGCCATTTGATTAACCCGTACGAACATTTCAGACAG 
CATTCTCAATAAACACAGGGCAGACGAAAACATCTGTCCTGTTTGTTGTATCTGCCGCAA 
AGTGCCGTCTGAAAACCGGCAGCCGCCTAAATCGAAAAATCCTCGCTGATGGGCGTGTAC 
AGAATCCTATCCACCTTCTCGCGTGTCAGGTGCGGCGCGAACGCTTGGATAAAGTCGTAG 
GCATATCCGCGCAAATAAGTATCGCTGCGCAAAGCAATCCACGTCGGCGACGGCTCGAAC 
AGGTGTGCCGCATCCACAAGCTGCAAATCGCCGTCCGTATCCGGGTTGTACGCCATTTTC 
GCCATCAGTCCCACGCCCAAACCCAAGCGCACATAAGTCTTCAATACGTCCGTATCTGCC 
GCAGCCAATGCGACATCGGGTTGTTCCAAACGGGCTTTGGAAAATGCCCGCGCGATX^CTG 
CTGCCCGCATTGAATGCAAATTCATAAGTAATCAGCGGAAACCTCGCCAAATCTTCAATA 
CGGAGGGGGTTTCTGCATTCGAGCAAGGGGTGGTCGTTCGGTACGATAACCGCATGAGTC 
CAGTCATAGCAGGGAAGTTTTCCCAGTTCGGGATGGTCGTCTATCCGTTCCGTAACAATC 
GCCAAGTCCGCCTCGCCTGAGGTAACCATACGTGCGATGGCGGCAGGGCTCCCCTGTTTG 
ATGGTCAGGTTGACTTTCGGATAGCGTTTCACAAAATCGGCAACAATCAAGGGTAGGGCA 
TAGCGTGCCTGAGTATGCGTCGTGGCAACCGTCAGCGAACCGCTGTCCTGTCCGGTAAAC 
TCGCTGCCGATATTTTTAATGTTCTGAACATCGCGCAAAATACGTTCCGCAATATCCAAA 
ACCACCTTGCCCGGCTGCGAGACCGAAACCACGCGCTTGOCGCTGCGGATAAAAATCTGA 
ATGCCGATTTCTTCTTCCAGCAATTTGATTTGTTTGGAGATGCCGGGTTGCGAAGTAAAC 
AAGGCTTCGGCCGCTTCGGAAACGTTCAGGTTGTGCTGGTAAACTTCTAAGGCGTATTTC 
AATTGTTGTAATTTCATGGCGGGTCGGTGTGGGTCTGTGTCGGGTGGCTGAACATTGTTT 
ATAATTTATCATATTTTCTTGCCGGTACGGTATGGGGCTTTGCCGTTGTGTTTGTTGTTT 
TTGTGCAACGGCAATCGTGCGATATGGAAAAAATCCCCCTAAAGTAATGACACGGAATTG 
ATTTTTCGGCATGATAGACTATCyVGGAAACAGGCTGTTTTACGGTTGTTTTCAGGCGTTG 
AGTATTGACAGTCCGCCCCCTGCTTCTTTATAGTGGAGACTGAAATATCCGATTTGCCGC 
CATGTTTCTACAGCGGCCTGTATGTTGGCAATTCAGCAGTTGCTTCTGTATCTGCTGTAC 
AAATTTAATGAGGGAATAAAATGACCAAACAGCTGAAATTAAGCGCATTATTCGTTGCAT 
TGCTCGCTTCCGGCACTGCTGTTGCGGGCGAGGCGTCCGTTCAGGGTTACACCGTAAGCG 
GCCAGTCGAACGAAATCGTACGCAACAACTATGGCGAATGCTGGAAAAACGCCTACTTTG 
ATAAAGCAAGCCAAGGTCGCGTAGAATGCGGCGATGCGGTTGCTGCCCCCGAACCCGAGC 
CAGAACCCGAACCCGCACCCGCGCCTGTCGTCGTTGTGGAGCAGGCTCCGCAATATGTTG 
ATGAAACCATTTCCCTGTCTGCCAAAACCCTGTTCGGTTTCGATAAGGATTCATTGCGCG 
CCGAAGCTCAAGACAACCTGAAAGTATTGGCGCAACGCCTGAGTCGAACCAATGTCCAAT 
CTGTCCGCGTCGAAGGCCATACCGACTTTATGGGTTCTGACAAATACAATCAGGCCCTGT 
CCGAACGCCGCGCATACGTAGTGGCAAACAACCTGGTCAGCAACGGCGTACCTGTTTCTA 
GAATTTCTGCTGTCGGCTTGGGCGAATCTCAAGCGCAAATGACTCAAGTTTGTGAAGCCG 
AAGTTGCCAAACTGGGTGCGAAAGTCTCTAAAGCCAAAAAACGTGAGGCTCTGATTGCAT 
GTATCGAACCTGACCGCCGTGTGGATGTGAAAATCCGCAGCATCGTAACCCGTCAGGTTG 
TGCCGGCACACAATCATCACCAACACTAAGGCTAGGCAATATCTTGCCGATGCATGAGGT 
—TAGTGGATTTTGTACCAGGTACTGTTGGAATATTCGTGAAACGTCGGTCGGCATCGATGA 
TGTGAAACAAACCCCCGCTTTTGCGGGGTTTGTTTTTTTGGGTGGTTTTCTGAAACGGCT 
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ATCGTCAGAATCGGGGTGCAGGTTCGGATTCGGATTCAGATTCAGATTCAGATTCAGATT 
CAGATTCAGGTTTGTGTCCCATTGCCGCGCTTTATAGTGGATTAACAAAAATCAGGACAA 
GGCGACGAAGCCGCAGACAGTACAAATAGTACGGAACCGATTCACTTGGTGCTTCAGCAC 
CTTAGAGAATCGTTCTCTTTGAGCTAAGGTGAGGCAACGCTGTACTGGTTTAAATTTAAT 
CCACTATATCGGTTGAAACTCTGATTTTAAGGCGGTAGGATGTGGGTTTGCCCATAGAAA 
GGGAATCCTTTCTGTATCAAGCCCTGAAAGGGATAATTCATACA/IATTCACGCCTTTCCC 
CCTCATTGGGAAATGGATGGAATCGTGCCAGATGTGTGCGGCACTGTATGCCGGATATGG 
TTTTATCATCAGCCCTTTTCGGTTGAAACCCCGTCAGTTGCAGCGATTGAGCCTAATCGG 
TGGCGGAAGTTGCCGCTTTGCATTCGGGGCGGCGTGCAGTGCGGTGCTTTGATATGCCGT 
TTGTGTGTTGAAACAGGGTGGTCGGTGCATACGGGTACGGTATGGCCAAAGCTAAAAGTG 
AAATACGCTGAAACACTGAATGAGCCGCTTTATTGTTTGTACGGCCTTTGCTGCCTTGGT 
ATGATTTAAATTGGATTCGCCCGCCGGATATTTTGGGATATGAAAGAATTTGACTTCATC 
AAACGGTATTTGCAAACAGGCACGGATAATGATGTCGTATTGGGCATAGGCGACGATGCG 
GCGATTGTCCGCCCGCGTGAAGGCTTCGATTTGTGTTTCAGTGCGGATATGCTTTTGAAG 
GACAGGCATTTTTTTGCAGATGTCAAACCTGAAGACTTGGCTTGGAAGGTTTTGGCCGTC 
AATATTTCAGATATGGCGGCGATGGGTGCGATACCGCGTTGGGTGTTGCTGAGCGCX5GCT 
TTGCCCGAATTGGATGAGGTATGGCTGAAACGGTTTTGCGGCAGCTTTTTCGGTTTGGCA 
AAAAAGTTTGGCGTAACGTTAATCGGCGGCGATACGACCAAGGGCGATATGGCGTTCAAT 
GTAACCATTATCGGCGAATTGCCGAAGGGTAGGGCGTTGCGGCGTGATGCGGCGGTTGCG 
GGCGACGATATTTGGGTGTCGGGGCGTATCGGTATGGCGGCGGCGGCTTTGAACTGCCGT 
CTGAAACGGTGTGTGTTGCCAGATGAAGTGTTTGCCGAATGCGAACAAAAGCTGCTCCAT 

cctgaaccaagggttgggctggggcttgcgctgttgccgtttqccagggcggcxx:aggat 

gtttcagacggcctcgcgcaagatttggggcatatcctgaccgcttctggcaagggtgcg 

gaaatttgggccgattcgctgccgtctttatccgtattgaaagatattttgccccgagcg 

caatggctgtcttatactttggcgggcggcgacgattacgagctggtgtttaccgcgccg 

gaaagttgccgcagccgcgtatttgatgcggcggaacggtgcggcgtgccggtaacgcgc 

atcggcaaaatcaacggaggatgccgtctgaaggttttagatgccgacggcagggaattg 

gaactacattctttaggattcgatcattttggctgattttaaacctgactttgcgtggct 

gttgaaacggccgttgtgttttttggctttcggtttcggcagcgggctggctccgttcgc 

gccgggcacattcggcactttggcggcactgcctttggcgtttgtgctgattttgctcgg 

catagacgggctactgctggcttttttgtgtatcgtgctgtttatgtggggcatacgcat 

ttgcgcttatgcggaacgtgaaacgggtgtcagcgaccacggtgggattgtttgggacga 

gattgtcgccatgctgtttgtgctggcgtttgtgccgttcaggtggacgtggtggctggc 

ggcatttgtcctattccgtctgtttgacgcgctcaaaccgtctcccgtcggttggtttga 

caagaatctgcacggcggtttgggcattatggcggacgatatggcggctgcggtgatgac 

tttgattgtcttgaggattgcaatgctgttttaaacggtgctgccttgtaaaaatgccgc 

ctgaaagcctttcagacggcattgtttcggaggttaacgcgttaccggtttgtatttgat 

gcgtttcggtttcgcgccttcttcgcccaaacggcgtttcttgtcggcttcgtattcctg 

atagttgccgtcgaagaacacccatttagagtcgccttcacacgccaagatatgcgtggc 

gatgcggtcgaggaaccaacggtcgtgcgaaatcaccatcacgctgccggcaaattccaa 

caatgcgtcttccaacgcgcgcagggtttccacgtcaaggtcgttagacggttcatccag 

cagcaatacattgccgccgctcaacaaggtttttgccaagtgcagacgaccgcgttcgcc 

gccagacaattgacctgcaattttgctttggtcgctgcctttgaagttgaaacgccccaa 

atattggcgggcgggaatttcaaactgaccaacctgcaaaatgtcgcggccttcggcaat 

gttgtcgaacacggttttgtcgttttgcaaaccttcgcggctttggtcaatcaagctcat 

tttcacggtttgtccgattttcacctcgccggaatcaggctgctctttgcccgaaatcat 

tttgaacagcgtagatttaccxigcgccgttcgggccgatgatgccgacaatcgcgcccgc 

aggcactttgaagctcaaatcgtcaatcagcactttatcgccgaacgatttggaaacatt 

tacaaattcaatcacttcgttacccaaacgctcggcaacgggaataaagatttcctgcgt 

ttcattgcgtttttggtattcgtagttgctcatttcttcjuu^gagcauulcgcgct^^ 

ggacttggcttggcggcctttggcattttggcgcacccattccaattcctgcttcatcgc 

cttcacgcgcgcggcttcggattttgcctcgttttccaagcgtttttct^ 

ccaagacgagtaattgcctttccacggaataccatggccgcggtcgagttccaaaatcca 

ttcggcggcgttgtcgaggaagtagcggtcgtgcgttaccgcaacgactgtgccggggaa 

gcgcacgagaaattgctccagccactcgaccgattccx^atccaagtggttggtcggctc 

gtccagcaaaagcatatcgggcttgctcaacaagagtttgcacaaggcaacgcggcgttt 

ttcaccgccggacaaattatcgattttggcatcccattccggcaggcgcagcgcgtcggc 

GGCGATTTCCAATTCGTGTTCCGCACCGCCGCCCGTGGACGAACCTGCCQCAATAATCGC 

TTCCAAGCGGCCCTGCTCTTCTGCCAACGCGTCAAAATCCGCATCAGGATTGGCGTACTC 

GGCATACACTTCTTCCAAACGTTTCTGCGCGGCAGCCACTTCGCCCAAACCGCTTTCCAC 

TTCCTCGCGCACGGTTTTTTCCGGATCAAGCTCAGGCTCTTGCGGCAGGTAGCCGATTTT 

GATGCCGCCCATCGGCACGGCTTCGCCCTCAAATTCCTTATCCACGCCCGCCATAATCCG 

CAGCACGGTGGACTTGCCCGCGCCGTTCAAACCGAGCAGGCCGATTTTCGCGCCGGGGAA 

GAAAGAAAGGGAAATATCTTTAATGATGGTTTTCTGCGGCGGCACAACCTTGCTCACGCG 

CAGCATAGAATAGACGTATTGTTGGGACATGGTTTTCTCGTTTTCATCAAACAAATTTCA 

GACGGCCATTTTAACCGATAATTTGATTTAAGCCAGTTTATCCGCGAACCGGTATTGCCA 

AAATCGGGCAGGATTCATAAAATCCGCTTATCCCTTTGAAATTATATAGACAAAAAAATA 

ATAATGATAGGGGATCGCCGCCCCGGCAACCATTTCGGATTTTCCAAAGCAAATATAGTG 

GATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAGATAGTACGGAACCG 

ATTCACrTGGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACG 

CCGTACTGGTTTTTGTTAATCTACTATACTTTTCAAATCAAAAAAGGATTTACCTTATGT 

CGGAATATACGCCTCAAACAGCAAAACAAGGTTTGCCCGCGCTGGCAAAAAGCACGATTT 

GGATGCTCAGTTTCGGCTTTCTCGGCGTTCAGACGGCCTTTACCCTGCaAAGCTCGCAAA 

TGAGCCGCATTJTTCAAACGCTAGGCGCAGACCCGCACAATTTGGGCTGGTTTTTCATC 

TGCCGCCGCTGGCGGGGATGCTGGTGCAGCCGATTGTCGGCCATTACTCCGACCGCACTT 
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GGAAGCCGCGTTTGGGCGGCCGCCGTCTGCCGTATCTGCTTTATGGCACGCTGATTGCGG 
TTATTGTGATGATTTTGATGCCGAACTCGGGCAGCTTCGGTTTCGGCTATGCGTCGCTGG 
CGGCTTTGTCGTTCGGCGCGCTGATGATTGCGCTGTTAGACGTGTCGTCAAATATGGCGA 
TGCAGCCGTTTAAGATGATGGTCGGCGACATGGTCAACGAGGAGCAGAAAGGCTACGCCT 
ACGGGATTCAAAGTTTCTTAGCAJ^TACGGGCGCGGTCGTGGCGGCGATTCTGCCGTTTG 
TGTTTGCGTATATCGGTTTGGCGAACACCGCCGAGAAAGGCGTTGTGCCGCAGACCGTGG 
TCGTGGCGTTTTATGTGGGTGCGGCGTTGCTGGTGATTACGAGCGCGTTCACGATTTTCA 
AAGTGAAGGAATACGATCCGGAAACCTACGCCCGTTACCACGGCATCGATGTCGCCGCGA 
ATCAGGAAAAAGCCAACTGGATCGAACTCTTGAAAACCGCGCCTAAGGCGTTTTGGACGG 
TTACTTTGGTGCAATTCTTCTGCTGGTTCGCCTTCCAATATATGTGGACTTAGTCGGCAG 
GCGCGATTGCGGAAAACGTCTGGCACACCACCGATGCGTCTTCCGTAGGTTATCAGGAGG 
CGGGTAACTGGTACGGCGTTTTGGCGGCGGTGCAGTCGGTTGCGGCGGTGATTTGTTCGT 
TTGTATTGGCGAAAGTGCCGAATAAATAGCATAAGGCGGGTTATTTCGGCTGTTTGGCTT 
TGGGCGCGCTCGGCTTTTTCTGCGTTTTeTTCATCGGCAACCAATACGCGCTGGTGTTGT 
CTTATACCTTAATCGGCATCGCTTGGGCGGGCATTATCACTTATCCGCTGACGATTGTGA 
CCAACGCCTTGTCGGGCAAGCATATGGGCACTTACTTGGGCTTGTTTAACGGCTCTATCT 
GTATGCCTCAAATCGTCGCTTCGCTGTTGAGTTTCGTGCTTTTCCCTATGCTGGGCGGCT 
TGCAGGCCACTATGTTCTTGGTAGGGGGCGTCGTCCTGCTGCTGGGCGCGTTTTCCGTGT 
TCCTGATTAAAGAAACACACGGCGGGGTTTGAGCGATGAGCGATACCCCCGCTACCCGCG 
ATTTCGGTCTGATCGACGGGCGTGCCGTAACCGGCTATGTGCTGTCCAACCGGCGTGGTA 
CGCGTGTCTGCGTGCTGGACTTGGGCGGGATTGTGCAGGAATTTTCCGTTTTGGCAGACG 
GCGTGCGCGAAAACCTCGTGGTGTCGTTCGATGATGeGGCTTCCTATGCGGACAATCCGT 
TTCAGATTAACAAACAGATAGGGCGCGTGGCCGGACGCATCCGCGGTGCGGCGTTCGACA 
TCAACGGCAGGACTTACCGCGTGGAGGCCAACGAAGGCAGGAACGCGCTGCACGGCGGTT 
CGCACGGGCTGGCCGTTACCCGTTTCAACGCGGTGGCGGCAGACGGCCGTTCGGTGGTGC 
TGCGCAGCCGCCTGCAACAGTCGGCCGACGGTTATCCCAACGATTTGGATTTGGATATTT 
CCTACCGCTTGGACGAGGACGACCGGCTTACCGTTAGCTATCGCGCCACCGCGCTCGGCG 
ACACGGTGTTCGACCCGACGCTGCACATTTAGTGGCGGCTGGACGCGGGCCTGCACGATG 
CGGTTCTGCATATTCCGCAGGGCGGACATATGCCGGCCGATGCCGAAAAACTGCCCGTCT 
CAACGGTTTCAGACGACCTCGAAGTATTTGATTTCAGCCGGCCCAAGCCGCTGGATGCCG 
CCGTTGCCGCCCTGCGCCGCGAAACGGGTCGGGCCGGTTTTGACGACGCTTACCGCGTGC 
CGTCCGATATAGGCCGTCCCGCCGCTGTGTTGCAAGCCGGACGCCGCCGTCGTATCAGCA 
TATACAGCGACCGCAATGGCTTGGTCATCTTTACCGCCGCCCCGCAGGATTTCGCGCGGC 
ACGATGCGGGCGTTTACGACGCGCTGGCGACCGAGGCGCAGACGCTGCCCGACAGCCTGA 
ATTGGCCCGAGTTCGGCAATATTCGTCTGAACAAGGGTGATACCAGGGAGGCGACGATTG 
CTTACGGCATCGAATCCCTTTCTTAGGAGCTTCCTAACACCGGTTGCAGACGACCTTTTT 
ATAGTGGATTAACAAAAACCGGTACGGCGTTGCCTCGGCTTAGCTCAAAGAGAACGATTC 
TCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATTTGTACTGTCTGCGGCTTC 
GTCGCCTTGTCCTGATTTTTGTTAATCCACTATAAGATTTCACCATTCCCTCAAATCAAT 

ccaaacaggagcttcataaatgtacacaagaatcatggaaatcagcccttggacgctgcg 
ttcggcaaaactggaaaaagaacacaaacggctgcaagagagcctgaccagcttgggcaa 
cggctatatgggtatgcgcggcagctttgaggaaacctattccgccgacagccacttagg 
cacctacatcgccggcgtgtggttccccgacaaaacccgcgtcggctggtggaaaaacgg 
ctatcccaaatatttcggcaaagccatcaacgcgttcaatttcagcaaagtcaaaatctt 
tgtcgacgggcaggaagtggacttggcgaaaaacgacgttgctggcttctccgtcgaact 
cgatatgcagcacggcgtgttgcgccgctcgttcaccgtattcggtgtgcgtttcaatgt 
gtgcaaattcctgtctgtcgcacaaaaagagctggcggtcatccgctgggaagccgtatc 
cgttgacggtaaaacccaccaagtccgcatcgattccatcatcgatgccgacgtgaaaaa 
cgaagactccaactacgaagaaaaattctggcaggtattggacaaaggcgtttcagacag 
tctctcctacattgccgcccaaaccgtcgccaatcccttcggcgtggaacaattcatcgt 
caacgccgagcaaacctttgccggcagcttcaaagccctcggcggcagccaaaccgactg 
gcaggtctccaattcttttgaatccgaagtcggcagcacacccgaaacctttgaaaaacg 
cgtgattgttaccaccagccga;attatcagagcttggaagcagtgaaagccgcaggccg 
cgccttgtcggaaaaaattgcaggcgttgcgtttgaaaccttgctggacgcgcacaaagc 
aggctggctgcaccgttgggaaatcgccgacgtggtcatcgaaggcagcgacgaagcgca 
gcagggcatccgcttcaacctgttccaactgttctccacctagtagggggaagaggcggg 
actgaacatcggcccgaaaggctttaccggcgaaaaatacggcggcgcgacctattggga 
caccgaagcctacgccgtaccgctctacctcgcactggccgaacccgaagttacccgcaa 
cctgctgcaataccgccgcaaccaactgccgcaggcgcagcacaacgcgcgcgaacaggg 
cttggcgggcgcactctatccgatggtaacgtttacgggcatcgagtgccacaacgaatg 
ggaaatcaccttcgaggaaatccaccgcaacggcgcgattccttacgccatctacaacta 
caccaactacaccggcgacgagggctatcttgccaaagaaggcttggaagttttggtcga 
agtgtcccgcttctgggcggaccgcgtccacttctccaaacgcaacggcaaatacatgat 
tcacggcgtaaccggtccgaacgaatacgaaaacaacatcaacaacaactggtacaccaa 
caccctcgccgcatgggtattggactacacccgcgaagccttggcgaaatacccgcgtcc 
ggatttgaacgtgcgtgccgacgagttggaaaaatgggcggacatcagcgcgaatatgta 
ccgtccgcatgacgaagaactcggcgtattcgtgcagcacgacggcttcctcgacaaaga 
catccgccccgtgtccgcgctttcgcccgacgatttgccgctcaaccaaaaatggtcgtg 
ggacaaaatcctgcgttcgccctttatcaaacaggcggacgtattgcaaggcatctactt 
cttcagcgaccgtttcaatatcgacgaaaaacgccgcaacttcgacttctacgaaccgat 
gaccgtgcatgaaagctcgctgtcgccxtgtattcactctattctcgccgccgaactggg 
caaagaagaaaaagccgtggaaatgtaccagcgcaccgcccgcctggacttggacaacta 
caacaacgacaccgaagacggcctgouy^tcacctccatgaccggctcgtggctcgccat 
cgtccaaggtttcgcccaaatgaaaacctggggcggcaaactcagcttcgcaccgttcct 
gccgagtgcgtggacaggctacgccttccacatcaactaccgcggccgtctgattaaagt 
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CGCCGTCGGCAAAGAAAACGTCGTCTTCACTCTGCTCAAAGGCGAGTCGCTCGATTTGCA 

GGTGTACGGCAAAGACATCACGCTCGACGGCAGCCACACCGTTGCGTTGGAAAAATAAGG 

AGGGCGCAAAATGACTTTCACTGCAGTCCTATTTGACCTCGACGGCGTCATCACCGACAC 

CGCCGAATACCACTACCGCGCATGGAAAAAGCTCGCCGAAGAACTGGGCATCAGCATTGA 

CCGCAAGTTTAACGAGCAGCTCAAAGGCGTGTCGCGCGACGATTCGCTCAAACGCATCCT 

CGCGCACGGCGGCAAAACCGTCAGCGAAGCCGAGTTCGCCGAACTGACCCGCCGTAAAAA 

CGACAACTACGTCGAGATGATTCAGGCAGTCAAACCCGAAGACGTGTATCCCGGCATTTT 

GCCCCTGCTGGAAGCATTGAGGGCAAACGGCAAAAAAATCGCCCTTGCGTCCGCCAGTAA 

AAACGGCCCGTTCCTGCTGGAACGCATGGGGCTGACCCACTTCTTCGACGCCATTGCCGA 

CCCTGCCGCCGTCGCACATTCCAAACCCGCCCCCGACATCTTCCTCGCAGCAGCCGAGGG 

CGTAGATGCGGACATCCGCCAATGCATCGGCATTGAAGACGCCGGCGCCGGCGTCGCCGC 

CATCAAAGCCGGCGGCGCCTTGCCCATCGGCGTGGGCAAAGCCGAAGACTTGGGCAGCGA 

CATCGCGCTGGTCTCCGGCACCGCGGAGCTGACCTACGCCTACCTGCAAAGCGTGTGGGA 

ACAGTCGGGCAGGTAAAACGCGTCAGATAAAGTGTCAAGGAAGCAAAAGACCGTCTGAAC 

AGTGTTTCAGACGGCCTTTTTGCTTTTAGAACAGAATGATAACCCAACTTACGCAACCCT 

AAAAACTAAATGCCAATCTCTTAACCATGCTATTCAAATTTATTTGAACGATTTTTTTTC 

TAACCAGCCAACCTTAACAATCACTATTAAAATGCGCGCCGATGTTCTGTCTCCGCCTGT 

ATGCGGCTTGGGCGACGGCGAGGCTGCATTCGAGCAGGTTGCGGTTTTCGTATTCGGACG 

CGGTGTGCGGTTCGGCTTGGTTTTGCTTCCAAAGCTGCAGTTGGGCGATGGCGCGGCGGA 

GGCCGGTATCGTTGCGTAGGATGCCTAGATGGCGTTGGTTGAACGTTTGCAGGACGGGGC 

GGCTGAATGTGTTTTGAAGGTCGTCTGAAAAGATGCCTGCTTCGGCGGAGAGGCTTTCAG 

ACGGCCTTTGGAATGGTTCGGCTTGGAATGCTTGTCCGTCTGCGATGGCTTGGGCGCAGA 

GCCTTGCGGTCACGACGCATTCGAGCAGGGAGTTGGTGGCAAGGCGGTTGGCTCCGTGCA 

GCCCAGTGCAGGCGGTTTCGCCCAAGGCGTAGAGCTGCGGCAGGGAGGTTCTGCCGCAGG 

GGTCGGTTTGGATGCCGCCGCAGGTGTAGTGTTGCACGGGGCGGACGGGGATGGCTTGGC 

GCGTGATGTCTAGGCCGCATTGGGATAAACAGTGTCGATGGATGGATGGGAAATGCCGGC 

GGACGAACGCTGCGGGTTGATGGCTGATGTCGAGCGAGACGAAGTCTTGCGTTTGTTTGG 

CGATTTCGGCTGCGATGGCGCGGGCAACGATGTCGCGCGGTGCGAGTTCGGCGCGGCGGT 

CGTAATGCGGCATAAATCGTTCGCCCGCTTGGTTGGTCAGGATGCCGCCTTCGCCGCGCA 

CGGCTTCGGAAATGAGGAAGGTGCGTCCGTTTTCAGACGGTCTTGCCAAGCCTGTGGGGT 

GGAATTGGATAAATTCGAGGTTTCCAACTGCGCAGCCTCCGCGTATCGCCATGGGGATGG 

CGTCGCCCGTGCATTCGGGCGGCGTGGTGGTGGCGGCGTAAATCTGTCCCAAGCCGCCGC 

CTGCGAGTACGGTATGGCGGGCGCGGATGCGGTAGGTTTCTTGTGTTCGGCAGTCGAGGA 

CGGTCAGTCCGCACGCCGCGCCTGATTCGGTTTGAATGTCCAACGCCATCTGCCGtTCGC 

AAACGCGGATGTTCGGGCGGCGGCGTATTTGGGCAATCAGGCTCTGCATGACGGCTTCGC 

CCGTGTAGTCGGCGACGTGGGCGATTCGTCGGCAGGTATGCCCGCCTTCACGCGTCAGGT 

GCAGGCCGTTATGATTCCGGTCGAACGCCACGCCCTGCGCCAGCAGCCATTCGATTGCCG 

GTTTGCCCTGCGACAGGATGGCGCGGACGGCGGCTTCATCACACAAACCCGCGCCCGCTT 

CCAAAGTATCGGCAACGTGTTTTTCGATGTCGTCCTCTCCCGACCACGCCGCCGCAATCC 

CGCCTTGCGCATGACGGCTGGCGGTGTCGTCCAGCCGGTTTTTGCACAAAATAACGATGC 

GGAACGATTCAGGCAGCGACAGGGCGAGCGTCAGTGCCGCCAGCCCGTTTCCGGCAATCA 

ATACGTCGCAATCGGTTTGCATGGTGTTGTCCTTGTTTGAGAGGCCGTCTGAAACGGTAT 

AGTGGATTAATCAATGCCCCGACATATGCGACATGGTATTGAGAAGCACCACGCCCAGCA 

AAATCAAACCGATGCTGACAATCCCAATGAAATCAGCTTTCTCACCGAAAAACACCACGC 

TGACTAAAGCCGTTAAAACCAGTCCCACGCCTGCCCAAATGGCGTATGCTGTAGCCAGCG 

GCATGGTTTTCAGTGTCATAGACAAGGCCCAAAAACACACCGAAAAGCTGACTACCACGC 

CAATAGAAGGCCACAGTTTGCTAAACCCGCCACTCAGTTTGAGCATGGAAGAACCGCAGA 

CTTCGCTTAAAATTGCTACAGTCAGAAAGAGCCAGTGCATTTGCATGTTTTTACCTGATA 

AATGAAAGAAAGTATAATTATATCAATGCAATAAAATAAAAAAACAGTCTTGTTGTTAAA 

GATTTTTTGTGTGCAAATCCCGTCTTGGGAAAGCAGGCGGGCGGTATTTTCAGGCTGCAC 

CCATTACGAACGACAAATCAGGCGGGGCCCATGCOrrTGAACACATCTTTTTTCTTCAGC 

CCTGCCGCAAAGTCGAGCATACGCTGCAAAGGCAGTTTGGCGGCTTCGCCCAGCTTCCTG 

TCCAACAGGATTTCGTTACGTCCGCTTGTCAGGGCGTATTTGATGCCGCCCAGOGAATTC 

ATCGCCATCCACGGGCAGAACGCGCAGCTTTTACAGCTTCCACCGTTGCCCGCCGTCGGC 

GCGGCGATAAATTGTTTGTCGGGCGCCTGCTTTTGCATTTCGTGCAGGATGCCCAAATCG 

GTCGCCACGATGAATTTTTTTTCAGGAGGGGaTACGGGGGCTTTGAGGAGTTTGCTGG^ 

GAGCCGACCACGTCGCCCAGTTCGATGACGCTTTGCGGCGATTCAGGATGAACCAGCACC 

ACCGGTTCGGGGTGTTCCGCCTTCAACGCCGCCAGCTCTTGCCCTTTGAATTCGTTGTGA 

ACGATGCACGAACCCTGCCACAACAGCATATCCGCGCCCGTTTCGCGGCAGATGTAGTCG 

ATTTCTAACGCavCCGAAGACGTTAGGACCCAATCGGCACGCGCTTTCACGGCGGCGGAA 

GTGTTGGCGTACACCACCACCGTGCGGTCGGGGTGTTGGTCGCAAAACGCTGAAAACGCT 

TCTTCCGGGCAACCCAAATCCAAAGAACATTCCGCCTCCAAATCAGGCATCAGCACCGTT 

TTTTCAGGGCAGAGGATTTTCGCGCTCTCGCCCATGAAGCGCACACCAGCCACCACCAGC 

GTACCGGCTTCGTGTTCCGCACCGAAGCGCGCCATTTCCAGCGAATCGCCCACGCATCCG 

CCCGTCTGCAAAGCCAAATCCTGAATCAGCGGATCAACGTAATAATGCGCCACCAAGACC 

GCGTTTTTCTCCTTCAGCAAAGCCTTGATTTCGTCTTTCAGACGATCTGCCGTCTCGCGG 

TCGGGCGTGTCGGCAACCTTCGCCCACGCCTGACGGATTTGGCAGGCGGAAGTCGGCGTT 

TGGATGAGTGGCATATCGTAGTCGAACGAGCGGCGGGCGGCGGTTTGCATGATGTTTCCT 

TGTAGCTGTTTTTCAGACGGCATGAAGGTTTGCCGTCTGTTTTTCAAACTGTTTTTACAT 

TATGCTCAACTTGAGTATAATATGCAAGGTCGTCTGAAAACAGGTTTGCAATACCGTAAA 

ACCGACCCGCTTCGTTCCGAOUUICCGCTTTGGTTTACAATAAAGCCTTTCCCACCCG 

GAAAGCCGAGCATGGATGCCTACCCCGAAGCCGAAGCCCCGCCGCAAAGCATCGTCGAGC 

TGGTTCCCGTATTGATTGCCGTTACCGACGGCGGCCTGCGGGTATTGACCGTCGCCCAAG 

GCATGGTCCTGCCCAACGGCCCGCTCTCCCCCCTGCGCAATTCCTTGCAGGCAGGCGTAA 
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AACTGTGGGTCGCCAAGCAGACTTCGCAGCCTATGGGCTATGTGGAACAGCTTTACACCT 
TTGTCGATACCCACCGCCGCAACGAACACGGCATGCCCGTGCTGTACGTCAGCTATTTGG 
GGCTGGTGCGCGAGGCAGCCGACAGCATCCTGCACCCGGATGCGAAATGGCAGGACTGCT 
ACGGCTATTTCCCGTGGGAAGACTTGCGCACCGACGGCGGGCAGCGCGACGCCGTCGTCG 
GCCGCCTGCGCATTTGGGCAAACTCGGCGGACACGGAGGAAGTGCGCCAAAAGCGGCTCA 
AGCGCATTCATTTGTGCTGGGGGGTCGAACCGGAAAACTGGTCGGAAGAATACGTTTTGC 
AACGCTATGAAATGCTGTATGAAAGCGGCCTGATAGCGGAAGCCGCCGAGCCGCAGGCAA 
ACTTCGACTTCGCGCTTACGGGGCAGCCCATGCGCCACGACCACCGCCGCGTACTGGCGA 
CCGCCCTGTCTCGCCTGCGCGCCAAAATCAAATACCGCCCCGTGATTTTTGAACTGATGC 
CGCCCGAATTCACGCTGCTGCAACTGCAAAACAGCGTCGAAGCCATCAGCGGCAGATTGC 
TGCACAAGCAAAACTTCCGCCGCCAGATTCAGCAGCAAAACCTCATCGAGCCGTCGGATA 
CCGGCGTATCGGGCAGCAAAGGCCGTCCCGCGCAGCTTTGCCGCTTCCGCGACGACGTCC 
TGCCCGACAGGCTGATTTCGGACATCGGACTGCCGCTGGGCAGCCGTTAGCCCGTTTTCA 
GACGACCTATAGTGGATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAA 
ATAGTACGGAACCGATTCACTTGGTGCTTGAGCACCTTAGAGAATCGTTCTCTTTGAGCT 
AAGGCGAGGCAACGCCGTACCGGTTTTTGTAAAATGAAGTTTTGCCCGATCGGTGCAACA 
TCAATCTTTTTCAACAAAGGAAACCCCATGCCGTCTGAAAAAACCCTCTTTCCCCTGCCC 
GACACCCTGTTGCGCCCCATAGTAGAACAAGCCTTGAGCGAAGACTTGGGCAGGCGCGGC 
GATATTACGTCCGCCGCCGTCATCGCCCCCGACAAAACCGCCAAACTCTTCCTTGTCAGC 
CGCGAAGACGGCGTTATCGCCGGCATGGACTTGGCGCGTCTCGCCTTTCAGACGATGGAT 
CCGTCCGTCCGCTTCCAAGCCGAAATCCGAGACGGGCAAGCCGTCCGCGCAGGTCAGACG 
CTTGCCGCCGTCGAAGGCAACGCCCGCGCGCTGCTCGCCGCCGAACGCACCGCGCTCAAC 
TACCTCACGCACTTAAGCGGCATCGCCACCGCCACCGCGCGTGCCGTTGCCGAAGTCGCC 
GAATACGGTACAGACATCGTGTGCAGCCGCAAAACCATCCCCCTGCTGCGTGTCCTGCAA 
AAATACGCCGTCAGGGCAGGCGGCGGTGTGAACCACCGCATGGGTTTGGACGACGCCGTG 
CTCATCAAAGACAACCACCTCGCCTATTGCGGCAGCATCGCCCAAGCCGTGCAGCAGGCA 
AAACAGGCTGTCGGAGCATTGACCTGCGTGGAAATCGAAGTGGATACGTTGGCACAACTG 
GACGAAGCCATCGCAGCGGGCGCGGAACGGATTTTGCTGGATAACATGGACGACGAAACC 
CTGAAAGAAGCGGCAAACCGCTGCCACACGCAAACCGCCCACCCCCACACCATCTATTGC 
GAAGCATCGGGCGGCATCGGCTTCGACCGCCTGAAGCGCGTGGCGCAAACCGGAGTGGAC 
GGCATCGCCCTCGGCTATCTGACCCACAGCAGCCGTTCGTTGGACATAGGTTTGGATTTC 
GTGGCGTGAGTTTTAGGGTGCGGGCGGCTGTCTGATATGTCAGGCAAGGAACCGCTTAAC 
CCTAATCCGGTTATTGCCTCAGGGAGGAAATGCCGTCTGAAAGATTCTTCAGACGGCATT 
TTTCGTAAAGGTCGTGATGCTTTAGAAAAAACAGCATTTCAGGCAGGTATTTTGTTTGCC 
CGACAGCGCGGCGGCATCGGTAGGGCAGGAAAAAGGACGGGGGGCGGCAGTTTTATGCCG 
TCTGAAAGCCCGCCTTTACGCTTGTTTGCAAAAAAAGTGGGAAAAGGAACATACAATCCT 
GTACAATCATCCATAAATATTTGATTTATAATACGATTTATAAAGATAATCACAATCATC 
CATATCTGCCGCCCGTCAATCCGCTTGGCGGGCGGCAAAGGTTTTAGGAATACCGATGAA 
CACAATACCGCTCCACACCATACTCAAACTTATGGCGCATCCCGAACGTATGGCGATACT 
GATTCAATTGTTGGACAGCGAACGCAATATCGCCGAACTGGCAAAATCCTTATCCCTGCC 
GGCCACCGCAGTTTCCAACCATTTGAACCGCCTGCGCGTGGAAGGTCTAGTCGATTTTAC 
GCGTTACCACCGCATTATCGAATACCGCCTGGTTTCCGAAGAAGCGGCGGCGATTCTGCA 
CACGGTTCGCGATTTGGAAAACAAACGCGTGGCATAGTGTTAGAATCCTTTCCTTTTGCC 
GTCTGAACGTTTCAGACAGCATTTTTCGGAAATGTTATGAAAATCACCACTTGGAATGTC 
AATTCGCTCAATGTGCGGCTGCCGCAGGTGCAAAACCTGCTTGCCGACAATCCGCCCGAT 
ATTTTGGTTTTGCAGGAACTCAAACTCGATCAGGACAAATTTCCGGCCGCCGCTTTGCAA 
ATGATGGGCTGGCACTGTGTTTGGAGCGGGCAGAAAACCTACAACGGCGTGGCAATCGTC 
AGCCGCAGCGTGCCGCAGGACGTGCATTTCGGTTTGCCCGCACTGCCGGACGATCCGCAA 
CGGCGCGTGATTGCGGCAACCGTCAGCGGCGTGCGCGTCATCAATGTCTATTGCGTCAAC 
GGCGAGGCTTTGGACAGCCCCAAATTCAAATATAAGGAACAGTGGTTTGCCGCACTGACG 
GAGTTTGTCCGCGATGAAATGACCCGCCACGGCAAACTGGTGTTGCTGGGCGATTTCAAT 
ATCGCGCCTGCCGATGCGGACTGTTACGACCCTGATUVAATGGCACGAAAAAATCCACTGT 
TCGTCCGTCGAACGGCAGTGGTTTCAAAACCTGCTGGATTTGGGACTGACCGACAGCCTG 
CGCCAAGTCCATCCCGAAGGCGCGTTCTATACCTGGTTCGACTATCGCGGCGCGATGTTC 
CAACGCAAACTGGGCCTGCGTATCGACCATATTTTGGTGTCGCCTGCGATGGCGGCGGCG 
TTGAAGGATGTCCGCGTCGATTTGGAGACGCGCGCGCTGGAGCGTCCGAGCGACCACGCG 
CCGGTGACGGCAGAATTCGATTGGTAAAAGACCGTGTTTTGATATGGCGTTGACAAGCAT 
CCTTATCTTCAATTTATTCAATAGGATAGCTTTCTATCTGACTGAAAAATAATTGCCTTT 
CCCCGGCAAACAGCCGAAATCGGCGGATTGTTCAAACACAGCCTATTTTCCTGAAAAATT 
TATGAAATACATAGGGTTAATATCAGATTTTGGAGCAGTAAAATTTATTATGTACACTAA 
TCCAAAACAAAATCAAATATTGAAAACTAGATTTATTTTCGAATAAATAGAAAGCCGTCT 
TATATATAGTAATAAATTAATAACCCTGTTTTTCCTATTGCCTTTATTGTGCCATGCAGT 
TGAGTTTGATGAAACTCAATATAACGACTGTAAAGATAAATCTATGTTATGTGCTGTCAG 
AATTGATTCTCCCAAAGGCAATAACTATAGTGGATTAACAAAAATCAGGACAAGGCGACG 
AAGCCGCAGACAGTACAAATAGTACGGCAAGGCGAGGCAACGACGTACTGGTTTAAATTT 
AATCCACTATATAAATCTATGTGGTTTGACAATGGCAAGTTAGTATTTATATCCTTTACT 
AATCAACAAATGGAAAATCAAAGTCGCCCATCTCTAGCGATGTTTATTAGTGATGACAAA 
#ATATCCAGTACCAATATTGATGAATTTTTAGCATCTTTCGATCCTGATAAATATCGAATA 
TTTCATGATCCAAGATATAAATTTTTACCTAGTATGTCGAACTCATTGTAATCCTTATTC 
TCTTTTTGATATTGATAGCAAATATAAACCTGATGAGAAAGATAAAATCTTTTTTTCAAT 
CCCGACAGATAACACAGATTTTTATAAGGGTTTTTATTTAAATAAGGATTATATAGAAGG 
TATATATCCTAGTAGGCATAATGGCAGCTATTACAAAATATAGTGGATTAAATTTAAACC 
AGTACAGCGTTGCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTT 
CTTAATCCACTATATCTGCATCAGTTTCATGAAACGCAAGTCGGAAGCGTCAAACAACTG 
ATTGCCCATTTTGACCGGCTGATTGACGAATTGGACAAACAAATCGACGACCACACCCAC 
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ACGCATTTTGACGGCAAAGCCCAAGTGGCAGAACAAATCAAAGGCATCGGTTCGATAACG 

ACGGCTACGCTGATGGCGATGCTGCCCGAATTGAGGCGGCTGTCGCACAAACGGATAGCG 

GGTTTGGCCGGCATTGCCCCGCACCCGAGGGAGAGCGGGGAAACCAAATTCAAAAGCCGC 

TGCTTTGGCGGAAGGTCTGCGGTGCGTAAGGCACTGTATATGGCTACCGTGGCAGCGACA 

CGTTTTGAACCGCTTATTCGGGATTTCCACCAACGCCCGCTGTCCGAGGGTAAGCCGTAT 

AAGGTTGCCGTTACGGCATGTATGCGCAAACTGCTGACGATATCGAATGCCCGGATGCGT 

GATTATTTTGCCGAAAACGATACCGCCGAAAACGGTATCTAAACGGCTTGATTTGAGTTT 

TGGTATTTTTGCCCGACGGGGTGAAAAATACAGTTGCTACGGCTCGATGAATCGTCAGAA 

AT ACC TGC ATCGTC AT TCCC GCGC AGGTGGG AATCCAGACCGGTCGGTGCGGAAACTTAT 

CAGGTAAAACGGTTTCTTGAGATTTTTCGTCTTGGATTCCCACTTTCGTGTGAATGACGG 

AATGTAGGTTCGTGGGAATGACGTGGTGCAGGTTTCCGTATGGATGGATTCGTCATTCCC 

GCGCAGGCGGGAATCTAGTCTGTTCGGTTTCAGTTATTTTCGATAAATGCCTGTTGCTTT 

TCATTTCTAGATTCCCACTTTCGTGGGAATGACGGGATTTTAGGTTTCTGATTTTGGTTT 

TCTGTCCTTGTGGGAATGACGGGATGTAGGTTCGTAGGAATGACGTGGTGCAGGTTTCCG 

TGCGGATGGATTCGTCATTCCTGCGCAGGCGGGAATCCAGTCTGTTCGGTTTCAGTTATT 

TCCGATAAATGCCTGTTGCTTTTCATTTCTAGATTCCCACTTTCGTGGGAATGACGGTTC 

AGTTGCTACGGTTACTGTCAGGTTTCGGTTATGTTGGAATTTCGGGAAACTTATGAATCG 

TCATTCCCGCGCAGGCGGGAATCTGGAATTTCAATGCCTCAAGAATTTATCGGAAAAAAC 

AAAACCCTTCCGCCGTCATTCCCACGAAAGTGGGAATCTAGAAATGAAAAGCAACAGGAA 

TTTATCGGAAATGACCGAAACTGAACGGACTGGATTCCCGCTTTTGCGGGAATGACGGCG 

ACAGGGTTGCTGTTATAGTGGATGAACAAAAACCAGTACGGCGTTGCCTCGCCTTAGCTC 

AAAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATCTGTA 

CTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCATTATAAAAATGCCGTCT 

GAAAGGTTTTCAGACGGCATTGGTTCACGGGCCGCGCCCGGGTATTTCGGCAAAATCAGT 

CGGCGACCGCCATCAGGCTGGCGTTGCCGCCGGCGGCTGTGGTGTTGACGCTGCAAGAGA 

TTTCTTCAAACACTTGCAGGATGTCGAGTCCGTTTTCCGAAGGGAGGATGCGGATGAGTG 

CGCCGTCGTGGGCGGCAAGTTCCTGTTTGCGCGCGCTGTCCAAAGGCGACAGGGCGGCAA 

CGTGGCTGATGCCGGCGGTTTCGGGTTTGCCGTTGACCAGCAGCAGACCTTCCAAGTCGG 

CAGTGTAGGAAGCCAAGGGGCTGTCGGGTTCGACCACTGCCTGTATGCCGGAGGCGGCAA 

GTTCGGTCAGTGCGGCAAAGGCTTGAACCGTGCTGCCGCCGTGTATCCAAACGCGTTTGG 

GCGCGTGCCATGAGATGCTGTTGCGCTCGCCGGTCGGTCCGGTAAGGACGGTTTCGGCAC 

GGCGCAGGGTGCGGATGCGGGCGTGTCCCAAAGCGGCCGCTGCGGCTTTTTTCTCTTCGG 

CGTTGAACGGTAGTTTGTGAACCAGTGCTTCGAGGCGTTTGAGTGCGGCTTCGTCCGCCT 

GTCCGATTTGGCTCAGGGTCGGGGCAACCCATTCGCCGGCGCGGGTCAGTTTTTGCAGGT 

AGAACGAACCGCCTGCTTTGGGGCCTGTGCCGGACAGACCGTGTCCGCXGAAGGGCTGTA 

CGCCGACGACTGCGCCGACGATGTTGCGGTTGACGTAAACGTTGCCGGCTTCGATGCGGC 

TGCGGATGTGGCGTACCGTGCCTTCGATGCGGCTGTGTACGCCGTGGGTCAGGGCGTAGC 

CTTTGCTGTTGATTTGGTCGATGACGTTGTCGAGTTCGTCGGCGCGGTAGCGGACGACGT 

GCAGGACGGGACCGAAGACTTCGCGTTGCAGTTCGTTGAGGTTGTTCAATTCAAACAGGA 

TGGGGCGAACGAACGTGGATTTTTTGGAATCGACATCGGCGGCGGTTTTGACTTCGTGGT 

AGGACTTGGCAACACCTTTCATTTTGTTGATGTGGTTCAACAGGTTTTGCTGTGCTTCGG 

CATCGATGACGGGGCCGACATCGGTAGTGAGCTGAATCGGTTTGCCGACGACGAGTTCGT 

CCATAGCGCCTTTGATCATGTCGAGCATACGGTCGGCAACGTCTTCTTGGACGCACAAAA 

TGCGCAGGGCGGAGCAGCGTTGTCCCGCGCTGTCGAAGGCGGAGTTCAATACGTCGGCGC 

AGACTTGCTCGGCAAGTGCGGTGGAATCGACAATCATGGCGTTTTGTCCGCCGGTTTCGG 

CAATCAGGACGGGATTGTCGCCGCGTTTGGCAAGGGCTTTGTTGATCAGGCGCGCCACTT 

CGGTCGAGCCGGTGAAAATCACGCCGCCGATGCGGGCATCGTTGGTCAATGCCGCACCCA 

CGTCGCCTGCGCCGAGGACGAGTTGCAGGGCGGAAGTCGGGATGCCGGCTTCGTGCATGA 

GGGAAACGGCATAACCGGCAATCAGGCTGGTTTGTTCGGCGGGTTTGGCGATGACGGTGT 

TGCCTGCCGCCAATGCGGAAACGACTTCGCCGGTAAAGATGGCGAGCGGGAAGTTCCACG 

GGCTGATGGCGACAATCGCGCCGACGGCTTTTGCGTCTTGAGGCAGGGTATGTTCGGCTT 

CGTTTGCGTAGTAGCGGCAGAAATCGACGGCTTCGCGCACTTCGGCAATGGCGTTGTTCA 

GCGTTTTGCCTGCTTCGCGCACGGCAAGCATCATCAGTGCTGGGGTGTGCTGCTCCAGCA 

AATCGGCAAAACGGCGCAGGCAGGCGGCCCGTTCGGCGGCAGGTGTCGCACTCCATTCGG 

GGAACGCGGCAACGGCTGCGCCAACCGCTTCTTGGGCAAGCGCGGCATCGGCAAAGCTGA 

CTGTGCCGACGATGTCGTCGTGGTCGGCAGGGTTTTTAATCGGTTGCGCTTCGCCGACAT 

CGCGGGCTTTGCCGTTGACGATGGATGCGGCGTGGAAGTCTTGCGCQGCGGCTTTGTTCA 

TCTGTTCTTGAAGCTGCTGCAATACGTTTTCGTTGCTCAAGTCCACGCCTTGCGAGTTCA 

GACGGCATTTGCCGTACAAATCGCGCGGCAGCGGCAGGGCGTTGTGCAGGTGGATGCCTT 

GTTCGGCGATGGTGTCGAACGGGCTGCGGATGAGCGTGTCGATGCTGATGTTTTCATCGA 

CGATTTGGTTGACGAAAGACGAGTTCGCGCCGTTTTCCAACAGGCGGCGCACCAAGTAGG 

CGAGCAGGGTTTCGTGTGTGCCGACTGGGGCGTACACGCGCACGCGGCGGCCTAAGTTTT 

GCGGGCCGACGACTTGGTCGTACAGGGTTTCGCCCATACCGTGCAGGCATTGGTGTTCAA 

AATCTTTGCCTTTACCCATTTGGTAGATTGCGCCCAAAGTGTAGGCGTTGTGGGTGGCAA 

ATTGCGGGAATACCGCGTCTTGCGCGGAAAGCAGTTTGCGCGCGCAGGCGAGGTAGGAGA 

TGTCGGTGTGGACTTTGCGGGTGTAGGTCGGATAGCCGTTCAAGCCGTCCACTTGCGCCC 

ATTTGATTTCGCTGTCCCAATACGCGCCTTTGACGAGGCGGATCATTAGTTTTTGGTTGT 

TGCGGCGGGCAAGGTCGATCAGGTAGTCGATAACGAACGGACAACGTTTTTGGTAGGCTT 

GGACAACGAAACCGATACCTTTGTAGCCAGCCAAGTCAGGGTCTGAAACCAAAGCCTCCA 

TCAAATCCAAAGACAGCTCCAGACGGTTGGCTTCTTCGGCATCGATGTTGATACCGATAT 

CGTATTTTTTACCCAAAAGGAACAGCTCTTTCAGGCGCGGCAACAGTTCGCCCATCACGC 

GGCCGTGTTGGGTGCGCGAGTAGCGCGGATGGATGGCGGAAAGTTTGACGGAAATACCGT 

TACCTTCGTAAACGCCTTGTCCTGCCGCATCTTTGCCGATGGCGTGGATGGCTTCGACAT 

AGTCGCGGTAGTAGCGGTCGGCATCGGCTTGGGTGTAGGCGGCTTCGCCCAACATATCGA 

AGGAGAAGCGGTAGCCCATTTTTTCGCGTTCTTTGCCGTTTTGCAGGGCTTCTTCAATGG 
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TCTGTCCGGTTACGAACTGTTTGCCCAGAAGCCGCATGGCGTAATTTACGCCTTGGCGGA 

TGAGCGGTGCGCCGCCTTTGCTGATCAGGCGGCTGAGTGCGGAACTCATTTGTTTGTCGT 

TTGTGGCGGTCAGTTTGCCGGTAATCAGCAGGCCCCAGGCGGCAGCATTGACGAAGAGGG 

AAGGGCTGTTGTTCAAATGGCTTTTCCAGTTGCCGTCTGAAATCTTGTCGGCAATCAGGC 

GGTCGCGCGTGGCGTTGTCGGGGATACGCAGCAGGGCTTCTGCCAGACACATCAGCGCGA 

TGCCTTCTTCGCTGGAGAGTGAAAACTCGTGCATCAGCGCATCCACGCCGCCGGCTTTGG 

TGCGGCCGGCGCGGACTTGGGTAACCAAACGGCGGGCAAGCTCGGAGGCGGCGTTGCGCT 

CTTCGTCGCTCATCTGTGCACGTTGCAACATATCCTGTACGGCTTCGATTTCATTACGGC 

GGTA&GCATCGGTTATCGCTTGGCGCAGGGCAGTTTGTGCCGGAAATGCAAAATGAAACA 

TTTTTTGGATTCTCCAAAGTTTTTCGGGGGGCAGGCGGCATCGGTGCGGCCTGAATACGG 

TAATATCGTAATAAATCCGCAGATGAAATACAAGGCTTCAAATGCGGGCAGGGTAGGTGC 

TTCCGTTTCTTTGAAAATGAAACGGGTAAAACACAAATAAGGCCTGTATGCAGGCAAGGT 

TTATTTGTGTTTGACCCGGAAACGGGTTCAGACGGCACGAACCGGGATGCCGTGCCGTCT 

GAAAGGGGTTTATCGGGTGGCGCGGTAATCTGCGTCGGCTTTTTCAAAGCGTTCTTGGGT 

TTCGCGCGAAGGTTCTTTGTTGAACAGGGAAACCAACACGGCAACGATCAAGCAAACAAT 

AAAGCCCGGCACGATTTCGTACATCGTCAACAAGCCGCTTTCTCCTGCCGCTTGAGCCGG 

TTTTTTCACCCATTCCGCCCATACGACTACGGTTAACGCACCTGCAACCATACCCGACAA 

CGCGCCGTAGGCAGTGATGCGTTTCCACAATACGGACACaATCACAATCGGGCCGAATGC 

CGCGCCGAAACCTGCCCACGCGTAAGACACCAGTCCCAATACTTTGCTGTTCGGATCGGA 

AGCAATCAGGATGGAAATCACGGCAATCGCCAAGACCATCAGGCGGCCGACCCATACCAA 

TTCCGACTGTTGCGCGTTTTTACGCAAAAAGCCTTTGTAGAAGTCTTCGGTAATCGCGCT 

GGAGCAAACCAAAAGCTGGCAGGACAGGGTGGACATCACCGCCGCCAAAATCGCGCTCAA 

AATAATGCCGGCAATCCAAGGGTTGAACAGCAGGGTGGAAAGCGCGATGAAGATGCGTTC 

GTGGTTGCCGCTCATAGAAGAAACTTTGTCGGGATTTGCACCGAAATACGCAATGCCGAA 

ATAACCGACCGCTACCGCGCCCGCAAGGCACAACGCCATCCAAGTCATACCGATGCGGCG 

TGCGGATACCyVGCGATTTCGCGCTTTCGGCCGCCATAAAGCGCGCCAAAATGTGCGGCTG 

TCCGAAATAGCCCAAGCCCCATGCGGCGGTGGAAATGATGCCGATGACGGTCGTACCGGC 

AAACAGGCTGCCGTATTCTTTGCCCGTGCCTGCGGCGACACTTTGAATCGCGGCAGACAT 

CTGTTCCGCGCCGCCCAAGCCCAGATAGACCATCACAGGCGTTAAAATCAGCGCGAAAAT 

CATCAAAGAAGCCTGCAGCGTATCCGTCCAGCTTACCGCCAAAAAGCCGCCCAAGAAGGT 

ATAGGCGATGGTCGCGCCCGCGCCCAGCCACATTGGCTGATTGTAAGTCATACCTTCAAA 

CAGGCTTTGGAACAGGGTTGCGCCCGCCACAATGCCCGAGGCGCAATAAATCGTGAAGAA 

AAACAGGATAATCAGTGCGGAAACCACTTTCATCAAGTGTCCGCCCGCGCCAAAGCGGTG 

GAAGAAATAATCCGGCAGCGTCAGCGCGTTGTTGGCGTATTCGGTATGTACGCGCAGACG 

GCCCGCCACCAAAAGCCAGTTGAAATACGCGCCGACCAAGAGGCCGATGGCAATCCAAGC 

CTCATTCAAACCGCTCAAATAAATCGCGCCCGGCAGACCCATCT^AAAGCCAGCCGGACAT 

ATCGGACGCGCCTGCCGACATCGCGGTAACAAACGGGCCTAGGCTGCGCCCGCCCAAAAT 

ATAATCGTCGAAATTGCGCGTAGAAAAATAGGCGGCAAGCCCGATGAGAAGGACTGCAAC 

CAGATAGATTGCAAAAGTAATGTACATGGGATTCATGTGCTATTCCTCGTCTAAAACTTC 

AGAATTACAGGCTTTGAAATTGCAAGCAACTTGCGCCTGAAATGTTTTTCTAATAAAAGT 

ACAACGGAAAATCCGGATACCCGAAAGGGGGATTCGGATAAATTATCTTCAATCACAATA 

AGATATGTAATAAAACTATATGAAATTGTAAATAATCCGTTTCAGGATAACCCAATTTCT 

GTTGTTTGCAAAGCACTTAATGGCTTAAAAAGCCGAGTTTGAAACGATGCGCGTCGGAAA 

AATCATTTAAAACAGCATATTGTTTTGTAGTGTCTTGTAATCQGGCGTTGCGCGGAATAT 

GAAATCCGTTTTCAGGCGGCAGGTGTTTTGAGGTGTAATTTAGCAACCGCAAAGGAGGCG 

CGGTATGTTTTGCCGATTATCCGCCGCCCGTTTTaVGACGGCATTTTTCCTTATACAATA 

GCCGATTGAATTTGATATGTTCAGGAAGGATACAGATTATGTTCGGCAAGCAGCTTTTTG 

AGGAAGTCGGCTCGAAAATCAGCGAAACCATCGCCAACAGCCCTGCCAAAGATGTGGAAA 

AAAATATTAAGGCGATGCTGGGCGGCGCGTTCAACCGTATGGATCTGGTTACGCGCGAAG 

AATTCGACATCCAGCAGCAGGTTTTAATCAAAACCCGTACCAAACTGGCGGCTTTGGAAG 

CGCGTTTGGAAAAACTCGAAGCCGCGCAAAATCCCGAACGGGCAGCATTGGAAGCGGCTG 

AAGCCGCTGCCGAAGAAGCCGTCGCCGAAATCAGGCAGCAAACCGAAGCCGGCGAATAAG 

GTCGTCTGAAATATGTCGCTTGCCTTGGTTTACAGCCGCGCCTTGAGCGGTATGAATGCG 

CCGTTGGTCGAAGTGGAAGCCCACCTTGCCAACGGCCTGCCACATTTCAACATCGTCGGA 

CTGCCCGATATGGAAGTAAAGGAAAGTCGCGACCGTGTCCGTGCCGCCATTATTCAAAGC 

GGTTTTGAATTCCCCGCCAAAAAAATTACCGTCAACCTCGCCCCCGCCGACCTGCCCAAA 

GAGTCGGGGCGTTTCGATTTGCCGATTGCAATCGGCATCCTTGCCGCATCGGGGCAGGTT 

GCGCCCGAAAAACTGGAGGAATACGAGTTTGCGGGGGAATTGGCACTGTCGGGGCTGTTG 

CGCCCCGTGCGTGGCGCGTTGGCGATGGCGTGGCAGGGTATGCAGGCAAAACGTGCATTT 

GTTTTGCCTGAAGAAAATGCAGGACAAGCCGCCGTGATGCGCGGCATTACCGTTTACGGC 

GCGCGCTCTTTGGGCGAAGTCGCCGCCCATTTGAACGGCATCGAACCTTTGGCGCAAACC 

GAATGCCAAGTTCCTCAGATGCCGTTTGAACATGGCGGACAACCTGATTTGTGCGATGTG 

AAAGGTCAGCACACCGCGCGCCTTGCTTTGGAAATCGCTGCCGCAGGCGGACACAGCCTC 

TTGATGATGGGTCCGCCGGGAACGGGCAAGTCTATGCTCTCCCAACGGCTGCCCGGCATC 

CTGCCGCCGCTGACCGAAGACGAATTGGTAGAAGTTTGGGCATTGCGTTCGCTCCTGCCC 

AACCACCAACAACAACTCGACAGCAACCGTCCTTTCCGCAGTCCGCATCACAGCGCCAGC 

GCGGCGGCTATGGTCGGCGGCGGTTCGGATCCGCGTCCGGGCGAAATTTCATTGGCGCAC 

CACGGCGTTTTGTTTTTGGACGAGCTGCCCGAGTTTGACCGCAAAGTTTTGGAAGTTTTG 

CGCGAACCGTTGGAAAACGGCGAAATCCACATTTCCCGCGCGGCGCGCCAAGCCGTCTAT 

cctgccaaattccaacttgttgccgccatgaacccctgcccgtgcggttatctcgggcat 
cccgtcaaaccctgccgctgcacgcccgaaagcgtcgcgcgttaccgcagcaagatttcc 
gggcx:gctgctcgaccgcatcgatttgaccatcgaagtcccgagcctgtccgccgccgaa 
ctgatgcagcaggaagcaggggaaagcagcgcgtcc g ttttggaacgcgttatcgccgct 
•agagacaaacaatacgcacggcaaggcaaagtgaatgccgccttgagtgtcagtgaactc 
gacacatccgcccgcattcaaaaagaagcgcaggaagcattgggcggcctgctggaaaaa 
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CTCTCCCTTTCCGCCCGCAGCTTCCACCGCATTATGCGCGTGGCGCGTACATTGGCGGAT 

TTGGCGGGCGACGAAGAAGTCGGCAGAAGCCACGTCATGAAAGCCATAGGTTTCCGTCGT 

GCTTTATAGGAATGGGAATGGAAGCAGGTTTTGCCCAAATATGGCGATATTGTTAGAATA 

TCCGCCCGTAAGCAAACGGCGTTAATGCCGTCTGAAACACATTAAGGTATGTTTATGAAC 

AAATTTTCCCAATCCGGAAAAGGTCTGTCCGGTTTTTTCTTCGGTTTGATACTGGCGACG 

GTCATTATTGCCGGTATTTTGTTTTATCTGAACCAGAGCGGTCAAAATGCGTTCAAAATC 

CCGGCTTCGTCGAAGCAGCCTGCAGAAACGGAAATCCTGAAACCGAAAAACCAGCCTAAG 

GAAGACATCCAACCTGAACCGGCCGATCAAAACGCCTTGTCCGAACCGGATGCTGCGACA 

GAGGCAGAGCAGTCGGATGCGGAAAAAGCTGCCGACAAGCAGCCCGTTGCCGATAAAGCC 

GACGAGGTTGAAGAAAAGGCGGGCGAGCCGGAACGGGAAGAGCCGGACGGACAGGCAGTG 

CGTAAGAAAGCGCTGACGGAAGAGCGTGAACAAACCGTCAGGGAAAAAGCGCAGAAGAAA 

GATGCCGAAACGGTTATIAAAACAAGCGGTAAAACCGTCTAAAGAAACAGAGAAAAAAGCT 

TCAAAAGAAGAGAAAAAGGCGGCGAAGGAAAAAGTTGCACCCAAACCAACCCCGGAACAA 

ATCCTCAACAGCGGCAGCATCGAAAAAGCGCGCAGTGCCGCCGCCAAAGAAGTGCAGAAA 

ATGAAAACGTCCGACAAGGCGGAAGCAACGCATTATCTGCAAATGGGCGCGTATGCCGAC 

CGTCAGAGCGCGGAAGGGCAGCGTGCCAAACTGGCAATCTTGGGCATATCTTCCAAGGTG 

GTCGGTTATCAGGCGGGACATAAAACGCTTTACCXK^TGCAAAGCGGCAATATGTCTGCC 

GATGCGGTGAAAAAAATGCAGGACGAGTTGAAAAAACATGAAGTCGCCAGCCTGATCCGT 

TCTATCGAAAGCAAATAATTATGAAGCTCAAACATCTGTTGCCGCTGCTGCTGTCGGCAG 

TGTTGTCCGCGCAGGCATATGCCCTGACGGAAGGGGAAGACTATCTTGTGTTGGATAAAC 

CCATTCCTCAAGAACAGTCGGGTAA^VATTGAGGTTTTGGAATTTTTCGGCTATTTCTGCG 

TACATTGCCATCATTTCGATCCTTTGTTATTGAAACTGGGCAAGGCATTGCCGTCTGATG 

CCTATTTGAGGACGGAGCACGTGGTCTGGCAGCCTGAAATGCTCGGTTTGGCTAGGATGG 

CGGCTGCCGTCAATTTGTOKKnTTGAAATATCAGGCAAACCCTGCTGTGTTTAAAGCAG 

TTTACGMCAAAAAATCCGCTTGGAAAACAGGTCGGTTGCCGGAAAATGGGCTTTGTCTC 

AAAAAGGCTTTGACGGCAAAAAACTGATGCGCGCCTATGATTCCCCCGAAGCTGCCGCCG 

CCGCATTAAAAATGCAGAAACTGACGGAACAATACCGCATCGACAGCACGCCGACCGTTA 

TTGTCGGCGGAAAATACCGCGTTATCTTCAATAACGGCTTTGACGGCGGCGTTCATACGA 

TTAAAGAATTGGTTGCCAAAGTCAGGGAAGAACGCAAGCGTCAGACCCCTGCTGTACAGA 

AATAGCCGAACTCCCGTATCCGAAAGAAGCGCAAGCAATGGATTTTCTGATTGTCCTGAA 

AGCCCTGATGATGGGCTTGGTAGAAGGTTTTACCGAATTTTTACCGATTTCCAGCACCGG 

ACATTTGATTGTGTTCGGCAATCTGATTGGTTTTCACAGCAATCACAAGGTTTTTGAAAT 

TGCCATCCAGCTCGGTGCAGTTTTGGCGGTAGTGTTTGAATACCGGCAACGTTTCAGCAA 

TGTGTTGCACGGCTTGGGAAAAGACCGGAAAGCCAACCGCTTCGTCCTTAATCTTGCCAT 

TGCTTTTATACCTGCCGCCGTGATGGGGCTGTTGTTCGGCAAACAAATCAAAGAGTATCT 

GTTTAACCCCTTGAGTGTTGCAGTCATGCTGGTTTTGGGCGGTTTTTTTATTTTGTGGGT 

GGAGAAACGCCAAAGCCGAGCAGAGCCTAAAATTGCCGATGTTGATGCATTGCGTCCGAT 

TGATGCCTTGATGATCGGCGTTGCCCAAGTGTTTGCACTGGTTCCGGGTACGTCCCGTTC 

gggcagtacgattatgggcgggatgctttggggcatcgaacggaaaactgcx3acagaatt 
ctcgtttttcttggctgtgcx:gatgatggttgccgcaacggcttatgatgtcctgaaaca 

TTACCGATTTTTCACCCTGCATGATGTCGGTTTGATTCTGATAGGCTTTATTGCTGCCTT 

tgtttcaggcttggtagcggtaaaagcgttgctgaggtttgtttccaagaaaaattatat 

TCCTTTTGCCTATTACCGCATTGTTTTTGGTATTGCCATCATTATATTGTGGCTGTCAGG 

ctggataagttgggaatgaaaccataaacccgacctgaagacattattcgggtcgggttt 
gtctggcgggctgatatagtgaattaacaaaaatcaggacaaggcgacgaagccgcagat 
agtacggcaaggcgagccaacgctgtaccggtttaaatttaattcactataaaatcagga 

CAGGCGGGGCGATAGGTTTAAAGTCGATTGCCTGTTTTGAAGGCAGTGGTTTATTCTTTA 

tttgctggcaatcaggcaataaaaaagcacatacctttttacggtctgtgcttttttatc 
tggtggaggtaagcgggatcgaaccgctgacctcttgcatgccatgcaagcgctctacca 
actgagctatacccccgaaaatttggtggcgaatcagggactcgaaccccggacacaagg 
attatgattcctctgctctaaccgactgagctaattcgccgtttcgtgaagacgctatta 
tatgtttttctgtttttttgacaagccgtattttttaattttgaattagttgactgtttt 

TAAATGTTAAAAAGTTTATGCCGTCTGAAGCGGATTCAGGCGGCATGAGGGTTAGAGTTT 
GTGGCAGATGTCGCCGAAGCGGAATCCTGCCCAGTCGATGCCGATATTTTTTCCGAATGe 
GATGACTTTAAACAGTTCGCCCATTTCATGCTGGTCAATCAGTTTCTGAACGGCAGCAGC 
TTCACAGATGTAGGCTGCCGAATCCGTTTTCCCCGTCTGTGCCAATAGCTCGGTAATGCC 
CAAGTTCAATAAGAAATGGGATTGGGGAAGGTAACCTATCAAATCTAATCCGGCATCCGT 
CCCTGCTTGTGCAATGTCGGTAAAGTTGACATGTGCGGTCAGGTCGGCCAATCCGATGAA 
GTCAAAAGGATTGTGGATAATGTGATGTCGGTAGTGTCCGATCAGAGTACCTTGATTGCG 
TTGAGGGTGGTAATACTGCGCTGCATCAAAACCGTAGTCGATGAATATCATGCAGCCGTG 
TTCGAGTCTTGAGGCAAGGGTGCGGATAAAGGCATATTGTTGCGGATGTAGTTCGCTGGT 
ATAGGGATAATCTGTTTGAGGAAAATAGAGGGAAGCCAAGGCAGATAGCTGCAAGTCGTG 
CAGCGGTCGTGCCGAATAGGTAAAACGGTCATTATCTAGGCAAACGCCGACATGCTCGAA 
TGAGCCGCCTTCATTTTTACGGACGATTTCGACAGGCATGGCATCGAGTACTTCGTTGCC 
GATGATGATGCCGTCAAACGCTTCGGGAAGTGCGGTCAAGTGGACAACTTTTTGAGATGC 
TTCCGGTGCGCGTGCTTGAATCAGGTTTTTCTGACGTGCTGCCAGCTCCGGCGATATTTC 
AATAATATAGTAACGGCTGATGCCGTCCGAAATGCTGCCCAACAAATCGQCGGCAAGCTG 
TCCGGTTCCCGCGCCGAATTCATAGATATTGCCCGCCGTTTGGGATAGAAGTTCTTGAAG 
TTGGCGTGCCAGTGTCTGTGCAAACAGAGAGGTGAGGGTCGGTGCGGTAATAAAATCCCC 
GGTATTGCCGATTTTATGGCTGCCGCCGGTGTAGTAGCCGTATTGCGGAGCGTATAAAAG 
CAATTCCATAAAACGTGAAAATGGAATCCAGTTGCCGTGTTTGCCGA T T TT TTCGGCAAT 
GAGGGTTTGCAGTTTGAGCGAGAATTGCCGTGCTTCGGGAGAGGGGAGGGGCATGATAAG 
TGTTAGCTTGTGTAAATTTATTGGATTTCCCGACATATTACACGTTGGTACGGGTGCTGT 
- - CATGGCTTTATCTTAATACTATATATTGTGTTTAT ATTATTAAATTAATCAT ATATAGTT 
GTTTATTGGTTCGATTATTCTGTACCGCACCCGCCGTGCCGTTGTCGTCATTTTTTATCT 
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TATTGTTTTTAAAAGGAATAAAAATTTCAGATATGTTAATGAGTTTTCATGCCCTGATTT 

GACCGAGTGTTTAAAATTTCTTATAGTGTCGATTGGTGGGGAATTGTGGGGCAAAGTGTC 

TCTTTTACCCTTGTGATTTTGATTTCGGCTTGGGACATGTCATGTTCGGCGGCGCACACG 

AATTAAGCATCGACAGTAAGGGGCGGTTGGCTGTTCCTGCCAAATTCCGTGACATTCTGT 

CGCGCCTCTATACGCCTGCCGTAGTGGTAACGCTCGAGTCGAAACACAAGCTGTTGATGT 

ACCCTGTTGCGGAGTGGGAAAAGGTTGCGGCGCAACTTTTAAACTTAAAAGTGGCGGATA 

ACCCTGTTTTGCGGCGGTTTCAAAATCTTTTGCTGCATAACGCGGAAATTTTGGAATGGG 

ACAGCGCCGGCCGGGTGCTGGTTTCTGCCGGACTGAGGAAGAGGGTGGATTTCGACCGTG 

AAGTCGTTTTGGTCGGTCGTGCCAACCGTTTGGAGCTTTGGGGTCGCGAGCAGTGGGAGG 

CTGAGATGGTTCAGGCTTTGGATGAGGATCCTGACGAACTTGCCTTCCAGTTGAGTCAGA 

CGGATTTGCAATTGTGAGTGGAGCAGAAAGTTACCGGCATATCACGGTCTTGCTGAATGA 

GGCGGTGGATGCGCTTGCCGTGCGCGAAGACGGTGTCTATGTGGACGGTACGTTCGGCAG 

GGGAGGGCATTCCCGGCTGATTTTGTCGCGTTTGGGCGATGCGGGGCGGTTGATTGTTTT 

CGACAAAGACCCGCAGGCGATTGGTGTGGCAGAAGAGGTGGCGCGTTCGGACAAACGGGT 

CGGTGTCGTGCATGGCGGTTTTGCTTCGTTTCAGACGGCATTGGACGGTTTGGGTATCGG 

CAAGGTGGACGGTGGGCTGTTTGATTTGGGGATTTCGTCCCCGCAAATCXiATGACGGCAG 

CCGCGGTTTCAGCTTCCGTTTCGATGCCCCTTTGGATATGCGTATGGATACGACGCGCGG 

TATGTCTGCCGCAGAGTGGATAGCGGTTGCGTCGGAACAGGATTTGCACGAGGTAATCAA 

GAATTATGGTGAAGAGCGGTTTAGCCGCCGGATTGCGCGCGCCATTGTTGCGCAACGGGC 

GGAAAGTCCAATCGATACAACCCGCAAGCTGGCGCAGATCGTGGCACAAAACGTCCGTAC 

TCGCGAGCGGGGGCAGGATCCTGCGACGCGCACCTTCCAGGCGGTCCGCATCTTTATTAA 

CCGCGAGCTTGAAGAAGTAGGGGCAGTATTGCCGCAGGTCATGTGTCGTCTGAAAGAGGG 

CGGACGTTTGGCGGTCATTGCTTTCCATTCGTTGGAAGATCGCATTGTGAAGCAGTTTGT 

CAAAAAATATTCGCAACACGCGCCCCTGCCGCGCTGGGCGGCGGTCAGGGAAGCGGATTT 

GCCCGAGCTGCCCCTGAAAATCGTGGGCAGGGCATTAAAGCCGGGTGAGGCGGAAATTGC 

CGCCAATCCGAGGGCGAGAAGTGCGGTTTTGCGTGTGGCGGAGCGGACTGCCGGTCCGAT 

ACCGGAACAATCACAGAGAAAAACGTCTGAATGGCAATGAACAAATTGAATTTCCTTCTG 

CTGCTTGCGGTGTGCGTTTCCGCTTTTTCCGTTGTGATGCAGCAAAACCAGTACAGGCTC 

AATTTCACAGCTTTGGATAAGGCGAAAAAACAGGAAATCGCCTTGGAGCAGGATTATGCG 

CAAATGAGGCTGCAACAGGCGCGTTTGGCGAACCACGAAGCGATCAGGGCGGCGGCAGAA 

AAACAAAACCTCCATCCGCCGGTTTCGGGCAATACCTTTATGGTGGAGCATCAAAGATAG 

AAGCAGCCTGTGTGCCGGAATCGGATTCCTGCGTCAGGATAATAATAACGAGAAGTAAAA 

ATGTTGATTAAGAGCGAATATAAGCCTCGGATGCTGCCCAAAGAAGAGCAGGTCAAAAAG 

CCGATGACCAGTAACGGACGGATCAGCTTCGTCCTGATGGCAATAGCGGTCTTGTTTGCC 

GGTCTGATTGCTCGCGGACTGTATCTGGAGACGGTAACGTATAACTTTTTGAAAGAACAG 

GGCGACAACCGGATTGTGCGGACTCAAACATTGCCGGCTACACGCGGTACGGTTTCGGAC 

CGGAACGGTGCGGTTTTGGCGTTGAGTGCGCCGACGGAGTCCCTGTTTGCCGTGCCTAAA 

GAGATGAAGGAAATGCCGTCTGCCGCACAATTGGAACGCCTGTCCGAGCTTGTCGATGTG 

CCGGTTGATGTTTTGAGGAACAAGCTCGAACAGAAAGGCAAGTCGTTTATCTGGATTAAG 

CGGCAGCTCGATCCCAAGGTTGCCGAAGAGGTCAAAGCCTTGGGTTTGGAAAACTTTGTA 

TTTGAAAAAGT^TTAAAACGCCATTACCCGATGGGCAACCTGTTTGCACACGTCATCGGA 

TTTACCGATATTGACGGCAAAGGTCAGGAAGGTTTGGAACTTTCGCTTGAAGACAGCCTG 

CATGGCGAAGACGGCGCGGAAGTCGTTTTGCGGGACCX^GCAGGGCAATATTGTGGACAGC 

TTGGACTCCCCGCGCAATAAAGCCCCGAAAAACGGCAAAGACATCATCCTTTCCCTCGAT 

CAGAGGATTCAGACCTTGGCCTATGAAGAGTTGAACAAGGCGGTCGAATACCATCAGGCA 

AAAGCCGGAACGGTGGTGGTTTTGGATGCCCGCACGGGGGAAATCCTCGCCTTGGCCAAT 

ACGCCCGCCTACGATCCCAACAGGCCCGGCCGGGCAGACAGCGAACAGCGGCGCAACCGT 

GCCGTAACCGATATGATCGAACCCGGTTCGGCAATCAAACCGTTTGTGATTGCGAAGGCA 

TTGGATGCGGGCAAAACCGATTTGAACGAACGGCTGAATACGCAGCCTTATAAAATCGGA 

CCGTCTCCCGTGCGCGATACCCATGTTTACCCCTCTTTGGATGTGCGCGGCATCATGCAG 

AAATCGTCCAACGTCGGCACAAGCAAACTGTCTGCGCGTTTCGGTGCCGAAGAAATGTAT 

GACT TCTA TCATGAGTTGGGCATCGGTGTGCGTATGCACTCGGGCTTTCCGGGCGAAACT 

GCAGGTTTGTTGAGAAATTGGCGCAGGTGGCGGCCTATCGAACAGGCGACGATGTCTTTC 

GGTTACGGCCTGCAATTGAGCCTGCTGCAATTGGCGCGCGCCTATACCGCACTGACGCAG 

GACGGCGTTTTACTGCCGGTCAGCTTTGAAAAACAGGCGGTTGCGCCGCAAGGCAAACGC 

ATATTCAAAGAATCGACCGCGCGCGAGGTACGCAATCTGATGGTTTCCGTAACCGAGeCG 

GGCGGCACCGGTACGGCGGGTGCGGTGGACGGTTTCGATGTCGGCGCGAAAACCGGCAGG 

GCG CGCAAGTTCGTCAACGGGCGTTATGCCGACAACAAACACATCGCTACCTTTATCGGT 

TTTGCCCCCGCCAAAAATCCCCGTGTGATTGTGGCGGTAACCATTGACGAACCGACTGCC 

CACGGTTATTACGGCGGCGTAGTGGCAGGGCCGCCCTTCAAAAAAATTATGGGCGGCAGC 

CTGAACATCTTGGGCATTTCCCCGACCAAGCCACTGACCGCCGCAGCCGTCAAAACACCG 

TCTTAATCCGAGTATCAACGAGATTGTTTTATGTTCAGCAAGTTAACCCCTTTGGCTGAA 

ACCGGCATCCCGACTCTGTCGTGTGCAAACGCGGCAGGGCGTTTGTTGCATTCAGACAGC 

CGCCAAATCAAACAAGGCGATATTTTCGTTGCCTGTCCGGGCGAATATGCCGACGGACGC 

AGTTATATCCCCGCCGCCGTTGCCAACGGCGCGGCTTTTGTTTTTTGGGACGACGACGGC 

AAATTTGCGTGGAATCCCGAATGGAAAGTCCCCAATCAAGGCaVTCAAAGATTTGAAACAC 

CGTGCCGGCATATTGGCGGCGCAAGTTTACGGCAACGTOTCAGACGGCCTCAAAGTTTGG 

GGCGTAGCCGGAACCAACGGCAAAACCTCCATCACACAATGGCTGGCGCAAGCTGCCGAT 

TTGTTGGGCGAAAAAACCGCCATTGTCGGCACGGTCGGCAACGGCTTTTGGGGTGCATTG 

GAAGAAACCACGCATACCACACCCGCCCCCGTCGATGTCCAAACCCTGCTCTACCGTTTC 

CGTCAACAAGGCGCAACAGTCGCCGCGATGGAAGTCTCCAGCCACGGGCTTGACCAGTCG 

CGCGTCAACGGCGTGTCATTCCGCAGCGCAATCTTTACCAACCTCACCCGCGACCACCTG 

GACTACCACGGCACGATGGAAGCCTACGGTGCCATCAAGTCGCGCCTGTTTTACTGGCAC 

GGCTTGAAACACGCAGTCATCAACGTGGATGACGAATACGGCGCGGAACTCGTAGGTCGT 

CTGAAAAAAGACTGTCCCGATTTGGCCGTTTACAGCTATGGTTTCAGCGAACACGCCGAC 
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ATCCGCATTACCGACTTTACCGCCTCTTCAGACGGCATAGCAGCCGTATTCCAAACCCCG 
TGGGGCGAAGGGAAATGCCGCACGCGCCTGCTCGGACGGTTCAACGCGCAAAACCTCGCC 
GCCTGCATCGCCTTGCTGTGCGCCAACGGCTATCCGCTTGATAAGGTATTGGATGTGCTG 
GCAAAAATCCGTCCCGCTTCAGGGCGCATGGACTGCATCATGAACAGCGGCAAGCCCTTG 
GTCGTTGTCGATTATGCCCACACGCCCGACGCATTGGAAAAAGCACTCGCCACCTTGCAG 
GAAATCAAACCGCAGGGTGCGGCTTTATGGTGCGTATTCGGTTGCGGCGGCAACCGCGAT 
CGCGGC AAACGCCCGCTGATGGGCGCGGCAGCCGTACAGGGCGCGGATAAAGTCGTCGTC 
ACCAGCGACAACCCGCGTTTGGAAAATCCGCACGACATCATCAACGACATCCTGCCTGCC 
GTTCCCGCGCCCGAATGCGTCGAAGCCGACCGTGCCGCCGCCGTCCGTTATGCGGTTGAA 
CAAGCCGCCGCAAACGACATCATCCTGATTGCCGGCAAAGGGCATGAAAACTATCAGGAT 
GTACAAGGCGTGAAGCACCGTTTTTCCGATCTTGAAATCGTCGGACAGGCTTTGTTAACT 
CGT7UUVTAATGGGATATTCGGACGGCATCGTATGAAACAATCCGCCCGAATAAAAAATAT 
GAATCAGACATTAAAAAATACATTGGGCATTTGCGCGCTTTTAGCCTTTTGTTTTGGCGC 

ggccatcgcatcaggttatcacttggaatatgaatacxkk:taccgttattctgccgtggg 
tgctttggcttcggttgtatttttattattattggcacgcggtttcccgcgcgtttcttc 
agttgttttactgatttacgtcggcacaaccgccctatatttgccggtcggctggctgta 
tggtgcgccgtcttatcagatagtcggttcgatattggaaagcaatcctgccgaggcgcg 
tgaatttgtcggcaatcttcccgggtcgctttattttgtgcaggcattatttttcatttt 
tggcttgacagtttggaaatattgtgtatcgggggggggtatttgctgacgtaaaaaact 
ataaacgccgcagcaaaatatggctgactatattattgactttgattttgtcctgcgcgg 
tgatggataaaatcgccagcgataaagatttgcgagaacctgatgccggcctgttgttga 
atattttcgacctgtattacgatttggcttccgcgccggcacaatatgccgccaagggcg 
cccacattttggaagcagcaaaaaaagcgtcaacatggcatatccgtcatgttgcgccca 
agtataaaaattatgttgtggttatcggtgagagcgcgcgttcggattatatgaatgttt 
acggtttcccattgcccgatacgccttttttgagtcagaccaaagggctgttgataaacg 
gttaccaatcgaccgcccacgcgacgaatctttcgctgccgcagactttggggctgccgg 
gagaaccgaacaataacatcgtcagcttggcgaagcaggcgggttttcggacggcgtggc 
tgtctaatcaaggaatgttggggcattttgccaacgaaatttccacctatgccctacgca 
gcgattatccgtggtttacccaaaggggtgattatggcaaaagcgcggggttgagcgacc 
gccttttgttgccggcgttcaaacgggttttgataggaaatgcaggcacgaagcctcggc 

TGATTGTGATGCACCTGATGGGTTCGCACAGTGAITTITGCACACGTTTGGAT-AAGGAU'G"- 

cgcggcggtttcagtatcaaactgaaaaaatatcctgctatgtttccaccatcgcgcaaa 
ccgataaatttttagaagatacagttaagatattgaatgaaaataaagaaagctggtctt 
tggtttacttttccgaccacggtttgatgcatgtcggtaaaggcggcgagcgaacgttga 
cacatggtgcgtggaagcgtcaaagctacggcgtgccgctggttaaaatttcgtccgatg 
acacgcggcgcgaaatgattaaagtgaggcgcagcgcgtttaattttttacgcggattcg 
gcagttggacgggtatcgaaaccgacgagttgcccgatgacggctatgatttttggggga 
atgttcccgatgtgcagggcgaaggcaataaccttgcctttatcgacggactgcccgacg 

ACCCCGCGCCGTGGTATGCGGGAAAAGGCAAATCGACTAAAAATACGTCTAAAAAATGAT 

acgtacagaaaaaatgccgaatgagaatgggaaaataatctgtgttttaccacagcaaaa 
caggcgataaaaaaatcagccgctaccgatgtgtccgccgcccgaatattaacgaaagta 
aatatgaaaccactggacctaaatttcatctgccaagccctcaagcttccgatgccgtct 
gaaagcaaacccgtgtcgcgcatcgtaaccgacagccgcgacatccgcgcgggcgatgtg 
tttttcgcattggcgggcgagcggtttgacgcgcatgattttgttgaagacgtattggct 
gctggtgcggcggcggttgtggtttcgcgcgaagattgtgctgcaatggatggcgcgttg 
aaagtcgatgacacgcttgccgcattgcaaacgctggcaaaggcgtggcgtgaaaatgtg 
aatccgtttgtgttcggcattaccggttcgggcggcaagacgacggtgaaggaaatgctg 
gctgcggtattgcgccgccgtttcggcgatgatgccgtgttggcgacggcaggcaacttc 
aacaaccatatcggattgccgctgactttgttgaagttaaacgaaaaacaccgctatgcc 
gtgattgaaatgggcatgaaccatttcggcgaactggcggttttaacgcaaatcgccaaa 
ccaaatgccgcattggtcaacaacgccatgcgcgcccatgtcggctgcggtttcgacgga 
gtgggcgatattgccaaagcgaaaagcgagatttaccaaggtttatgttcagacggcatt 
gcactgattcctcaagaagatgc(yvatatggctgtcttcaaaacggcaacgcttaatttg 
aatacgcgcactttcggcatcgatagcggcgatgttcacgcggaaaatattgtgctgaaa 
ccgttgtcgtgcgaatttgatttggtgtgcggcgatgagcgcgccgccotggtgctgcct 
gttcccggccgccacaatgtccacaacgccgccgctgcggcggcgctggctttggctgcg 
ggtttgagtttgaacgatgtggcggaaggtttgaaaggcttcagcaatatcaaaggccgt 
ctgaacgtcaaatccggaatcaagggcgcaaccctgattgacgatacttataatgcgaac 
cctgacagcatgaaagctgcgattgacgtgttggcgcgtatgcctgcgccgcgtattttc 
gtgatgggcgatatgggcgaactgggcgaactgggcgaggacgaagccgccgctatgcac 
gccgaagtcggcgcgtatgcccgcgaccaaggcatcgaagcggcttattttgtcggcgac 
aacagcgtcgaagcggcggaaaaatttggcgcggacggtttgtggttcgccgccaaagac 
ccgttgattcaagtgttgcgccacgatttgcccgaacgcgccaccgtgttggtgaaaggt 
tcgcgctttatgcagatggaagaagtggtcgaggcattggaggataagtgaaaatgaaaa 
gccgacgtttttttaaagccttattgctgattgccgcgctggtcggcgcgttttatgccg 
gaatgcggacgcaggcgtatctttatgaagatttatgtttagacttgggcggcggtaaaa 
atccggggagttacccaatttgcgtgattgagaaagtccctgcacgttaatctgcaaaag 
ccgtccgaaaccttgccgggcggcaagccaacctcaaacgggcgcaggcccgatgtatag 
tggattaacaaaaatcaggacaaggcgacgaagccgcagacagtacaaatagtacggaac 
cgattcacttggtgcttcagcaccttagagaatcgttctctttgagctaaggcgaggcaa 
cgccgtactggtttttgttaatccactataacgacaaaacaaaaaaaggaagccccatgt 
ttttatggctcgcacatttcagcaacrggttaaccggtctgaatatttttcaatacacca 
cattccgcgccgtcatggcggcgttgaccgccttagc g ttttccctgatgttcggcccgt 
xxa^cgatacgcaggctgaccgcgctcaaatgcgggcaggcagtgcgtaccgacggtccgc 
aaacccacctcgtcaaaaacggcacgccgacgatgggcggttcgctgattctgaccgcca 
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TTACCGTGTCCACCCTGTTGTGGGGCAACTGGGCAAACCCGTATATGTGGATTCTCTTGG 

GCGTATTGCTCGCCACGGGCGCACTCGGTTTTTACGACGACTGGCGCAAAGTCGTCTATA 

AAGACCGCAACGGCGTGTCCGCCAAATTCAAAATGGTGTGGCAGTCAAGCGTTGCCATTA 

TCGCCAGTTTGGCATTGTTTTACCTTGCCGCCAATTCCGCCAACAATATTTTGATTGTCC 

CGTTCTTCAAACAAATCGCCCTGCCGCTGGGCGTGGTCGGCTTTTTGGTGTTGTCTTACC 

TGACCATCGTCGGCACATCCAATGCCGTCAACCTCACCGACGGCTTGGACGGCCTTGCGA 

CCTTCCCCGTCGTCCTCGTTGCCGCCGGCCTCGCCATCTTCGCCTATGCCAGCGGCCACT 

CACAATTTGCCCAATACCTGCAATTACCTTACGTTGCCGGCGCAAACGAAGTGGTGATTT 

TCTGTACCGCCATGTGCGGCGCGTGCCTCGGTTTCTTGTGGTTTAACGCCTATCCCGCGC 

AAGTCTTTATGGGCGATGTCGGTGCATTGGCATTGGGTGCCGCGCTCGGTACCGTCGCCG 

TTATCGTCCGCCAAGAGTTTGTCCTCGTCATTATGGGCGGATTATTTGTCGTAGAAGCCG 

TATCCGTTATGCTTCAGGTTGGCTGGTATAAGAAAACCAAAAAACGCATCTTCCTGATGG 

CGCCCATCCATCACCACTACGAACAAAAAGGCTGGAAAGAAACCCAAGTCGTCGTCCGCT 

TTTGGATTATTACCATCGTCTTGGTGTTGATCGGTTTGAGTACCCTCAAAATCCGCTGAA 

CCTATGCCGTCTGAACATCTTTCAGACGGCATTTGAACGCGCAATAAACCTGCGGCGACA 

ATCCGCCCAGCCCTATCGTTAACGGTGGCTGAAACCCGCCTTATACTAAAACAGAAGTAA 

AACCATGAAACAGACAGTCAAATGGCTTGCCGCCGGCCTGATTGCCTTGGGCTTGAACCG 

AGCGGTGTGGGCGGATGACGTATCGGATTTTCGGGAAAACTTGGAGGCGGCAGCAeAGGG 

AAATGCAGCAGCCCAATACAATTTGGGCGCAATGTATTACAAAGGACGCGGCGTGCGCCG 

GGATGATGCTGAAGCGGTCAGATGGTATCGGCAGGCGGCGGAACAGGGGTTAGCCCAAGG 

CCAATACAATTTGGGCTGGATGTATGCCAACGGGCGCGGCGTGCGCCAAGATGATACCGA 

AGCGGTCAGATGGTATCGGCAGGCGGCAGCGCAGGGGGTTGTCCAAGCCCAATAGAATTT 

GGGCGTGATATATGCCGAAGGACGTGGAGTGCGCCAAGACGATGTCGAAGCGGTCAGATG 

GTTTCGGCAGGCGGCAGCGCAGGGGGTAGCCCAAGCCCAAAACAATTTGGGCGTGATGTA 

TGCCGAAAGACGCGGCGTGCGCCAAGACCGCGCCCTTGCACAAGAATGGTTTGGCAAGGC 

TTGTCAAAACGGAGACCAAGACGGCTGCGACAATGACCAACGCCTGAAGGCGGGTTATTG 

AACAGCTCGCGATGCCGTCTGAAAGCGGCTTGGGCAGGGGCGGACATCTCCTGCTCAATA 

TGATTTGTTTTAGGACAAACCAAAATGACTTTTCAAAACAAAAAAATCCTCGTGGCCGGA 

CTCGGCGGTACGGGTATTTCCATGATTGCCTACCTGCGCAAAAACGGCGCGGAGGTTGCT 

GCGTATGATGCGGAGCTGAAGCCGGAACGCGTGTCGCAAATCGGTAAGATGTTTGACGGG 

TTGGTGTTTTACACGGGCCGTCTGAAAGATGCGCTGGACAACGGTTTCGATATTCTGGCT 

CTCAGTCCCGGCATCAGCGAGCGGCAGCCGGATATTGAGGCGTTCAAGCAAAACGGCGGA 

CGCGTGTTGGGCGACATCGAATTGCTGGCGGACATTGTGAACCGCCGGGACGACAAGGTA 

ATTGCGATTACCGGCAGCAACGGCAAAACCACGGTAACGAGCCTGGTCGGCTATCTCTGT 

ATCAAGTGCGGGCTGGATACCGTTATCGCGGGCAATATCGGCACGCCGGTTTTGGAGGCG 

GAATGGCAGCGCGAAGGCAAAAAGGCGGACGTGTGGGTGTTGGAGCTTTCCAGCTTCCAA 

CTGGAAAACACCGAAAGCCTGCGTCCGACTGCGGCGACGGTGCTGAACATTTCCGAAGAC 

CATCTCGACCGCTACGACGACTTGCTCGACTATGCGCATACCAAAGCCAAGATTTTCCGT 

GGCGACGGCGTGCAGGTTTTGAATGCGGACGATGCGTTCTGCCGCGCGATGAAGCGTGCC 

GGGCGCGAGGTAAAATGGTTTTCGTTGGAACACGAAGCTGATTTCTGGTTGGAACGCGAG 

ACAGGCCGCCTGAAACAAGGCAATGAAGATTTGATTGTCACGCAAGACATTCCGTTGCAA 

GGTCTGCACAACGCCGCTAACGTCATGGCTGCCGTGGCTTTGTGTGAGGCCATCGGTTTG 

TCGCGCGAAGCATTGCTCGAACACGTCAAAACCTTCCAAGGCCTGCCGCACCGCGTGGAA 

AAAATCGGCGAGAAAAACGGCGTGGTGTTTATCGACGACAGCAAAGGCACGAATGTCGGC 

GCGACTGCCGCCGCGATTGCCGGTTTGCAAAATCCGCTCTTCGTGATTTTGGGCGGCATG 

GGTAAAGGGCAGGACTTCACGCCCCTGCGCGATGCACTGGTAGGCAAGGCAAAAGGCGTG 

TTCTTGATTGGTGTCGATGCGCCGCAAATCCGCCGCGATTTGGACGGCTGCGGCTTGAAT 

ATGACCGACTGCGCCACTTTGGGAGAAGCCGTTCAGACGGCATATGCCCAAGCCGAAGCA 

GGCGATATTGTGTTGCTCAGCCCCGCCTGCGCGAGCTTTGATATGTTCAAAGGCTACGCG 

CACCGTTCGGAAGTGTTTATCGAAGCGTTTAAGGCTTTGTGATGCCGTCTGAAATGCAAA 

CGCCGTCATTGTTGGGCGGCAAGTAAAGATTTAGAATACCGATTTGGGATGTATCGTATG 

TTCGGACGGCATTGTCTGCCGTCTGAAATTTTTGCCCTTTGCGGCAGGTGCAAACAGACT 

GGCAGGTGGTTTTTTTGAAGATTTCGGAAGTATTGGTAAAAGTGGGCGACGGTGTCCACA 

CTCTGCTGCTCGACAGGCCGATTGTGCGCGACGGCAOGAAATTCGACGCGCCGCTTTTGT 

GGATGGTGGTGCTGATGACGGCGTTCAGCCTGCTGATGATTTATTCGGCTTCTGTGTATT 

TGGCATCAAAAGAAGGCGGCGATCAGTTTTTCTATTTGACCAGACAGGCGGGGTTCGTCG 

TTGCCGGCTTGATAGCGAGCGGTTTGTTATGGTTTCTTTGCAGGATGAGGACATGGCGGC 

GGCTTGTGCCGTGGATTTTTGCCCTATCCGGCCTGTTGCTGGTAGTCGTATTGATTGCCG 

GGCGCGAAATCAATGGCGCGACCCGTTGGATACCTTTGGGTCCGTTGAATTTCCAGCCGA 

CCGAGCTGTTCAAGCTGGCGGTCATCCTTTATTTGGCAAGCCTGTTCACGCGCCGTGAAG 

AAGTGTTGCGCAGCATGGAAAGTTTGGGTTGGCAGTCGATTTGGCGGGGGACGGCCAATC 

TGATCATGTCCGCCACCAATCCGCAGGCACGTCGTGAAACATTAGAAATGTACGGCCGTT 

TCCGGGCGATCATCCTGCCGATTATGCTGGTGGCGTTCGGTTTGGTGCTGATAATGGTAC 

AGCCGGATTTCGGTTCGTTTGTCGTCATTACCGTCATTGCCGTTGGAATGCTGTTTTTGG 

CAGGATTGCCGTGGAAATATTTTTTCGTCCTGGTAGGCAGCGTCTTGGGCGGGATGGTGC 

TGATGATTACCGCCGCTCCCTACCGTGTGCAGCGGGTAGTGGCATTTTTGGACCCGTGGA 

AAGACCCGCAGGGTGCCGGeTACCAGCTTACCCACTCTCTGATGGCAATCGGGCGCGGAG 

AGTGGTTCGGTATGGGTTTGGGTGCGAGTTTGAGCAAACGCGGCTTTCTGGCGGAAGCGC 

ATACCGATTTTATTTTTGCCATCATCGCCGAAGAATTCGGTTTCTTCGGTATGTGCGTGC 

TGATATTCTGTTACGGCTGGCTGGTGGTGCGGGCGTTTTCCATCGGCAAGCAGTCGOGCG 

ATTTGGGTTTGACTTTCAACGCCTATATCGCTTCGGGTATCGGCATTTGGATCGGTATCC 

AAAGTTTCTTCAATATCGGTGTGAACATCGGTGCTTTGCCGACCAAAGGTCTGACGCTGC 

CGTTGATGTCCTATGGCGGTTCGTCAGTCTTTTTCATGCTGATCAGCATGATGCTGCTGT 

TGCGTATAGAT-TATGAAAACCGCCGGAAAATGCGCGGTTATCGGGTGGAGTAAATCATGG 

GCGGTAAAACCTTTATGCTGATGGCGGGCGGAACGGGCGGACATATTTTCCCCGCGCTGG 
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CGGTGGCGGATTCATTGCGCGCGCGCGGCCATCATGTGATTTGGCTGGGCAGCAAGGATT 

CGATGGAAGAGCGTATCGTGCCGCAATACGGCATACGCTTGGAAACGCTGGCGATTAAAG 

GCGTGCGCGGCAACGGCATCAAACGCAAACTGATGCTGCCGGTTACTTTGTATCAAACCG 

TCCGCGAAGCGCAGCGGATTATCCGCTUVACACCGTGTCGAGTGCGTCATCGGGTTGGGCG 

GCTTCGTTACCTTCCCCGGCGGTTTGGCGGCGAAGCTATTAGGCGTGCCGATTGTGATTC 

ACGAGCAAAACGCCGTGGCAGGTTTGTCCAACCGCCACCTGTCGCGCTGGGCGAAGGGGG 

TGTTGTACGCTTTTCCGAAAGCGTTCAGCCACGAAGGCGGCTTGGTCGGCAACCCCGTCC 

GCGCCGATATTAGCAACCTGCCCGTGCCTGCCGAACGCTTCCAAGGGCGTGAAGGCCGTC 

TGAAAATTTTGGTGGTCGGCGGCAGTTTGGGCGCGGACGTTTTGAACAAAACCGTACCGG 

AGGCATTGGCTTTGCTGCCCGACAATGCGCGTCCGCAGATGTACCACCAATCGGGACGGG 

GCAAGCTGGGCAGCTTGCAGGCGGATTACGACGCGCTGGGCGTGAAAGCCGAATGCGTGG 

AATTTATTACCGACATGGTGTCCGCCTACCGCGATGCCGATTTGGTGATTTGCCGTGCCG 

GCGCGCTGACGATTGCCGAGTTGACGGCGGCGGGATTGGGTGCGTTGTTAGTGCCGTATG 

CTCACGCGGTTGACGATCACCAAACCGCCAACGCGCGTTTTATGGTGCAGGCGGAGGCGG 

GATTGCTGTTGCCGCAAACCCAGTTGACGGCGGAAAAACTCGCCGAGATTCTCGGCGGCT 

TAAACCGCGAAAAATGCCTCAAATGGGCAGAAAACGCCCGTACGTTGGCACTGCCGGACA 

GTGCGGACGACGTGGCGGAAGCCGCGATTGCGTGTGCGGCGTAAACTGCCGAACCATGCG 

GTCTGAAAAGCCGTTCAGACGGCATGGATGTTTTTTATTTCAATCCGCTATATATTTGTC 

AGAAAACTATGGCGCGCAAACGGTCAGCCCTTTAAAATAACGCCTTTACGCATCGAAAAT 

CCACCGGAACGCAACATTATGATGAAAAATCGAGTTACCAACATCCATTTTGTCGGTATC 

GGCGGCGTCGGCATGAGCGGCATCGCCGAAGTCTTGCACAATTTGGGCTTTAAAGTTTCG 

GGTTCGGATCAGGCGCGAAATGCCGCTACCGAGCATTTGGGCAGCCTGGGCATTCAAGTT 

TATCCCGGCCATACCGCCGAACACGTTAACGGTGCGGATGTCGTCGTTACCTCTACCGCe 

GTCAAAAAAGAAAATCCCGAAGTTGTCGCTGCGTTGGAGCAGCAAATTCCCGTTATTCCG 

CGCGCCCTGATGTTGGCGGAGTTGATGCGCTTCCGTGACGGCATCGCCATTGCCGGCACG 

CACGGCAAAACCACGACCACCAGCCTGACCGCCTCCATCCTCGGCGCGGCAGGACTTGAC 

CCGACTTTCGTTATCGGCGGCAAACTCAACGCCGCAGGCACTAACGCCCGCTTGGGCAAA 

GGCGAATACATCGTTGCCGAAGCCGACGAGTCGGATGCATCCTTTCTGCACCTGACACCG 

ATTATGTCCGTCGTTACCAATATCGACGAAGACCATATGGATACCTACGGGCACAGCGTC 

GAAAAACTGCATCAGGCGTTTATCGATTTCATCCACCGTATGCCCTTCTACGGCAAAGCC 

TTTTTGTGTATTGACAGCGAACACGTCCGCGCGATTTTGCCCAAAGTGAGCAAACCTTAT 

GCTACTTACGGTTTGGACGATACCGCCGACATCTACGCCACCGACATCGAAAACGTCGGC 

GCGCAAATGAAATTCACCGTCCATGTTCAAATGAAAGGACATGAGCAGGGGTCGTTTGAA 

GTCGTGCTGAATATGCCCGGCAGACACAACGTGCTGAACGCATTGGCAGCCATCGGCGTG 

GCGCTGGAAGTCGGCGCATCGGTTGAAGCGATCCAAAAAGGCTTGCTCGGCTTTG/UIGGC 

GTCGGCCGCCGCTTCCAAAAATACGGCGACATCAAGTTGCCAAACGGCGGGACCGCGCTC 

TTGGTGGACGACTACGGACACCACCCCGTCGAAATGGCGGCGACCCTTGCCGCCGCACGC 

GGCGCGTATCTGGAAAAACGTTTGGTACTCGCCTTCCAGCCGCACCGCTATACCCGCACG 

CGCGATTTGTTTGAAGACTTTACCAAAGTCCTCAATACCGTTGACGCGCTGGTGCTGACC 

GAAGTTTATGCCGCCGGTGAAGAGCCGATTGCCGCCGCCGATTCCCGCGCTCTTGCCCGC 

GCeATCCGCGTGTTGGGCAAACTCGAGCCGATTTACTGCGAAAACGTTGCCGATCTGCCC 

GAAATGCTGTTGMCGTTTTGCAGGACGGCGACATCGTGTTGAATATGGGCGCGGGAAGC 

ATCAACCGCGTCCCCGCCGCGCTGCTGGCATTGTCGAAACAGATTTGAGGCACACCCGCC 

TGACAGACGGAAGATCATATAAAGATCGTCTGAAACCGCAAATCAGGTTTCAGACGACCT 

ctggcaacaagcataaagcaatcaggaaagaacaaaaacaatgcagaattttggcaaagt 
gg<x:gtattgatgggcggtttttccagcgaacx;agaaatctcgctggacagcggcaccgc 

CATTTTGAATGCTTTAAAAAGCAAAGGCATAGACGCATACGCCTTCGATCCTAAAGAAAC 

cccattgtctgaattgaaggcacaaggttttcagacggcattcaacatccttcacggtac 

TTACGGCGAAGACGGGGCGGTTCAGGGTGCATTGGAACTGTTGGGCATTCCCTATACCGG 

cagcggtgtcgccgcatccgccatcggcatggacaaataccgctgcaaactgatttggca 

GGCATTGGGATTGCCCGTTCCCGAGTTCGCCGTCCTGCACGACGACACTGATTTCGATGC 

cgtcgaagaaaaattgggcctgccgatgtttgtgaaaccggcggccgaaggcagcagcgt 

AGGCGTGGTAAAAGTCAAAGGAAAAGGCCGTCTGAAAAGCGTTTACGAAGAATTGAAACA 

ccttcagggcgaaatcattgccgaacgttttatcggcggcggcgaatattcctgccccgt 

CCTGAACGGCAAAGGGCTGCCCGGCATACACATCATTCCCGCAACCGAGTTTTACGACTA 

cgaagccaagtacaaccgcgacgacaccatttatcaatgtccttcggaagatttgaccga 
agccgaagaaagcctgatgcgcgaactggcggttcgcggcgcgcaggcaatcggtgcgga 
aggctgcgtgcgcgtcgatttcctcaaagataccgacggcaaactctatctgttggaaat 
caacaccctgcccggtatgacgagccatagtttagtaccgaaatccgctgccgttacggg 
cgtgggttttgccgatttatgtattgaaattttgaagaccgcacatgtgggataatgccg 
aagcgatgg aac ggctgacgcgctggctgcttgtcatgatggcgatgctgcttgctgcgt 
ccgggctggtttggttttacaattcgaatcatctgcccgtcaagcaggtgtcgctgaagg 
gcaacctggtttattccgataagaagacattgggcagtttggcgaaagaatacatccatg 
ggaatattttgaggacggacatcaatggcgcacaggaggcctaccgccggtatccgtgga 

TTGCXSTCGGTCATGGTGCGCCGCCGTTTTCCCGACACGGTTGAGGTCGTCCTGACCGAGfe 

gcaagccggtcgcgcgttggggcgaccatgccttggtggaokscgaaggcaatgtttttg 

AAGCCCGCTTGGACAGACCCGGAATGCCGGTATTCAGAGGCGCGGAAGGAACGTCTGCCG 

aaatgctccgccgttatgacgaattttcgactgttttggcaaaacagggtttgggcatca 
aagagatgacctatacggcacgttcggcgtggattgtcgttttggacaacggcatcaccg 

TCAGGCTCGGACGGGAAAAeGAGATGAAACGCCTCCGGCTTTTTACCGAAGCGTGGCAGC 
ATCTGTTGCGTAAAAATAAAAATCGGTTATCCTATGTGGATATGAGGTATAAGGACGGAT 
TTTCAGTCCGCTATGCTTCCGACGGTTTACCCGAAAAAGAATCCGAAGAATAGTGGGAAC 
AGGTATCGGACAGATTAGGGCCGTGCCGTCTGAAACGGTGCGACGCAAATTTCAATCAGT 
- TTTAAGAGCAGACGAACAATGGAACAGCAGCAAAGATACATCAGCGTACTGGATATCGGT 
ACGTCTAAAGTCCTCGCACTGATCGGGGAAGTTCAAGATGACGAauVAATCAACATCGTC 
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GGTTTGGGGCAGGCTCCTTCACGGGGCTTGCGCGCGGGCATGGTAACCAATATCGATGCC 

ACCGTCCAAGCCATCAGGCAGGCGGTCAATGATGCCGAGCTGATGGCGGATACCAAAATT 

ACTCACGTTACCACAGGTATCGCAGGCAACCACATCCGCAGTCTCAATTCGCAAGGTGTG 

GTTAAAATTAAAGATGGGGAAGTCACGCAGGCAGACATCGATCGCGCCATTGAAACGGCA 

AAGGCAATCAATATCCCGCCCGATCAAAAAATTCTCGATGCCGTGGTTCAAGACTACATT 

ATTGACACCCAACTTGGCGTGAGGGAGCCCATCGGTATGAGCGGTGTGCGTCTGGATACG 

CGGGTGCACATCATTACCGGTGCAAGTACGGCAGTGCAGAATGTCCAAAAATGTATCGAG 

CGGTGCGGTTTGAAAAGCGATCAGATCATGGTTCAGCCGTTGGCAAGCGGGCAGGCGGTG 

CTGACTGAAGATGAAAAAGACCTCGGCGTATGCGTCATCGACATTGGTGGCGGAACGACC 

GATATTGCCGTTTATATGAACGGTGCCATCGGGCATACGTCCGTCATTCCGGCCGGTGGT 

AATCTGATTACCAAAGATTTGTCCAAATCGTTGAGAAGACCTGTCGATGCCGCCGAGTAC 

ATTAAAATCCATTATGGCGTGGGATCATGCGATACGGAAGGGTTGGGTGAGATGATTGAA 

GTTCCGGGCGTGGGTGACCGGACATCGCGTCAGGTTTCCAGTAAGGTTCTGGCAGCMTC 

ATCAGTGCACGGATTCAGGAGATTTTTGGGGTAGTGCTGGGCGAGGTGCAAAAATCGGGT 

TTCCCCAAAGAAGTGCTGAATGCGGGTATCGTTGTGACCGGCGGTGTGTCCATGATGACC 

GGGATTGTGGAATTTGCCGAAAAAATCTTCGATTTGCCTGTACGCACCGGTGCACCCCAA 

GAAATGGGCGGTTTGTCCGACCGCGTCCGGACACCGeGTTTTTCTACCGGTATCGGGCTG 

CTTCATGCAGCATGCAAGCTGGAAGGAAACTTGCCGCAGCCGGAAAACGGTGCAGTGCAA 

GAGAGGGAAGGGGGCGGCGGTTTGTTGGCAAGATTGAAACGGTGGATTGAAAACAGCTTC 

TGAACAGGTGGATTGCCGTTTGACAGGTGAGAAGTATTTTGCCAGCAGCAAGATACTTCT 

TATATAATGAATAATAATTTATTTAAACCGTCCTCTGAATGGGGCGAGCAGGAGTTTTTG 

AATGGAATTTGTTTACGACGTGGCAGAATCGGCAGTCAGCCCTGCGGTGATTAAAGTAAT 

CGGCTTGGGCGGCGGCGGTTGCAATGCAATCAATAACATGGTTGCCAACAATGTGCGCGG 

TGTGGAGTTTATCAGTGCCAATACGGATGCGCAGTCTCTGGCAAAAAACCATGCGGCGAA 

GAGAATCCAGTTGGGTACGAATCTGACACGCGGTTTGGGCGCGGGCGCGAATCCCGATAT 

CGGCCGTGCGGCAGCCCAGGAAGACCGGGAAGCCATTGAAGAAGCCATTCGCGGTGCGAA 

TATGCTGTTTATCACGACCGGTATGGGCGGCGGTACCGGTACCGGTTCCGCGCCGGTTGT 

TGCTGAGATTGCCAAGTCTTTGGGCATTCTGACCGTTGCCGTGGTTACCCGACCGTTCGC 

ATATGAAGGTAAGCGCGTCCATGTCGCACAGGCAGGGTTGGAACAGTTGAAAGAACACGT 

CGATTCGCTGATTATCATCCCGAACGACAAACTGATGACTGCATTGGGTGAAGACGTAAC 

GATGCGCGAAGCCTTCCGTGCCGCCGACAATGTATTGCGCGATGCGGTCGCAGGCATTTC 

CGAAGTGGTAACTTGCCCGAGCGAAATCATCAACCTCGACTTTGCCGACGTGAAAACCGT 

GATGAGCAACCGCGGTATCGCTATGATGGGTTCGGGTTATGCCCAAGGTATCGACCGTGC 

GCGTATGGCGACCGACCAGGCCATTTCCAGTCCGCTGCTGGACGATGTAACCTTGGACGG 

AGCGCGCGGTGTGCTGGTCAATATTACGACTGCTCCGGGTTGCTTGAA7UVTGTCCGAGTT 

GTCCGAAGTCATGAAAATCGTCAACCAAAGCGCGCATCCCGATTTGGAATGCAAATTCGG 

TGCGGCTGAAGACGAGACCATGAGCGAAGATGCCATCCGGATTACCATTATCGCTACCGG 

TCTGAAAGAAAAAGGCGCGGTCGATTTTGTTCCGGCAAGGGAGGTAGAAGCGGTTGCTCC 

GTCCAAACAGGAGCAAAGCCACAATGTCGAAGGTATGATCCGCACCAATCGCGGTATCCG 

CACGATGAACCTTACCGCTGCGGATTTCGACAATCAGTCCGTACTTGACGACTTTGAAAT 

CCCTGCGATTTTGCGTCGTCAACACAATTCAGACAAATAATGTGCTGTTTGCCCGTAAAC 

CTGCTGCCTCCCGAATCGGTTTGTCCGGTTTGGGAGGTATGTTTTTCAAGATGTTGCAAT 

TTCGTACGGTTTGCGGTCGGCGGATTCAGATTTTTCCACTTGATACAGACTTTCAGATAT 

GGACACTTCAAAACAAACACTGTTGGACGGGATTTTTAAGCTGAAGGCAAACGGTACGAC 

GGTGCGTACCGAGTTGATGGCGGGTTTGACAACTTTTTTGACGATGTGCTACATCGTTAT 

CGTCAACCCTCTGATTTTGGGCGAGACCGGCATGGATATGGGGGCGGTATTCGTCGCTAC 

CTGTATCGCGTCTGCCATCGGCTGTTTTGTTATGGGTTTTGTCGGCAACTATCCGATTGC 

ACTCGCACCGGGGATGGGGCTGAATGCCTATTTCACCTTTGCCGTCGTTAAGGGTATGGG 

a^GCCTTGGCAGGTTGCGTTGGGTGCGGTGTTCATCTCCGGTCTGATTTTTATCCTGTT 

CAGCTTTTTTAAAGTCAGGGAAATGCTGGTCAACGCACTGCCTATGGGTTTGAAAATGTC 

GATTGCTGCCGGTATCGGTTTGTTTTTGGCACTGATTTCCCTGAAAGGCGCAGGCATTAT 

CGTTGCCAATCCGGCAACCTTGGTCGGTTTGGGCGATATTCATCAGCCGTCCGCGTTGTT 

GGCATTGTTCGGTTTTGCTATGGTGGTCGTATTGGGACATTTCCGCGTTCAAGGCGCAAT 

CATCATCACCATCTTGACCATTACCGTCATTGCCyVGCCrGATGGGTTTGAATGAATTTCA 

CGGCATCATCGGCGAAGTACCGAGCATTGCGCCGACTTTTATGCAGATGGATTTTGAAGG 

CCTGTTTACCGTCAGCATGGTCAGTGTGATTTTCGTCTTCTTCTTGGTCGATCTATTTGA 

CAGTACCGGAACGCTGGTCGGCATATCCCACCGTGCCGGGCTGCTGGTGGACGGTAAGCT 

GCCCCGCCTGAAACGCGCACTGCTTGCAGACTCTACCGCCATTGTGGCAGGTGCGGCTTT 

GGGTACTTCTTCCACCACGCCTTATGTGGftA/lGCGCGGCGGGCGTATCGGCAGGCGGACG 

GACCGGCCTGACGGCGGTTACCGTCGGCGTATTGATGCTCGCCTGCCTGATGTTTTCACC 

TTTGGCGAAAAGTGTTCCCGCTTTTGCCACCGCGCCCGCCCTGCTTTATGTCGGCACGCA 

GATGCTCCGCAGTGCGAGGGATATTGATTGGGACGATATGACGGAAGCCGCACCTGCGTT 

CCTGACCATTGTTTTCATGCCGTTTACTTATTCGATTGCAGACGGCATCGCTTTCGGCTT 

CATCAGTTATGCCGTGGTTAAACTTTTATGCCGCCGCACCAAAGACGTTCCGCCTATGGT 

ATGGATTGTTGCCGTATTGTGGGCACTGAAATTCTGGTATTTGGGCTGATTGATTCGATA 

TTAAAAATGCCGTCTGAAAGGTTTTCAGACGGCATTTTGTTTGCCGATATATTTAATTTT 

TATTAAATTATATAAAAATCAAATACATAATAAAATACATCGGATTGCTTAAAAATAATA 

CATTGTTTTTATGTATAAAATATTTTATAAGTTTTCJVGGATTTTGATTATCAAAAATTTT 

TCTTGATTTCCTGACAATTTTATTGAAACAAATAATTCAAAATTAATCTAGTTTAATCAT 

GGAATTAAAATAAAATATTAAAATTATGTAATGAGTCTCCTTAAAAATCTTTGACATTTT 

CAGTCTTGTGTTTTAGATTATCGAAAAATAAAACTACATAACACTACAAAGGAACATTAC 

TATGAAACCAATTCAGATGTTTTCCCCrarrCTGAATAATCCCCTTGTTTTCTTCTTC 

TGCGGTTTTGCCGCATAATTCCGAACGGTCTGCTGTTTTTCTTTGATTCGTTTTAAATAT 

CyuVTAAGATAATTTTTCCCATATATTTTTAATGATTGGATTGGGATGCCCGACGCGTCGG 

ATGGCTGTGTTTTGCCGTCCGAATGTGATGGAAGCCTGTCCATACTGAAAAAAAGTCTAT 
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AAAGGAGAAATATGATGAGTCAACACTCTGCCGGAGCACGTTTCCGCCAAGCCGTGAAAG 

AATCGAATCCGCTTGCCGTCGCCGGTTGCGTCAATGCTTATTTTGCACGATTGGCCACCC 

AAAGCGGTTTCAAAGCCATCTATCTGTCCGGCGGCGGCGTGGCAGCCTGTTCTTGCGGTA 

TCCCTGATTTGGGCATTACCACAATGGAAGATGTGCTGATCGACGCACGACGCATTACGG 

ACAACGTGGATACGCCTCTGCTGGTGGACATCGATGTGGGTTGGGGCGGTGCATTCAATA 

TTGCCCGTACCATTCGCAACTTTGAACGCGCCGGTGTTGCAGCGGTTCACATCGAAGATC 

AGGTAGCGCAAAAACGCTGCGGCCACCGTCCGAACAAAGCCATTGTATCTAAAGATGAAA 

TGGTCGACCGTATCAAAGCTGCCGTAGATGCGCGCGTTGATGAGAACTTCGTGATTATGG 

CGCGTACCGATGCGCTGGCGGTAGAAGGTTTGGATGCCGCTATCGAACGCGCCCAAGCTT 

GTGTCGAAGCCGGTGCGGACATGATTTTCCCTGAAGCCATGACCGATTTGAACATGTACC 

GCCAATTTGCAGATGCGGTGAAAGTGCCGGTGTTGGCGAACATTACCGAGTTTGGTTCCA 

CTGCGCTTTATACCCAAAGCGAGCTGGCTGAAAACGGCGTGTCGCTGGTGCTGTATCCGC 

TGTCATCGTTCCGTGCAGCAAGCAAAGCCGCTCTGAATGTTTACGAAGCGATTATGCGCG 

ATGGCACTCAGGCGGCGGTGGTGGACAGTATGCAAACCCGTGCCGAGCTGTACGAGGATC 

TGAACTATCATGCCTTCGAGCAAAAACTGGATAAATTGTTTCAAAAATGATTTACCGCTT 

TCAGACTGCCTTTGAACAAATCCGCATCGGTCGTCTGAAAACCCGAAACCCATAAAAACA 

CAAAGGAGAAATACCATGACTGAAACTACTCAAACCCCGACCCTCAAACCTAAAAAATCC 

GTTGCGCTTTCTGGCGTTGCGGCCGGTAATACCGCTTTGTGTACCGTTGGCCGTACCGGC 

AACGATTTGAGCTATCGCGGTTACGACATTCTGGATTTGGCACAAAAATGGGAGTTTGAA 

GAAGTCGCCCACCTGCTGATTCACGGCCATCTGCCCAAC7\AATTCGAGCTGGCCGCTTAT 

AAAACCAAGCTCAAATCCATGCGCGGCCTGCCTATCCGTGTGATTAAAGTTTTGGAAAGC 

CTGCCTGCACATACCCATCCGATGGACGTAATGCGTACCGGCGTATCCATGCTGGGCTGC 

GTTCATCCTGAACGTGAAAGCCATCCGGAAAGTGAAGCGCGCGACATCGCCGACAAACTG 

ATCGCCAGCCTCGGCAGCATCCTCTTGTACTGGTATCAATATTCGCACAACGGCAAACGC 

ATTGAGGTTGAAAGCGACGAAGAGACCATCGGCGGTCATTTCCTGCAACTGTTGCACGGC 

AAACGCCCAAGCGAATCACACATCAAAGCCATGCACGTTTCACTGATTCTGTATGCCGAA 

CACGAGTTCAACGCTTCTACCTTTACCGCCCGCGTGATCGCCGGTACAGGCTCTGATATG 

TACTCCAGCATTACCGGAGCAATCGGCGCGTTGAAAGGTCCGAAACACGGCGGCGCGAAC 

GAAGTGGCTTACGATATTCAAAAACGCTACCGCAATGCCGACGAAGCTGAAGCCGACATe 

CGCGAACGCATCGGCCGCAAAGAAATCGTGATCGGTTTCGGTCATCCGGTGTACACCATT 

TCCGACCCTCGCAACGTTGTCATTAAAGAAGTGGCACGCGGTTTGAGCAAAGAAACCGGC 

GATATGCGCCTCTTTGACATTGCCGAACGTTTGGAAAGCGTGATGTGGGAAGAGAAAAAA 

ATGTTCCCGAATCTGGACTGGTTCTCTGCCGTTTCCTACCAAAAATTGGGCGTACCGACC 

GCTATGTTCACACCGCTGTTCGTAATTTCCCGTACAACCGGTTGGAGCGCACACGTTCTT 

GAGCAACGCAAAGACGGCAAAATCATCCGTCCGAGCGCAAACTACACAGGCCCTGAAGAT 

TTGGCGTTTGTGGAGATTGAAGAACGATAATTGAAGAATGCAATAGCAGTTTGTTCTTTA 

ATTTCGGTATGCAAAGCTAAGGATTTCAGACGACCTTGCXTTATTGGAAAGGTTGTCTGA 

AATAAGTTTAATCTAATAGGAGAAGATAATCCTGTATTGGCGCAAGTAACAGGATAAGAA 

ACATGGAAGATTTATATATAATACTCGCTTTGGGTTTGGTTGCGATGATTGCCGGATTTA 

TCGATGCGATTGCGGGCGGGGGTGGTTTGATTACGCTGCCCGCACTCTTGTTGGCAGGTA 

TTCCTCCCGTGTCGGCAATTGCCACCAACAAGCTGCAAGCAGCCGCTGCTACGTTTTCAG 

CTACGGTTTCTTTTGCACGCAAAGGTTTGATTGATTGGAAGAAAGGTCTCCCGATTGCCG 

CAGCATCGTTTGTAGGCGGCGTGGCCGGTGCATTATCGGTCAGCTTGGTTTCCAAAGATA 

TTCTGCTGGCGGTCGTGCCGGTTTTGTTGATATTTGTCGCACTGTATTTTGTGTTTTCGC 

CCAAGCTCGACGGCAGTAAGGAAGGCAAAGCCAGAATGTCTTTTTTTCTGTTCGGGCTGA 

CGGTCGCACCGCTTTTGGGTTTTTACGACGGTGTGTTCGGACCGGGTGTCGGCTCGTTTT 

TTCTGATTGCCTTTATTGTTTTGCTCGGCTGCAAGCTGTTGAACGCGATGTCTTACACCA 

AATTGGCGAACGTTGCCTGCAATCTTGGTTCGCTATCGGTATTCCTGCTGCACGGTTCGA 

TTATTTTCCCGATTGCGGCAACGATGGCGGTCGGTGCGTTTGTCGGTGCGAATTTAGGTG 

CGAGATTTGCCGTCCGCTTCGGTTCGAAGCTGATTAAGCCGCTGCTGATTGTCATCAGCA 

TTTCGATGGCTGTGAAATTGTTGATAGACGAGAGAAATCCGCTGTATCAGATGATTGTTT 

CGATGTTTTAAACCCTTTCAGACGACCCCTTCAAAACGTCGGCTGAAACCTCAAACCACA 

AGAAAAACAGATCCACAGGAGAACCGACATGGCTGCCAACCAACGTTACCGCAAACCGCT 

GCCCGGTACGGATTTGGAATACTACGACGCGCGTGCGGCGTGTGAGGACATCAAGCCCGG 

CTCTTACGACAAGCTGCCTTACACGAGCCGCATTTTGGCGGAGAATTTGGTCAACCGCGG 

GGACAAAGTCGATTTGCCGACGCTGCAAAGCTGGCTGGGGCAGTTGATAGAAGGGAAGCA 

GGAAATCGACTTTCCGTGGTATCCGGCGCGGGTGGTGTGCCACGATATTCTGGGGCAGAC 

CGCGTTGGTGGATTTGGCAGGCCTGCGCGATGCGATTGCCGAAAAAGGCGGCGATCCTGC 

CAAAGTGAATCCGGTGGTGCAAACCCAGCTCATCGTCGACCACTCTCTGGCGGTGGAGTG 

CGGCGGTTACGATCCTGATGCCTTCCGCAAAAACCGCGAAATCGAAGACCGCCGTAACGA 

AGACCGTTTCCACTTCATCAACTGGACAAAAACCGCGTTTGAAAATGTGGACGTGATTCC 

GGCGGGCAACGGCATCATGCACCAAATCAATCTAGAAAAAATGTCGCCCGTCGTCCAAGT 

CAAAAACGGCGTGGCTTTCCCCGATACCTGCGTCGG^ACTGACTCACATACGCCGCACGT 

CGATTCATTGGGCGTGATTTCCGTGGGCGTGGGCGGATTGGAAGCGGAAACCGTAATGCT 

GGGACGCGCGTCCATGATGCGCCTGCCCGATATTGTCGGCGTTGAGCTCAACGGCAAACG 

GCAGGCGGGCATTACGGCGACGGATATTGTGTTGGCACTGACCGAGTTTCTGCGCAAAGA 

ACGCGTGGTCGGGGCGTTTGTCGAATTCTTCGGCGAGGGCGCGAGAAGCCTGTCTATCGG 

CGACCGCGCGACCATTTCCAACATGACGCCGGAGTTCGGCGCGACTGCCGCGATGTTCGC 

TATTGATGAGCAAACCATTCATTATTTGAAACTGACCGGACGCGACGACGCGCAGGTGAA 

ATTGGTGGAAACCTACGCCAAAACCGCAGGCTTGTGGGCAGATGCCTTGAAAACCGCCGT 

TTATCCTCGCGTTTTGAAATTTGATTTGAGCAGCGTAACGCGCAATATGGCAGGCCCAAG 

TAACCCGCATGCCCGTTTTGCGACCGCCGATTTGGCGGCGAAAGGGCTGGCGAAGCCTTA 

CGAAGAGCCTTCGGACGGCCAAATGCCCGACGGCTCGGTCATCATCGCCGCGATTACCAG 

TTGCACCAACACTTCCAACCGGCGCAACGTTGTTGGCGCCGCGCTCTTGGCACGCAATGC 

CAACCGTCTCGGCTTGAAACGCAAACCTTGGGTGAAATCTTCGTTTGCCCXGGGTTCAAA 
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AGTAGCCGAAATCTATTTGAAAGAAGCGGGCCTGTTGCCCGAAATGGAAAAACTCGGCTT 
CGGTATCGTCGCCTTCGCCTGCACCACCTGCAACGGCATGAGTGGCGCGCTGGATCCGAA 
AATCCAGAAAGAAATCATCGACCGCGATTTGTACGCCACCGCCGTATTATCAGGCAACCG 
CAACTTCGACGGCCGTATCCACCCGTATGCGAAACAGGCTTTCCTCGGTTCGCCTCCGTT 
GGTCGTTGCCTACGCGCTGGCAGGCAGTATCCGTTTCGATATTGAAAACGACGTACTCGG 
CGTTGC AG AC GGC AAGGAAATCCGCCTG AAAGAC ATTTGGCCTGCCGATGAAGAAATCGA 
TGCCGTCGTTGCCGAATATGTGAAACCGCAGCAGTTCCGCGATGTGTATGTACCGATGTT 
CGACACCGGCACAGCGCAAAAAGCACCCAGTCCGCTGTACGATTGGCGTCCGATGTCCAC 
CTACATCCGCCGTCCGCCTTACTGGGAAGGCGCGCTGGCAGGGGAACGCACATTAAGAGG 
TATGCGTCCGCTGGCGATTTTGCCCGACAACATCACGACCGACCACeTGTeGGCGTeCAA 
TGCGATTTTGGCCGTCAGTGCCGCAGGCGAGTATTTGGCGAAAATGGGTTTGCCTGAAGA 
AGACTTCAACTCTTACGCAACCCACCGCGGCGACCACTTGACCGCCCAACGGGCTACCTT 
CGCCAATCCGAAACTGTTTAACGAAATGGTGAAAAACGAAGACGGCAGCGTGCGCCAAGG 
CTCGTTCGCCCGCGTCGAACCCGAAGGCGAAACCATGCGCATGTGGGAAGCCATCGAAAC 
CTATATGAACCGCAAACAGCCGCTCATCATCATTGCCGGTGCGGACTATGGTCAAGGCTC 
AAGCCGCGACTGGGCTGCAAAAGGCGTACGCCTCGCCGGCGTAGAAGCGATTGTTGCCGA 
AGGCTTCGAGCGTATCCACCGCACCAACCTTATCGGCATGGGCGTGTTGCCGCTGCAGTT 
CAAACCCGACACCAACCGCCATACCCTGCAACTGGACGGTACGGAAACCTACGACGTGGT 
CGGCGAACGCACACCGCGCTGCGACCTGACCCTCGTGATTCACCGTAAAAACGGCGAAAC 
CGTTGAAGTTCCCGTTACCTGCTGCCTCGATACTGCAGAAGAAGTATTGGTATATGAAGC 
CGGCGGCGTGTTGCAACGGTTTGCACAGGATTTTTTGGAAGGGAACGCGGCTTAGAGGTC 
GTCTGAAAAGCAAGACGTAGCGTGGGTCGGGTTCAACATTTTGCTCATTCACGTAATTCT 
CGATATGGCAGGCATCTACTGTAAATCGTCATTCCCGCGCAGGCGGGAATCCAGAAAGTG 
GAATTGAGGAAACCTTATTTATCCGATGAGTTTCTGTGCGGACAAATTTGGATTCCCGCG 
TGCGCGGGAATGACGGGGTTTAATAATCTGCCGTATCACAACACAGTAGCCGTAGATTGT 
GGCGAACCCCGACAGTTTGCGGAATCAAACGGCTTTGTCGGAGTGGCAGCCTAATGTACT 
TCTGGAAAGTGGGTGTAGCGTGGGCTTTGCCCGCGAAATAAAGGCTGAATTGACATGGTA 
TAGAGGATTAACAAAAATCGGGACAAGGCGGCGAAGCCGCAGACAGTACAGATAGTACGG 
7VACCGATTCACTTGGTGCTTGAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGG 
CAACGCTGTACTGGTTTTTGTTAATCCACTATAAATTTAATCCACTATACTGTAAATCGT 
CATTCCCGCGCAGGCGGGAATCCAGAAAGTGGAATTGAGGAAACCTTTTTATCCGATGAG 
TTTCTGTGCGGATAAATCTGGATTCCCGCCTGCGCGGGAATGACGGGGTTTAATAATCTG 
CCGTATCACAACACAGTAGCCGTAGATTGGGGCGAACCCCGACAGTTTGCGGAATCAAAC 
GGCTTTGGTGGGAGTGGCAGCCTAATCCACTATAAAAATCGTGGGCAGAGCCCACGCTAC 
ATAAGGAGAATCTAGAAATGCCGCAAATTAAAATTCCCGCCGTTTACTACCGTGGCGGTA 
CATCAAAAGGCGTGTTTTTCAAACGTTCCGACCTGCCCGAGGCGGCGCGGGAAGCGGGAA 
GCGCACGCGACAAAATCCTCTTGCGCGTACTCGGCAGCCCGGATCCCTACGGCAAGCAGA 
TAGACGGTTTGGGCAACGCCAGCTCGTCCACCAGCAAGGCGGTGATTTTGGACAAGTCCG 
AACGCGCCGATCACGATGTCGATTACCTTTTCGGGCAAGTTTCCATCGACAAACCTTTTG 
TCGATTGGAGCGGCAACTGCGGCAACCTCACCGCTGCCGTGGGCGCATTCTCCATCGAAC 
AGGGCTTGGTCGATAAAGGCAAGATTCCTTCAGACGGCATCTGCACGGTCAAAATCTGGC 
AGAAAAACATCGGCAAAACCATTATTGCCCATGTACCGATGCAAAACGGCGCAGTTTTGG 
AAACAGGCGATTTTGAGCTCGACGGCGTAACGTTCCCGGCAGCCGAAGTACAAATCGAAT 
TTCTTGATCCAGCCGACGGCGAAGGCAGTATGTTCCCAACCGGCAATTTGGTCGATGAAA 
TTGATGTGCCGAATATAGGCCGTTTGAAAGCCACGCTCATCAACGCGGGCATTCCGACCG 
TTTTCTTGAATGCCGCCGACTTGGGCTACACAGGCAAAGAGTTGCAAGACGACATCAACA 
ACGATGCCGCGGCTTTGGAAAAATTCGAGAAAATCCGCGCTTACGGTGCGCTGAAAATGG 
GTCTGATCAGCGACGTATCCGAAGCTGCCGCTCGCGCGCACACGCCGAAAGTCGCCTTCG 
TCGCGCCCGCCGCCGATTACACCGCCTCCAGTGGCAAAACCGTGAACGCCGCCGACATCG 
ATTTGCTGGTACGCGCCCTGAGCATGGGCAAACTGCACCACGCGATGATGGGTACCGCCT 
CTGTTGCCATTGCGACCGCCGCCGCCGTACCCGGTACGCTGGTCAACCTTGCCGCAGGCG 
GCGGAACGCGTAAAGAAGTGCGCTTCGGGCATCCTTCCGGCACATTGCGCGTCGGTGCAG 
CCGCCGAATGTCAGGACGGACAAT'GGACGGCCACCAAAGCGGTCATGAGCCGTAGCGCAC 
GCGTGATGATGGAAGGTTGGGTCAGGGTGCCTGAGGATTGTTTTTAAATTGACGTAGCAT 
GGGTTTGCCCGCGAGCCATAAAAAGGTCGTCTGAAAAACAAGTAAACATCAAATCAeTGA 
CCATTCCTTTCCCTTGCCCTGTGGCGGAAGGCGGCAAATCACAAGGAAGAACACGGAAAC 
CCCGATAAAAGACAGCTTCCCGTATTACCGTCATTCCCGCGCAGGCGGGAATCCAGACCT 
GTCAATATGGAGGATTGGCAGGGGAAAACAGGTTTCGTGAGTTCTACATTCTGGATTCCC 
GCCACAGCCTGTCCTCGCGTAGGCGGGGACGGAATAACGATAGAAAATGCGGCATACGCT 
TTGCCCAAAGAGGCCGTCTGAAACACCTTGCGCCTGATGTCTGCCTTTTTCAGACGACCC 
CACACCAAAAAAACAACCACAAACTACAAGGAGAAACATCATGTCCGACCAACTCATCCT 
CGTTCTGAACTGCGGCAGTTCATCGCTCAAAGGCGCCGTTATCGACCGAAAAAGCGGCAG 
CGTCGTCCTAAGCTGCCTCGGCGAACGCCTGACCACGCCCGAAGCCGTCATTACGTTCAA 
CAAAGACGGCAACAAACGCCAAGTTCCCCTGAGCGGCCGAAATTGCCACGCCGGCGCGGT 
GGGTATGCTTTTGAACGAACTGGAAAAACACGGTCTGCACGACCGCATCAAAGCCATCGG 
CCACCGCATCGCCCACGGCGGCGAAAAATACAGCGA6TCTG T TTTGATCGACCAGGCCGT 
AATGGACGAACTCAATGCCTGCATTCCGCTTGCGCCGCTGCACAACCCCGCCAACATCAG 
CGGCATCCTTGCCGCACAGGAACATTTCCCCGGTCTGCCCAATGTCGGCGTGATGGATAC 
TTCGTTCCACCAAACCATGCCGGAGCGTGCCTACACTTATGCCGTGCCGCGCGAGTTGCG 
TAAAAAATACGCTTTCCGCCGCTACGGTTTCCACGGCACCAGTATGCGTTACGTTGCCCC 
TGAAGCCGCACGCATCTTGGGCAAACCTCTGGAAGAaVTCCGCATGATTATTGCCCACTT 
AGGCAACGGCGCATCCATTACCGCCATCAAAAACGGCAAATCCGTCGATACCAGTATGGG 
TTTCACGCCGATCGAAGGTTTGGTAATGGGTACACGTTGCGGCGACATCGATCCGGGCGT 
ATACAGCT ATCTG ACTTCCCACGCCGGGATGGATGTTGCCC AAGTGGATGAAATCCTGAA 
CAAAAAATCAGGTTTGCTCGGTATTTCCGAACTTTCCAACGACTGCCGCACCCTCGAAAT 
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CGCCGCCGACGAAGGCCACGAAGGCGCGCGCCTCGCCCTCGAAGTCATGACCTACCGCCT 

CGCCAAATACATCGCTTCGATGGCTGTGGGCTGCGGCGGCGTTGACGCACTCGTGTTCAC 

CGGCGGTATCGGCGAAAACTCGCGTAATATCCGTGCCAAAACCGTTTCCTATCTTGATTT 

CTTGGGTCTGCACATCGACACCAAAGCCAATATGGAAAAACGCTACGGCAATTCGGGCAT 

TATCAGCCCGACCGATTCTTCTCCGGCTGTTTTGGTTGTCCCGACCAATGAAGAACTGAT 

GATTGCCTGCGACACTGCCGAACTTGCCGGCATCTTGTAGCCAAAAAAGGGACGAGTCCG 

CAAAAATGCCGTCTGAAACCCCAAACGCCCGATTAGGCTGATGAGGATTTTAGACGGCAT 

TGTTCATTTTTTTGTTATCTTGCATTTTTGTGCGGACGGTGGAATTTCATCCTGTAAACA 

TAAATATTTGTCGGAAAACAGAAACCCTCCGCCGCCATTTCTACGAAAGCAGGAAACCAG 

CAACGCAAAGCGACAGGGATTTGTTGGAAATGACCGAAACCGAACGAACCGGATTCCCGC 

CTGCGCGGGAATGACGGGATTTTCTGTTTTTGTGGAAATGACGGGATTTTGAATTTCGGG 

CGTACAATACGGAAAACATGACGATAAGGAAACAAACCATGGCACAGTTTTTCGCTATTC 

ATCCCGACAATCCCCAAGAACGCCTCATCAAGCAGGCGGTTGAAATCGTCAATAAAGGCG 

GCGTGGTCGTTTATCCGACCGATTCCTGTTATGCCTTGGGCTGCAAACTCGGCGATAAGG 

CGGCGATGGAACGCATACTCTCCATCCGCAAAATCGATTTGAAACACCACCTGACCCTGA 

TGTGCGCAGATTTGAGCGAGTTGGGCACATACGCCAAAGTCGACAACGTACAGTTTCGTC 

AGCTTAAAGCCGCCACACCCGGGCCTTATACTTTTATTTTACAGGCGACGAAGGATGTGC 

CGGCGCGeACGCTGCACCCGAAACGCAAAACCATCGGGCTGCGTATTCCCGATAATGCCA 

TTGCACAAGCCCTGCTGGGGGAATTGGGCGAGCCGCTTTTAAGCTGCACCCTGATGCTGC 

CCGMGACGGCGAACCATTGACCGATCCTTATGAAATCCGCGAGCGTTTGGAACACGCCG 

TCGATTTGGTGATTGACGGCGGCTGGTGCGGAACCGAGCCGACCACCGTCGTCGATATGA 

CCGACGGCACGGAATTGGTGCGCCAAGGTTGCGGCGATACGGCGGTGTTCGGTTTGTAGG 

GAAACCGATGCCGTCTGAAGCATCGGCTGTTCAGACGGCATTGCGCGCCTTGCCGGCGGC 

AGTCCGAAATGCCGGCGCGTATCGCGCTCGGTCGGAATATCCGTTTGAAACGGCATTTTG 

ATGCATTACTGCACCGCAATCGGAATTCTCGGTTCGTAGAGCAGGTCGTAGGTCGGCTTG 

TTGAGCAGGTCTTGGAGCGTGAAACCGTCCAGATACGTGAAAAACGACTTCATCGCGCCG 

CCGAGTATGCCCGTCAGCCGGCAGGACGGTGTAATCAGGCATTCGTTGTTCTCGCCCATG 

CACTCGACCAGCTGCATCGGTTCGAGGTGGCGGACAACCGAGCCGATGTTGATGCGGTCG 

GGCGGTGCGGCAAGCCGCAGACCGCCGCCTTTTCCGCGCACACTGTGGAGGAAGCCGCCT 

TTGACCAGCGCGGTAACGACCTTCATCAGATGGCTTTTGGAAATGCCGTAGGTTACGGCG 

ATGGTACTGATGTTGACCAGCGCATCGTCGTTGATGGCAGTGTAGATAAGGACGGGCAGC 

CCGTAGTCCGTATGTTGTGTCAAATACATGATTTTCTCGGTATGGATTGTTATTCTTATC 

GGTACGGTTTAAGGTTCACGGACAATACCTTAATGGTTGAAACCCTGTCCGTCGGGGCGG 

TAGAATGCAGCCTGTCTGCGGCGGTATGCCGTCTGAAACATCCGCGCTACCGTTTGAGAA 

TTTGTTATTGTAACTCAAAATCATGAAACCGTTGAAACGACATCCCGCCCTTATCGGGCT 

TTCGCGTGACCACCACCATTCGCTTTCCCTGTGCGTGCGTCTGTTGCGGACGCCGGAAGA 

AAGGCATCGGGACGAACTCGAACCGCATTTTTCCGAATTGGAAACCCATTTTCGCGAAGA 

AGAAACCAAGTTTGCCCCAATTTGGCAGAATGTCGCCCCCGAATTGAAACAACGTTTCGA 

GAAAGACCACGCCCGACTGCGGCAGATGATGGCAAGCCCCGAATACGGTAACGCGGCGTG 

GAATACCGCTTTTGCCACAACCCTGCGCGACCACGCGCGCTTTGAAGAACGCGAGCTGTT 

TCCCGCCGCCGAACCGTTTTTGCCGGCATGATTCCGTTTTGCGGTAAATATATTAATGAT 

AAAC AAGGAACACACATGAAATTTACCAAGCACCCCGTCTGGGCAATGGCGTTCCGCCCA 

TTTTATTCGCTGGCGGCTCTGTACGGCGCATTGTCCGTATTGCTGTGGGGTTTCGGCTAC 

ACGGGAACGCACGAGCTGTCCGGTTTCTATTGGCACGCGCATGAGATGATTTGGGGTTAT 

GCCGGACTGGTCGTCATCGCCTTCCTGCTGACCGCCGTCGCCACTTGGACGGGGCAGCCG 

CCCACGCGGGGCGGCGTTCTGGTCGGCTTGACTATCTTTTGGCTGGCTGCGCGGATTGCC 

GCCTTTATCCCGGGTTGGGGTGCGTCGGCAAGCGGCATACTCGGTACGCTGTTTTTCTGG 

TACGGCGCGGTGTGCATGGCTTTGCCCGTTATCCGTTCGCAGAATCAACGCAACTATGTT 

GCCGTGTTCGCGCTGTTCGTCTTGGGCGGCACGCATGCGGCGTTCCACGTCCAGCTGCAC 

AACGGCAACCTAGGCGGACTCTTGAGCGGATTGCAGTCGGGCTTGGTGATGGTGTCGGGT 

TTTATCGGTCTGATTGGTACGCGGATTATTTC G TTTTTTACGTCCAAACGCTTGAATGTG 

CCGCAGATTCCCAGTCCGAAATGGGTGGCGCAGGCTTCGCTGTGGCTGCCCATGCTGACT 

GCCATGCTGATGGCGCACGGTGTGTTGGCTTGGCTGTCTGCCGTTTTTGCCTTTGCGGCA 

ggtgtgatttttaccgtgcaggtgtaccgctggtggtataaacccgtgttgaaagagccg 
atgctgtggattctgtttgccggctatctgtttacxx;gattggggctgattgcggtcggc 
gcgtcttatttcaaagccgctttccrcaatctxxxnctggatctgatcggggtcggcggt 
atcggcgtgctgactttgggcatgatggcgcgtaccgcgcttggtcatacgggcaatccg 
atttatccgccgcccaaagccgttcccgttgcgttttgggtgatgatggcggcaaccgcc 
gtccgtatggttgccgtattttcttccggcactgcctacacgcacagcatccxscacctct 
tcggttttgtttgcactcgcgcttttggtgtatgcgtggaagtatattccttggctgatt 
cgtccgcgttcggacggcaggcccggttgagacaaaccgccgcagatttcgggtctgggc 
ggtttgcttttcagacggcagggcggtcagttgccgtccagccagcggtcgcgtgtggtt 
ttggcttcttcaaaatagcggtacagggcttcgcggtcgtcggtggtcaggatgtttgcc 
aaaacgtccaactgtttgcccaagccttgaaccagttgcagcaggctgtctttgttggca 
aggcagatgtccgcccacacggcgggatgaccggaggcgatgcgggtgaagtcccgaaag 
cccgtggcggcgaatttcagatattcctgtccgtcggggtggtcgagaatctggtggaca 
taggcgaaggcggtcaggtggggcatatgggagacggcggcgaaaaccgcgtcgtggcgt 

TGCGCGTCCATCGTATAAATTTCCGCACCGACCGCGTGCCACAGGTTTTCTACCAAGGCA 

atgccgtctgaatgttcgccgccgtgtggcgtgatgatgagttttctgtggcggaacagc 
ccgaactgcgcggcttgcgcaccgcttctgtccgaaccggcaattgggtgggcggcgatg 
cagtggtgcaggcggtcgggcagacagcggcggaaggcttcgatgaccgaagatttggtg 
ctgccgacatcggaaatccaagtgtgttccggcaaaacggggcgcagcgcggtcaaaatg 
gcgggaacggtggcgacgggcgtggcaatcagtaccaagtccgcaccgccgatgctgtcc 
gegtcgatggcaacggaagcctggtcaatcacgccgcgttccaatgcacgttcgaggttg 
tcgcggtcggtgtcgataccggtaacggtgcggacgagtccctgccttttgaggtcgaga 
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ACGAACGAACCGCCGATCAGCCCTACACCGATGAGGGCAATATGGTTCAAAATGGGCATT 
TGTGTAAACGGTTTTCGCAAAGTACCGTCATGGTAGCCTATCGGCGGAATATGCCGCAAG 
GTCGGCAGGAAAAAGGAGAAGAAATGGACAAAATCAGAGTTGCCGCCGTGCAGATGGTGT 
CGGGCGTGTCGCCGGAAACCAACGTCGCCGCCATGAAACGCCTGGTCGCACGGGCGGCGG 
AGCAGGGTGCGGATTGGGTGCTGCTGCCCGAATATTGGGTGCTGATGGGCGCAAACGATA 
CCGACAAACTCGCGCTTGCCGAGCCTTTGGGCGGCGGACGCTTTCAGACGGCATTGAGCG 
AAACGGCGAAAGAATGCGGCGTGGTGCTGTTCGGCGGGACTGTGCCGCTGCAAAGCTGCG 
AGGCGGGTAAAGTGATGAATACGCTGTTGGTGTACGGACGGGACGGCGTAAGGACGGGGC 
TGTACCACAAAATGCACCTCTTCGGTTTTTCCGGTTTGGGCGAACGCTATGCCGAAGCCG 
ATACCATCCGCGCGGGCGGGGATGTGCCGCACTTGTCGGCAGAAGGCGTGCCGGTGGCGG 
CGGGCATTTGTTACGATGTCCGCTTTCCCGAATTTTTCCGACGCCAGTTGCCGTTTGACG 
TATTGATGCTGCCCGCTGCGTTTACGCACACGACGGGCAAGGCGCATTGGGAGCTGCTGC 
TGCGCGCGCGTGCCGTCGAAAACCAATGTTACGTCGTGGCGGCGGCACAGGGCGGTTTGC 
ACGAAAACGGACGGCGCACGTTCGGACACAGCATGATTGTCGATCCGTGGGGCGACGTGT 
TGGACGTATTGCCCGAGGGCGAAGGCGTTGTTACGGCAGACATCGATGCCAACCGCCTGA 
ACAGCGTCCGCAACCGCCTGCCCGCCTTGAAATACCGGGTTTTGGATGCCGTCTGAAGGT 
TCAGACGGCATCGGTGCCGGGGAATCAGAAGCGGTAGCGCATGCCCAATGAGACTTCGTG 
GGTTTTGAAGCGGGTGTTTTCCAAGCGTCCCCAGTTGTGGTAACGGTATCCGGTGTCCAA 
GGTCAGCTTGGGCGTGATGTCGAAACCGACACCGGCGATGACACCAAGACCCACGCTGCT 
GATGCTGTGGCTTTCGTGATAGGGAGGTTTGCTGGGATCAGTTTGTATAATAGGGCCTCC 
CTGTGGAGAGCCGTTCTTTGGTTTAGAGGTAATAGTCGTGGTTTTTGTTTCCACCGAATG 
AACTTGATGTTTAACGTGTCCGTAGGCGACGCGCGCGCCGATATAGGGTTTGAATTTATC 
GTTGAGTTTGAAATCGTAAATGGCGGACAAGCCGAGAGAAGAAACGGCGTGGAAGGTGCG 
GTTTCCCTGATGTTTTGTTTGGGTTTCTTTGTAGTTGTTGTTTATCTCTTCAGTAACTTT 
TTTAGTAGAAGAATTACTTTCTTTCCATTTTCTGTAACTGGCATAATCTGCCGCTATTCT 
CCAGCCGCCGAAATCATAGCCGACCGACACCCGGGGGTGGATGGAATGCGCACGGATGTT 
TCTGAAATAATCGCTTACCGTGCTTGTGTTGTTTGCACCGGTTGCTTGCGGATAATCGTG 
GGTAATGCGTTCGGCGGCATAAGCTAAATCCGCCTGCACATAATACGGGCTGCGGCTGCC 
GTCTTCACTTGCCGCCTGCGCTGCGGAAGAGAAGAGAAGAGAAGAGAAGAGAAGAGAAGA 
GAAGAGAAGAGAAGAGAAGGTTTTTTGGGGGCTGGATTCATTTTCGACTCCGTATTCGGT 
TTTAACTGATTAAAAAGAAAGATTTTCACTGATGTTGCAGGGGTGGATTGTATCGGGTTT 
GGGGCGATGTTTCAACACAATATAGCGGATGAACAAAAAAGAGAACGATGCTCTAAGGTG 
CCCAAGCACCAAGTGAATCGGTTCCGTACTATAGTGGATTAACAAAAACCAGTACAGCGT 
TGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCGAGTGAATCGG 
TTCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCGC 
TATAAAGACCGTCGGGCATCTGCAGCCGTCATTCCCGCGCAGGCGGGAATCTAGACCTTA 
GAACAACAGCAATATTCAAAGATTATCTGAAAGTCTGAGATTCTAGATTCCCACGAAAGT 
GGGAATCCAGGATGTAAAATCTCAAGAAACCGTTTTATCCGATAAGTTCCTGCACTGACA 
GACCTAGATTCCCGCCTGCGCGGGAATGACGGGATTTTAGGTTTCTGATTTTGGTTTTCT 
GTCCTTGTGGGAATGACGGGATGTAGGTTCGTAGGAATGACGTGGTGCAGGTTTCCGTGC 
GGATGGATTCGTCATTCCCGCGCAGGCGGGAATCTAGACCTTAGAACAACAGCAATATTC 
AAAGATTGGCGGATTCGCATTTGAAGTGCAACTTTCCCTAACAGAAAAAGGCCAGTATGC 
GGTAGCATACGGCCTTTCCTGCAAGAAAGATTGCCATGAGCTACACGCAACTGACCCAAG 
GCGAACGATACCACATCCAATACCTGTCCCGCCACTGCACCGTCACCGAAATCGCCAAAC 
AGCTGAACCGCCACAAAAGCACCATCAGCCGCGAAATCAGACGGCACCGCACCCAAGGGC 
AGCAATACAGCGCCGAAAAAGCCCAGCGGCAAAGCCAGACTATCAAACAGCGTAAGCGAC 
AACCCTATAAGCTCGATTCGCAGCTGATTCAGCACATCGACCCCCTTATCCGCCGCAAAC 
TCAGTCCCGAACAAGTATGCGCCTACCTGCGCAAACACCACCAGATCACGCTCCACCACA 
GCACCATTTACCGCTACCTTCGCCAAGACAAAAGCAACGGCAGCACGTTGTGGCAACATC 
TCAGAATATGCAGCAAACCCTACCGCAAACGCTACGGCAGCACATGGACCAGAGGCAAAG 
TACCCAACCGTGTCGGCATAGAAAACCGACCCGCTATCGTCGACCAGAAATCCCGTATCG 
GCGATTGGGAAGCCGACACCATTGTCGGCAAAGGACAGAAAAGCGCATTATTGACCTTGG 
TCGAACGCGTTACCCGCTACACCATCATCTGCAAATTGGATAGCCTCAAAGCCGAAGACA 
CTGCCCGGGCAGCTGTTAGGGCATTAAAGGCACATAAAGACAGGGTGCACACCATTACCA 
TGGATAACGGCAAAGAGTTCTACCAACACACCAAAATAACCAAAGCATTGAAAGCGGAGA 
CTTATTTTTGTCGTCCTTACCATTCTTGGGAGAAAGGGCTGAATGAGAACACCAACGGAC 
TCATCCGGCAATACTTCCCCAAACAAACCGATTTCCGTAACATCAGTGATCGGGAGATAC 
GGAGGGTTCAAGATGAGTTGAACCACCGACCAAGAAAAACACTTGGCTACGAAACGCCAA 
GTGTTTTATTCTTGAATCTGTTCCAACCACTAATACACTAGTGTTGCACTTGAAATCCGA 
ATCCAAGATTATCTGAAAGTCTGAGATTCTAGATTCCCACTTTCGTGGGAATGACGGGAT 
TTTAGGTTTCTGATTTTGGTTTTCTGTCCTTGTGGGAATGACGGGATGTAGGTTCGTAGG 
AATGACGTGGTGCAGGTTTCCGTGCGGATGGATTCGTCATTCCCGCGCAGGCGGGAATTT 
GGAATTTCAATGCCTCAAGAATTTATCGGAAAAAACCAAAACCCTTCCGCCGTCATTCCC 
ACGAAAGTGGGAATCTAGAAATGAAAAGCAGCAGGCATTTATCGGAAATGACCGAAACTG 
AACGGACTGGATTCCCGCTTTTGCGGGAATGACGGCGACAGGGTTGCTGTTATAGTGGAT 
GAACAAAAACCAGTACGGCGTTGCGTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTG 
CTGAAGCACCAAGTGAATCGGTTCTGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTG 
TCCTGATTTTTGTTCATCCGCTATACTTTTGTATGACGATCTGACTTTATCAeTGACTAT 
GTTTTACCAAATCCTTGCCCTGATTATCTGGAGCAGCTCGTTTATTGCCGCCAAATATGT 
CTATGGCGGCATCGATCCCGCATTGATGGTCGGCGTGCGCCTGCTAATTGCCGCGCTGCC 
TGCACTGCCCGCCTGCCGCCGTCATGTCGGCAAGATTCCGCGTGAGGAATGGAAGCCGTT 
GCTGATTGTGTCGTTCGTCAACTATGTGCTGACCCTGCTGCTTCAGTTTGTCGGGTTGAA 
ATACAGTTCeGCCGCCAGGGGATGGGTCATTGTCGGACTCGAGCCGCTGCTGATGGTGTT 
"TGTCGGAGACTTTTTGTTCAACGACAAAGGGCGTGGCTACCACTGGATATGCGGCGCGGC 
GGCATTTGCCGGTGTCGCGCTGCTGATGGCGGGCGGTGCGGAAGAGGGCGGCGAAGTCGG 
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CTGGTTCGGCTGCCTGCTGGTGTTGTTGGCGGGCGCGGGCTTTTGTGCCGCTATGCGTCC 

GACGCAAAGGCTGATTGCACGCATCGGCGCACCGGCATTCACATCTGTTTCCATTGCCGC 

CGCATCGTTGATGTGCCTGCCGTTTTCGCTTGGTTTGGCGCAAAGTTATACCGTGGACTG 

GAGCGTCGGGATGGTATTGTCGCTGCTGTATTTGGGTTTGGGGTGCGGCTGGTACGCCTA 

TTGGCTGTGGAACAAGGGGATGAGCCGTGTTCCTGCCAATGTTTCGGGACTGTTGATTTC 

GCTCGAACCCGTCGTCGGCGTGCTGCTGGCGGTTTTGATTTTGGGCGAACACCTGTCGCC 

CGTGTCCGCCTTGGGCGTGTTTGTCGTCATCGCCGCCACCTTGGTTGCCGGCCGGCTGTC 

GCATCAAAAATAAAGTTGGGAAGCGGTATTTGATGATTGCCGAATAGGCTGAAATCTTTC 

CATCTCCATTCCTGCGAAAGCGGGTATCCGGAACGAAAAGACGGATATTTATCCGAAATA 

ACGACCATCTTTGCGTCGTCATTCCCGCGCAGGCGGGCATCCGGTTTTTTGAGTTTCGGT 

TATTTCCGACAAATTGCTGCAGCGTTGGATGTCCGGATTTCCGCCTGCGCGGGAATGACG 

GGATTTTATAGTGGATTAACAAAAATCAGGACAAGGCGGCGAGCCGCAGACAGTACAGAT 

AGTACGGAACCGATTCACTTGGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAA 

GGCAAGGCAACGCTGTACTGGTTTTTGTTAATCCACTATATCGTTCCGGTTCGTCCGGTT 

TTGCCGGGGCTTTTGTTGCCGCCTGTTTGTGCCGGTGTGTTAAAATTTTCCGTTTCCGCG 

TATTGTGTTTTCCGCCGCCGGGCGGTTTGTTTGCGAATCGGACGAGAATTTATGCCTTCT 

GCCCATTATCCTGAAATGAGCGAAAAACTGATGGCGGTTTTGATGGCGATGCTGGTTACG 

CTGATGCCGTTTTCCATCGATGCCTACCTGCCCGCGATTCCCGAAATGGCGCAATCGCTG 

AACGCGGATGTTCACCGCATCGAACAGAGTTTGAGTTTGTTTATGTTGGGGACGGGGTTC 

GGACAGGTGGTCGGCGGTTCGGTGTCCGACATCAAAGGGGGCAAACCCGTCGCCCTGACC 

GGTTTGATTGTATATTGCCTTGCCGTTGCCGGCATCGTATTTGTTTCGAGTGCCGAACAG 

CTCCTCAACCTGCGCGTCGTGCAGGCATTGGGTGCGGGCATGACTGTGGTCATCGTGGGC 

GCAATGGTGCGCGATTATTATTCCGGACGCAAAGCCGCCCAGATGTTTGCCCTTATCGGC 

ATCATTTTGATGGTTGTGCCGCTGGTCGCACCCATGGTCGGGGCATTGTTGCAGGGCTTG 

GGTGGCTGGCAGGCGATTTTTGTTTTTCTGGCGGCGTATTCGCTGGTGCTGCTCGGTTTG 

GTACAGTATTTCCTGCCCAAGCCCGCCGTCGGCGGCAAAATCGGACGGGACQTGTTCGGG 

CTGGTGGCGGGGCGGTTCAAGCGCGTATTGAAAACCCGTGCTGCGATGGGTTATGTGTTT 

TTTCAGGCATTCAGCTTCGGTTCGATGTTCGCCTTTCTGACCGAATCTTCCTTCGTGTAC 

CAGCAGCTCTACCGTGTTACGCCTCATCAATACGCTTGGGCGTTTGCACTCAACATCATC 

ACGATGATGTTTTTCAACCGCGTTACCGCGTGGCGGCTCAAAACCGGCGTGCATCCGCAA 

AGCATCCTGCTGTGGGGGATTGTCGTCCAGTTTGCCGCCAACCTGTCCCAACTCGCCGCG 

GTGCTGTTTTTGGGGTTGGCCGCGTTTTGGCTGGTGGTCGCGTGCGTGATGTTTTGGGTG 

GGTACGCAGGGCTTGGTCGGTGCAAACACGGAGGCGTGTTTTATGTCGTATTTGAAAGAA 

GAGGGGGGCAGCGGAAACGGGGTATTGGGTGTATTCCAATCTTTAATCGGCGCGGGGGTG 

GGTATGGCGGCGACCTTGTTGCACGACGGTTGGGCMCCGTGATGGCGGCAACGATGAGG 

GCGTCCACGTCTTGCGGCATTGCGGTTGTGTGGGTGTGCTGGCATCGTGCGTGGAAAGAA 

AACGGGGAAAGGGAATACCTTTAAGGGAAAATGGCGTCTGAAAGGGTTTGAGACGGGATT 

TGATGTTAGAATGGAGGATAAATTAGTGTTCAGGCGAAATTATGTGCCAAACTATCGACG 

AAGTCCTCCTTCCCCACCGCAACGCCATGGAGAGGATCGATGCGGAAATCCTGCGGGTGC 

TCAACGAACGTGGGGAACACGGCGAGGCCATGGGCGAGCTGAAAGGCAGGGGCGCAGTGT 

AGCGCGGGGAACGCGAAGTGGGCGTGTTGGGGCGCATTCAGGATTTGAAGAAAGGCCCGC 

TGCCCGACGAATCGGTAGCACGGCTGTTTGGGGAAGTGATGAGGGAGTGCCTCGCCGTCG 

AACGCGGGCTGACGATCGGGTATGTGGGGGCGGAGGGGAGGTTTACCGAGCAGGCGGCAA 

TGAAACATTTCGGACACGGGGGGGAGAGCATGGCGTGTCGGACCATAGACGACTGCTTGA 

AGCAGGTTGAAAGGCGTCAGGGGGATTATGTGGTCGCGCGCGTGGAAAATTGGACGGAAG 

GGTCGGTCGGTGGCACGTTAGACCTGCTTGGGGTTACGGGGTTGGAGGCGTGCGGCGAAA 

TCGTTTTGCGCATGCACGACAACGTTTTGGGTAAAAAGAAGGGCAGCACCGAAGGCATTG 

CGAAAGTCTTTTCGCACGCGCAGGGGTTGGCGCAGTGGAACGAGTGGTTGGGCAGACACG 

TGCCCAAGGGCGAACGGATTGGCGTGTGCAGCAATGCGGAAGCCGGAAGGCTGGTTGCGG 

AATGGGACGACGGTAGGGTTGGGGCCATCGCGGGAGGCACGGCGGGGGAAATCTACGGAC 

TGGATATGGTTGCGGAGTGCATCGAAGACGAACCGAACAACACGACGGGGTTCTTGGTGA 

TGGGACATGACGAAAGCGGTGGAAGCGGCAGCGACAAGACTTCGCTGGCCGTTTCCGCGG 

CCAACCGGGCAGGCGCGGTTGGCTCGCTGCTGCAACCGCTGACGGAATCGGGTATTTCCA 

TGAGCAAGTTTGAGAGCGGTCCGAGCAAATCCGTTTTGTGGGAATACGTGTTCTTCATCG 

ACATCGAAGGAGAGCGCCGGGAGGGGGAGATTCAGACGGGATTGGAACGGTTGGGCGAAG 

GGGGTTCGTTGGTGAAAGTGATGGGTTGGTAGCCGACCGCCGTTTTGTAGCGGGGGGAGC 

GTTGAGAGGGGATTTGCGCAAGGATTATGTGCGAATAGGGAGTCAAGGATGAAGGGGTTT 

TTATGGTGGGATCTTGGGGCTGGGGCGAAAGCAGGGTGTGGGtTGAAGCATTGAGCCGGG 

GTTACGGGGGTGTGGGTTTGCTGGGGGGCAGGGGGCGCAAAAGGGAGAGGGAGGTGGGGG 

GGGTATTGGTGGGGTTCGTGGGGGTCAGGGTGTGGTGGTACGGCAGTGAGGAAGTCAAAA 

GGGTACAGGGGGGGGAATGGGTGGGGGGTTGGGGGGAGCCTGAGGGGAGGGCGTTGTTGG 

GGGGATTGTATGTGAACGAGTTGGTGTTGAAACTGAGGGGGCGGGAAGACCCGGTGCGGG 

AGTTATAGGAGGGGTTGGCGGAAGTGATGGAGGGGGTGTGGTGCAAAGGGGGTTATATGG 

AGGACTTGGGGGGTTTCGAGTGGCGGCTGCTGAACCTGTTGGGGGTTGGCCGGGATTTGA 

ACCGCGACGGGGAGGGCGGGAGGATTGGGGGAGGCGGCACATAGGTTGTCCGGCCGGAAA 

CAGGCGTGTTGGCCGTCGGAAAAGGATTTGCCGTAGCGCCGCACGGGGCGGGCGTTGTGG 

GGCCCGGGGAGAGGGTGATGGATTTGGGCGAAGGGAGTTTCCGCAGTGCCGAAAGCCTGC 

AACAGGCATTGAAAATCACACGGGTTTTTATCCGCGAGCTGTTGCCGGAGGGGGTGAAAT 

GGCGGCAGGTGTTGGAAGAGATACGGGAGTTTGAGGGCAAAGAAAGGGGGCGGGAAACGG 

TGCGGAGTTGGGAGGGCACGGCTTCAAATGGCGTGTGAAGGGAGAAATAAAAGGAAAGAT 

TATGCTTTTAGGTGTCAACATGGACCAGATGGGCAGGGTCCGCAATGGGGGGGGTACGAG 

TTATGGGAGCGGGGTGGAGGCGGCACTGGTTGCCGAAAGGGACGGTGGGGATTTGATTAC 

GATGCACCTGCGGGAAGACGGGGGCCAGATGAAAGACGCGGACGTGTTTGCCGTGAAAAA 

GGGGATCGGGAGGGGCCTGAAGGTTGAAATGGCGTTGACGGAAGAAATGTTGGAAAACGC 

TTTGAAAGTGATGGGGGAAGAGGTGTGGATCGTGGGTGAAAAAGGTGAGGAAATGACGAG 
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CGAAGGCGGTTTGGACGTATTGGCGCAACAGGAAAAAATCGCCGGGTTCACCAAAATCCT 

GACCGACGCAGGCATACGCGTGTCTTTGTTTATCGATGCCGACGACAGGCAAATCCAAGC 

CGCCCGTGATGTCGGCGCGCCCGTTGTCGAGCTGCACACAGGCGCGTATGCCGACGCGCG 

CAGCCACGCCGAACAAATCAGGCAGTTCGAGCGCATCCAAAACGGCGCGCATTTCGCCGG 

CGATTTGGGCTTGGTCGTCAACGCCGGACACGGACTGACCATACACAACGTTACCCCCAT 

CGCCCAAATCCTCGCCATCCGCGAACTGAACATCGGGCATTCGCTGATTGCCCAAGCCCT 

CTTCCTCGGACTGCCCGAAGCCGTGCGCCAAATGAAGGAGGCGATGTTCAGGGCAAGGCT 

GCTGCCGTAAGGGCAGGCAAACCCTTTCAGACAGCATTTCACGACAGGGATATGTTATAG 

TGGATTAAATTTAAATCAGGACAAGGCGGCGAAGCCGCAGACAGTACAAATAGTACGGCA 

AGGCAAGCCAACGCCGTACTGGTTTAAATTTAATTCACTATATGAATCAAAAGTATATTT 

TATCTGCAAACAATAATAGTTTGATAGAAGAAATTCACAATACAGTACAGAGTATTGGGT 

ATTGTATTGTTCGAGGTCTTAATCTAAACCATCTTGATGGCAGCCGGAGAAACAAGAAAT 

TATTTGACTTTCTATCTCAATTAGGAATGCTGACAAACCACAAACGCGATGGTTTTAAAT 

CTATATTTTGGGATATTAAATATTGAGGCGATGATTATGTAATATAGTGGATTAACAAAA 

ATCAGGACAAGGCGACGAAGCTGCAGACAGTACAGATAGTACGGAACCGATTCACTTGGT 

GCTTeAGCACCTTAGAGAATCGTTCTCTTTGAGGTAAGGCGAGGCAACGCCGTACTGGTT 

TTTGTTAATCCACTATAAATAATGATATAACTTTCTCGGAAGATGTTGGAGAATGTCCAC 

TTCATAGTGATTCATCTTTTAGTGAAAACCCGGAAAGTTATTTGGTTATGTATGTAGTAA 

AATCAGCCAATGATGGAGGTAATTCCCTATTTTTAAGTTCATCAGATATTGTCAATCAGT 

TATCTAAAACAGAAACCGGTAAAAAACACTTAAAAACATTAACGGGCAATTTATATCCAT 

TTAAAACACCAGCATCATTTGATAAAAAACAAGGTGTGAGATGGGGTAATATCTTATCGG 

TCAATACTCAAATGATTAGATTTAGAAGTGATTGTATCTATAAAGGTATTGAAGAAAATA 

GAAATAAAGTATCAAAGGAAATGGTACTTGCACTTGATTATCTTATAAATGTTATAAAAA 

ATGCXSAGTGATATTCAAGAATTTTCTGCACAAGATGATGGTTTGATTATTATTGACAATG 

TCAATGGCTTGCATGCCAGAACTGATTATACGGATAAAAACAGGCATTATATTAGAGCAA 

GAATTACTGTATAAAGGACGGTTATGCAAGAAATAATGCAATCTATCGTTTTTGTTGCTG 

CCGCAATACTGCACGGAATTACAGGCATGGGATTTCCGATGCTCGGTACAACCGCATTGG 

CTTTTATCATGCCATTGTCTAAGGTTGTTGCCTTGGTGGCATTACCAAGCCTGTTAATGA 

GCTTGTTGGTTCTATGCAGCAATAACAAAAAGGGTTTTTGGCAAGAGATTGTTTATTATT 

TAAAAAGCTATAAATTGCTTGCTATCGGCAGCGTCGTTGGCAGCATTTTGGGGGTGAAGT 

TGCTTTTGATACTTCCAGTGTCTTGGCTGCTTTTACTGATGGCAATCATTACATTGTATT 

ATTCTGTCAATGGTATTTTAAATGTATGTGCAAAAGCAAAAAATATTCAAGTAGTTGCCA 

ATAATAAGAATATGGTTCTTTTTGGGTTTTTGGCAGGCATCATCGGCGGTTCAACCAATG 

CCATGTCTCCCATATTGTTAATATTTTTGCTTAGCGAAACAGAAAATAAAAATCGTATCG 

TAAAATCAAGCAATCTATGCTATCTTTTGGCGAAAATTGTTCAAATATATATGCTAAGAG 

ACCAGTATTGGTTATTAAATAAGAGTGAATACGGTTTAATATTTTTACTGTCCGTATTGT 

CTGTTATTGGATTGTATGTTGGAATTCGGTTAAGGACTAAGATTAGCCCAAATTTTTTTA 

AAATGTTAATTTTTATTGTTTTATTGGTATTGGCTCTGAAAATCGGGCATTCGGGTTTAA 

TCAAACTTTAATTCATTATTAAATGCCTTAACTCCTTATTAAATAATTGGCACGATGTTT 

TAGAATTTCAAATGCAAAAGGTTACAGTGAAAATTGTTACCGACAAAACCCCAAAAGTGG 

ATATTCACGCCATTTTAACGCCCCAAGAAATTGACGGCATTCATCATCACATTCATCACT 

ACCCGCAACCAAGGGCGAAGGAGCGCAAATATGATTTACGGCATCGGCACAGACATTGTT 

TCCCTCAAGCGCATCATCCGCTTAAACAAAAAATTCGGACAGGCGTTTGCCGGGCGCATC 

CTCACTCCGGAAGAGCTGCTTGAATTTCCGCAAGCGGGCAAACCCGTCAACTACCTCGCC 

AAACGCTTTGCCGCCAAAGAAGCCTTTGCCAAAGCCGTCGGCACGGGCATACGCGGCGCG 

GTTTCCTTCCGCAACATCGGCATCGGGCATGACGCATTGGGCAAGCCCGAATTTTTCTAC 

GGCCCCGCCCTGTCCAAATGGCTGGAGGAACAAGGCATCAGCCGCGTCAGCCTCAGCATG 

AGCGACGAAGAAGACACCGTATTGGCGTTTGTCGTTGCCGAAAAATAATGCCGTCTGAAA 

TGCGGCAAACCCGTTGACGGCATTGCCCGTCCCTCATTTGCACTCCGACCGACCAACCGC 

GTACCCGCCATGATTCAAGACACCCGACCCCTTATCCGCGTCGTTGCCGGCATCCTGCTC 

GATTCAGACGGCAACTACCTGCTCAGCTCGCGCCCCGAAGGCAAACCCTATGCCGGATAT 

TGGGAA7TTGCCGGCGGCAAGGTCGAAGCGGGCGAAACCGACTTCCAAGCCCTGCAACGC 

GAGTTTGAAGAAGAACTCGGCATCCGCATCCTCGCCGCCACGCCTTGGTTGACCAAAATC 

CATTCCTACGAACACGCCCGCGTCTGCCTGAAATTCCTATGGGTCAACCCCGACCAATGG 

ACGGGCAAACCGCAATCCCGCGAAGGGCAGGAATGGTCTTGGCAGAAGGCGGGTGATTTT 

ACCGTTGCCCCCATGCTGCCCGCCAACGGCGCGCTTTTGamaKTrGTCCGTCXC^ 

CGTTTGTACGGCAGCCTGAAAACGGGTTTGCACGGAGAAAACAGTAT.GGGCGCGTACCGC 

GTa:TGCCTTTGGGTTCGGCAGAGGGAAGCGGTGCGAACGTTTTGATGGAGGCGGCGCAA 

TGGCAGGACAGACCCGAACACGCCGACAGCGTGTGGATGGTGGTGCAGACCCGCGAACAA 

TGGCGGCGGGCGCAGGAAAAGGGCGCGGATGCGGTCGTTTGGCGCGTGTGCGATGATGTT 

CAGGCACAAGAGGCGGCAGAAGCCCTGCGGCAGGGCGTATCCGTGCCGCTCGTACTTGCA 

GCAAACGGACAGACGGTTGCACGTTATGGAAAACTATGGCTCGGATTGGGGGCGCACGTG 

GTGGTAAGGGATGAAACAATAGGGAAGAATCATGAATAAAAACCGTAAATTACTGCTTGC 

CGCACTGCTGCTGATTGCCTTTGCCGCCGTCAAGCTCGTTTTGTTGCAATGGTGGCAGGC 

GCAGCAGCCGCAAGCTGTGGCGGCGCAATGCGATTTGACCGAGGGTTGCACGCTGCCGGA 

CGGAAGCCGCGTCCGCGCCGCCGCCGTTTCAACCAAAAAACCGTTTGATATTTATATCGA 

ACACGCGCCCGCCGGCACGGAACAGGTCAGCATCAGCTTCAGTATGAAAAATATGGATAT 

GGGTTTCAACCGCTATATGTTCGAGCGGCAACCGTCGGGGACTTGGCAGGCAGTACGCAT 

CCGCCTGCCCATCTGTGTCGAAGGCAGGCGCGATTTTACGGCGGACATTACAATCGGCAG 

TCGGACATTTCAGACGGCATTTACCGCCGAATAAACCTTTCAATCCGCXATTGCCGGAAC 

ATCCGTCCGGAAAGGACACGTTATGAATACTTTATATACACTTTTCGCCACCTGCCCGCG 

CGGCTTGGAGACCGTTTTATCTCAAGAACTCGAAAGCCTCGGCTGTACCGATGTACAAGT 

GTTTGACGGCGGCGTTTCCTGCCGGGGCGGATTGGAACAGGTTTACGCCGC(yUVCCTGCA 

TTCGCGTACTGGCAGCCGTATCCTGCTGCGCCTGACCAAAGGGACATACCGCAATGAGCG 

CGACATCTACAAACTCGCCAAAAATATCAACTGGTTTAATTGGTTTACTTTACAGCAGAC 
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gttcaaagtcaaagtcgaggcaaagcgtgccaacgttaagagcatccaatttgtcggact 
gaccgtcaaagatgccgtctgcgacgctttccgcgacatttacgacgcacgtccgagcgt 
ggacaaagccgcgcccgatgtccgcatccacgcctttttgaacgaacgcaatgtcgaaat 

CTTTATTGACACTTCGGGCGAAGCCCTGTTCAAACGCGGCTACCGCCTGGATACCGGCGA 

AGCCCCGCTGCGCGAAAACCTTGCCGCCGGACTGCTGCTCTCGGCAGGCTACGACGGCAC 

GCAGCCGTTTCAAGACCCGTTTTGCGGCAGCGGCACGATTGCTATCGAAGCCGCTTGGAT 

TGCCGCCCGCCGCGCGCCGGGTATGATGCGCCGTTTCGGTTTTGAAAAACTGCAAAATTT 

CGATAAAACGCTGTGGTCGGATTTGCGGCGCCGCGCCGAAGCGCAAACCCGCCCCGTCCG 

CGCCCCGATTGCAGGCAGCGACAACGACCGCCGCATCGTTCAGACGGCATTGGACAACGC 

ACGCCGCGCCGGGGTGGACGACATCGTTTCCTTCAGCGTTGCCGACGCGCAGTCCGTCCG 

ACCGAACGGCGAAAACGGCATTATGGTGTCCAATCCGCCCTACGGCGTGCGCCTTGAGGA 

AGTCCGCGCCTTGCAGGCACTGTATCCGCAGTTGGGGACGTGGTTGAAAAAACATTACGC 

AGGCTGGTTGGCGGCAATGTTTACCGGCGATAGGGAAATGCCCAAATTCATGTGCCTGTC 

GCCCAAGCGG/UUUVTCCCGCTTTATAACGGCAACATCGACTGCCGCCTGTTCCTGATTGA 

TATGGTGGAAGGATCGAACCGTTGAGGAAAGTGTACAAAAATGCCGTCTGAAAAATGTTC 

AGACGGCATTTATTTTTCGGAATCAACCCCGCTTCAATACGGATGTATTGATGTAGCGTT 

GGACACCCGAGGCAATGGATTGGGCGCACTGCCGGCGGAAGGATTCGCTGCCCAGCAGCT 

TCTCTTCGGCAGGATTGGACAGGAAGGCGGTTTCGACCAGGATAGACGGCATATCGGGTG 

CGCGCAAAACGGCGAAATTGGGTTCGTCCACCCTGCCTTTGTGCAGATGGTTGAGCCTGC 

CCAATTCTTCAAGCACCAGTTTGCCGAGTTTGCGGCTGTCGCGCAGCGTGGCGGTTTGGG 

TCATGTCGAGCAGGGCGGTATCGACATTGCGGTTGCCGCTGGTCGGTACGCCGCCGACCG 

CGTCGGCATTGTTTTGCGTCTGTTCCAAGAATTTGGCGGCAGAGCTCGTTGCGCCTTTGG 

TGTTTAACATATAAACCCCCGTGCCGCGCGCX3GAGGGGCTGGTGAAGGCATCGGCGTGGA 

TGGAGACAAATACGTCCGCCCGCCGTGCTCGCCCTTTGGCGACACGCACGCCCAATGGGA 

TGAACACGTCTTCGTTGCGCGTCATAAATACATTGTAACCTAATGCTTCCAACTGATTTT 

TGGTTTCCCTGGCAATGGATAGGACGACATGTTTTTCCTGTAGACCGCCCGGGCTGATGG 

CGCCGGGGTCTTCACCGCCGTGTCCCGGATCGAGCATGATGACGGGTCTGCGCCCGTTTC 

TGCCGCGCCCGGGTTGGGGCGTGGTGTTTTGGGCGAGGTCGGCTTCGGGAGAGCCGCGCA 

GGGTTTTATTCAGGCTACCGTTGAGCAGTGCCATCATCGGATCGTCGGCATCCATCCCGT 

GCGGATAGAGGTCGACGACGAGGCGGTTCTTAAAGCCGCCGACGGGCGGAAGCGCGAAGA 

CTTGTGCGTGGGTGGGCTGTTTCAAATCGATGACGAGGCGGACGGTGGTCGGCGTGTTCT 

GACCCGCGCGTATGCTGCGGATAAAGGGGTCGTCTGCCATGACTTTCTGAGACAGTCCGT 

GCAATACGGTATTGATGTTCGCGTTTTGTATGTCGACGACCAGCCTGCCCGGGTTGTCGA 

GCGTGAAGTGCTGGTATTTGAGCGCGGCGGTGCTTTCCAGCGTCAGGCGGGTGTAGGTGT 

GCGACGGCCATATCCGTGCGGCGGTGAATTGCGGGGCGCGTACCGTTTTGGCAACGGCGG 

ATGCGATGGGGCTTAGGGCGAACAGTGTGCCGGCGGTGCGGCGGATGATTTGTCTTCXSTG 

TCAGTTTGATCATAGCGGCAGGCTTTCGCGTCCTCGTTCGGTATGGGCGGTCAGCAGGCA 

TTTTCTGCCGTCGCCGTCGTGTGTCAATGTTGCGGTGATGTCGGCGGGCGGCGTATUVTTC 

CCCGCCCTGTTGCGGCCATTCGATCAGGCAGACGCTGTTTGCGGCAAACAGTTCGTCAAG 

CCCCGCGTCTTCCCATTCTTCGGGGAACGAGAAGCGGTAGAGGTCGAAATGGTGCAGGGT 

GAAGCGTTCCAGCGGATAAGATTCGACGATGGCGTAGGTCGGACTTTTGACTGCGCCCTG 

ATGACCCAATCCGCGCAGGATGCCGCGTGTCAGCGTGGTTTTGCCCGCACCCAAATCCCC 

TTCGAGATAAATGACCAGCGGTGCGTTTAAACGGGAAGACCACGCCGCGCCCAAATCGAG 

TGTGGCGGCTTCGTCGGCAAGGAATCGGGAGATAGAGGGTAAATCAGACATGGAAACGGT 

TTGTTGTAAGGTCTAGGGTATTATGGGCAGTTTTGCAGGTTTTGCAAACTTTGCACCCGA 

GGGGCGGATGCTTCTTGTCCGAGCATTATAACAGCCAAATCCGCGTTCTGCTTTCAGACG 

GCAACGGCTGTCAAGAAAAAGCGGCGCGTGTACAATACGCGGATTGTATGTTTAGGACGG 

ATTGGAAAAAGAATGGAAAATATCGGCAGGCAGCGACCCATCGGCGTTTTTGACTCGGGA 

ATCGGCGGTTTGACCAATGTGCGAGCGCTGATGGAACGGCTGCCGATGGAGAACATCATT 

TATTTCGGCGACACGGCGCGCGTGCCTTACGGGACGAAATCTAAGGCGACCATCGAAAAT 

TTCTCGATGCAGATTGTCGATTTTTTATTGGAACACGATGTCAAGGCGATGGTTATCGCG 

TGCAATACGATTGCGGCGGTGGCGGGGCAGAAAATCCGTCAAAAAACCGGCAATATGCCC 

GTTTTGGACGTGATTTCCGCCGGCGCGAAAGCCGCGCTGGCAACGACGCGCAACAATAAA 

ATCGGCATTATCGCCACCAATACGACAGTCAACAGCAATGCTTATGCGCGCGCCATCCAT 

AGGAACAACCCCGACACGCTCGTCCGCACGCAGGCCGCGCCGCTGCTCGTCCCTTTGGTG 

GAAGAGGGCTGGCTGGAACACGAAGTTACCCGCCTGACCGTATGCX3AATACCTCAAACCA 

TTGCTTGCAGACGGCATCGATACGCTGGTGTTGGGCTGCACGCACTTTCCCTTGCTCAAG 

CCCTTAATCGGCAGGGAGGCGGGCAATGTCGCGTTGGTTGATTCTGCAATTACAACGGCC 

GAAGAAACCGCACGCGTCCTTGCTCAGGAAGGATTGCTCAATACCGACAACAACAATCCC 

GACTACCGTTTTTACGTCAGCGATATTCCTTTGAAATTCAGAACCATCGGCGAGCGTTTT 

CTGGGCAGGACGATGGAGCAGATTGAAATGGTGTCTTTGGGTTAAAACGATGACGGAAAG 

CTGCCCGAGATTACAGAAACCTAAAATCCCGTCATTCCCACGAAAGTGGGAATCTAGACe 

TGTCGGTGCGGAAACTTATCGGATAAAACGGTTTCTTTAGATTTTACGTTCTAGATTCCC 

ACTTTCGTGGGAATGACGGGATTAGAGTTTCAAAATTTATTCTAAATAGCTGAAGCTCAA 

CGCACTGGATTCCCGCCTGCGCGGGAATGACGAATTTCAGGTTTCTGTTTTTGGTTTTCT 

GTTTTTGTGAAAATAACGGGATTTCAGCTTGTGGGTATTTACCGGAAAAAACAGAAACCG 

CTCCGCCGTCATTCCCGCGCAGGCGGGAATCTAGACATTCAATGCTAAGGCAATTTATCG 

GGAATGACTGAAACTCAAAAAACTAGATTCCCACTTTCGTGGGAATGACGGAATGTAGGT 

TCGTGGGAATGACGGGATGCAGGTTTCCGTATGGATGGATTCGTCATTCCCGAGCAGACG 

GGATCTAGACATTCAATGCTAAGGCAATTTATCGGGAATGACTGAAAGTCAAAAAACTAG 

ATTCCCACTTTCGTGGGAATGACGGGATATAGGTTTCCATGCGGACGCGTTCGGATTCAG 

GACTGCGCGGAAATGACGGGATTTTGGTGTATTCCCTAAAAAAATAAAAAAACATTTGCA 

ACTTT GTT AAAAATAAAGGCTGTGTTTTAACGATGTGTTGATATTTAATTTTAGAAAGGT 

AGCTATTTAATAGTTACCTTTTCTTATTTAAAAATAGCTTTCTCAAATTCCATGAACGCC 

TCAATACGATATGCAGATGCTCTATCGAAATTAAGTTTCAAGATTTTGTTTATTAAACAT 
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TTTATTTTAGCCATTTTTCAATATACCCCCAAATATACCCCCAATTTGCACAAGTCAAAA 

TTTTAGGCAGGGGTTTTGTTGCTCCCATGATACGCGGGCGGATGCCGGCTTTTCGCGGGG 

GAAATACAAGGGGTCTCGGTTCGGGTGTCAAAATCCCTGTTTCGTGTTAGTCATGTGGGG 

GGGAAGAGGGGGTTAGAATGAAGTAAAGCTGTTGCCCTCTCCCCGCAATAGTTCCATTAG 

GCGCGGATGAATGAATAGTTTGTCCCTGCCGATGACGATTTCTTGCAGCACACCTATGTC 

TGAAAGCTCTTTCAGGTACTTAGAGGCCGTCTGCCGTTTGGCTATCCCTGCCGCTTCTAG 

GTTGGCAATGCGTGTATATGGCTGCTCAAACAGAAGATTTACCAGTTCGTGCGTGTAGAT 

TCCTTGTGCGTGTGTCCGTATGTGTTGCCGTGTCTGCTCGAACAGGCGGCGTATCGCATC 

TATTTTCGATACCGTCCAATCGGCGGTGTCAGCTACGCCGTCTAAGATGTAGATTATCCA 

GCTTTCCCAGTCCTGCCGTTCGGTTACGCCTAAAAGCAGGCGGTAATAGTCCGCCCTGTT 

TTCGATGATGTAGCGGCTCAAATACAAAATAGGCAAATCCAAAAGCCCTTTTTCAATCAA 

TAGCAGGCTGTTCAATATGCGCCCCGTCCGCCCGTTGCCGTCCGTAAACGGATGGATGGC 

TTCAAATTGGTAATGTGCCGCCGCCATGATGATAAGCGGGTCTAAATCGCCGCTTTCGTG 

AATAAACCGCTCCCAATTTGCCAGCTTGCCGCGTATGGTTTCTTCTCCTTCGGGCGGGGT 

ATAGACAACATTTCCGCTGTTGCCTCCTTTTAGGGCTGTGCCGCCTGTTTTGCGGATGGC 

CATTTCGTAGGGGTGCTTGATGGCGTTGCAGACCATGATGGCGGTTTGTGTGCATAAAGG 

GCGGCTCGTCAGTGATTCATAGCCTGCAAACAGGGCGGTGCGGTATTGCAGGGCTTCTTT 

CGTGGCAGGGTCTTGCCGTTCCGTATCCATTTGCAGGGATTGAAACAGCTTGTCCGTGGT 

GGTTACGATGTTTTCAATTTCCGAACTTGCACGGGCTTCCATAACAGGAAGGGTGTTAAT 

CAGCATGGCTTGATTCGGTATCAATTCTGCCGCCTGCTTTAAACGGGCAAGGGATGCACG 

GGCGGCTATACAACGTTTCAGGATGGTTTTGCTTTCAATATCCTGTTTTGGCGGCAGGGG 

TGGTAAATCGTTATAGGGAATATTGGGTTTCCAGTTGCTCATATTTAAAATTTCGGAAAA 

TTTAAAGATGTTTCCAGTATATGTTTACGCCGTGTATATATCAAGGATATATGTTTAAAA 

ATTTGGCTTTTGTAAGTATATGGGAGGTAAAACCGCCCGCAAAAGTCAATTTGCATGGGG 

TTAATTCAAAATCCGCCCGCCCTTCATCTGCCCGCTTCCCTAAAAAAACCGTATATATAT 

AACTGTCCGCATTCTATCGCTCCGGCGACGATACCCATATTTCCAAGTTTGTGTATCAAA 

ATTGTATATCGGGCATAGACTATTTCGGCGAGGACGAAGATATAGATTTCCACGATTGAA 

TACATGGAAGCCAAGTACGTCTATCAACACTATATTAAAACACAGCCTTTTTTTTTGAGG 

TTTCGGGTAACTTTTAAACCGTCATTCCTACGAAAACAGAAAATCAAAAACAGAAATCTC 

AAATCCCGTCATTCCCGCGCAGGCGGGAATCTAGACATTCAATGCTAAGGCAATTTCTCG 

GAAATGACTGAAACTCAAAAAACTGGATTCCCACTTTCGTGGGAATGACGGAATGTAGGT 

TCGTGGGAATGACGTGGTGCAGGTTTCCGTATGGATGGATTCGTCATTCCCGCGCAGGCG 

GGAATCTAGACATTCAATGGTAAGGCAATTTATCGGGAATGACTGAAACTGAAAAAACTG 

GATTCCCACTTTCGTGGGAATGACGCGATTAGAGTTTCAAAATTTATTCTAAATAGCTGA 

AACTCAACGCACTGGATTCCCGCCTGCGCGGGAATGACGAAGTGGAAGTTACCCGAAACT 

TAAAACAAGCGAAACCGAACGAACTGGATTCCCACTTTCGTGGGAATGACGGAATGCAGG 

TTCGTGGGAATGACGGAATGCAGGTTCGTGGGAATGACGTAGTGCAGGTTTCCGTATGGA 

TGGATTCGTCATTCCCGCGCAGGCGGGAATCTAGACATGCAATGCTAAGGCAATTTATCG 

GGAATGACTGAAACTCAAAAAACTGGATTCCCGCCTGCGCGGGAATGACGAAGTGGAAGT 

TACCCGAAACTTAAAACAAGCGAAACCGAACGAACTGGATTCCCACTTTCGTGAGAATGA 

CGGGATGCAGGTTCGTGGGAATGACGTGGTGCAGGTTTCCGTATGGATGGATTCGTCATT 

CCCGCGCAGGCGGGAATCTAGGTCTGTCGGTGCGGAAACTTATCGGGTAAAACGGTTTCT 

TGAGATTTTGCGTCTTGGATTCCCACTTTCGTGGGAATGACGCGATTAGAGTTTCAAAAT 

TTATTCTAAATAGCTGAAACTCAACGCACTGGATTCCGCCTGCGCGGGAATGACGAAGTG 

GAAGTTACCCGAAACTTAAAACAAGCGAAACCGAACGAACCGGATTCCCACTTTCGTGGG 

AATGACGAATTTCAGGTTACTGTTTTTGGTTTTCTGTTTTTGTGAAAATAATGGGATTTC 

AGCTTGTGGGTATTTACCGGAAAAAACAGAAACCGCTCCGCCGTCATTCCCGCGCAGGCG 

GGAATCTAGGTCTGTCGGTGCGGAAACTTATCGGATAAAACGGTTTCTTGAGATTTTTCG 

TCCTGGATTCCCACTTTCGTGGGAATGACGCGAACAGAAACCGCTCCGCCGTCATTCCCG 

CGCAGGCGGGAATCTAGACATTCAATGCTAAGGCAATTTATCGGGAATGACTGAAACTCA 

AAAAACTGGATTCCCACTTTCGTGGGAATGACGTGGTGCAGGTTTCCGTATGGATGGATT 

CGTCATTCCCGCGCAGGCGGGAATCTAGACCTTCAATACTAAGGCAATTTATCGGAAATG 

ACTGAAACTCGAAAAACTGGATTCCCACTTTTGTGGGAATGACGCGATTAGAGTTTCAAA 

ATTTATTCTAAATAGCTGAAACTCAACACACTGGATTCCCGCCTGCGCGGGAATGACGAA 

GTGGAAGTTAGGGGAAACTTAAAAGAAGCGAAACCGAACGAACTGGATTCCCACTTTCGT 

GGGAATGACGGAATGTAGGTTCGTGGGAATGACGGCGGAGCGGTTTCTGCTTTTTCCAAT 

AAATGACCCCAACTTAAAATCCCGTCATTCCCGCGCAGGCGGGAATCTAGGTCTGTCGGT 

GCGGAAACTTATCGGGTAAAACGGTTTCTTGAGATTTTGCGTCCTGGATTCCCACTTTCG 

TGGGAATGACGGAATGTAGGTTCGTGGGAATGACGGGATATAGGTTTCCGTGCGGACGCG 

TTCGGATTCATGACTGCGCGGGAATGACGGGATTTTGGTGTATTCCCTAAAAAAATAAAA 

AAGTATTTGCAAATTTGTTAAAAATAAATAAAATAATAATCCTTATCATTCTTTAATTGA 

ATTGGATTTATTATGAACAATCCATTGGTGAATCAGGCTGCTATGGTGCTGCCTGTGTTT 

TTGTTGAGTGCTTGTTTGGGCGGAGGCGGCAGTTTCGATCTTGATTCTGTCGATACCGAA 

GCCCCGCGTCCCGCGCCAAAATATCAAGATGTTTTTTCCGAAAAACCGCAAGCCCAAAAA 

GACCAAGGCGGATACGGTTTTGCAATGAGGTTGAAACGGAGGAATTGGTATCCGCAGGCA 

AAAGAAGACGAGGTTAAACTGGACGAGAGTGATTGGGAGGCGACAGGATTGCCGGACGAA 

CCTAAGGAACTCCCTAAACGGCAAAAATCGGTTATCGAAAAAGTAGAAACAGACAGCGAC 

AACAATATTTATTCTTCCCCCTATCTCAAACCATCAAACCATCAAAACGGCAACACTGGC 

AACGGTATAAACCAACCTAAAAATCAGGCAAAAGATTACGAAAATTTTAAATATGTTTAT 

TCCGGCTGGTTTTACAAACACGCCAAACGAGAGTTTAACTTAAAGGTGGAACCTAAAAGT 

GCAAAAAACGGCGACGACGGTTATATCTTCTATCACGGTAAAGAACCTTCCCGACAACTT 

CX:CGCTTCTGGAAAAATTACCTATAAAGGTGTGTGGCATTTTGCGACCGATACAAAAAAG 

GGTCAAAAATTTCGTGAAATTATCCAACCTTCAAAAAGTCAAGGCGACAGGTATAGCGGA 

TTTTCGGGCGATGACGGCGAAGAATATTCCAACAAAAACAAATCCACGCTGACAGATGGT 

CAAGAGGGTTATGGTTTTACCTCAAATTTAGAAGTGGATTTCCATAATAAAAAATTGACG 
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ggcaaactgatacgcaacaatgcgaataccgataacaaccaagccaccaccacgcaatac 

tacagccttgaggctcaagtaacaggcaaccgcttcaacggcaaggcaacggc/uvccgac 

aaaccccaacaaaacagcgaaaccaaggaacatccctttgtttccgattcgtcttctttg 

agcggcggctttttcggcccgcagggtgaggaattgggtttccgctttttgagcgacgat 

caaaaagttgccgttgtcggcagcgcgaaaaccaaagacaaacccgcaaatggcaatact 

gcggcggcttcaggcggcacagatgcggcagcatcaaacggtgcggcaggcacgtcgtct 

gaaaacggtaagctgaccacggttttggatgcggtcgagctgaaattgggcgataaggaa 

gtccaaaagctcgacaacttcagcaacgccgcccaactggttgtcgacggcattatgatt 

ccgctcttgcccgaggcttccgaaagtgggaacaatcaagccaatcaaggtacaaatggc 

ggaacagcctttacccgcaaatttgaccacacgccggaaagtgataaaaaagacgcccaa 

gcaggtacgcagacgaatggggcgcaaaccgcttcaaatacggcaggtgataccaatggc 

aaaacaaaaacctatgaagtcgaagtctgctgttccaacctcaattatctgaaatacgga 

atgttgacgcgcaaaaacagcaagtccgcgatgcaggcaggagaaagcagtagtcaagct 

gatgctaaaacggaacaagttgaacaaagtatgttcctccaaggcgagcgcaccgatgm 

aaagagattccaagcgagcaaaacatcgtttatcgggggtcttggtacggatatattgcc 

aacgacaaaagcacaagctggagcggcaatgcttccaatgcaacgagtggcaacagggcg 

gaatttactgtgaattttgccgataaaaaaattactggtacgttaaccgctgacaacagg 

caggaggcaacctttaccattgatggtaatattaaggacaacggctttgaaggtacggcg 

aaaactgctgagtcaggttttgatctcgatcaaagcaataccacccgcacgcctaaggca 

tatatcacagatgccaaggtgcagggcggtttttacgggcccaaagccgaagagttgggc 

ggatggtttgcctatccgggcgataaacaaacgaaaaatgcaacaaatgcatccggcaat 

agcagtgcaactgtcgtattcggtgcgaaacgccaacagcctgtgcgataagcacggctg 

ccgaacaatcaagaataaggcctcagacggcaccgctccttccgatgccgtctgaaagcg 

aagattagggaaacactatgcaacagcaacatttgttccgattcaatattttatgcctgt 

ctttaatgactgcgctgcccgcttatgcagaaaatgtgcaagccggacaagcacaggaaa 

aacagttggataccatacaggtaaaagccaaaaaacagaaaacccgccgcgataacgaag 

taaccgggctgggcaagttggtcaagtcttccgatacgctaagtaaagaacaggttttga 

atatccgagacctgacccgttatgatccgggtattgccgtggtcgaacagggtcggggcg 

caagttccggctattcaatacgcggcatggataaaaaccgcgtttccttaacggtggacg 

gcgtttcgcaaatacagtcctacaccgcgcaggggggattgggcgggacgaggacggcgg 

gcagcagcggcgcaatcaatgaaatcgagtatgaaaacgtcaaagctgtcgaaatcagca 

aaggctcaaactcggtcgaacaaggcagcggcgcattggcgggctcggtcgcatttcaaa 

ccaaaaccgccgacgatgttatcggggaaggcaggcagtggggcattcagagtaaaaccg 

cctattccggcaaaaaccgggggcttacccaatccatcgcgctggcggggcgcatcggcg 

gtgcggaggctttgctgatccacaccgggcggcgcgcgggggaaatccgcgcccacgaag 

atgcaggacgcggcgttcagagctttaacaggctggtgccggttgaagacagcagcaatt 

acgcctatttcatcgttaaagaagaatgcaaaaacgggagttatgaaacgtgtaaagcga 

atccgaaaaaagatgttgtcggcaaagacgaacgtcaaacggtttccacccgagactaca 

cgggtcccaaccgcttcctcgccgatccgctttcatacgaaagccggtcgtggctgttcc 

gccx:gggtit'tcgttttgagaataagcggcactacatcggcgg€:atactcgaacacacgc 

aacaaactttcgacacgcgcgatatgacggttccggcattcctgaccaaggcggtttttg 

atgcaaataaaaaacaggcgggttctttgcccggtaacggcaaatacgcgggcaaccaca 

aatacggcggactgtttaccaacggcgaaaacggtgcgctggtgggcgcggaatacggta 

cgggcgtgttttacgacgagacgcacaccaaaagccgctacggtttggaatatgtctata 

ccaatgccgataaagacacttgggcggattatgcccgcctctcttacgaccggcagggca 

tcggtttggataatcattttcagcagacgcactgttctgccgacggttcggacaaatatt 

gccgcccgagtgccgacaagccgttttcctattacaaatccgatcgcgtgatttacx^ggg 

aaagccacaggctcttgcaggcggcattcaaaaaatccttcgataccgccaaaatccgcc 

acaacctgagcgtgaatctcgggtttgaccgctttggctctaatctccgccatcaggatt 

attattatcaacatgccaaccgcgcctattcgtcgaacacgcx:ccctcaaaacaacggca 

aaaaaatcagccccaacggcagtgaaaccagcccctattgggtcacx:ataggcaggggaa 

atgtcgttacggggcaaatctgccgcttgggcaacaatacttatacggactgcacgcx:gc 

gcagcatcaacggtaaaagctattacgcggcagttcgggacaatgtccgtttgggcaggt 

gggcggatgtcggcgcgggcttgcgctacgactaccgcagcacgcattcggacgacggca 

gcgtttccaccggcacgcaccgcaccttgtcctggaacgccggcatcgtcctcaaaccta 

ccgactggctggatttgacttaccgcacctcaaccggcttcc^cctgccctcgtttgcgg 

aaatgtacggctggcgggcgggtgttcaaagcaaggcggtcaaaatcgatccggaaaaat 

cgttcaacaaagaagccggcatcgtgtttaaaggcgatttcggcaacttggaggcaagtt 

ggttcaacaatgcctaccgcgatttgattgtccggggttatgaagcgcaaattaaagacg 

gcaaagaagaagccaaaggcgacccggcttacctcaatgcccaaagcgcgcggattaccg 

gcatcaatattttgggcaaaatcgattggaacggcgtatgggataaattgcccgaaggtt 

ggtattctacatttgcctataatcgtgtccgtgtccgcgacatcaaaaaacgcgcagacc 

gcaccgatattcaatcacatctgtttgatgccatccaaccctcgcgctatgtcgtcggct 

tgggctatgaccaaccggaaggcaaatggggtgtgaacggtatgctgacttattccaaag 

ccaaggaaatcacagagttgttgggcagccgggctttgctcaacggcaacagccgcaata 

caaaagccaccgcqcgccgtacccgcccttggtatattgtggacgtgtccggttattaca 

cggttaaaaaacactttaccctccgtgcgggcgtgtacaacctcctcaactaccgctatg 

ttacttgggaaaatgtgcggcaaactgccggcggcgcagtcaaccaacacaaaaatgtcg 

gcgtttacaaccgatatgccgcccccggtcgcaactacacatttagcttggaaatgaagt 

tctaaacgtccaaacgccgcaaatgccgtctgaaaggcttcagacggavttttttacaca 

atccccgccattttccatcatccccgatacaccgtaatctcgaaacccgtcattcccgcg 

caggcgggaatccagtccgttcggtttcggtttttttgaggtttcgggtaacttctaaac 

cgttattcccgcgaaaacagaaaatcaaaaacagaaacctcaaatcccgttattcccgag 

cagacgggatctagggcgtaaaatctaaagaaaccgttttatccgataagtttccgcacc 

gacagactagattcccgcctgcgcgggaafgacgtratatttttcgcatttgataaaaaa 
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GACCGTTTGAAATTTTTTCAGCGGACGCAAAGTATTGCGTAAAATGCTGCTTATAAGAAA 

CGCAAGGCGGGCGTAGGATGTGCAGCGTGGACATAGGGCTGGCTGTAGGGTGGGCTTCAG 

CCCACCAATCCCACCGTTTCCACCTATTCCCCCAACTCCGTCAATGTTATCCATTCCGCC 

CATTCCCACCGAAAACCGAAACCGCCGTATTCCCAAAAACCTTTGATGCGGTGAAATTGG 

TGGGCTGAAGCCCACCCTACAGCCCACCCTACGGCTCGCCGAAATTTCGTCATTCCCGCG 

CAGGCGGGAATCCAGGTCTGTCGGTGCGGAAACTTATCGGATAAAACGGTTTCTTGAGAT 

TTTACGTCCTAGATTCCCACTTCCGTGGGAATGACGGGATGCAGGTTTTCGTGCGGACGC 

GTTCGGATTCACGACTGCGCGGGAATGACGGGATTTCAGTTTGCGGATTGATTTGAAGTT 

GCAAAATCCCAACGGATCGGATTACCGCTTTCGCGTTTCAAAGTTACGGCGTTATdGGAA 

AAACAGAAAATCAAAGCTGCAAGAATTTATTTAAAACAACCGAATTTCAACGGATCGGAT 

TCTCGCCTGTAGGGAATGACGGCGGAAGGTTTTTTGTCTTTTCTGACAGATGTCCGCAAT 

CTGAAATCCTGACCGTGGGAACGACGGTATAGTGGATTAACAAAAACCAGTACGGCGTTG 

GCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTT 

CCGTACTATTTGTACTGTCTGCGGCTTTGTCGCCTTGTCCTGATT T TTGTTAATCCACTA 

TATAAATATTTCTATTTCAATCCAATATAAAATGCCGTCCGAACATCGTTCGGACGGCAT 

TTTTAATGCTTCAAATCAGTTGGTGCCGACTTTGATTTTCTGCCACAGGCTGACAGACAG 

TTTTTTCGC ATCCGTGC TC ATTTGCGGCATCACGAAACCGTCTTTCAT ATCCTGCTCGTT 

CGGGAAGATGGAACGGGTGTTCACCAGCTCGGCAGGCATTTTTTCGCGCGCCGGTTTGCT 

GGCGGGGGCAAAGGTTACGGCGATGCCGTTTTTCGCCGCGATTTCGGGGTCGAGCGTGTA 

GTTGATGTATTTGTGGGCATTGGCGACGTTTTTCGCATCGGCGGGAATCAGCCAAGACTC 

AATCCAGAAGCCCATACCTTTCGGTGTCAGCACTTCGATGCCGAC G TT G TTTTTCACTTC 

CTCGGAACGTGCTTTCGCCAAGTTCAAATCGCCGCCGTTGCCTGCCGCCAGGCAGATGTC 

GCCGCGTGCCAGCTCGTCGATGATGGACGGGCTGAAACGTTTGACATCCGGACGGATAGA 

CTTCAACACTTCCGGCGCCGCCTTCAAGTCTTCAGGATTCGAGCCTTTGGGGTCTTTGCC 

CAAGTAGTTCAGCAAAATCGGGAACATTTCACTCGGGGTGTCCCACAGGGCGATGCCGCA 

GGATTTCAGCTTGTGGGTGTATTCGGGTTTGAACAGCAAATCCCAGCCGTTTTCGGGCAG 

CTTGCCGCCCAAAAGCTCTTTGCCCTTCGCCGTAATCGCAATCGTGTTCACGCCGGAGAA 

ATAGGGGACGGCATACTGGTTGCCCGGGTCGGCGGTTTCCAGCATTTTCAAGAGTTCGGG 

ATCGATGTTTTTATAGTTGGGAATCAGGTCTTTGTTGACTTTTTGATACGCGCCCGCCTC 

GATTTGGCGCGGCAGGAAGGCGATGCCCGGCACGACCAAATCGTAACCGGATTTGCCGGT 

CAGCATTTTGGCTTCCAGCGTTTCATTGTTTTCGTACAAGTCGTAAGTCAGCTTCAGATT 

GTTGGCTTTTTTAAAGTCTTCGACCGTACTCTCATCAACATAGTTCGACCAGTTGTAGAT 

GTTCAGAGTATCGGTGGCAGCGGCTTCGGCATTGGCAGCAGACGCAGCGTCTGCTTGAGG 

TTGCACGGCGTTTTTTTCGCTGCCGCCGCAGGCTGCCAGAGACAGCGCGGCCAAAACGGC 

TAATACGGATTTTTTCATACGGGCAGATTCCTGATGAAAGAGGTTGGAAAAAAAGAAATC 

CCCGCGCCCCATCGTTACCCCGGCGCAAGGTTTGGGCATTGTAAAGTAAATTTGTGCAAA 

CTCAAAGCGATATTGGACTGATTTTCCTAAAAAATTATCCTGTTTCCAAAAGGGGAGiUiA 

AACGTCCGCCCGATTTTGCCGTTTTTTTGCGCTGTCAGGGTGTCCGACGGGCGGATAGAG 

AGAAAAGGCTTGCATATAATGTAAACCCCCTTTAAAATTGCGCGTTTACAGAATTTATTT 

TTCTTCCAGGAGATTCCAATATGGCAAACAGCGCACAAGCACGCAAACGTGCCCGCCAGT 

CCGTCAAACAACGCGCCCACAATGCTAGCCTGCGTACCGCATTCCGCACCGCAGTGAAAA 

AAGTATTG7UUVGCAGTCGAAGCAGGCGATAAAGCTGCCGCACAAGCGGTTTACCAAGAGT 

CGGTCAAAGTCATCGACCGCATGGCCGACAAGGGCGTGTTCCACAAAAACAAAGCGGCAC 

GCCACAAAAGCCGTCTGTCTGCAAAAGTAAAAGCCTTGGCTTGATTTTTGCAAAACCGCC 

AAGGCGGTTGATACGCGATAAGCGGAAAACCCTGAAGCCCGACGGTTTCGGGGTTTTCTG 

TATTGCGGGGGCAAAATCCCGAAATGGCGGAAAGGGTGCGATTTTTTATCCGAATCCGCT 

ATAAAATGCCGTTTGAAAACCAATATGCCGACAATGGGGGCGGAGATGAATACACGGAAT 

ATGCGCTATATTCTTTTGACAGGACTGTTGCCGATGGCATCCGCTTTTGGAGAGACCGCG 

CTGCAATGCGCCGCTTTGACGGACAATGTTACGCGTTTGGCGTGTTACGACAGGATTTTT 

GCGGCACAGCTTCCGTCTTCGGCAGGGCAGGAAGGGCAGGAGTCGAAAGCCGTACTCAAT 

CTGACGGAAACCGTCCGCAGCAGCCTGGATAAGGGCGAGQCGGTCATTGTTGTTGAAAAA 

GGCGGGGATGCGCTTCCTGCCGACAGTGCGGGCGAAACCGCCGACATCTATACGCCTTrrG 

AGCCTGATGTACGACTTGGACAAAAACGATTTGCGCGGGCTGTTGGGCGTACGCGAACAC 

AATCCGATGTACCTTATGCCGCTCTGGTACAACAATTCGCCCAACTATGCCCCGGGTTCG 

CCGACGCGCGGTACGACTGTACAGGAAAAATTCGGACAGCAGAAACGTGCGGAAACCAAA 

TTGCAGGTTTCGTTCAAAAGCAAAATTGCCGAAGATTTGTTTAAAACCCGCGCGGATCTG 

TGGTTCGGCTACACCCAAAGATCCGATTGGCAGATTTACAACCAAGGCAGGAAATCCGCG 

CCGTTCCGCAATACGGATTACAAACCTGAAATTTTCCTGACCCAGCCTGTGAAGGCGGAT 

TTGCCGTTCGGCGGCAGGCTGCGTATGCTCGGTGC6G G TTTTGTCCACCAGTCCAACGGA 

CAGAGCCGTCCCGAATCGCGTTCGTGGAACAGGATTTACGCCATGGCAGGCATGGAATGG 

GGCAAATTGACGGTGATTCCGCGCGTGTGGGTGCGTGCGTTCGATCAGAGCGGCGATAAA 

AACGACAATCCCGATATTGCCGACTATATGGGGTATGGCGACGTGAAGCTGCAGTACCGC 

CTGAACGACAGGCAGAATGTGTATTCCGTATTGCGCTACAACCCCAAAACGGGCTACGGC 

GCGATTGAAGCCGCCTACACGTTTCCGATTAAGGGCAAACTCAAAGGCGTGGTACGCGGA 

TTCCACGGTTACGGCGAGAGCCTGATCGACTACAACCACAAGCAGAACGGTATCGGTATC 

GGGTTGATGTTCAACGACTTGGACGGCATCTGAACCGCGTGTTCAGACGGTATATCAAGT 

TGCCGTGCCGTCTGAAGCCGCCGGCGGTTTGGCGGGGCGGGATAAAAATTTCGTTTGAAT 

CCGGGCAAACGCGTATAATGTGCGGTTTGTACGGACTTTGTCGGAATCAAGCAAGATGAC 

GGAACCTGCGGCCGAAGGCGGCAAAGCTGCCAAGGCGTTAAAAAAATATCTGATTACGGG 

CATTTTGGTCTGGCTGCCGATTGCGGTAACGGTTTGGGTGGTTTCCTATATCGTTTCCGC 

GTCCGATCAGCTCGTCAACCTGCTGCCGAAGCAATGGCGGCCGCAATATGTTTTGGGGTT 

TAATATCCCGGGGCTGGGCGTTATCGTTGCCATTGCCGTATTGTTTGTAACCGGATTGTT 

TGCCGCCAACGTATTGGGTCGGCAGATCCTCGCCGCGTGGGACAGCCTGTTGGGGCGGAT 

TCCGGTTGTGAAATCCATCTATTCGAGTGTGAAAAAAGTATCCGAATCGCTGCTGTCCGA 

CAGCAGCCGTTCGTTTAAAACGCCGGTACTCGTGCCGTTTCCCCAGCCCGGTATTTGGAC 
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GATTGCTTTCGTGTCAGGGCAGGTGTCGAATGCGGTTAAGGCCGCATTGCCGAAGGACGG 

CGATTATCTTTCCGTGTATGTTCCGACCACGCCGAATCCGACCGGCGGTTACTATATTAT 

GGTAAAGAAAAGCGATGTGCGCGAACTCGATATGAGCGTGGACGAAGCATTGAAATATGT 

GATTTCGCTGGGTATGGTCATCCCTGACGACCTGCCCGTCAAAACATTGGCAGGACCTAT 

GCCGTC TG AAAAGGC GG ATT TGCC CG AACAACAATAAAGCCGCCGTTCAGACGGCATTTT 

CTGTTTTCAGTTTAAATCAAT7UVAAGGTGATTTTATGCGTACCAACTATTGCGGCCTGAT 

CAGTGAGCAATACTTAGACCAAACCGTTACCGTCAAAGGCTGGGTACACCGTCGACGCGA 

CCACGGCGGTGTGATTTTTATCGACCTGCGCGACCGCGAAGGCATCGTCCAAGTCGTGAT 

CGATCCCGACACGCCCGAAGCGTTTGCCGCTGCCGATTCCTCCCGCAACGAATACGTTTT 

GAGCATTACCGGCCGCGTACGCAACCGTCCCGAAGGCACGACCAACGATAAAATGATTTC 

CGGCAAAATCGAAATCCTTGCCAAAGAAATCGAAGTCTTGAACGCCGCCGCCACGCCGCC 

GTTCCAAATCGACGATGAAAACATCAGCGAAAACGTTCGCCTGACCAACCGCGTTATCGA 

CTTGCGCCGTCCGGTGATGCAACGCAACCTGCGCCTGCGTTACCAAGTTGCTATGGGCGT 

TCGCCGCTACTTGGACGCGCAAGGTTTCATCGACATTGAAACCCCGATGCTGACCCGCTC 

CACGCCTGAAGGCGCGCGCGACTACCTCGTGCCGAGCCGCGTTCATCCGGGCGAGTTTTT 

CGCGCTACCGCAATCGCCGCAATTATTCAAACAACTGTTGATGGTGGCGGGTTTCGACCG 

TTACTACCAAATCACCAAGTGCTTCCGCGACGAAGACCTGCGTGCCGACCGCCAGCCCGA 

ATTTACCCAAATCGACTTGGAAACCTCGTTCTTAAACGAGGATGAAATCATGGACATCAC 

TGAAGGCATGGCCAAACAAGTCTTCAAAGATGCTTTAAATGTAGATTTGGGCGACTTCCC 

ACGCATGCCTTACTCTGAAGCCATGTTCTACTACGGCTCTGACTUiACCGGATATGCGCAT 

CAACTTGAAATTTACCGAGTTGACCGACCTGATGAAAACGGAAGAATTCAAAGTCTTCCG 

TGGCGCAGCCGACATGAAAGGCGGCCGCGTGGTCGCTCTGCGCGTGCCGAACGGCGCAGA 

ATTCAGCCGCAAAGAAATCGACGAATACACCAAATTTGTCGGCATCTACGGCGCGAAAGG 

TCTGGCATACATCAAAGTAAACGATGTCAGCAACCTTTCCAACGGCGAAGACAGCGGCCT 

GCAATCTCCAATCGTGAAATACCTGTCCGAAAACGCCCTGAAAGAAATTATCGCGCGTAC 

CGGCGCGCAAAACGGCGACATCATCTTCTTCGGCGCAGACAAAGCCAAAGTCGTGAACGA 

AGCCATCGGCGCACTGCGTATCAAAGTCGGCTTGGAGCACGGCAAAGACAACGGCTATTT 

CACAGACGAATGGAAACCTTTGTGGGTCGTTGATTTCCCAATGTTCGAATACGACGAAGA 

AGCCGACCGCTACGTTGCCGTACACCATCCGTTTACCGCGCCAAAAGAAGGTCATGAAGA 

CCTGATGGTTTCCGACCCGGCAAATTGTTTGGCACGCGCCTACGATATGGTATTGAACGG 

CTGGGAAATCGGCGGCGGCTCTATCCGTATTCACCGCGGAGACGTACAAGAGAAAGTGTT 

TGCCGCGCTGAAAATCAGCCCTGAAGAGCAACAAGAGAAATTCGGCTTCCTCTTGGACAA 

CCTGAAATTCGGCGCACCTCCTCACGGCGGTCTTGCATTCGGCCTCGACCGTCTGGTAAC 

GCTGATGACCGGTGCCGAATCCATCCGCGACGTGATTGCCTTCCCGAAAACACAACGCGC 

CCAATGCCTGCTGACCAACGCGCCCAACAGCGTGGACGACAAGCAGTTGCGTGAATTAAG 

TTTGCGTTTGCGCCAGAAGGCAACCGAAACTAAAGAAGTATAAGGAAAACGGAGCCGTTT 

GACGGCTCTGTTTTTTTCAGACGGCATTTACGCTTCTTGACTTCCCTCTAATTCAAACCT 

AATTTTGCTGTGTTTTAATGGCGGTATTGAAAAACACATCTTGTTCAATCAACCGATAAA 

AAAAGGAGTGAAAATGAAAAAACTGTTATTGGCTGCCGTTGTTTCTCTGAGTGCCGCTGC 

CGCATTTGCCGGCGACTCTGCCGAGCGTCAGATTTACGGCGATCCCCATTTTGAACAAAA 

CCGCACAAAAGCTGTGAAAATGTTGGAGCAGCGCGGTTATCAGGTTTACGATGTCGATGC 

CGACGACCATTGGGGTAAGCCTGTGCTGGAAGTGGAAGCCTATAAAGACGGCCGCGAATA 

CGACATCGTGTTGTCTTACCCCGACCTGAAAATCATCAAAGAGCAGCTCGATCGCTGACT 

CCTTTGATGGAAAGATGAACCAAAATGCCGTCTGAAGCGTTCAGACGGCATTTTGCCTGT 

TCCTCATCAGGTATGAGGCAGGCTTTTCTTATTAAAAAAATGACATTTCACGCTGATTTG 

TTATAATCATTCCTTTTCAACACGACAGACGGAGCAGGTTTATTATGCCTATCCTTACCA 

TCCGTGAAGTGTGCAACATTAATCATTGGGGCATAGGTTATTATGATGTTGACGATTCCG 

GCGAAATCATCGTCCGCCCCAATCCCTCGCAACACAATCAAACTGTTTCACTGCAAAAAC 

TGACTGAAGCCGTGCAACAAAAACATCAGGCGCGCCTGCCTGTTTTGTTTTGTTTTCCGC 

AAATCCTCGAACACCGCCTCCGCGACATTAACCGCGCCTTTCAGACGGCACGGGAAGAGT 

GCGGCTATAAGGGCGGTTATTGTTTGGTTTACCCTATCAAGGTCAACCAACACCGCCGCG 

TCATCGAATCGCTTATGTCAAGCGGACAACCGCATGGTTTGGAAGCTGGTTCTAAAGCCG 

AACTGATGGCGGTTTTGGCACACGCCGGCAACCGGCAAACATTAATCGTCTGCAACGGCT 

ATAAAGACCGTGAATATATCCGTTTCGCCTTGATGGGCGAAAAACTGGGGCATCAGGTTT 

ATTTGGTGATTGAGAAGCTGTCCGAAATACAAATGGTATTGGAAGAGGCGGAAAAACTCG 

GCATCAAGCCCCGTTTGGGTGTGCGCGCCAGACTGGGTTCCCAAGGTTGGGGAAAATGGC 

AGTCTTCGGGTGGGGAAAAATCAAAATTCGGCTTGTCGGCTTCCCAAGTTTTGCAACTGG 

TCGATATTTTGAAACAAAAAAACAGGCTGGATTGCCTGCAGCTTTTGCATTTCCATTTGG 

GCTCGCAGCTTGGGAACATCCGTGATGTTGCCACAGGTGTACACGAATCGGCTCGGTTTT 

ATGTTGAGTTGCACAAACTGGGGGTAAATATCCGCTGTTTTGATGTAGGCGGCGGGCTTG 

GCGTGGATTACGAAGGAAACCGCACACAATCGGATTGTTCCGTTAATTACAGCCTCAACG 

AATATGCCGCCACAGTCGTATGGGGCATCAGTCAGGCTTGTCTCGAACACGGGCTGCCGC 

ATCCGACAATCATCACCGAGAGCGGGCGCGGCATTACCGCACATCACGCCGTTTTGGTTG 

CTAATGTTATAGGCGTTGAACGTTACAAACCGCGCCGGCTGGATGCGCCATCGCCCGAAG 

CACCGCGTGTGTTGCACAGTATGTGGGAAACTTGGJiICGGATATTTCCGCCTCGCGGGAAA 

AACGTTCCTTACGCAGCTGGATACACGAAGGGCAGTTTGATCTTGCTGATGTGCATAATC 

AGTATAATGTCGGGCTGTTGAGTTTGGCGCAACGTGCGTGGGCGGAGCAACTGTATTTAA 

ATATCTGTCATGAAGTCGGCGAATTGTTTAATGAAAAACACCGGTCTCACCGAACCATTA 

TTGACGAATTGCAAGAACGTTTTGCCGATAAGCTGTATGTCAATTTCTCACTCTTCCAAT 

CTTTGCCCGATGCTTGGGGCATAGATCAACTTTTCCCTGTTTGTCCCATTACCGGTTTGA 

ATGAACCGATTGCGCGCCGCGCCGTGTTGTTGGACATTACCTGCGATTCAGACGGTACGA 

TTGACCACTACATCGACGGAGACGGCATCGCCGGTACGATGCCTATGCCTGATTATCCCG 

AAGAAGAGCCGCCGCTTTTAGGCTTTTTTATGGTGGGAGCATATCAGGAAATACTCGGCA 

atatgcacaatcttttcggcgacactgccactgccgatgttgttgtaggggaagacggac 
aatttaccgtcatcgattacgatgaaggaaacacx:gttgccgatatgctcgaatacgttt 
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ATCAAGATCCGAAAGAGCTGATG7VAACGCTATCGCGAACAAATCGAACATTCAGACCTTC 

CTGCCTCGCAGGCTATGTCTTTCTTAAAAGAACTCGAAGCGGGGCTTAATGGTTATACCT 

ATTTGGAAGACGAATAGACGCATCAAGGCATCGGATATGTCGTCTGAAGCCCGATTTTCT 

TACTCAAACACCAATCATCACGACCGATTGAAACCAATTACAAGGAATCATTACGATGCA 

ATACAGCACACTGGCAGGACAAACCGACAACTCCCTCGTTTCCAATAATTTCGGGTTTTT 

GCGCCTGCCGCTTAATTTTATGCCGTATGAAAGTCATGCCGATTGGGTTATTACCGGCGT 

GCCTTATGATATGGCGGTTTCAGGGCGTTCCGGCGCGCGTTTCGGTCCTGAAGCCATCCG 

GCGCGCCTCCGTCAACCTCGCTTGGGAGCACCGCAGGTTTCCATGGACATTTGATGTGCG 

CGAACGCCTGAACATTATTGATTGCGGCGACTTGGTTTTTTCTTTTGGCGACAGCAGGGA 

TTTTGTCGAAAAAATGGAAGCGCACGCCGGCAAATTACTTTCTTCCGGCAAACGCTGTTT 

GAGTTTGGGCGGCGACCATTTCATTACCCTACCGTTGTTGCGCGCCCACGCCCGCTATTT 

CGGCAAACTCGCACTGATTCATTTTGACGCGCACACCGACACCTACGACAACGGCAGCGA 

ATACGACCACGGTACGATGTTCTATACCGCCCCCAAGGAAGGCCTCATCGACCCGTCCCG 

TTCCGTACAAATCGGCATACGCACCGAACACAGTAAAAAATTGCCTTTTACTGTGTTGTC 

CGCCCCTAAAGTCAATGAAGACAGTGTTGAAGAGACCGTCCGTAAAATCAAAGAAACCGT 

CGGCAATATGCCCGTTTACCTGACTTTCGACATAGACTGCCTGGACCCGTCGTTCGCCCC 

TGGGACCGGTACGCCCGTATGCGGCGGCTTGAGCAGCGACAGGGCATTAAAAATCCTACG 

TGGGCTGACGGATCTCGACATCGTCGGTATGGATGTTGTAGAAGTTGCCCCCTCTTACGA 

CCAATCCGACATTACCGCTTTGGCCGGTGCCACAATTGCCTTGGAAATGCTTTACCTTCA 

AGGTGCGAAAAAGGACTGAACGTCCGGCATCCCCCGGGTTTTCGCCGTGCCGTTCAAACG 

GCGTATTCAGTCTAATGAAAATTCAAATACTGAAACAAAAGTTGCCCGGAGCCGCATATC 

GGAAAGACGGTGAAATATCAGAATATATCTTATAAAACAATTAGTTAAATATTATTTTTC 

CGATTTTTCGGGACGGTCTTTTTTACGGAGGTCAATATGATGAAATTGGGTTTCAAACCG 

ATACCCCTCGCCATTGCCGCAGTATTGTGCGCCCTGGTTTTGGCACTGCCCGTACCCGAC 

GGGGTCAAGCCTCAGGCTTGGACGCTGCTGGCCATGTTTGTCGGTGTGATTGCCGCCATT 

ATCGGCAAGGCCATGCCGTTGGGCGCGCTGTCGATTATTGCCGTCGGGTTGGTCGCAGTA 

ACCGGCGTAACCGCCGACAAACCGGGCGCGGCGATGAGCGATGCGTTGAGTGCGTTCGCC 

AATCCGTTGATTTGGCTGATTGCCATCGCAGTTATGATTTCGCGCGGTTTGCTCAAAACA 

GGGCTGGGGATGCGTATCGGATATTTGTTTATCGCCGTTTTTGGAAGAAAAACGCTGGGC 

ATCGGTTACAGTCTCGCTCTTTCCGAACTGCTGCTGGCTCCCGTTACCCCTTCCAATACC 

GCGCGCGGCGGCGGCATTATACATCCGATTATGCAGTCGATTGCCGGCAGTTACGGCTCC 

AATCCCGCAAAAGGCACAGAAGGCAAGATGGGTAAATATTTGGCTTTGGTCAACTATCAT 

TCCAATCCCATTTCGTCGGCTATGTTTATTACTGCAACTGCCCCCAACCCTTTAATCGTC 

AACTTGATTGCCGAAAATTTAGGCAGTAGTTTCCGTCTTTCTTGGGGGGCGTGGGCGTGG 

GCAATGGCTGTTCCCGGCGTTATCGCCTTTTTCGTTATGCCTTTGATTTTATATTTTTTG 

TATCCGCCTGAAATTAAAGAAACGCCCAATGCCGTTCAATTTGCCAAAGACCGTCTGAGG 

GAGATGGGTAAAATGTCGGCAGACGAAATCATTATGGCGGTCATTTTCGGTATCTTGCTG 

CTGTTGTGGGCAGATGTTCCCGCCCTTATTACCGGCAATCACGCTTTTAGTATCAACGCC 

ACCGCCACCGCATTTATCGGATTAAGCCTGCTTTTGCTTTCCGGTGTATTGACTTGGGAC 

GATGTTTTGAAAGAAAAAAGCGCGTGGGATACGATTATTTGGTTTGGCGCATTGATTATG 

ATGGCCGCATTTTTAAATAAACTCGGACTGATTAAATGGTTCTCCGGAaTGTTGGCGGAA 

AGTGTCGGCGGTTTGGGCGTTAGCGGCACGGCTGCGGGCGTAATCCTCGTGCTTGCTTAT 

ATGTATGCGCATTATATGTTTGCCAGTACTACTGCACATATTACCGCTATGTTCGGCGCA 

TTTTTCGCTGCTGCCGTTTCACTGAATGCCCCGGCGATGCCGACCGCGCTGATGATGGCG 

GCCGCATCCAACATTATGATGACCCTCACTCATTATGCGACCGGTACTTCGCCTGTGATT 

TTCGGTTCGGGCTACACCACAATGGGAGAATGGTGGAAGGCGGGTTTTATCATGAGCGTA 

GTCAATTTTCTGATTTTTTTCGTTATCGGCAGCATTTGGTGGAAAGTTCTGGGGTATTGG 

TAAGGGAAAAATAAAATAAATTTCCAATCTGTGTTTATTTGATTGGGCGACTATTATCGT 

GAAATATGCCGTCTAAAGCCTTCAGATGGCATATTTGTGCGCTTGAATGTTGCAGAAAGC 

GGCAGGCGGCGGTGTAGGAAAAGCCAAACAAAAACCAAACCGCCTATCAACTTCTGATAA 

ACATAAGCATTAAATAATCAGAAGGTTATTCAATTACCTAAACGCAAATTTCCCTGCCGT 

ATCACATCTATTGAAAATAATACATCAACCGGCTCGGAAGCAGCCTGATCAGGTGTTTCT 

ACTTGCGGCGATGAATCGGCAGCCGGTTCGGTATAGGCAGTCGGCGTGCCGTCGGATTGG 

GTATTTAAATGCGGTTGTGCCTCGGGCGTGTGTACATCAGGCACTTCGGGCGTGCGTGTC 

TCGGATATTTCGGCAGAGTTGGTTTCCTCAGTTTGTTCAATGACTTCAGCTTGGCTGTAT 

GAGGAAGAACCCTGTATCCACGCCAGCGATTTGAGCGGCATCTTCATCTTGCCGTTTTTG 

CCGCAGGTCAGGCAGACGGCCGATCCGGTGCGGTCTTTGAGTACAGCATCGACTTTCTCG 

GGCGCGATGGTTTTACCCTGTGTTTTTGCCCATTGCGCAATACTTTTTTTCAGAGAGGCG 

ATGTCAAGGTTGTTCTTACCGTAAGGGTCGCGGAAGGCGGCAAGCCACAGGTTGCGATCC 

GCATCTTCATTGAGACCCGCCATTTGATAGATGACGGAGGCGGGCGAGCCGCTGGCGATG 

GTTTTGGCAAACTCGAGCGCGTCGGGCGATTTCATGCGGACGCAGCCGTGACTCCGAACC 

CCGGGGACGCTGGCCGGCGCATTGGTCCCGTGTATGCCCAAACCGAGTTTGGGGTCGCCT 

AAGCGGACAAAAACCGGCCCCAAAGGGTTGTCCGGGCCGGCGGCTATGGTTTTTACGCCG 

TCGCCGCGTTCTTTCTGTATGGATTTGGGGATGTACCAAACAGGGTTATAGGCTTTCGCA 

CCGATTTTATGTTCGCCTAGATTGGTTTGCGTCATCGCCCGACCTACTGCAACGGGATAA 

ACCTTGGTCAGTTTGCCGTCGGTGTAGAGGAACAGGCGTTGCTGAGGGATGTTAATGAAG 

ACATGTTGACCTTGTGCGACGGGGGAGACATCGGGAATGATGGTGTTTGCGTATGAAAAA 

CCGCTTATCAATAGTGCAGCAGTGCGGCAGATTGTTTTATTCATATCAAAATATGGTGTG 

TGTCCGATAGGTTTTCGGCAAATCATACCTGAAACCGTACCAATTTGTGCGAAAATATGC 

GCTTCGGTACAGTGCGGACGGATTGGGTAATGGCAACGGAAACAAATGTCGCGGAAATTT 

CCGCCTTGGATTATGAAGGCAGGGGTCTGGCAAAGGTCGGCGGCAAAACGGTTTTTATTA 

AAAGGGCATTACTTGATOGTTTGATGCTGGGTTGGTTCAGGCTTTAACTCAGGAATATTT 

ACATCATAATGAAGGTTTTTAAACAACAGCTTGAACAACTCGGCGCGCAAAACCAATATC 

•GTTCGATTCCGGATTTGATTCATCAAGGGCGGTATATTACGCGGGAAAACCGCAAAATGC 

TGAATATGTCGTCTAATGATTATTTGGGTTTGGCATCAGATGAAAACTTGCGCCGGTCTT 
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TTTTGCAGCAATACGGCGGTAATTTTCCCTCTTTTACCAGTTCTTCATCGCGTTTATTAA 
CGGGCAACTTTCCTATTTATACCGATTTGGAAGAGCTTGTCGCACAACGTTTCCAACGGG 
AAAGCGCGTTATTGTTCAACAGCGGCTATCACGCCAATCTCGGTATTTTGCCTGCTTTGA 
CGACGACGAAAAGTTTGATTTTGGCAGATAAATTTGTTCACGCCAGTATGATTGACGGCA 
TCCGTTTGAGCCGGTGTGCGTTTTTCCGTTATCGTCATAATGATTATGAACATTTGAAAA 
ATCTGCTTGAAAAAAACGTCGGAAAATTTGACCGCACTTTTATCGTTACCGAATCTGTTT 
TCAGTATGGACGGCGATGTGGCGGATTTGAAACAGCTTGTCCAATTAAAAAAACAGTTTC 
CCAATACTTATCTTTATGTGGATGAAGCCCACGCAATCGGTGTTTATGGGCAAAACGGAT 
TGGGGATTGCCGAACGGGATAATTTGATTGCCGAGATTGATTTATTGGTTGGCACTTTCG 
GTAAAGCCTTAGCCTCGGTGGGGGCGTATGCCGTCTGCAACCAAGTATTGAAAGAATGTT 
TGATTAATCAAATGCGCCCATTGATTTTTTCAACCGCATTGCCGCCGTTTAATGTGGCTT 
GGACTTATTTTATTTTTGAACGATTGCCGCAATTCTCAAAAGAAAGAAGCCATCrrGAGC 
AGTTAAGCGCATTTTTACGGCGGGAAGTGGCGCATCGGACGCAAATAATGCCGAGCCAAA 
CCTGTATCGTCCCCTATATTTTAGGCGGGAATGAAGCCACCCTTGCCAAAGCGGAATACC 
TGCAAAGGCAGGGTTATTATTGCCTGCCCATCAGACCGTCGACAGTACCCAAAAACACAT 
CCAGAATCCGCCTGTCTTTAACGGCAGATATGACAACGGATGAAGTGCGGCAGTTTGCGG 
CGTGCCTGTAAGGATATGATATGGAAACAAAATTTTACAATCATCAAGGCGGACATTTAA 
TCCTGTATTTTGCAGGTTGGGGAACGCCGCCCGATGCTGTAAATCATTTGATTTTGCCGG 
AAAATCACGATTTATTGATTTGCTATGATTATCAAGATTTAAATTTGGATTTTGATTTTT 
CCGCCTATCGGCACATCCGTTTGGTGGCGTGGTCAATGGGCGTTTGGGCGGCAGAGAGGG 
CATTGCAAGGAATAAGATTAAAATCCGCAACGGCAGTGAATGGCACAGGTTTGCCTTGCG 
ATGATAATTTCGGTATCCCTTGCACCGTTTTTAAAGGCACATTGGAGAACCTCACGGAAA 
ACACCCGTTTAAAATTTGAACGCAGAATGTGTGGCGATAAAGCATCTTTTGAAGATTACC 
AACAATTTCCCGCACGCCCGTTTGGCGAAATTCATCAAGAACTTATCGCACTTTTTGCGA 
TGATCGGGCAAGATAGACGTACAGATCTTATCCGCTGGACAAATGCCTTGGTCGGATCGG 
GCGATAAAATTTTTATGCCTGCCAATCAGCACCGATATTGGACACCGCGTTGCACCGTTC 
GGGAAATTGACGTCGGACATTACCTGTTTTCAAGATTCACCCATTGGTCGGCACTATGGA 
ATCACTGACTGCCATAAATAAATCGCGCATTCGGCAGGCTTTCCAAAAAGCATTAAACGA 
TTATGACCGGCACGCCTTAATCCAACAAAAAATGACGATTAATTTAATGACGCATTTGCA 
AGATTATTTGCCGGATATGCCATTGGAAAACGTGTTGGAATTGGGCTGCGGCTCAGGAAT 
GTTGAGTGCCTTGCTGCAAAAACAGATTTCAGCGAATTATTGGTTATTTAATGATTTGTG 
CAATGTGCAGCCCCJUVCTGGCTGAAAAACTGCCGCAATCCTTTGATTTTTATTGCGGCGA 
TGCGGAAAACTTTCCTTTTCAACGACAATTTGACTTAATCGCAAGCGCATCTGCCGTGCA 
ATGGTTTCATCAACCCGACGCTTTTATCACCCATTGCAAAACAGGCTTGAAAACAAACGG 
ATTATTGGCGGTTGCAACCTTTGGCAAAGACAATTTAAAAGAAGTCCGCCAAATTACAAA 
TATAGGCTTAAATTACCCGACTTTATCCCAATGGCAGGCTTGGTTAGCCAAAGATTTTGA 
GCTTTTATGGTGTGAGGATTTTACGGTAATACTAGACTTTGATACGCCGTCAGATGTACT 
CAAACACCTTAAATATACAGGCGTAACAGCCACGAACCAAAAAAATTGGACAAGAAAAAA 
TCTCAATGGATTTATTGGCGATTACTTGTCGGCGTTCGGTATGCCGTCGGGCAAAGTGCG 
CCTGACTTATCATCCGTTATTTTTTATCGCGCGCTACTCTGCGGCGGGCAGGCAATAAGG 
CAGCTTATGGGCAAAGTTATTTTTATATCGGGTATTGATACTGATGTGGGTAAAAGGTAA 
TATGGCGAGGCTTGTGCAGAAGGCATATTGTTAAACGTTAAATTATGGTATGATTTAAAA 
CTTACAAGTCTATTTCAGTAAATCGTTAATAATAAAAGCGGACAATGGCCGTTGCAGGCG 
GTCAGCTATCCGCTCGTTACGGTATCGGGAGTATCCTTTGGAAAACTCATTAATTATCGG 
TTTGGCACTGGCGGTATTGCTGATGCTTTTGGTTATGCGTGCGAAGCAGGGTAAGAAAAC 
ACCGAAGCGCAAATCCCAAGGTGTCGGCAATACGCAGGGGCAGACACCCGGAAGCAATGA 
TTCGGACTGGGTCGATCAGATTGGACAATCGGTTTCAGACGGCACGCAACCCGACTGGTC 
TTGGAACGAAAGTGCCGAGACCGCATCCGCCGCCGTATCCGCGCAAGAAGTCGATCCGCT 
TACGGAGTATCAGGTTTATAAGCAATTCGGTTATCAGGGCAAGGCTGCCGAATCTTTGGC 
TGCCTATCTGGACGGCATTCCGGATGGTGAAGCGAAACCTGAAAACCTTATCCGCGAGCT 
GCTCGATATCAATCTCGAAGTGGGGGATGTCGATGTTTTGGCAGACAATCTGCAAAAATA 
CGGCAAACTGATTCTTTCCGAACTTTTGGCAAAATATATCGAACAGGCATTACAGCGCGA 
TT^y^AACCATTTGCGTATCCGCGTCTTGGCGGAAGJUMOTTTGGGATGGGGtACTCAGGA 
GATTGAAAAACGTGCGGAAGGCGGTTCTGCGACGGCAGCTTCCGCATCGCCCCCGCCGGA 
TGCCGGCGGTAAGGCTTATGAAGCCGAAGAAATCAAGCGCATCCCGATTGTGCGGGGCAA 
AAAAGACGTGTCCGGAATCAGTCAAGAGGAAATCGGTGCGATTGCCGGTTTGGTCCGTGC 
CGATCAAGGTGCGAAAATCCTTAAAGACAAAGTCAGCTATGAAACGGCATCGAAACAATA 
CGACCGTGCCATCCAAACTTCCGAAAAACCTGCAAACCTGATTATCGATGCGTTGAAACT 
CGATTACCAACACGCGGACATAGACCGTTTTGCCGGACATTTGTGGAAACTTTACCAAAC 
GTTGGGCAACTACGGCAGGCAGGTTAAAGAGCGGATGCTGGGGTGGGGGTACAGCTTGGG 
TTACCATGAAGTTTTCGATGATTTGGAAAAAGGGCCGAACGACCGGCAAATCAAAGACAT 
CGGTATGGGGCACGGGTATCTGCCGAAAAATATACAGAAATTCAAATCGCAACATCGGGA 
TTTGGTGCTTCAAGATTCTTCGTTGATTAACACCGGTTCGTCTCCGGCAGACGATGCGGT 
TAAGGAAGTAGAGTCGTTGCTGATGTATGGTCAGATTGAAGCGGCAATGGATGTGTTGGA 
GCAGGCGGTATTGAAATATCCCGACGAGTCCCAGCTTTATATTACGTTGATCGATATTTA 
TGAACGTACTGAAGATTGGGATAGGTTGGGGCAGTTTTTAAGGGTATTGAGGGAACGTGC 
GGACAGGCTTCCTGAAGAGGTCGTTATGCTGATGAGCCGGCTGCTGCAGCGTATGAATCA 
AAATATTAAAAAAATAAAACGGTACGGAAAATAAAAATGGAAGTTCAACTGCCGAAAATT 
AAAACAGTACGCGTAATGTTGGCGGGGATGACGGCGCJ^GCAGGAATCCGTTTTCAAAATG 
GCATTCAAAATGCACAATACCACCCGTTATGAAACAGTATCCCCTTCAGACGGCAGTGCC 
GTGCCCGATTTGGTTTTGGCGGATACCGATGCCGAGGGCOnTTTGAACTTTGGAAAGAG 
CTTGCCGAGCGTTATAAGGATATACCCGTCGCCGTCTGTTCGGAGAAAGTTCCCGATTCT 
GAAGTTCCCTACCTGCCCAAACCGATTCGGTTTGAAACATTGTTTCCTATGCTCCGCAAA 
-TTGTTGCAGGGCGAGAATGTTTATGGGAAATCGTTTATTGCACCCGCAGACCGGTCGGCG 
AAAAATAACGGGAATGTGCAGCGTACGGTTACGATACGCCAGTTTAACCCGAATAAAGGA 
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TTATTGGGGGCGTTGCGGTTTGCGGAAAAGAACAGGCAGGACATCGCTATCTTGCATGGA 
AATAAGCCGGTCCTTATTGTTTTCCCCTCGATACAACGGGTTTTGCTGACAGAAAGTGTG 
CAAAAACTCGAAGAATTGTGCAAAGACGAAAATTTGCAGGTCAGCTGCAAGACTGTTCCC 
GATAACCCGCAATGGCGCGAAAAGGCTAAAGTAGGCATTATGTCCTGTATGTGGCAGTTT 
TCCATTTGGACAGCGCAGGGCAGGTTGATTTATCCGATTTCTCCCGATACTCCGTTTACG 

ttgaaatcttggccaaacctgacccggttggcaaatgtgccggggtcgatacgcttgtcg 
gcatttctgaccaaggcatccgtcaaccttaacgtgttgtataaagtgatgcctttaaac 
ctcaatgatattctgaattatcttgcggcaacctatacaaccgggtttttgtcggtagat 
ttaaaaacggtttcacaacaggcatactccgatatggcggataaaataaatatcggagcc 
gattctgcctctgatagtgaaatgatgaaaaaagcggaaaaaatcacaacaccatcccaa 
tcccagtcgcgcggccttctgcaaaggctgatgaaaaaactgttgggcagctaagaggcg 
gagagatgagagaaaataaaattattttcacaggacctgtcggcgtagggaaaaccactg 
ccattgcggctatttcggacgaagcactcgttcagaccgatgcttccgcatccgatatga 
ctttggataggaaaaggaatacgacagtggcgatggactacggggccatcagcttggatg 
aggataccaaagtccatttatatggtacgcccggtcaggaacggttcaactttatgtggg 
aaatcttaagccaaggcagtatgggtttggtcttgcttttagataatgcccgaaccaatc 
cgttgaaagatttggaattctttttacattcgtttcgagggctgctggagaaggcacccg 
tcgttgtcggtattaccaagatggatatacgctctcagcccggtatcgacgtgtatcaca 
aatatcttgcaaaacataatcttaatgttccggtttttgaaattgatgcccgtaaggaag 
atgacgtaaaacaattggttagcgcaatgttattttctattgatccgggactggaggttt 
aatatggaatcaacactttcactacaagcXaatttatatccccgcctgactcctgccggt 
gcattttatgccgtatccagcgatgcccccagtgccggtaaaactttgttgcacagcctg 
ttgaaagcagatgcggacgaaatggtcagcagtgagaagctgcttacttgggcggacacc 
gccgacatcgataccgctttgaacctgttgtaccgtttgcaaaaactcgaattcctctat 
ggcgatgaaaacggtcattcagacggcatcaatttgtcggacgagcaattgccgttgctg 
atggaacaattgtccggcagcggtaaggcgttattggtcgatcggaacggtctgtatctt 
gccaacgccaatttccatcatgaggcggcggaagagttggggttgttggcggcagaagtc 
gcacagatggaaaagaaataccggctgctgattaagaacaacctgtatatcaacaataac 
gcttggggcgtttgcgatccttccggtcagagcgaattgacatttttcccattgtatatc 
ggttcaaccaaatttattttggttatcggcgggattcccgatttgggcaaagaggcattt 
gttactttggtaaggattttataccgccgttacagcaaccgcgtgtaaaacttgggagag 
aggaggggttatgcagcaattattgatttcaatccttgaagatttaaacaatacatctac 
ggatattatcgcgtctgccgttatctcaaccgacggattgccgatggcgacaatgcttcc 
ttcacatttgaattcggacagggtaggggcgatttctgccactttgcttgctttggggag 
tcgctcggtgcaggaactcgcctgcggggaattggaacaagtgatgattaaaggaaaatc 
aggctatatccttttaagtcaggcgggtaaagatgccgtgttggtgctggtggcaaaaga 
aaccggcagacttggtttaatcctattggatgccaaacgtgcggcaaggcatattgcgga 
agccatataacatataaagattgcgggcttgcagataaagtgcaatcgattgtcaattta 
tattgacacgttcggtatttctgttttattattcgcgcttgttccccgatagctcagtcg 
gtagagcgacggactgttaatccgcaggtccctggttcgagcccaggtcggggagccaaa 
tttcaaaaccctctaagtattttcttagagggttttgttttaccggcggtcagaaacgca 
tttttgagatgattgttttgagatggaataaaatctttgcaaaattcctttcgtgatggt 
tatgaaaaaataggggctgtcctggacagctaggataaactcgattttatagtggattaa 

CAAAAACCAGTACGGCATTGGCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTG 

aagcaccgagtgaatcggttccgtactatttgtactgtctgcggcttcgtcgccttgtcc 
tgatttttgttaatccactatactaattgagacctttgcaaaattcctttccctcccgac 

AGCCGAAACCCAAACACAGGTTTTCGTCTATTTCCGCTACCAATCACTCCCTAATTCTAC 

CCAAATACCCCCTTAATCCTCCCCGGATACCCGATAATCAGGCATCCGGGGTACCTTTTA 

GGCGGCAACAGGCGCACTTAGCCTGAGACCTTTGCAAATTTGTCGGTTTCGGGGTCGTAT 

TGGTAGCCTCGTGCCTGTATGTCTTCTTTGAAAGTTTCGTATACGTCGTGGGCTAAAAGG 

GCTGTTCCGACATAGGGAACCGCCCTTGTGCTGAATTTCGCGCCTAAGCGGGCAAGTTTG 

CCGACCCCCGCCAATACGCCGGCGCGGGATACGCTGGCGGTTATTTTGGCGTTCATTCGG 

GCTTTTGCGCCCGTAGGGATGTGTGTTAAATCTACCGTTTTTATTAAATCAGATGAATAA 

GTTTTACTATTTTTAGGTACAAACTTATGAATTTTCGCACCTTGTCCGGTATCMCTGAA 

ACAGTTTCAGATATTTTTACTGCATTTGCATTCGCTTCAAACGAATACATCATCAAAAT^ 

GCAATTATCGACAATTTCGCAAAATTCAAATTTGTATATTTTATGACCATCTTT«GG^ 

TTCTTTAATTACCATTTCTGAATTATCAGAAAATGAGATTAGCCAAATATCATGTTTAAT 

TCTTCTATTCCAGAAAAAAGAGAAACAATCAATAACATTTTCAGACTTATTAATCTTCGC 

AAATTCMCAAATTCAGATTGCGCTATAACCGCCATCGATTGCCCAAAATACTTGCTGGA 

CGGCTGATATTTATAAAGTGCCAACTGCGCCTGAGTGATAAACGGCTTGTTCATGGTTCT 

GCCTTTCAATGATTGTTTTGAAAGCCTGATTTTGACACCATAACTTCATGCGCTCAATTC 

TTAAACAGAACCGCCCCGATTAATACGGGTACGGAAACGCCGAGATAAAAATAAAAATCC 

ATCATTTCAAAACCTTTTTCAGCAGGGAAACAAAGTAAACGGACGCGAGGATGCCGAATA 

CTATCCAGCCTGTTTCAAGACCGCTTTGCAGGTTGTCTTTCGGACTGCATTCCGCCAATA 

AAAGCCTTAGCGGCTGACCGTCCGACATCTTCCACAGGCTGCCGTTATATTCCGGCCTGA 

CAATCTGTCCGTTTTCTTTGATTCTTGGTACTACCAAGCTGAAATAAAGGTTTTCAGCCT 

GGTGCTTCTCAAGACATTTATTTCCGACTTGGTAGTACATGCCGTCTTACTTCATCACTC 

TCTTAACGATGGAAAATACAAAAAGCGCGGCGAAAATGCCCACTACAATCCAACCGGCTT 

CCATACCGTCCGCTTTTGCGGCTTCCAAAGCGTTTTTTGCCGTATCGGGCAACGTTGCAT 

TTGCATGTGCGGCCAAAGCCAGGGGAGCAGCTGTTACAACAGCCAGTTTTGCGCCGTATT 

TACGGCAGGTGTTAATAAATTTCATGATATTTTCCTTCMAAAGTGTTTGGCGGTAATGG 

ATGGAGCGTTTTTCAGACGACCGCCGAACATCCGAAAATCAGTCTTTCAAAAATCCGAAT 

ACGACAAATTCGTATTGGTTGCCGATTTCTTCCAAACCTGCGITAATCGCTTCTTCG^ 

TcGTAGAAATAATCGGCATTGGTGATTAATTTGGTATGTCCGATGTaXX:CGTTTC^ 

GAGAGATACAGAAAGTCCCCTGTTGATACGGACTGGACAACATAGACTTTCTGCATTCAA 
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TCAGCCTTTCTTCACGAGTTGAAAACCGATGACTTTCAGTTTTTGGGTTTTGCCCGTAGT 

GACGATTTCTACGTTCAGGTTTGCTTCGATCGGAAATTGGGCGTTTCGGAACTGCTCGAA 

ATTGGCAGAGCCGCCGAAATCGTATTCAGTAGTAGAGCTGCCCAATGCGTTGCCTTGGGA 

GCTGTCTAAGGGTGTGGCGACAATCAGGCAGCAATAGTCGAAGCTCTTGCCTTCGATTTG 

TCCGTTGATTTTTTTAACGCCGACGATGTGGCCTTGAAGTTGGATGTTCATTTTTTGGTT 

TCCTTGTGTGATTAAACGTCTTTCGGGCAGACACTTTAAGCCCATGAAATCGGTAGTCTT 

GCGAATTTGTCGTAAATGAAGTTGTTATAGCTTTCTTCATTGTTGACGTGTTTTTGCTGT 

TCAAGCTGTTTTTCAAGATTCTCGTAATATTCGTACATATAGTAAGGGTCTTTGTACGGT 

TTGAATGCGGGCTGTTCATGAATGGCTTGAGCTTTCAAAAAGGCGCAGTCGTAGGCTTCG 

GGAGCCAAAGACTTGGGCAGCTTGTGATGACTCGGCTCAATCAGTTCAAACAGTTTGGCT 

TTGTCCAATTCGGGAAAAATGAATTTCAGACCGTTTGCCGCACGTCCGAACTGTTTTTTT 

ACCCATTCAAGGTAGCGGTCGGCTGAAATGACCTTATCTTCCTTAACCGCGTGTATGCGC 

GTTGCCTTTTGGGCGAATCGTTCGCAAATCGGATATGCGCCGCCGAAATATTCGCCCGGA 

TTCTGCAAAACTTCGAAAGGGATAACGATGTCTTTTGCTTTGAATTCAATTTCAAATCGC 

GTCCATGTGCTTGTTTTATCGCCCAACTGCTTGCCTTTTTCATAGACGCGGACATATTTG 

GACGATTCACGGGAGCCGATACCATAGGTCTTGCCTTTGGTCATTTTGGCTTCATCGTCT 

TCTTCCCAATCTGACCCCAAACATTCGCCTTTTGGTTTGACGTGATGACAGGTAAACATA 

CCTTTATTTCGGTCTTCACGGGCTTGGTTCGGGCTGTATTCGCCGTTGAAAAAGTCTTTT 

GCGATGTCAACGCGTGTGATTTTTGGGCGGATTGCATTAGTCAGGAATGCGAAAAGTCGT 

GATTCCCAGCCTTCTTTTGCGACGCCGCAACCGGTGCCGGTCAGTTCGAAAAGAATGGTA 

TTTTGTTGGCCGCCAAAATGGACGCGACCGTATAGGGCGTCTTCCGAACCCATCAACCAA 

CAGCGCTCATAGAAACGACCGCCCGAACCTTTGGATTCTTTGTAGATACCGAAACCGAAA 

ACTTCTTCGGCGAGCATGGACGCGGCGCGAATAAAATCTTCGTCTTCCAAAAGACTTACA 

CGAACGCCGTATTTATCGAAAAAGGTTTTTTCATGAAATGAAAAGCTAATTTGATCAATG 

AAAGCCGAATCTGATACACCGCGCCGAAGAGGAACGCCTAACAGGTTTCCTTTACCGTCC 

GTTATGTACGTTTCGTAACATTCGAAGACTTCCTGAACCCTGCCTGCCGTTTCGGTTTCT 

GTCCCCCCCTGTTAGATAAGGGGGGAAGATTTGAAGCGGTTGTCGGCTTCCTGCCGTCCG 

CTAGCGCGTCCGTCATCyVCGCCGGCAACCGCCTTTGTCATCCCTTGCTTATCTTCCATGG 

TGCGAATCCTCAAAAACGGGCAAAAAAAAGCCCTGTTACTTGTAGAAAGTAAAGGACGTT 

AATTTTTGTTAATCGTCCCTTCTTAGGGACXJCAATATATAAGGCCGTCTGAAACGGTTTT 

TCTGTTTTTAGACGGCCTCTTGGCTTKGACCITGAGAACCGCATGCGTGCTTAATTTATT 

ATCTAATGAAAAAAGTTTCCGGCTTTCAGACGACCTTTTGTAATATTATCGGCAGCGGCT 

CAATGCCAACTTTAAACCTGCTCCGATTTCTTCAGGGCTGTTATCCAATGATAAAATTAC 

ATCGTCTGCATCAATGGCATCCCACGCTTCCAGCTTGACATGGCGGCTCGGGCTGATTTT 

CAGGCAGCCGTTGTGCAGCCAAATATCTACGCTCATCATGTTTTTAAATAGGGCGCGTCT 

GGTTTTATAGCCCAAGTTCCCGCATAGCTTGGCAACCCAATCCTCATAGCGTTGCCGAAT 

TTTTTCGGTATCAAAAAAATCTTGGTCTTCTGGACTGTCATAAACGAAAGTCCTGCTGTT 

TGCCAATGCTTGCAAGACCGTTGTGCCTAAAGTTTCATTGTCGGTATCCAATGGCAGGAT 

ATGGGGGGGATATAGGTGGTCTGGAGCATATCGCCCAAATCCTGACCATGTTTGAATAAT 

CAAGGCTCTTTCATTTGCCTTATAGCCAGCCCAATAATCTTGTTCTTGATTGAAAGTCAT 

TTATTCGATCTCCGTAATTTTGACTGTAATGTTTTGACTTTTGCCATACTCTACCACACG 

TTCCAACTGCJ^TCTTTGCTCCTTATTAGTTTGTGCGGGTATGGCCAGATGGATTTCGCG 

CTGTTTGATCATGTCTGCCCTTAACGGTACTTCTGATAATTCATAACITTTGAAATTTGC 

CGTCTTATCGATGTACCCTTTCATGGTACTGTAAAGCTGTTCGGGTTTGGACAGGCGTGC 

CGTAGTTTGCGTATCCAGAGTTTTGGCACTGATTGCCGTGCCTGTACCACGATCAAAATA 

ATCAAATGTTTTAAAATTTTTAGGTAACCTTGCATTGGCAGACAAGCCCTTACCGACATA 

ATCCTCCCAAGGCATTCCCTGTCCTTC/IATCCCCTTGCCCCACTTGATACCGACTTCGGA 

TTGGGACAGGATATTTCGCTGTACGTCAGCAGTTTTCGGAGTCAAGGAAGTTTTCACACC 

CGTTGCCAAGTTTCCCAATTTGCGCGTAATCAGCGTTTCCAATCCCCATACGGCTAGATT 

TTTCGCATCAGATACTAACGGCGATTCGTATTCTATTGGTGTACCCAAAGATAGGACAAC 

TTTTTTACCAAAATCGGACTGGTAAGTGCCAAACAATTGCCGGCTTCCTTCTGAGGCCTG 

TGTATAACCACCGGTCATACCTGCCGTTGCAATAAGTCCACCGGCCGCACAGCCAATCCC 

GGTACTGCACAGACCTCCGCCTATAGCACCCGAACCGACAAAAGTCGTTGCACCCAATCC 

CATATTGCCCGCACCCTTAATTTTGGTGGCaiGCACGGTCGTAACTGCTGCGTATATCATT 

CAGGCTGTTCCATGTTCCATATTTAAATGCATCCGTCCGCATCAATACGTTTTGTTCCGC 

TACAAACTGTTTACCGGCATCTTGGAGGTTTTTTAGTCCTTTATAAAGAGGGTCGAAGTG 

AGGTACGCCTTCCGCGCACCGGGTTAATGCACATGCAGCGGCTTTTAGGCGGTACTGTTC 

TTCAGCCGATTTGCCTTTTGACAGTTTGTTAAGGATTTG T GT'rrCTTTCGGATGCAGCTG 

CCTATTGTTCCAATCGACATTCGCCCCTACTGCCGCCGTACCGACATTCCCGCCCGCCGC 

ATAGGCGATTGCCGCCCCGCCCCGTGCAGTATGCTCCTGCCTATGCCGCCTTCTTTCCAG 

GTGTCGTAGCGGCTTTGGTTTTCGGCAAGATAGGCGTTTACTTGGCCGAGGGATGCGCGG 

AAGGCGGCTTTTTCGGCTTCGCTGTCCGTGTTTTGCAGTTCGGCCTCCAGCAGGGrrCGG 

GCTTCCTGATACCGTTCGTAACTTTGGGTATTGCCGA G TTT G TCGGCAACGGCCGCTACG 

GCTTGGGTGGCGTTTCTGCCGAACTCCTTCOTTACTTCCCTTTGCAGGTTGATCTCTTTG 

GCGACCGCGTCTTTGTCGAAGCTGTTTTTCAGACGGCCTGAGTGTTGATCCGCAGTTTCG 

GTGTCGATGCCGGTGTAGATACGCGCTTCGGTTTCTTTTGCAGTCCTGCCTGTTCGGGCA 

AGTTGTCCCGCTTCGTCGGTGATGTGTATGTTGCGGGTGTTGATGCCGCTTTTCGTGATG 

CTGCTTTGACTGTCGCTGTCGCTGCCGTAGCCGGCTGCCAGGCTTATCCTGTCGGTAGGT 

CTGCCTTGTTTGTCGGTAACCGTGCCGTCCCAGCCGCCGTTCAGGTCGAAACTGCCGCCT 

ATGCCGAAGCTTTTGCCTTCGTAGCGGCTGTGGTTTTGAATGTCGCTATGGGTGAGGGTG 

GCCGTCTGAAAAAGGTTTTT^CCTTATCTTCTGCGCTTTGGCTAGACGTCATGATACCG 

CCCTTGAGGTCTGTGTTGTCTCTGACTTTGATTTGATAGCCGTCTTCTCCGGCATAAATA 

CCGCTTTGCTCGGTTACCGAAGCATGGTCGGCTCGGATTTTGCTTTGGCTGTAATCGCCA 

CTGGCACTGAAGCCATAACCTACGGTCACTTGTGCACTGGCGTTTTGri'Giri'TGCTTTGA 

TAGGTTTCAGTATCTTGAACACTTTCTATATGCAGGTTGCGCGTATCTGCCTGTATGCCT 
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TTGCCGATGAGCTGCGCACCTTTGAGGGTGGTATCCCCGCCGCTTCGAATGGTAGTTTTA 

CCGGTTGTGCTGCCGACATGGGTGTGGCGGTGGGTTGCTTTTGTCTGATTGCTGTGGTGG 

CTTGTTGAAAGAAAGGCTGTCTGATACGTATTTGTTGTTTCAGACAGCCTCCTGGCTCAA 

ACCTTGAAAACTACATATGTGCGTTCCGCACATCCTACGTATTGAGTTTAGGTTTCACAT 

GAGCTACGGCTTGCTATGCCGTCTTTTTTCCAGGTGTGGCCGCGGCTTTGGTTTTCGGCA 

AGGTAGGCGTTTACTTGGTCAGATGGCGGATTTTTTGTTCGTCGTAGATGATGGAGACGC 

TGATACCGGAGTAAGCGTAGATTGGGTCTTGACCTCAAACCTACACTTGTTTTACATAAA 

ATTTCGTGTCTCTATTTGAAAAATCTAAATAACAACATTCTACTTTACCTATTGAATTGA 

TTATAGTTGAAACAGGAATATTAAGAAGCCTAATACCCAAATCATCAATTTCAAAATCAT 

TAATTCCACTCTTATAAAGATAGCTTATTATTTCATCATTAATTTTTCCAAGCCAATTAA 

AAGAAATATCTTCTAAAAAAAACTTATTTGGTTCAAATATCTCTATCGCTTCAAGCTGAT 

TTTTATCATCATAAAAACAATGGATATTCAATTCGGGAAAAACATCCATAGGAACCCGAG 

AGTATGATGACTTATAAATTTCTTGTACATCAGAACTAAATATTGCACGAACTTGTTTTC 

GATTCAGATTTGATGAGATAATATTTCTTTCTATTTTTTTTGAACTAAAATAAAAAATTG 

CCATAATTTTTTTGCCTAAACAATATTACCATTTTCGTAAGATGCATAGAACAAACCATG 

TCTTATCCATTTTGTTCCATCGGCAGACAGATAACGACTATATCTAAATTTTATTTTTCA 

CTCTCATAAAAAATTTTCTGCAATATTCAATATATTTACTTTCTTAACCATAGCGTAAAT 

TCCTCAGGCTTATATATTTCAGTATAAGTATGACTTAAAGGATATGACGCCGCGTGTTAC 

GAGTTGCTTCTTTTGATTTCAGGGTTTATATAAGTTATGGCTTGCCTGGGCTCGAAGTGA 

TAAAGAGAGTATTTACTTTTCAACTATAAAAATATGAGATAGTTCCATGGGAAAACCGTA 

ATTTAAGTTTTAATAAAGCACCTTCTAGGCGATATAAAAATTTTCTATAATTTTCATTTG 

GTTTATATTTATATATAAGCTGTATTTCAATAGTCTCATAGCTACTTTCTCCAAAATCTT 

CAAAAATTTGACCTGATTCAATATATTGAATATATGAATTTATTTTTTCTTGCAACAAAA 

ACAAATGCTCGTTATCCCATTTTAAGTGATCAGAAATAGTTAATATGAGTATTCCGTTTT 

CAATAGAGGCTGAATCAATTACATTCTCTTCCAAAATAGACATTATCTTTTCCTTTCAAT 

TATAACTTTAGTAGGTTCAATTTTGGTCCCCTTTGGATAGCCCGGTTTTCCCTTACCGAC 

CACTGTTGCTCCCGTTCTTTCAATTTCAGGAAAAGCTTTTTTCTGATTTTTAGTAAGTGG 

CGCAGTTATTGAAGCCTTACACTCTGTACAAACATCAAGACCACCTTCTTTCGAAATAAT 

ATCAAGCCTAGTTTTTACACCACTTTTTGTTTTAACTGTAATCTGTCTTTGCGGTTTAAA 

GCCTTGTTTAACTTTCTTCTGATAAATTTCCATCTCAAAATCCTCACCAGATTTTTTATT 

TTTTTCCAGTTGATCTTTACGATTTTTATGTTTGATTCCCTTGCTAGCCAATGCCGTATC 

CGGAATCCTGTCCCCCTTCGCAACATTGCCGTTTGCAGGGATACGGATATTCCCCGCACC 

CGCCAATAAGGGATCGCTGCCGGTAACTGTCGGCTTGATGTTTTTCAGGTTGCGGATGCC 

TGCAAGAATCGGGACTTTTATCCTCGGATTGGGGTTGACAAGGCTCGTCAGTCCTTCGGC 

AACGTTCAGTGCAAACTCTTCGTTTTTCCGCTCTCCCTGCCTGATTTTGGTGTCTTTCGT 

CCCGCTGTGCAGCCAGGTCAGGTTGCGGTATTCGGGTTTGTCCTGTCGGCGGTATTCCTC 

AAACAGCTTCGGATCGTTGTAGGTTTGCGGATTTCTTGCGCCGTAGTCGCGGTAGTCCCA 

AGTATAACCCAAGGCTTTGTCTTCGCCTTTCATTCCGATAAGGGATATGACGCTTTGGTC 

GGTATAGCCGTCTTGGGAACCTTTGTCCACCCAACGCAGTATCTGCCTGCGGATTCTCAT 

TGCCGCTTCTTGGCTGCTGATTTTTCTGCCTTCGCGTTTTTCAACTTCGCGCTTGAGGGC 

TTCGGCATATTTGTCGGCCAACGCCATTTCTTTCGGATGCAGCTGCCTATTGTTCCAATC 

TACATTCGCACCCACCACAGCACCACCACTACCACCAGTTGCATAGCCGATGGCCGCACC 

GCCCAGTGCGTTGACCGCCGCTTTGCCCGCCGGACCGAGGTTTTCCGCCGCTTTGTCCAA 

ATACGGTGCGGCAAGGGAAGTGCCGCCGCCGGCCAGTATGCCGCCGAGGCTGCCGGTCGT 

CAGTCCGCCTGCCGCCCCGTGCAGTATGCTCCTGCCTATGCCGCCTTCTTTCCAGGTGTC 

GTAGCGGCTTTGGTTTTCGGCAAGATAGGCGTTTACTTGGCCGAGGGATGCGCGGAAGGC 

GGCTTTTTCGGCTTCGCTGTCCGTGTTTTGCAGTTCGGCCTCCAGCAGGGTTCGGGCTTC 

CTGATACCGTTCGTAACTTTGGGTATTGCCGAGTTTGTCGGCAACGGCCGCTACGGCTTG 

GGCGGCGTTTCTGCCGAACTCCTTCGTTACTTCCCTTTGCAGGTTGATCTCTTTGGCGAC 

CGCGTCTTTGTCGAAGCTGTTTTTCAGATGGCCTGAGTGTTGATCCGCAGTTTCGGTGTC 

GATGCCGGTGTAGATACGCGCTTCGGTTTCTTTTGCAGTCCTGCCTGTTCGGGCAAGTTG 

TCCCGCTTCGTCGGTGATGTGTATGTTGTGGGTGTTGACGCCGCTGCGGGTGGTGCTGTT 

TTTGCTGTCTCCGTCGCTGCCGTAGCCGGCTGCCGGGCTTATCCTGTCGGTAGGCCTGCC 

TTGTTTGTCGGTAACCGTGCCGTCCCAGCCGCCGTTCAGGTCGAAACTGCCGCCTATGCC 

GAAGCTTCTGCCTTCGTAGCGGCTGTGGTTTTGAATGTCGCTGGCAGTAAGGGTGGCCGT 

CTGAAAAAGGTTTTTGCCCTTATCTTCTGCGCTTTGGCTAGACGTGATGATACCGCCCTT 

GAGGTCTGTGTTGTCTCTGACTTTGATTTGATAGCCGTCTTCTCCGGCATAAATACCGCT 

TTGCCCGG'rTACGGAGGCATGGTCTGCTTTGACTTTGCTTTGGCGGTAACTGCCGCTTGC 

ACTGAATCCGTAACCGACAGTAACTTGGACATTGCCGTTTTGCTGTTTGCTCTGATAGGT 

TTCAGTATCTTGAACACTTTCTATATGCAGGTTGCGCGTATCTGCCTGTATGCCTTTGCC 

GATGAGCTGCACACCTTTGAGGGTGGTATCCCCGCCGCTTCGGATGGTAGTTTTGCCGGT 

TGTGCTGCCGACATGGGTGTGGCGGTGGGTAGTACTTCCCCCTTGCTCTTTACCTTTACC 

GATATTTCCTCCGGCGGTAATTCCAAACCTGATGCCGTTGCCTATTTTGACGGCTACGCC 

TGCATTCCAACCACTGCTTTTGTTTTTGCTTTGCTCGCTGCCGTCCTGTTTGGCAGATTG 

GAGTCTGATATGGTTGTCGGCAATGAGGGCAGTACCTGCATGGCCGATGACATCGGAACC 

TGTAATATTGATATTGGACTGCTCCCCACTTCCTGTTGCCGCAAGTGTGGTTTGCCCTTT 

GCCGATAATTTGACTTGCTGCCGCTTCGGTGTAATGTCnTTTTTGCTCGTTACGACTTTT 

CTGTTCGCCGTAGGTAATGGACACACTGATACTGGGGCTTTGATTGTT G TTT T GACCTTG 

TCCCGCACTGCTGCTTGGAGCAAATTGTTGCATTTGTTGGGTTGCTTGATAACTCTGCCA 

TGCAGCATTGGCTGCAGCCATGGCATTAACGCGTTTATTTTTACTTTTGCCCACATT^ 

GGCTGCTTGTATGAAGTTTTGTGCAGCTTGGACAACCGGGACATTGAGGGCGACGGTAAG 

GCCTTTTTGTTCCTGGGTATGGGCGTAGTCAGTGGCATACCGGTTGTTTGCGAACTCTAC 

ATCTATGCTTTTGGCTGTGACGGTATTGCGCCCCTCGGGGCTGGAGACGGTACTGCCGGT 

TTGTCGGTAGCGGTTTCCTGCAACTGTAACGGTGTCTCCATTCAGGCTGCCTATAATGCT 

GCCTGTATGGACAATATTGGTACGATCAGTGTCATCGGTAGTTTTCCGGTTACCGATAGT 
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AAAGCCCAATCCGCCAGTACCCATGACGCCTGATTTTTTGCTCTCGTGGTATTCATTGCC 

GGTATAGCGATTATGGGCAGTAGAAATATCGATGTCGTGTCCTGCTTTTAAAACAATGCC 

CTTATCAQAAATAAGGTTGCTGCCGCGTACATTGATATCCTGCCCGGCTGCAACAATCAT 

TTTGCCGCCGCCGATGTTGCTGCCGACTGCTTCATCATGACTGAAGCGGTAGCGGTCGTG 

TGTTTTGGTACTGGAAAGGATGCCTTTGCTTTTTCCGCTTACCGAGGTATCCAGTTCGGT 

TATTTGGCGTCCTTCGCTGATAGTGACATCACGTCCTGCGGCAAGGACGGTTTTGCCTTC 

TTCGGCCTCCAGTTCGCCTTGGCGGATTTTTAAGTCGTTACCGGCTCTAAGCAGTGCGCC 

GTTTTGCGTGCGGATACTGCTGCCGACTTCGGTACTTTGGCGGACATGGCGATGGTTCTC 

GTCATCTAATGTACCATAGGCTTCGCGATGTTCGGTACGGATGGTGCCGAGGTTGAGATT 

ATTGCCGGCGGTAATTTGGGTAGTGCCGTCTTTAACTTGGTTAGAGACGGTGGCCGCATT 

GAGGTTGATATCGTTGCTGGCATGCAGGGATAGGATGCCGTCTGAAGTTCTGTTATCTAC 

TTGTTCAGTATGGCTTCCGACCACGTTAATGCCGGCCATACGATCGATGGCGGTATTGCC 

GTTACGTTCATTACCGGAAGTTTGGGTTGTACCGTTAAGGTTGATATTTTGCGCTTGGGC 

AGTCAGCAGTCTGCCTGCTTGTACCTGCCCGCCGTCGATATTGATACTTTTTTCAGCTTT 

TAAGCCGATTTGGTCGGCTTGAATGTTACCGTTGCTGTTAATATTCCGTGCCTGGATGAG 

TACGGCCTGTCGCCCCGQAATGGTACCGCTGTTAGTCAGGTTGCCGTTTTGCAGTTTAAG 

TAAGACTTGTTCGGCACTAATCAGGCCACCGGAGGTATTGAGATCACCTTTGCGCGCCAG 

GGCATAGACTTTAGGAACCAGTACGGTTTGAGTCGAACCGTCAGACAGGGTGACGGTTTG 

ATTTTCCATCCAAACGATATCTGAAGTTAAGCGGGCAACTTGCTCTGCACTCAAGGCGAT 

ACCTGGGGTGAGACCGAATGTTTTGGCAGCAGTAAGGCCGTTGTCCATCAGAGCTTTGAA 

TTGTTCTTCATCACTCCTGTAGCCGTCGAGTCGGCGGTAGCCTGTTAACTGATGGATTTG 

TTCATTAACAAGTTTTTGTTCGTAGTAGCCGTCGCCAAGCCGTTTGTGTAGATGATTGGT 

GTCCAATTGCAGTTGTTGCAACATGTAGTCGCTGCCCAACCAGCGGCGGTAGTCTGCAAA 

TTGAGGATCGGTTTCAACCAACCAGCCTTTATTGTCAGGATGGGTGGTATAGAGGCTGCT 

GTTAGGCAGAGTAACAGTAGCGTTATTTAACGAGACCACATTACCGGTATGGATGCGCTG 

ACCATTGACGGCTGCCGTGGATACTCCGTCAATCAGTTTGATTGCAGATGCGGCGGGTTG 

AAAGGAAGGGGAGGCGGCATTCTGTTGGATGACGGATACAGGCGTGTCGAAGTCGTGGGT 

AAATAGTTGGGTATCATGGTAAGGAGTATGGTTTCTTTCAGTACGGCGTTGTCTTTTTCT 

ACCGCTGTACCATCCTTTTTTTGTAACTGAATCCCACTGTGTGCCGACAGCATCTGTGCG 

ACCTTTGCCTGTTGTACTTTGATTGGTAATTTCTTTCTGGTTTAAATCATCAGTGATAAT 

ACGCCCGCCTACTACAATCCGGCTGTCTTTGTTCAGCCAATTTTGACCTGAGGCAGTCAA 

ATCACCGCCCACAGTAAtGTGTGCCGGCCGGTTTTCGATGATGCGTTCTTTATAAGTCTC 

GATGTGGTAGTCTCGGACATGCCATTGGTTGGCCTCAATACGAGAACCATTTTTTAAATG 

GAACGTAGCAGTAGTTTGGTCTTTTTGTCCTTGCGAGTTGTCGAATAAACCGTCTTTTCC 

CGCCTGATAGTAGGTATTTTGCCCCAGTACGGTGTAGTCGCGGACTTGCTTTTCCGCTTT 

GGCTAAGTATGTCTCTGTTTTAAAGTGATTATTGATATTCTGCATATTCCGAACGGACAT 

CAATGCATCACCTTGTACTTCCAAACCGGCACTGCCATTAACAAAGGTATCGGCCATGCC 

TGCCGCATGATGTTGTTCATCCAGTCGATTACCTACGGCAAAAATACCTTCGCTGGATAG 

TAGGGCACCTTCTTGGTTATGAATCTCTTTCGCTCCAATATCCAAACGTTTCCTTGCAGC 

TATTGCCCCCGCTTTGGTACTGCCTTCCGTCGTTTCTTCCCGGTTAAGCAGTATTTGCGC 

GTCCAGGGCAATATGGTTGCCATAGATTTTGCCTGTCCCGGTGTTGGTCAGGGTTTGACC 

TGCACCGATGTGGGTCAAACCGTCGCTGTTGATCAAGCCCCTGTTGTCAACATGCTGTTC 

GGATGTGATGTCCGTTTGTTCTCCACCAATAATTTTGCCTGTAACTTGGTTATCTATATT 

GCCGGCATTGAGTTTGAGCGTATGGCCTGCTTGTAGGGTATGGGTATTTTTCAGACGGCC 

TTTTATGCTTAGATTTAATTGTTTGCCTGCAGTGAGGTCGCGCTCTACGACGAAATCGTC 

CGTCAAAGCAATATCCAGTTTGTTACCGGCTGTTAATGTGCCATTGTTGGCGAGTGATTT 

GGCTTGTAGCGATACATTACCGGCAGATTGAATCGTGCCATCCGCATTGTTTAACGCCAA 

AGTGTTTTGATTTTTATCGTGAATAGACAACTGCCGGTTGGTGGCAATTTCACCATGTTG 

GTTGTATAGGCCGTCTGAAACAGCTAATTGTGCTTGGTTTGCAGATAGGAGTTTGCCGTT 

TTGGTTGTCTACATTTCGACTATTGATAGTCAGTTGTTCGGTAGCAGTAATATGGCCGCT 

TTGGTTAGTCAGTTGCTGACTTTGGATGTTAACCGTTTCAGCCTCTATACGTCCGCGCGT 

ATTATCTAGAGTCTGACCTTCGGTATTCAGTCGTGCMCAGAAACTTTTCCTGTATTGCG 

AAGATTATTCTTGGTGGTAACGGTTCCACTATCGGCAAGAATGTTACCTGCATTATGTAA 

ACCGGCGGTATCAAGCTGTAAATGTGCAGCTCGAATATTGCCTTTTTTATCATTGCTCAA 

GCGGCCCGAATGAATGAGTGTCAGATTGTTGGCGGCAATTTCTCCGGCATTATGCAGTTC 

ACGGTTATCAATCTTGCCGGTTTGAGTTAATAAGTGACCGCTGTTTTTAGCAGTTTGAGT 

GTTAACAGCCAGATCGTGTGCCTGGAGTTTGCCTTTTACCGTATTGTTAAATGAATCGCC 

TGATACTCGTAGTTTAGCCGCATTCAGACTACCCGAATTTCCCAAACCGTTTTGGGCGGC 

aatgtcaatttgcccacccgcattaattgatcctgcattgtcaaatgctcctgttgtttg 
aatgcgtcctacggcgtagttttttgcaggtgctgtaggtgaaacgggattgtttgaacc 
aggcttagataccgagacagtgctgctgcctgaacctgttgcagtactcggaatctgtgg 
tatgactgatggattgggattcaaaccggtctgtggaacgtcacttacaccaatcttgcc 
actgttatcgaatttgccggcagataccaaatccaatgcttgtgaacctgtttgagtaat 
attacctgtgttatccaaaccacctgttgacatatctaagcgggcagcctggatcgtacc 
gttgttttggtttttcagacggcctaaattacgaacagtcaatcgacctgaggataagac 
cgtacctgaattgtccagcgtctggctgtgaatattggcatcatcctgtgaggcaaccgt 
accgctattatgaacattgcgggcatgaagtgaaaccgcatgattttctcccgtcgctgc 
aatcatgcccgtgttgaccagtttaccctcagcattcactgccacattgccggctgaggc 
aaaccattgcccttgattacgaatgcctgcttgctcgaccgtactgatcaaggtgatttt 
gttggcatacatacctcctaatttgcctgtatcaatcgcaaataaagggatatgtgtgcc 
gttgttggctgtattgtttgacgtattggcagcagcattattgagaataggcgaatgtgc 
atcacctgttgcggccacatcgttttgtcccgcgacgacacgaacatcttgtcccx:atac 
gggtgcatcaattttggaatgataactgagaatacgtgtgtaatcggtatcacgtgcatc 
-caaaccgtgtccggcgattacaacattgccttgccttatcttaaagccgctaaggtctcc 

TGCTTGATATTGCGGTTGGGCTGTCGTCAAAGTGGCACGGGAAGCATTGATAAAACCACC 
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ACCATTGACTGCAATCCCTGCCGGATTGGCAATAACGACTTCTGCACGTCGTCCGCCCAC 

TTCAATATAGCCATTCAGTTGTGAAGAATGGCTGCTGTTGATTTGGTTTACAACCACACG 

TGCTTCGCCCCTTGCCAACCAAGGATTGCCTTGAATCCAACCGCCTAGCTGTGTTTGGGT 

GTTGCTGCGACTGTTGTTTAAAATCGCCCCGCGATTACCCACATCAAACTGGGCGTATTG 

ATTAACAGAAACCCCTGCCGAAGTAGGGGTTTGAATATTGACTTGCGGTATGCCGTTACC 

TGTTTGCAGGATGGTAGGCTGTTGCTGTGCAGGTGCGGATTTGTCGGCAACGATACCTTG 

GGCAGTAGCAGAAGAAGAAGTCAGGATAAGGGCAGAACCGAGCAGTAATGAAAGGGAGAA 

TGAGATAACAGAGATAGAATGGATAAAACCCGCAAAGCCCGCAATATCATTTGGCAAAAT 

ACCTACAGCTTGGGTGTCGGCTGTGTTTTTGCCCTCGCGTTTGGCATTTTCAGCTUVCGGC 

TATCATGCAGTTTCGATGTTTGTTAAATACAACTTTGTACAGGGTGCGGTTCATAGTAAG 

GGCTTTCTTAATAATATTTTTATAATCGTAAATTAGATTAATTTTTAGGGGCTGACGTAG 

ATTAACAGTTATGCCAGGCTACGAAAATAAAGATAACCAATTGTAAATTAAACAATAGAG 

TTCAAAAGAAACTGCTTGAATTTTTCGTACTCCAAGCTACCGCCCGTTCCGCTGCCGATA 

TTTTGGGTATGGCGCTGCGGGCAATTTCCGTTCCCACTTCGGCGAGTTGGCGCATAATGG 

AACGCTCGCGCACGATTTCGGCATGGCGCCGGATGTTGGCGGCAGACGGAGTATTTTGCG 

CCAGCGTAATCAGATATTCGAATCCCCCCGCCGCTTCCAGCTCTTCGTTCCGCTGCAAAT 

CTTCCTGAACCGTGATGACATCGGCAGGACGGCTCTCATTGATCAGTTTGGCAATGGATC 

GGAAAATCAGGCGGTGTTCGTGGCGGTAGAAATCCTCTCCCGAAACCACATCGGCAATCC 

TGTCCCAAGCCGGATTTTCCAGCATCAACCCGCCCAAAACGGATTGTTCCGCCTCCATTG 

AGTGCGGCGGAAGCGATAATGAGCCGATTCCTCCGTCTTCAGACGGCATGGCTGTGTAAT 

CGTTCATGGTACATCCGACAAAATTGCAATCTTCTATTGTAGCGTAAAGCAGGTTCAATT 

GGTTTCCGTACCGCAAAACAGGTAGAATACGCGAGTTGCCGGGTTAAATACCTTCCTCAA 

CCATCACAGTTAACATAGGAAATAATTTGGCAATCTGAGAATCGGCTATCCACCTGTTTG 

TCCCTTCAGTCCTAAGCATACCTGAATCTTTAACCCAAATTGTTCCATCCTTGTCCTTAA 

AACGTGTGCCATTAGAAATCTTTTCCCATTCGTTTAAAACGACTTTTGCATTTTTGTTTT 

CAGGATTTTTGGCCCCATTATCTTTAGCCACATCTTCAAATCCCCAACGTTCCTCTACGG 

CTTTTTTCAGAATATTCAGCCTATGGGCTTTAGTCACGTTCTGACCTTTTGCAATGAGCG 

AAGCGATATATGCTTCCGCCCTGACCCGTATCGTTCCGGCTTCCAAATCAGTCATTCCGG 

CAAAAAGTTCCGATTGATTTTCAAGAGGGATGTCTTTCGACCCTATTTTATGTAGGATTG 

AGAATGTAAAACCTACAATTTTTCGTCCTTCTTTATGCTGCTCGTAGGTAATGGAAATAT 

CCGTTTTATCATTGATCTGCTTGACGGCGAAATCCAAAACCTTACGTTTGAATAGCTCCA 

TTTTTTGATACTCGTCAGGCATCATACCCAAACGTTCGCGCAACTCCATTGTACTGAACA 

TCGGTGTCTTACCGGCTGCACGCCATGAAATAATAATTTCGTAGAGCCGCACCGCGTATT 

TACTGCTCAACGATGAGACCTGATCAAGCTCGTAGCTTGTGAAGTTTTTTTCTAGCATCG 

TAATCAAAGGGGCAACATTTGGTGCAAAAACTAACTCTACCGTTGCCTGTTGTTCAATAT 

AGGCGACTTGAGATACCCACCTTGTCCGTACTACCTTTTCCCCTTTTGGTGTTTTTTCGA 

TAAAACTGAATTGGCGTTCAAAAAGGTTGTTACAGGCATCTTTCAAAGCCTTATACGCCG 

TATTACGGTTGGTATGGAAATTATTAACGATGCAGAACTTATCCGTTCCATGCAGCGTCA 

GCAGCACATAGATGCTGAATTGTTAACTGATGCAAATGTCCGTTTCGAGCAACCATTGGA 

GAAGAACAATTATGTCCTGAGTGAAGATGAAACACCGTGTACTCGGGTAAATTACATTAG 

TTTAGATGATAAGACGGTGCGCAAATTTTCTTTTCTTCCTTCTGTGCTCATGAAAGAAAC 

AGCTTTTAAAACTGGGATGTGTTTAGGTTCCAATAATTTGAGCAGGCTACAAAAAGCCGC 

GCAACAGATACTGATCGTGCGTGGCTACCTCACTTCCCAAGCTATTATCCAACCACAGAA 

TATGGATTCGGGAATTCTGAAATTACGGGTATCAGCAGGCGAAATAGGGGATATCCGCTA 

TGAAGAAAAACGGGATGGGAAGTCTGCCGAGGGCAGTATTAGTGCATTCAATAACJ\AATT 

TCCCTTATATAGGAACAAAATTCTCAATCTTCGCGATGTAGAGCAGGGCTTGGAAAACCT 

GCGTCGTTTGCCGAGTGTTAAAACAGATATTCAGATTATACCGTCCGAAGAAGAAGGCAA 

AAGCGATTTACAGATCAAATGGCAGCAGAATAAACCCATACGGTTCAGTATCGGTATAGA 

TGATGCGGGCGGCAAAACGACCGGCAAATATCAAGGAAATGTCGCTTTATCGTTCGATAA 

CCCTTTGGGCTTAAGCGATTTGTTTTATGTTTCATATGGACGCGGTTTGGCGCACAAAAC 

GGACTTGACTGATGCCACCGGTACGGAAACTGAAAGCGGATCCAGAAGTTACAGCGTGCA 

TTATTCGGTGCCCGTAAAAAAATGGCT G TTTTCTTTTAATCACAATGGACATCGTTACCA 

CGAAGCAACCGAAGGCTATTCCGTCAATTACGATTACAACGGCAAACAATATCAGAGCAG 

CCTGGCCGCCGAGCGCATGCTTTGGCGTAACAGACTTCATAAAACTTCAGTCGGAATGAA 

ATTATGGACACGCCAAACCTATAAATACATCGACGATGCCGAAATCGAAGTACAACGCCG 

CCGCTCTGCAGGCTGGGAAGCCGAATTGCGCCACCGTGCTTACCTCAACCGTTGGCAGCT 

TGACGGCAAGTTGTCTTACAAACGCGGGACCGGCATGCGCCAAAGTATGCCTGCACCGGA 

AGAAAACGGCGGCGATATTCTTCCAGGTACATCTCGTATGAAAATCATTACTGCCAGTTT 

GGACGCAGCCGCCCCATTTATTTTAGGCAAACAGCAGTTTTTCTACGCAACCGCCATTCA 

AGCTCAATGGAACAAAACGCCGTTGGTTGCCCAAGATAAATTGTCAATCGGCAGCCGCTA 

CACCGTTCGCGGATTTGATGGGGAGCAGAGTCTTTTCGGAGAGCGAGGTTTCTACTGGCA 

GAATACTTTAACTTGGTATTTTCATCCGAACCATCAGTTCTATCTCGGTGCGGACTATGG 

CCGCGTATCtGGCGAAAGTGCACAATATGTATCGGGCAAGCAGCTGATGGGTGCAGTGGT 

CGGCTTCAGAGGAGGGCATAAAGTAGGCGGTATGTTTGCTTATGATCTGTTTGCCGGCAA 

GCCGCTTCATAAACCCAAAGGCTTTCAGACGACCAACACCGTTTACGGCTTCAACTTGAA 

TTACAGTTTCTAACCTCTGAATTTTTTACTGATATTTAGACGGTCTTTCCTTATCCTCAG 

ACCGTCAAACTTTACCTACGTACTTGGCGCGCAGTACGTTCATCTTCAAAATGGAATAGA 

CATGAATAAAGGTTTACATCGCATTATCTTTAGTAAAAAGCACAGCACCATGGTTGCAGT 

AGCCGAAACTGCCAACAGCCAGGGCAAAGGTAAACAGGCAGGCAGTTCGGTTTCTGTTTC 

ACTGAAAACTTCAGGCGACCTTTGCGGCAAACTCAAAACCACCCTTAAAACTTTGGTCTG 

CTCTTTGGTTTCCCTGAGTATGGTATTGCCTGCCCATGCCCAAATTACCACCGACAAATC 

AGCACCTAAAAACCAGCAGGTCGTTATCCTTAAAACCAACACTGGTGCCCCCTTGGTGAA 

TATCCAAACTCCGAATGGACGCGGATTGAGCCACAACCGCTATACGCAGTTTCATGTTGA 

CAACAAAGGGGCAGTCTTAAACAACGACCGTAACAATAATCCGTTTGTGGTCAAAGGCAG 

TGCGCAATTGATTTTGAACGAGGTACGCGGTACGGCTAGCAAACTCAACGGCATCGTTAC 
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CGTAGGCGGTCAAAAGGCCGACGTGATTATTGCCAACCCCAACGGCATTACCGTTAATGG 
CGGCGGCTTTAAAAATGTCGGTCGGGGCATCTTAACTACCGGTGCGCCCCAAATCGGCAA 
AGACGGTGCACTGACAGGATTTGATGTGCGTCAAGGCACATTGACCGTAGGAGCAGCAGG 
TTGGAATGATAAAGGCGGAGCCGACTACACCGGGGTACTTGCTCGTGCAGTTGCTTTGCA 
GGGGAAATTACAGGGTAAAAACCTGGCGGTTTCTACCGGTCCTCAGAAAGTAGATTACGC 
CAGCGGCGAAATCAGTGCAGGTACGGCAGCGGGTCGCACTGGGCGGTATGTACGCCGACA 
GCATCACACTGATTGCCAATGAAAAAGGCGTAGGCGTCAAAAATGCCGGCACACTCGAAG 
CGGCCAAGCAATTGATTGTGACTTCGTCAGGCCGCATTGAAAACAGCGGCCGCATCGCCA 
CCACTGCCGACGGCACCGAAGCTTCACCGACTTATCTCTCCATCGAAACCACCGAAAAAG 
GAGCGGCAGGCACATTTATCTCCAATGGTGGTCGGATCGAGAGCAAAGGCTTATTGGTTA 
TTGAGACGGGAGAAGATATCAGCTTGCGTAACGGAGCCGTGGTGCAGAATAACGGCAGTC 
GCCCAGCTACCACGGTATTAAATGCTGGTCATAATTTGGTGATTGAGAGCAAAACTAATG 
TGAACAATGCCAAAGGCCCGGCTACTCTGTCGGCCGACGGCCGTACCGTCATCAAGGAGG 
CCAGTATTCAGACTGGCACTACCGTATACAGTTCCAGCAAAGGCAACGCCGAATTAGGCA 
ATAACACACGCATTACCGGGGCAGATGTTACCGTATTATCCAACGGCACCATCAGCAGTT 
CCGCCGTAATAGATGCCAAAGACACCGCACACATCGAAGCAGGCAAACCGCTTTCTTTGG 
AAGCTTCAACAGTTACCTCCGATATCCGCTTAAACGGAGGCAGTATCAAGGGCGGCAAGC 
AGCTTGCTTTACTGGCAGACGATAACATTACTGCCAAAACTACeAATGTGAATAGTCCCG 
GCAATCTGTATGTTCATACAGGTAAAGATCTGAATTTGAATGTTGATAAAGATTTGTCTG 
CCGCCAGCATCCATTTGAAATCGGATAACGCTGCCCATATTACCGGCACCAGTAAAACCC 
TCACTGCCTCAAAAGACATGGGTGTGGAGGCAGGCTCGGTGAATGTTACCAATACCAATC 
TGCGTACCAACTCGGGTAATCTGCACATTCAGGCAGCCAAAGGOVATATTCAGCTTCGCA 
ATACCAAGCTGAACGCAGCCAAGGCTCTCGAAACCACCGCAirrGCAGGGCAATATCGTTT 
CAGACGGCCTTCATGCTGTTTCTGCAGACGGTCATGTATCCTTATTGGCCAACGGTAATG 
CCGACTTTACCGGTCACAATACCCTGACAGCCAAGGCCGATGTCAATGCAGGATCGGTTG 
GTAAAGGCCGTCTGAAAGCAGACAATACCAATATCACTTCATCTTCAGGAGATATTACGT 
TGGTTGCCGGCAACGGTATTCAGCTTGGTGACGGAAAACAACGCAATTCAATCAACGGAA 
AACACATCAGCATCAAAAACAACGGTGGTAATGCCGACTTAAAAAACCTTAACGTCCATG 
CCAAAAGCGGGGCATTGAACATTCATTCCGACCGGGCATTGAGCATAGAAAATACCAAGC 
TGGAGTCTACCCATAATACGCATCTTAATGCACAACACGAGCGGGTAACGCTCAACCAAG 
TAGATGCCTACGCACACCGTCATCTAAGCATTACCGGCAGCCAGATTTGGCAAAACGACA 
7UVCTGCCTTCTGCCAACAAGCTGGTGGCTAACGGTGTATTGGCACTCAATGCGCGCTATT 
CCCAAATTGCCGACAACACCACGCTGAGAGCGGGTGCAATCAACCTTACTGCCGGTACCG 
CCCTAGTCAAGCGCGGCAACATCAATTGGAGTACCGTTTCGACCAAAACTTTGGAAGATA 
ATGCCGAATTAAAACCATTGGCCGGACGGCTGAATATTGAAGCAGGTAGCGGCACATTAA 
CCATCGAACCTGCCAACCGCATCAGTGCGCATACCGACCTGAGCATCAAAACAGGCGGAA 
AATTGCTGTTGTCTGCAAAAGGAGGAAATGCAGGTGCGCCTAGTGCTCAAGTTTCCTCAT 
TGGAAGCAAAAGGCAATATCCGTCTGGTTACAGGAGAAACAGATTTAAGAGGTTCTAAAA 
TTACAGCCGGTAAAAACTTGGTTGTCGCCACCACCAAAGGCAAGTTGAATATCGAAGCCG 
TAAACAACTCATTCAGCAATTATTTTCCTACACAAAAAGCGGCTGAACTCAACCAAAAAT 
CCAAAGAATTGGAACAGCAGATTGCGCAGTTGAAAAAAAGCTCGCCTAAAAGCAAGCTGA 
TTCCAACCCTGCAAGAAGAACGCGACCGTCTCGCTTTCTATATTCAAGCCATCAACAAGG 
AAGTTAAAGGTAAAAAACCCAAAGGCAAAGAATACCTGCAAGCCAAGCTTTCTGCACAAA 
ATATTGACTTGATTTCCGCACAAGGCATCGAAATCAGCGGTTCCGATATTACCGCTTCCA 
AAAAACTGAACCTTCACGCCGCAGGCGTATTGCCAAAGGCAGCAGATTCAGAGGCGGCTG 
CTATTCTGATTGACGGCATAACCGACCAATATGAAATTGGCAAGCCCACCTACAAGAGTC 
ACTACGACAAAGCTGCTCTGAACAAGCCTTCACGTTTGACCGGACGTACAGGGGTAAGTA 
TTCATGCAGCTGCGGCACTCGATGATGCACGTATTATTATCGGTGCATCCGAAATCAAAG 
CTCCCTCAGGCAGCATAGACATCAAAGCCCATAGTGATATTGTACTGGAGGCTGGACAAA 
ACGATGCCTATACCTTCTTAAAAACCAAAGGTAAAAGCGGCAAAATCATCAGAAAAACCA 
AGTTTACCAGCACCCGCGACCACCTGATTATGCCAGCCCCCGTCGAGCTGACCGCCAACG 
GCATAACGCTTCAGGCAGGCGGCAACATCGAAGCTAATACCACCCGCTTCAATGCCCCTG 
CAGGTAAAGTTACCCTGGTTGCGGGTGAAGAGCTGCAACTGCTGGCAGAAGAAGGCATCC 
ACAAGCACGAGTTGGATGTCCAAAAAAGCCGCCGCTTTATCGGCATCAAGGTAGGCAAGA 
GCAATTACAGTAAAAACGAACTGAACGAAACCAAATTGCCTGTCCGCGTCGTCGCCCAAA 
CTGCAGCCACCCGTTCAGGCTGGGATACCGTGCTCGAAGGTACCGAATTCAAAACCACGC 
TGGCCGGTGCGGACATTCAGGCAGGTGTAGGCGAAAAAGCCCGTGCCGATGCGAAAATTA 
TCCTCAAAGGCATTGTGAACCGTATCCAGTCGGAAGAAAAATTAGAAACCAACTCAACCG 
TATGGCAGAAACAGGCCGGACGCGGCAGCACTATCGAAACGCTGAAACTGCCCAGCTTCG 
AAAGCCCTACTCCGCCCAAACTGACCGCCCCCGGTGGCTATATCGTCGACATTCCGAAAG 
GCAATTTGAAAACCGAAATCGAAAAGCTGGCCAAACAGCCCGAGTATGCCTATCTGAAAC 
AGCTCCAAGTAGCGAAAAACGTCAACTGGAACCAGGTGCAACTGGCTTACGATAAATGGG 
ACTATAAGCAGGAAGGCTTAACCAGAGCCGGTGCAGCGATTGTTACCATAATCGTAACCG 
CACTGACTTATGGATACGGCGCAACCGCAGCGGGCGGTGTAGCCGCTTCAGGAAGTAGTA 
CAGCCGCAGCTGCCGGAACAGCCGCCACAACGACAGCAGCAGCTACTACCGTTTCTACAG 
CGACTGCCATGCAAACCGCTGCTTTAGCCrrcCTTGTATAGCCyu^GCAGCTGTATCCATCA 
TCAATAATAAAGGTGATGTCGGCAAAGCGTTGAAAGATCTCGGCACCAGTGATACGGTCA 
AGCAGATTGTCACTTCTGCCCTGACGGCGGGTGCATTAAATCAGATGGGCGCAGATATTG 
CCCAATTGAACAGaUVGGTAAGAACCGAACTGTTCAGCAGTACGGGCAATaiAACTATTG 
CCAACCTTGGAGGCAGACTGGCTACCAATCTCAGTAATGCAGGTATCTCAGCTGGrATCA 
ATACCGCCGTCAACGGCGGCAGCCTGAAAGACAACTTAGGCAATGCCGCATTAGGAGCAT 
TGGTTAATAGCTTCCAAGGAGAAGCCGC(yiGCJUUlATCAAAACAACCTTCAGCGACGATO 
ATGTTGCCAAACAGTTCGCCCACGCTTTGGCTGGGTGTGTTAGCGGATTGGTACAAGGAA 
- . AATGTAAAGACGGGGCAATTGGCGCAGCAGTTGGGGAAATCGTAGCCGACTCCATCCTTG 
GCGGCAGAAACCCTGCTACACTCAGCGATGCGGAAAAGCATAAGGTTATCAGTTACTCGA 
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AGATTATTGCCGGCAGCGTGGCGGCACTCTUVCGGCGGCGATGTGAATACTGCGGCGAATG 

CGGCTGAGGTGGCGGTAGTGAATAATGCTTTGAATTTTGACAGTACCCCTACCAATGCGA 

AAAAGCATCAACCGCAGAAGCCCGACAAAACCGCACTGGAAAAAATTATCCAAGGTATTA 

TGCCTGCACATGCAGCAGGTGCGATGACTAATCCGCAGGATAAGGATGCTGCCATTTGGA 

TAAGCAATATCCGTAATGGCATCACAGGCCCGATTGTGATTACCAGCTATGGGGTTTATG 

CTGCAGGTTGGACAGCTCCGCTGATCGGTACAGCGGGTAAATTAGCTATCAGCACCTGCA 

TGGCTAATCCTTCTGGTTGTACTGTCATGGTCACTCAGGCTGCCGAAGCGGGCGCGGGAA 

TCGCCACGGGTGCGGTAACGGTAGGCAACGCTTGGGAAGCGCCTGTGGGGGCGTTGTCGA 

AAGCGAAGGCGGCCAAGCAGGCTATACCAACCCAGACAGTTAAAGAACTTGATGGCTTAC 

TACAAGAATCAAAAAATATAGGTGCTGTAAATACAGGAATTAATATAGCGAATAGTACTA 

CTCGATATACACCAATGAGACAAACGGGACAACCGGTATCTGCTGGCTTTGAGCATGTTC 

TTGAGGGGCACTTCCATAGGCCTATTGCGAATAAGCGTTCAGTTTTTACCATCTCCCCAA 

ATGAATTGAAGGTTATACTTCAAAGTAATAAAGTAGTTTCTTCTCCCGTATCGATGACTC 

CTGATGGCCAATATATGCGGACTGTCGATGTAGGAAAAGTTATTGGTACTACTTCTATTA 

AAGAAGGTGGACAACCCACAACTACAATTAAAGTATTTACAGATAAGTCAGGAAATTTGA 

TTACTACATACCCAGTAAAAGGAAACTAACTAAATATGAGTAAGTTTGAAAAAAAATATA 

TTTTAGAATTAAATGATGCTTTAAGCCATTTAAATCATAACTCTACCTCATTTGATTTAT 

TGAAAGTTTTGATTTGATGGTTATCAAACGATATTGTCATTGATAAATTTAAAATTTTAG 

GTTATGACTTTAGTAAATATATCGAAATGAATCCCGATGACTATCCGGTTGAAAAATCTA 

TATTGAATAGAGAGGAAATTATTTATCTCAAAAACAATATTTATCGTAAAATATCATCAG 

GAAATTTTAAATTTCAATACTTTGTACAATATATTAGAGATATTTTAGAATATTTATTTA 

TTGAACATATTGAAAGAGTCTGTCCTTACTGCGAATGGGGTGAAATGCAAAAATTAGAAG 

AACAAAATACGCATGAAACGGTGTATCTCTGTACTCAATGTGGATGTGCTTTTTATAACG 

ATAATTCACAATTTTTATTAAAAACCCCTTTAACCATTCCAATGAAACGTGATGAATTTA 

AATAAACAAGCCGTAGCCTGCATGAACCCTAAAATCCACGTGTAGCGTGTGTGCGCCAGC 

ACGCATGCGTTCCATGATTTACGGCTCAATGCCGTCTGAAAAGCTCACAATTTTTCAGAC 

GGCATTTGTTATGCAAGTAAATATTCAGATTCCCTGTATGCTGTACAGACGCGGGAGTGT 

TAAGCCCCCCTTGTTTGAAGCTCCGCGGCTCCTGCCGAGCTTCACCGACCCCGTTGTGCC 

CAAGCTCTCTGCTCCCGGCGGCTACATTGTCGACATCCCCAAAGGCAATCTGAAAACCGA 

AATCGAAAAGCTGGCCAAACAGCCCGAGTATGCCTATCTGAAACAGCTCCAAGTAGCGAA 

AAACGTCAACTGGAACCAGGTGCAACTGGCTTACGATAAATGGGACTATAAGCAGGAAGG 

CTTAACCAGAGCCGGTGCAGCGATTATCGCGCTGGCTGTTACCGTGGTTACTGCGGGCGC 

GGGAGTCGGAGCCGCACTAGGCTTAAACGGCGCAGCCGCAGCAGCGGCCGATGCCGCCTT 

TGCCTCACTCGCTTCTCAGGCTTCCGTATCGCTCATCAACAATAAAGGCGATGTCGGCAA 

AACCCTGAAGGAACTGGGCAGAAGCCGCACGGTAAAAAATCTGGTTGTAGCGGCGGCAAC 

GGCAGGCGTATCCAACAAACTCGGTGCCTCTTCCCTTGCCACTTGGAGCGAAACCCCTTG 

GGTAAACAACCTCAACGTTAACCTGGCCAATGCGGGCAGTGCCGCGCTGATCAACACCGC 

TGTTAACGGCGGCAGCCTGAAAGACAATCTGGAGGCAAATATCCTGGCGGCATTGGTGAA 

TACCGCGCATGGGGAGGCGGCGAGTAAGATCAAAGGACTGGATCAGCACTATGTCGCCCA 

CAAAATCGCTCATGCCGTAGCGGGCTGTGCGGCTGCAGCGGCGAATAAGGGCAAATGTCA 

GGACGGCGCGATCGGTGCGGCTGTGGGTGAGATTGTCGGGGAGGCTTTGGTTAAAAATAC 

CGATTTTAGCGATATGACCCCGGAACAATTAGATCTGGAAGTTAAGAAAATTACCGCCTA 

TGCCAAACTTGCGGCAGGTACAGTTGCAGGCGTAACGGGAGGAGATGTCAATACTGCTGC 

ACAAACCGCACAAAACGCGGTAGAAAATAATGCGGTTAAAGCTGTTGTAACTGCTGCAAA 

AGTGGTTTATAAGGTAGCCAGAAAAGGATTAAAAAACGGGAAAATCAACGTTAGAGATTT 

AAAACAGACGTTGAAAGACGAAGGTTATAATTTAGCCGACAACCTGACCACCTTATTCGA 

CGAAACATTGGATTGGAACGATGCCAAAGCCGTTATTGATATTGTCGTCGGAACAGAGCT 

GAATCGCGCTAATAAAGGGGAAGCGGCACAAAAGGTCAAGGAAGTTTTAGAAAAAAATCG 

TCCTTATATCCCTAATAAAGGTGCTGTACCGAATATGAGTACATACATGAAAAATAATCC 

TTTTGGAAAACAGCTGGCTCAAATTTCAGAAAAGACAACGCTTCCGACGCAGCAAGGGCA 

GTCTGTCTTCTTGGTAAAAAGAAACCAAGGGTTATTAAAAACCGGTGATAGGTTTTATTT 

AGATGGCCAACATAAAAATCATTTAGAGGTTTTTGATAAAAATGGGAACTTTAAGTTTGT 

TCTAAATATGGATGGTTCGCTTAACCAAATGAAAACTGGGGCAGCAAAAGGTCGTAAATT 

AAACTTAAAATAGGAAATTTTATGGAAACATTGAATGATATAAAAAAAATCTTGATTAAT 

GTGGGGCTTTATCAAGGGTTTGATTTGACAGATCCAAAAGTATCAGAAGAAGTTAATCAT 

GAAACAGCTAATATGAAATGGATTAAAGATTATACTTCAGACGGGAATTGGGATAATGAA 

TTTAAGGAGGATTTAAAAAACTTTTTAGATTATATGGAAGTATGCCAATTAGCCCTAAAC 

GATAAAAATTTCAAAATTGCCAGTAATTCTTTATTTATGGCTATGATTTACGCAGGTAAT 

CTATCTCTTATATTTGATTCAATAAAAACTGATATATCAACATTATTGAGTGCTGAGTAT 

AAAAAGAATAGTTTTTCATGGCCATCTCTTGATGAATAGAAAGCAAGTTGTAGCCTGCAT 

GAAATCTAAAACCCATGCATAAGGTGTGGGCTTCAGTATACGCGTTCCATGATTTACGGC 

CATATGCCGTCTGAAAAGCTCAATTTTTTCAGACGGCATTTGTTATGAAAGTAAATATTT 

AGATTCCCTGTATACTGTTTAGACTCGTGTGTGCTGAGTAAGCTGTAGTCTGCATGAAAC 

CTAAAACTCGCTCAAAATTAAGCTAAGACATTAGCAGGGCAAGGGCGAAAATTGAATCTT 

AAATAAGGTGATTCAGATGAAAAATTTTAATGTAGTAAAAGAAAGTTTAAGAGAGTTAGG 

AATTAAACAAGGATTTGATCTTTATGAGAAAGCCACAACTGAAAAATTGAATAGTGAAGA 

TCCTCTTGACTTACAATGGCTTTCTAACTATTCATCTGATTGGAATGATGAATTAGAAGA 

AGACTTTGATTCTTTTTTTCAGCATATGAAGGAATATCAATATGCTATTGACAATGAAGA 

CATTAAATCTGCATGTAGTTCACTATGTGAAGCTATGCTCTATGTTGGTAATATTAAAAA 

TTTTTTTGAGTTTCTCAAAAGCGATATGATTAGACTGTTGAGAGGTGAAAGTAAAACAAC 

AGACTTTCAATGGCCGCAATTTGATGAATAGCAGCAAGCTGTAGCCTGCATGAAACCTAA 

AATCCATGCGTAAGGTGTGTGCTTCAGCACGCACGCGTTCCATGATTTACGGCTCAATGC 

CGTCTGAAAAGCTCACAATTTTTCAGACGGCATTTGTTATGCAAGTAAATATTCAGATTC 

CCTATATACTGCCCAGATGCGTGWTGCTGAAGACACCCCCTAGGCTTGGTATTTXSAAAC 

AGCTCCAAGTCACCAAAGACGTCAACTGGAACCAGGTACAACTGGCGTACGACAAATGGG 
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ACTATAAACAGGAAGGCTTAACCGGAGCCGGAGCAGCGATTATTGCGCTGGCTGTTACCG 

TGGTTACTGCGGGCGCGGGAGCCGGAGCCGCACTGGGCTTAAACGGCGCGGCCGCAGCGG 

CAACCGATGCCGCATTCGCCTCGCTGGCCAGCCAGGCTTCCGTATCGCTCATCAACAACA 

AAGGCAATATCGGTAACACCCTGAAAGAGCTGGGCAGAAGCAGCACGGTGAAAAATCTGA 

TGGTTGCCGTCGCTACCGCAGGCGTAGCCGACAAAATCGGTGCTTCGGCACTGAACAATG 

TCAGCGATAAGCAGTGGATCAACAACCTGACCGTCAACCTGGCCAATGCGGGCAGTGCCG 

CACTGATTAATACCGCTGTCAACGGCGGCAGCCTGAAAGACAATCTGGAAGCGAATATCC 

TTGCGGCTTTGGTGAATACTGCGCATGGAGAAGCAGCCAGTAAAATCAAACAGTTGGATC 

AGCACTACATTACCCACAAGATTGCCCATGCCATAGCGGGCTGTGCGGCTGCGGCGGCGA 

ATAAGGGCAAGTGTCAGGATGGTGCGATAGGTGCGGCTGTGGGCGAGATAGTCGGGGAGG 

CTTTGACAAACGGCAAAAATCCTGACACTTTGACAGCTAAAGAACGCGAACAGATTTTGG 

CATACAGCAAACTGGTTGCCGGTACGGTAAGCGGTGTGGTCGGCGGCGATGTAAATGCGG 

CGGCGAATGCGGCTGAGGTAGCGGTGAAAAATAATCAGCTTAGCGACAAAGAGGGTAGAG 

AATTTGATAACGAAATGACTGCATGCGCCAAACAGAATAATCCTCAACTGTGCAGAAAAA 

ATACTGTAAAAAAGTATCAAAATGTTGCTGATAAAAGACTTGCTGCTTCGATTGCAATAT 

GTACGGATATATCCCGTAGTACTGAATGTAGAACAATCAGAAAACAACATTTGATCGATA 

GTAGAAGCCTTCATTCATCTTGGGAAGCAGGTCTAATTGGTAAAGATGATGAATGGTATA 

AATTATTCAGCAAATCTTACACCCAAGCAGATTTGGCTTTACAGTCTTATCATTTGAATA 

CTGCTGCTAAATCTTGGCTTCAATCGGGCAATACAAAGCCTTTATCCGAATGGATGTCCG 

ACCAAGGTTATACACTTATTTCAGGAGTTAATCCTAGATTCATTCCAATACCAAGAGGGT 

TTGTAAAACAAAATACACCTATTACTAATGTCAAATACCCGGAAGGCATCAGTTTCGATA 

CAAACCTAAAAAGACATCTGGCAAATGCTGATGGTTTTAGTCAAAAACAGGGCATTAAAG 

GAGCCCATAACCGCACCAATTTTATGGCAGAACTAAATTCACGAGGAGGACGCGTAAAAT 

CTGAAACCCAAACTGATATTGAAGGCATTACCCGAATTAAATATGAGATTCCTACACTAG 

ACAGGACAGGTAAACCTGATGGTGGATTTAAGGAAATTTCAAGTATAAAAACTGTTTATA 

ATCCTAAAAAATTTTCTGATGATAAAATACTTCAAATGGCTCAAAATGCTGCTTCACAAG 

GATATTCAAAAGCCTCTAAAATTGCTCAAAATGAAAGAACTAAATCAATATCGGAAAGAA 

AAAATGTCATTCAATTCTCAGAAACCTTTGACGGAATCAAATTTAGATCATATTTTGATG 

TAAATACAGGAAGAATTACAAACATTCACCCAGAATAATTTAAAGGAAAAATTATGAAAA 

ATAATATTTTTCTAAACTTAAATAAAAAATCTATAAATAACAACCATTTTGTTATTTCGA 

TTTTTTTTGAAACAATTTACCAATTTGAAACTAAAGATACGCTTTTAGAGTGTTTTAAAA 

ATATTACAACTACCGGACATTTTGGAGTAATAGGTGCTCAATATGAAAAAATAGATGCTA 

CCAGATGGATTGGAGATTATGAAGAGGTAAATGGATTTGAGTATATTGATAAAGCTCCTT 

CTATTTATTTTTCAGTTGGAGATGATTTCAATCCTGAAGAATTAATTATACCTATTAATT 

TAGCATATCATTACTTTAATATTGCAATATCTGATTTCTTAATAGCTCACCCTGAATATC 

AAAAAAAGTGTAAAGAAATACAAAAAACATATTCTCAAACAAACTGTAGCCTGCATGAAA 

CCTAAAATCCATGCGTAAGGTGTGTGCTTCAGCACGCACGCGTTCCATGATTTACGGCTC 

AATGCCGTCTGAAAAGCTCACAATTTTTCAGACGGCATTTGTTATGCAAGTAAATATTCA 

GATTCCCTATATACTGCCCAGACGCGTGCGTGCTGAAGACACCCCCTACGCTTGCTGCAG 

AACTTTCGGGTAAAACCGGTGTGAGCATTAGCGCACCGTATGCCAATGAGAACAGTCGCA 

TCCTGCTCAGCACCACGGATATCAGTTCGGAAAACGGCAAAATCAAAATTCAATCTTACG 

GTGACCAATATTACTATGCGAGACAGAGCGAACTCTATACCTTTGAACGCCGCAGCTACA 

AAACTGGCAAATGGTACAACCGCAAACACATTACCGAAGTCAAAGAACACAAAAACGCCA 

AGCCCGACGCAGTAACCCTCAGCGCATCCCAAGGCATCGACATCAAATCTGGTGGCAGCA 

TCGACGCCTACGCCACCGCATTCGATGCCCCCAAAGGCAGCATTAACATCGAAGCCGGGC 

GGAAATTGACACTCTATGCCGTAGAAGAGCTCAACTACGACAAACTTGACAGCCAAAAAA 

GGCGCAGATTTCTCGGCATCAGCTACAGCAAAGCACACGACACCACCACCCAAGTCATGA 

AAACCGCGCTGCCCTCAAGGGTAGTTGCAGAATCTGCCAATCTGCAATCAGGTTGGGATA 

CCAAACTGCAAGGCACACAGTTTGAAACCACACTGGGTGGCGCAACCATACGCGCAGGCG 

TAGGCGAGCAGGCACGGGCCGATGCCAAGATTATCCTCGAAGGGATCAAAAGCAGCATCC 

ACACAGAAACCGTGAGCAGCAGCAAATCTACTCTATGGCAAAAACAGGCAGGACGGGGCA 

GTAACATCGAAACCTTGCAATTGCCGAGTTTCACCGGTCCCGTTGCGCCCGTACTGTCCG 

CACCCGGCGGTTACATTGTCGATATTCCGAAAGGCAATCTGAAAACCCAAATCGAAACCC 

TCACCAAGCAGCCCGAGTATGCTTATTTGAAACAACTTCAAGTTGCGAAAAACATCAACT 

GGAATCAGGTGCAGCTTGCTTACGATAAATGGGACTACAAACAGGAGGGCATGACACCCG 

CAGCAGCAGCTGTCGTCGTTATCGTCGTAACCGTATTGACCTACGGCGCACTGTCCGCCC 

CGGCAGCCGCCGGAACGGCGGGCGCGGCAGGCGCAGGAGCGGGAGGAGCCGCAGCAGGAA 

CGGCAGCCGGAACTGGAGTAGCAGCAGGAACGGCAGCCACAACCGGAGTAGCAGCAGGCA 

CATCAGCTGCAGCTATCACCACAGCCGCAGGCAAAGCCGCACTGGCCAGTCTCGCCAGCC 

AAGCCGCAGTTTCCCTCATCAACAACAAAGGAGACATAAACCATACCCTGAAAGAACTGG 

GCAAAAGCAGCACCGTCAGACAGGCCGCCACCGCCGCCGTAACCGCAGGCGTACTGCAGG 

GCATAAGCGGGCTGAACACCCAAGCAGCCGAAGCCGTCAGCAAACATTTTCACAGTCCCG 

CAGCAGGCAAACTGACCGCTAACCTGATCAACAGCACCGCTGCCGCAAGTGTCCATACCG 

CCATCAACGGCGGCAGCCTGAAAGACAACTTGGGCGATGCCGCACTGGGTGCGATAGTCA 

GTACCGTACACGGAGAAGTAGCGAGCAAAATCAAATTTAATCTCAGCGAAGACTACATTG 

CCCACAAGATAGCCCATGCCGTAGCAGGCTGTGCATCGGCGGTAGCAAATAAAGGCAAAT 

GTCGGGACGGCGCAATCGGCGCGGCAGTCGGCGAGATGGTGGGAGAAACCCTGTTGGACG 

GACGCGATGTAGGCAAACTGTCACCCCAAGAACGCCAAAAAGTCATAGCCTACTCGCAGA 

TTATCGCAGGCAGCGCAGTGGCATTGGTTAAAGGGGATGTGAATACGGCGGCGAATGCGG 

CTACTGTGGCAGTGGAGAATAATAGTCTTTTAGCTCGCAGGAGGGTAAATATACGTTGGA 

CTTCGCGACAAGAATTGGAACATGAATATGCCATTCTTGAAATCCAGGCCATTACCAATC 

AAATCCGAAGGCTGGATCCGAAATTTAACGGGATTGCTATTATGAGGAATCCTAGAGAGC 

CGTGGACAAGACATGATGTACAAACATACAGGCAATATTATAATCAATTAAGGGAATCCA 

GAGGCTTTGCTGTTGACCCAATTTATAGAATCAGGATAAACAAGGGCAATGAATTTAACC 

GTATCATGTCATCAAAATACCCTTATAATGAGCTTTATGTAGCCAATCCTAAATCGGCGA 
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CGGGGTATTTTAGGGTAGATTCGTATAATCCTGCGACAGAGGAAATTATTTCAAGAAAAT 

TTACCCAATTTTCTCAAATCCAAGAAAGTACGGGGATTGGTTATATCAAGGAGGCTGTTA 

GAAAATATAGCCCTGGTGCTGTCATTTCCAATGTTCCAAGTACACCTACTACGATAAGAG 

GAAGAAAGCTTGAAGGAAAACTTATTTTAGAAGTTCCTGCTCAGGTCAATCCAATTCCAC 

AATCTGTATTAAGGGCGGCACAAGAAGAAAATGTTATCATTAGAGATACAACAGGAAGGA 

TTTACAAATGAAGAAAGATATTTTTTATTGTGAGCAGTGGTCTTATGGTTATAAGAAACT 

TCATAAGCCTTTTTCTGAGAAACAAGCTGAGGAAAAACATCTTAAAGGGGAGTTATATAC 

TGCCGTAATAGGTTCGGCGACACAACCTGAATATGTAATTACCTTGCGAGAGGAAGTAGG 

TTTTTTTTCGGTACATTTTTTCGATAAATTTGGAAGGGATTATTTAACCCATCAATTTCA 

AAAATATTCCAATTCGAATTATTATTTTCTTTCTATGGCTGTATGGAGAGATTATATAAC 

TTTGGAATCTCATGACTTAGCAGAAGGATATACTTATTTCTTCAATGAAAATACGGATGA 

TTGCTATGTTTTGAAAGAGGATTTTATTAATAATGAGCGATATGAAAAAACAGAATTATA 

TTCCCAAAAAGATAAGGTAATTCTATTTCCAAAGTTTGGCGAATATGATTTGGTGTTAAA 

TCCGGACATTATTTAATTGAGTTTTAAGGCCGTCTGAAAAAATTTCAGACGGCTTTTATT 

ATTGGGTTTGGAATCTGAGGATAAAGCTGATAAAAACCAGGAAATTATCAGGTTGCTATA 

TACGTATTGTTGTACAGACTAAAGGCAGCAATCAAATCACTACTGCTTACCCACAAAAAT 

AAATCGATTATATGGAGTAATCATGAATAAGAGAATGAAAATGTGTCCTGCTTGTCAACA 

AGGCTATCTCTACCATTCGAAACCTAAATATCTTCATGATGAAATTATTCTGTGTGATGA 

ATGCGATGCAGTATGGCTCAAAGGTATGAATATATTTTATGGAGAATATGAAAAAGATTT 

TTATTCTTATGTTCCTTTCATGGAATCCCAAGGTATAACGAGTGAATGTATTTGGGAAGG 

AGATTTGTTTGATCATCCATATTATGAAGATGAAAACTCAAATGATATGGATTGATGGAA 

ATTTTAAGCCTGCGTAGGTACGATTAGCCATCAAACGGCGTAATCATACGCAAGATTATC 

AACAGAGAGGGCTGGCAGCGATATACCACCCACAAGATTGCCCATGCCATAGCGGGCTGT 

GCGGCAGCGGCGGCGAATAAGGGCAAGTGTCAGGACGGCGCGATTGGTGCGGTCGTGGGG 

GAGATTGTCGGGGAGGCTTTGGTTAAGAATACCGATTTCAGCGGTATGACTGCTTCTGAA 

ATTGAAAAAGCTAAAGCGAATATTACTGCGTATGCAAAATTGGTAGCCGGAGCGACTGTA 

GGTGTTACAGGAGGCAATGTTGATGTGGCGGCAAATGCTTCCGAAACAGCTGTTAAAAAT 

AATGCATTAGATATTATTTGGGATATTGGCAACCTCGTATGGGACGGCGGTAAATGGATT 

TACGCCAAATCTATTGGCGATAAGCAGATGGCTCGAGAAGCGGCGATTGATTTTGGTGTG 

GATGCCGCCGCAGCTGCCGTTCCCTTTGTTCCGGGAGGTGCGACTAAAATCAGCCGAGGC 

GGGGCTTATGTTCTGAAGGCGGGAGACGAAGCAGTTGATACGGCTAAAGCCATACAGGAA 

ATTCAGAAGCAGACCGGAATCAAGCTTACTTATGATAAGGTTAATAAGGTTTGGACAACA 

CCGGCGGGGTTAGATTATGGGTTAGATGCTAAGCATGGTAATAGGATTAAACATGTTTTA 

GCCCATACAATTCCAAATCCAAACAAACCTGTTCATTCTGTTTTTAATGTGTCCCGTAAA 

GAAGTTTTGCCTTTGGTTGATGAAGCTTGGAGAATGAAAGGAAATCCTTTGCCAAATGAT 

TCATCCGTATATCTTGTAGATATGAAGAAACCTATTGGAACAAAAGGAGAAACAAAAGTG 

CGGATTGTTGTGCAAAAAGGAACAAATAAAATCATTTCTGCATATCCTCAGAAATAATTA 

AGAAAGGAATCTCTTATGGATAAAGAAATTAAAATTTGCCCAAGATGTGAGCAAGGCTAC 

CTTTATCATGCAAAGCCTAAATATTTCTCTGGGGAGGTCATTTTATGCGATGAATGTTAT 

GCTATGTGGCTTGGGGATATGAAAATTTTTTACGGACAATATGGAAAAGATTTTTATGAT 

TATCATGAGTTTATGAAAGATAAAGGCATAGAAGAAATAAATATGTGGGAAGGAGAGCTT 

TTTGATCACCCATATTATGAGGATGAAAAATTTAAATAATTGATTTTCTGTTCCCCGAAT 

TTGGGAAATACGATGATATTTTAAACCCAAATATTATTTAAAGTAGCAATAGGCCGTCTG 

AATATCCGTTTTTCAGACGGCCTCAATGCAACTGCTGGCAGCCGAAGGCATTCACCAACA 

CCAATTGAATGTTCAGAAAAGTACCCGTTTCATCGGCATCAAAGTGGGTAAAAGCAATTA 

CAGCAAAAACGAGCTGAACGAAACCAAACTGCCCGTACGCGTTATCGCCCAAACAGCCAA 

AACCCGTTCCGGCTGGGATACCGTACTCGAAGGCACCGAATTCAAAACCACCCTTTCCGG 

AGCCGACATACAGGCAGGGGTGGGTGAAAAAGCCCGAGCCGATGCGAAAATTATCCTAAA 

AGGCATCGTTAACCGCATCCAAACCGAAGAAAAGCTGGAATCCAACTCGACCGTATGGCA 

AAAGCAGGCCGGAAGCGGCAGCACGGTTGAAACGCTGAAGCTACCGAGCTTTGAAGGGCC 

GGCACTGCCTAAGCTGACCGCTCCCGGCGGCTATATCGCCGACATCCCCAAAGGCAACCT 

CAAAACCGAAATCGAAAAGCTGGCCAAACAGCCCGAATATGCCTATCTGAAACAGCTTCA 

GACGGTCAAGGACGTGAACTGGAACCAAGTACAGCTCGCTTACGACAAATGGGACTATAA 

ACAGGAAGGCCTAACCGGAGCCGGAGCCGCAATTATCGCACTGGCCGTTACCGTGGTCAC 

CTCAGGCGCAGGAACCGGAGCCGTATTGGGATTAAACGGTGCGGGCGCCGGGGCAACCGA 

TGCAGCATTTGCCTCTTTGGCCAGCCAGGCTTCCGTATCGTTCATCAACAACAAAGGCAA 

TATCGGTAACACCCTGAAAGAGCTGGGCAGAAGCAGCACGGTGAAAAATCTGATGGTTGC 

CGTCGCTACCGCAGGCGTAGCCGACAAAATCGGTGCTTCGGCACTGAACAATGTCAGCGA 

TAAGCAGTGGATCAACAACCTGACCGTCAACCTGGCCAATGCGGGCAGTGCCGCACTGAT 

TAATACCGCTGTCAACGGCGGCAGCCTGAAAGACAATCTGGAAGCGAATATCCTTGCGGC 

TTTGGTGAATACTGCGCATGGAGAGGCAGCAAGTAAAATCAAACAGTTGGATCAGCACTA 

CATTGCCCATAAGATTGCCCATGCCATAGCGGGCTGTGCGGCAGCGGCGGCGAATAAGGG 

CAAGTGTCAAGATGGTGCGATCGGTGCGGCGGTCGGTGAAATCCTTGGCGAAACCCTACT 

GGACGGCAGAGACCCTGGCAGCCTGAATGTGAAGGACAGGGCAAAAATCATTGCTAAGGC 

GAAGCTGGCAGCAGGGGCGGTTGCGGCGTTGAGTAAGGGGGATGTGAGTACGGCGGCGAA 

TGCGGCTGCTGTGGCGGTAGAGAATAATTCTTTAAATGATATACAGGATCGTTTGTTGAG 

TGGAAATTATGCTTTATGTATGAGTGCAGGAGGAGCAGAAAGCTTTTGTGAGTCTTATCG 

ACCACTGGGCTTGCCACACTTTGTAAGTGTTTCAGGAGAAATGAAATTACCTAATAAATT 

CGGGAATCGTATGGTTAATGGAAAATTAATTATTAACACTAGAAATGGCAATGTATATTT 

CTCTGTAGGTAAAATATGGAGTACTGTAAAATCAACAAAATCAAATATAAGTGGGGTATC 

TGTCGGTTGGGTTTTAAATGTTTCCCCTAATGATTATTTAAAAGAAGCATCTATGAATGA 

TTTCAGAAATAGTAATCAAAATAAAGCCTATGCAGAAATGATTTCCCAGACTTTGGTAGG 

TGAGAGTGTTGGTGGTAGTCTTTGTCTGACJUIGAGCCTGCTTTTCGGTAAGTTCAACAAT 

ATCTAAATCTAAATCTCCTTTTAAAGATTaUUUUVTTATTGGGGAAATCGGTTTGGGA^ 

TGGTGTTGCTGCAGGAGTAGAAAAAACAATATACATAGGTAACATAAAAGATATTGATAA 
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ATT T ATT AGTGC AAAC AT AAAAAAAT AGGAGTTAGT ATGAAAT AT ATGATTAGTTTTC TA 
AAAAAAACATTTGAATTAATGAGTTGGGTGTTAGTCATACTAATAATTGGGACATTTTAT 
GACTATTATCAAATAAGGCAATATGCTGAATTAGAAAAGAAATCTATATCAAATATCTTG 
CTATATGCCCAAAAAGAAAAATTTCGCTTAGAGAGTAAAGATAAATACATGCGAGGAGGA 
TATACAAAATATAAATTTATTTTTTCAGAATATAGTAATACTACTTTTTTAAATTTCATA 
AATGACCTGAAAAAAGATAATTATTTACCACTTGACGGCTATGGACATGGTTTTCTATGT 
AGAAAAGGAGAGTCTATATCAATC7LATATATACCCTGAAATTAATAAATTTATTTTAGTA 
TGGGGAT AC CC TGAAAATCTTTGCGCTGATTCTAATTAAGTAAGC AAG AAT AGGTTATAG 
GGAAATAAAATTCAAATGAGAAAATTGAATAATCACGATGTTCATAAACGGTATCAAGAT 
CGTTTAGAAGAGGATGTAGAGTTCACTATCAACTATGAGCTTCCTTTGAGTTGTTTGTGG 
TCAACCATCAAAGACTTTTCCAGCGATTTTGAGGAAAAAACTGAAGCGTTCTTTATTCTT 
TTCAAAGAGCTGCTGCGCAGAGGTCATCTGAAACTGCAACGCGACGGGCAAATTATCGGG 
CATACGCCCGAAG7VATGGGAACAAATATTTAGGGAAGTATGGCCTGAATATGAAATCGAA 
CCCAATCCACTTCCCGGCTATGCCCCATTTGATATTGGAATGTGGCTTACGGTCGAGGCT 
CCTGCCTACGCCGTATGGATAGATCCCGAAGACGGTAGCGAATACTGGGCGGGATAAAAT 
ACCAATGTTTGGAATAAATCCCGTCTGAAAAACAGCTTTTTCAGACAGGATTTATTCCAA 
TTATCGGTGATATACAGAGTTTTGTAGAAGCAGAGACCGCTGCCGATCACCTGTTTGCTT 
TGCTGGGTGTGGTTCCGGGTATCGGTGAATCGATACAGGCCTATAAAGTAGCGAAAGCGG 
CTUVAAAATTTACAAGGCATGAAAAAAGCCTTGGACAAGGCAGCAACCGTTGCCACTGCAC 
AGGGCTATGTCAGTAAAACCAAAATCAAAATCGGTCAAACTGAATTAAGGGTTACTGCAG 
CAACTGACAAACAATTGCTGAAAGCTATTGGCGAAGGAAGGACACGACAGGTAAAATGAC 
CGAGCAGTTATTTGACTCTTTAGCTAAACAAAATGGCTTCAGAGTGCTTTCGGGCGGCAA 
ATACGGCGGAAATAACGGTTTTGATCATGTATGGCAGGCTGCCGATGGTAGTGTTGTTTT 
GATTGTAGAAAGTAAGCAGATTAGGAACGGTACGGTACAGCTGAATCCGAATGGTGCGGG 
TGGATATACGCAGATGAGTCGTGAATGGATTAAACAAGTTGTAAAAAGTTTACCTGATGG 
TAGTCCTGCTAAGGCAGTTGTCTTAAAAGCAAATCAGAACGGCAAATTAAAAACGGCAAT 
AGCAGGCGTTGATCGTCAAACAGGTAAGOCCGTTATTCTTTCTGTCAAAGTTCCTTCTAA 
AACCAATATAAGGAGATAACAATGGGGCACAATATGATGACCACCCAAAAATGGTATGAA 
CATATTACTAATGTAATCATAGGCAATACTGCTAATTTCAATAGCGGTTGCCCCGAATCT 
ATAGATTATGTAGATGAAAAAAAAGGCGTGCCGCTTGCAGCGHTGAAOT&CM^TTTAATG 
TACACTGAAGCTGCGGCTTCCCATGCCTATCTATTTGKACATmTCTTJOffiAAATTCAAG 
CAATATGCTTATGTTGCAGGAAAGTTGGGTATTTTGCAGAGTGTAGATGATGAAGACCCC 
GAACCCTTCTTCTTTCCCTGCGACATGCTCAAGATTCAAGATCGGATGTTTCTGATGCTG 
ATGAGCGACAGCCCGCAGCTGCGCGAGTTTTTGGTGCGCAATATCGACAACATCGCCAAC 
GATACAGAAGCCTTCGTAAACCGATACGACCTCAACCGTCATATGATTTACAATACTCTG 
CTGATGGTGGAGGGTAAGCAGCTTGATCGGTTGAAACAACGTAGCGAGAAAGTCTTGGCG 
CATCCCACCCCTAGCAAATGGCTGCAAAAGCGGTTGTACGATTACCGCTTCTTCCTCGCT 
TTCGCCGAACAGGATGCCGAGGCGATGAAGGCCGCCTTAGAGCCGCTTTTTGATAAAAAA 
ACCGCGCGTATGGCTGCCAAAGAAACATTGTCCTATTTCGATTTCTACCTGCAGCCGCAA 
ATCGTTACCTACGCCAAAATCGCATCCATGCACGGTTTCGATTTGGGCATAGACCACGAA 
ATCGCGCCGAGGGATTTGACTGTTTACGATCCGCTGCCGGCAGACGAATATCAAGACATC 
TTCGATTTTATGAAACAGTATGACTTGTCTTATCCGTATGAATATCTGCAGGATTGGATA 
GATTACTATACGTTCAAAACCGATAAGCTGGTATTTGGTAACGCGAAGCGAGAGTGAGCC 
GTAAAACTCTGAGCTCCTGTTTTATAGATTACAACTTTAGGCCGTCTTAAAGCTGAAAGA 
TTTTCGAAAGCTATAAATTGAAGCCCTTCCATAGTACATAGATCTGTGTTGTGGCGAGGC 
TTTACCACGCTGATTGCCGGAGAAGAACTCAACCTGCTGGCAAAACAAGGCATGAGATCT 
TTGCAATAACATGAGTTGAGACCTTTGCAAAAAAGCCCTTCCCCGACATCCGAAACCCAA 
ACACAGGATTTCGGCTGTTTTCGTACCAAATACCTCCTAATTTTACC.CAAATATCCCCTT 
AATCCTCCCCGGATACCCGATAATCAGGCATCCGGGCTGCCTTTTAGGCGGCGCGGGCGC 
ACTTAGCCTGTTGGCGGCCTTCAACAGGTTGAGACCTTTGCAATAACATAGGTTACTAAA 
ATTTTATGCTCAATCTCATTTTCAAMTGCAAAACTTTTCTGATTTTTCCTACTTTTTGC 
TCAATATTAGGAAGGTTTTAGGCAATTGAAAATTTTTTGGCGCATTTTTATGCGTCAAAT 
TTCGTTAACAGACTATTTTTGCAAAGGTCTCAGGTTCAAACACATCGCCTTCAGGTGGTT 
TGCGTACTCACTTTGTCATTTCCAATGTTCCAAGTACACCTGCTCCGCTAAGAGGAAGAA 
AACTTACAGGAAAACTTATTTTAGAAGTTCCTGCTCAGGTCAATCCAATTCCACAATCTG 
TATTAAGGGCGGCACGAGAAGAAAATGTTATCATTAGAGATACAACAGGAAGGATTTACA 
ATAGGTGGTGGTTTAGTATTAGGTGGTTGTGCAGGTGCACATCTTGCAAGAAAAGAACGA 
TTGATACTAACAGGGAAAACAGGGGCAGGTGCGTCAGCAATTGCAAATGCAAGCATTGGA 
TATCAATGGACTGTCAATTTGTCAAAGCCAAAAGAAGGAGCTAAATAATAATGCATTCCC 
ACTATATATTTGGTATTTTGATGATTTCATATGTTTTCGCAATGTTATTTAATTTTATAA 
TATCATATAAAATATTTAAAGAAGAAAAATTAATTAATGGTTTTTTTGATTTTCTAATTA 
AATCAAGCTACCTTAACTTTAAATATTTCAATATATTATTTGGAAAATAAAAAATCTCAA 
ATATTTTTTATTTGAAATTATTAAGAATTAATCTGGCGTTGGGGGTTTTTATCTTATCGT 
TAATAATTATAAATATTTTTTGTTTTTAGTAAAAATATGGTACAGATATGTACAGCTAGC 
TTTGTTTCAGTAAGGTATAACTGTATATAATACTCAGATTTTTCACGTTGGGCTATACAT 
GGAAATATATCTGTGATTAAAGATGTTAATGGTAAGTATCGATTAGCACCTGAAAAGCAT 
GATTTTAAAATGCATTCCTTTGGGGGGAGAAAAAAGTAATGTAAAAACAATATTTAGAAA 
TATGGAAACTATAATTGGTAGCCCAGGGTAAGGGGTACCTTTCAGGATTGAATTTAAAGG 
AGAGGTAAATATTGTTAACTAAGTTGAAAATTTTGCTATTTTTGTTCTTATTTGTTTTTG 
TATTGGCTATTAATTTGCTTTTCTTCTTTTTTAGTTCGGATATCGAGAGTTTCGGGAACT 
ATCAGTTTGAATATGTTTACGATAAAGGTTGGCCTGCTAATTATATTTTAGTCATGAAAG 
ATGGAAATGAAGGGAATTTTGATAAAATAATATCCGGATTGGTTTTAGAATATTATAAGG 
AGGATGATAACATTTATTTTTCTTATATTGACGGGCAAGGATTTGCTTCAGACTCTTGCT 
— ATTACAAACCGGAAATTTTATATGGAAAAATTATTTTAAATAAAAATCATAT6ATTAATA 
TTAATAGCATGGAAAAAAATAATTTTCTTTCAGAAGATAAAATAATGAAGGGAACAAGAA 
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ATTGGCTAGCAGACCCTAAAAATAAATGTAATATACAGACTCTAGACTAAACGCGTCTTG 

CGAAAATACAACGGAATCGATCGTAAATCTTTCCCGCTGTTCTTGAAAGAATGCGAATTT 

CGATTTAACTTCGGCACACCGTCTCAACAGCTTAAAATCCTGCGGGATTGGTGTGGGATT 

TAGGGCTAATCTAGTACAGCCCCTTGTTTTTTCGATACGGAACCGGATAGAGGAAAAATC 

GAACATTGCGCCTGCCTTGCTATGATTCACGAAGAAATCTCCGCCATGCCTATGGGCTAT 

GAAACCTTGATCGGCGATATGGGCAGCGCACTGTCAGGCGGACAAAAACAACGCATCGTA 

TTGGCGCGGGCCTTAATATTGCGAACCGAAAATCCTATTTTTAGATGCAGCGACCAGCCA 

TTTGGATATTGCCAATGAAAAAGCAGTCAATGCAAACTTGAATGGCTTGTCTATCATAAA 

AATTATGGCGGCACACAGAAAGGAAACGGTGGAATCAGCAGATAGGAAAATGTCTTTAGG 

ATAAAAATACAGTTTCAAAAATACTCAAGACTACTGCCGTTTTTTCGCCTGAGCGTCAAA 

CTCTGCCAGCGTCATGTTCAAAGTCTGCAAACACGGTGTCATTACCGCATCGACAGCTTG 

GTTCACATGATCCCTTTCCACAGGCAACGGACGGTAAACGAAGAGCTTGAAGAGTTCGTT 

CAACTCAATCGAATCCGCCCCCGTTTTCAAGACCCAACCCTGTCTGCCGGAATAGATGTA 

GCCGTGCCGCGCCAGCTTTTCCAAAAGCTCGCCCAACTCGTCGTAGCCCATATTGATATG 

CCGTCTGAACTCCTGAACAGGCAAGGCTTTGCCTTCTTTTTGCGCCGCATCCAGAAGCAG 

CAGGATTTTCAACACGTCGTCAAACCGTCCGCGCGAGTCGAAGCCCCTGCGGAACGCTTC 

TCCCTGCCAGTAGGAGAGTGAAGAAGTCAGCACCGCGCCGCCCAAGACCAGCGTCCACAA 

CAGGTTCAGCCACAACAGAAAAAACGGCACGGCGGCAAACGCGCCGTAAATCGAGCGGTA 

GCCGTCGAAATTGCCCATATACCAAGTGAAGAGGGAGCGCGCGGTTTCCAGACAAAACGC 

TGTTGCCAAAGCCCCGACAAACGCCTGCCGCGCGGGAACGAAGCGGTTTGGCACGAAGCG 

GTACAGCCCCCACAGCAAAAGCGTCATGAAGGTCAGCGTCGCCGCCGTTCGCAACGCGCC 

CGACCACTGCGGCGCACCTGAGGCAAGCGCGGCATCCTGTACCGAGCCGACCATAAAGGA 

AATGCCCACGCCCAAAGACAGCGGCCCGAACGTCAGTAAAGCCCAATAGACGAGAAACTG 

CATCATCCACGGACGCTGGGAATTGACCCGCCAGATGCGGTTGAACGTATTGTCTATCGT 

CCGAATCAGCATCAGCGAGGTAACGACCAGCATCACGCTGCCGATTGCCGTCAGCCGGTT 

CGCCTGCTCGCGGAACGCATTGATATAGTCGAACACCATGTCCGCGCCCTGCGGCACAAT 

GGTTTGGTTGACGAAGGAGACGAACGAATCCGACCAGCGGTCGAACACGGGGAAAATCGA 

AGCGACCGCCACCATCACGGTCAGCACGGGGACGAGTGCCAGCAGCGTCGTAAACGTCAT 

GCTTGCCGCCGCCTGCGGTACGCGTTCTTCATCAAAGCGGCGGACGACGAACCATGCAAA 

CGCACAGATTTTATTGTCTGCCAAACCTTGCAAACGTTGTAAAAAGGTCATAATTTCTTG 

CCCGGTCAGTAAGTTGGGCATTGATGCCCGATGTTATAGCCAATTTTGCCGTCAGGAACA 

AATGCCTGAACTGCGGCTGTTTCAGACGGCATCGGAACAACTGTTATGCCGTCTGAAGAC 

CGAACCATTTTAACGGAATCCGCCCATGAACCCAAATCCCCCTCAAAATCCTCGTCCTCT 

ACTATTTCCAAAACGGCAGCACCCGCAATCCCGCACTCCGAATCGCTCGCGGCATCGACA 

GCGTTGAAGGTTGCGAAGCCGTATTGCGCACCGTCCCCAAAGTCTCCGCCGTCTGCGAAG 

CCGTCAAAAAAGATATTCCCGACAGCGGCTCCCGTCCTGACCGCCGAAGAAAACAATATC 

GCCTTCGCACAAAGCAAACGCTTGGCGGAACTCGCCGTCAAGTCGGCATAAGCCGCGTGT 

TCAGACGGCATGGCGTTCAGATGCCGTCTGAACACGTTTGCCTGTATAATCCGCATCTTT 

ACTGTCCAACTTCGCGGTTCGCAAACCTCCCGCGTTACCAAAACTAGGATTCGATATGTC 

AAACCAACAAGCCTTGGTCATCTTTTCGGGCGGTCAGGATTCGACCACCTGCCTGATTCA 

GGCAATCCAAACCTACGGGCGCGAAAACGTCCAAGCCATTACTTTCCAATACGGGCAACG 

CCATGCCGTCGAGCTGGAACGTGCCCGCTGGATTGCGCAGGATTTGGGCGTCAAACAAAC 

CGTACTCGACTTGAGCCTGATGCGGCAGATTACGCACAATGCCCTGATGGACGACACCGC 

CGCCATCGAAACTGCCGAAAACGGCGTTCCGAATACCTTTGTAGACGGCCGCAACGCGCT 

TTTCCTGCTCTATGCCGCGATTTACGCCAAAGGGCAGGGGATACGGCACATCATCGCGGG 

CGTGTGCGAAACCGACTTCTCCGGCTATCCCGACTGCCGCGACGTGTTTGTCAAATCGAT 

GAACGTTACCCTTAATTTGGCGATGGACTATGATTTTCAAATCCACACGCCGCTGATGTA 

TCTGACCAAGGCGCAAACGTGGGCGTTGGCGGACGAAATGGGCGTGCTGGACTATATCCG 

CGAGCAAACCCACACCTGCTATAACGGCATCGTCGGCGGCTGCCGCGAATGCCCGAGCTG 

TATCTTGCGCGAACGCGGGCTGGCGGAATATCTGGAAAGTAAAAAGGCCGTCTGAACACG 

CGCAAACCATAAGGAATACGATATGCCCAAGCTCCATATGTTTTACCTCGGCGGCAATGC 

CGGCAGGTCGAATATCGAAGTGCACGACATCCAATTTGCCGTGTGCGACAACTACCGCGA 

GGCCGTCCCCGCGCTCAAAGCCGCGTGGTTCGGCGATGCGGACAAAATCCACATCGACGG 

CTGGCAGATTGTCGAATGGGCGGACGGTTACGACATCGCCGTATCCGAAACGCCCAAAAC 

GAAAATGCCGTCTGAACACGCCCCGCGCCTGTATTTCGCCAATGTCGGCGGTTATCGCGC 

GGGTCAGCTTGCCGAGGCACACGCTTTCGGGCTGTTCGCCGCCGCCACGCCTGCCGAAGC 

CAAACAAAAAGCCCTGCAAACCCTCTTGACCGACJVGCTATGTTCAGCAGCATAAAGACAA 

CTTAAAAGACGTGGACAACCTGCTTGCGCTCGACCGCATCGGCAATTTCCATATCCGCCT 

GACCCCGAATCCGCACGGCAAACCCGCCGAAATCGGCTTTCAAGGCTATTTGCCCATTTG 

AGAACCCATGAAAATCACCAAAATCTTCACCTTCGACTCCTCGCATATGCTCGACGGGCA 

TGACGGCAAATGCCAAAACCTGCACGGACATACCTACAAACTCGAAATCACCGTTTCAGA 

CGGCATTATCAAAGGCGGCGCGAAAGACGGTATGGTGATGGACTTTACCGACTTGAAAGC 

CATTGTCAAACAACACATTACCGACCCCTTCGACCACGCCTTCATCTACCACGGCGGCAA 

CAGCCGCGAATGCCAAATCGCCGCGCTTTTGGAGGGCTGGAACATGAAAACCCTGCGCCT 

GCCCTGCCGCACCACTGCCGAAAATATGGCGGTCGAAATGTACGGCCGTCTGAAAAACGC 

GGGGCTGAACGTGTGCCGCGTGAAATTGTGGGAAACGCCGACATCGTGTGCGGAGTATGA 

AGGGGAGTAGGGAATATCTTGAACGTATCGATATAGTAAATTCCAATAAGACATGCCCAA 

CCGCGTCATTCCCGCGCAGGCGGGAATCCAGACCTTGATTTATCAGGAATATTTAAAAAT 

TGCAGCAATTCCAACTCTCTGGATTCCCGCCTGCGCGGAAAGGACGGTTTAGAGCGTCCT 

TATTTGAATTTACCGTAAAACGGTTTTTTCTCCTGTACGGATTCCCC G TTTTT T CAGACG 

ACCTTCCATATCAAATACACCCATTAAAAGGAATACCCATGAAACTCCTCTTCATCCTCC 

TAGTCCTCTTCGTCGCCGTCGAACATTTCTACATCGCCTGGCTTGAAATGACACAGATTC 

CCAGCGAAAAAGCGGCGGAAATATTCAAGCTGCCTTATGAATTTATGGAACAAAAGCAAG 

TGCAGACCTTGTTCAGTAATCAAGGGCTGTATAACGGCTTTCTCGGCATCGGGCTGGTGT 

GGTCGCGGTTTGCCGCGCCGGACAACGCCGTTTACGGCGCGACGACTCTGTTTCTCGGTT 
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TCGTATTGATTGCCGCCGCGTGGGGCGCGTTTTCGTCCGGCAACAAAGGCATACTCGTCA 
AACAAGGACTGCCCGCGATGCTGGCGGCGGCAGCGGTGTTGGCGGTATGAAAAAAATCAA 
TGTTGCCCCCGAAAATCCGCAATACCGTATCGTCGAAATTTTCGAGAGCCTGCAAGGCGA 
AGGCTGGAACACGGGCATGCCCGCCGTTTTCGTCCGCTTGGGCAAATGCAATCTGGCGTG 
CGGCTGGTGTGATACCGATTATTTGACATTCGGTATGATGGGCTTGTCCGATATCTTAGG 
CCGTCTGAAAACCTACGCCGCCCGCAACATCATCATCACCGGCGGCGAGCCGACCATACA 
GCCGCATCTCGATATGCTGCTGGACACGCTCAAGGCGGAAGGCTATTTCCTCTGTCTCGA 
AACCAACGGACTCAATCCCGCGCCGCCGCAAATCGACTACGTCGCCACCAGCCCCAAAGC 
CTGCTACGCCGCCAAATATGAAAATAGCTGTATCGAAACAGCCGACGAAGTGCGGATTGT 
TGCCGATGGTGATGTCCTTGCGTTCTGCGAAAACATGGAACGCAAAATCCGCGCACATCA 
TTACTACCTTTCGCCCTGTGAGCAAGACGGTGCGATGAACATCTACGACACCATCCGCCA 
AATCGGTATTTTAAACAGTCGCCCCGACGCATCCGTGCATTGGCAGTTGAGCGTGCAGAC 
GCACAAATGGGCGGGAATAGAGTAGTTTAAGCAGTGTAACTCAAAGGGACGGCGTACGGT 
TTTACCGATGTTTGACATACGGGGAAAGTGTGCCGCTTCTGCGTGGAAATGCCGGCATTT 
CCACCGCCCAATCAGGACGGAGCCTTACTGAATAAGATGCTGCCGTTGGGTACAAGCTCG 
GCTTCCTAAATTCCGATGGTCTTTTGAACCTTGCCGATACTCTGTGCCAGTGCGCGCAAA 
TGGCAGGGTTAGGGAAAACGAAATGCCGTCTGAAACAGCATTCTGTTTCAGACGGCATTT 
TTCTGTTGCCGCCAAAAGGAAAAACCGCCTCGGCAATGGATGCCGAGGCGGTTTGAATAT 
GGTCGGAATGAGAGGATTCGAACCTCCGCCCCCTTCGTCCCGAACGAAGTGCGCTACCGG 
GCTGCGCTACATTCCGAATTAAGTAAGGCGTGATTATAGCGCAAAAAGTGCGGCGTGCCT 
ATACCGTTTTGCCTTTTTGCCGCGTGTCGGGCGGATTTAAAACGTTGTGTTTGAATACAG 
TGTTGATAATCATCATTATCTTTAAGTAATTCAATAAGATAACTTTCTACCTGACCGAAA 
AAATCATTGCCTTTCCCTGACAAACGGTTGATGAAATCGGCAGATTGTTGAAACGCAGCC 
GGTTTAAAAGGCTTCGCCGACTTTCACGCCGCCCGCCGTGTCCTGCGGCGAGGCAAGGCC 
GGCAACAAAGGCTTGCGCCGCTTGGAAATCCGCCGTCTGCATCACGGCTTGCGCGGCGGC 
ACTGCCGAGCGTGTTGGCCATATATTGCCAACGTTGCGCCAAAGTGGGATTGTCAGGAAT 
GCGGAAATCTTCGCGCAGTTCATCCACAAGGTCGGGACGGTTGCAGACGAGGACGATGTC 
GCAACCTGCCTCAAAGGAAATGCGGGCGCGTTCTTTGATGCCGCCTGCCCCGCACGCGCC 
CTCCATAGTCAAATCGTCCGAGAAAATCACGCCTTTGAACCCGATGTCGCGGCGCAAAAT 
TTGTTTGAGCCAGATTTCGGAAAACCCTGCGGGCTTTGTGTCCACTTGTGGATAAACGAC 
GTGGGCGGGCATAACCGCCGCCATACCTTCGCGGCTCATAATGCGGAAGGGGGCGAGGTC 
GGCGGTTTCGAGTTCGGACAGGCTGCGCCAGTCTTCCGGCAAGACCAGATGGCTGTCTCC 
TTCGACAAATCCGTGTCCGGGAAAATGTTTGCCGCAGGATTTCATACCGCCTTTTGTCAA 
ACCTTTTTGAAGGGCGAGGGCGAGGCGGGCGACCGCTTCGGGATTGCGGTGGAAACTGCG 
GTTGCCGATGACGGGGCAGTTTCCCCAGTCCAAATCTAAGACGGGCGTGAAGGACAAATC 
GATGCCGCAGGCGGAAAGCTCGGTTGCCAAAACCCGGCCGACTTGTCCGGCGGCGGTTTC 
GGCGGCGGACGCGCCGTCTTTGTCCCAAATCTCGCCGAGCGTACTCATTGCGGGCAGGCG 
GGTGAAGCCTTCGATGAAACGTTGCACCCTGCCGCCTTCGTGATCGACGGCGATAATGAG 
TTCGGGTGTGCGCAGGGCTTTGATTTCGGCGGTGAGTGTTTTGAGTTGTTCGATGTTTTG 
GAAGTTGCGGCGGAAGAGGATGATGCCGCCTACGGCGGGATCGAGCAGGCGTTGCTTTTC 
CTCTTCGGTCAGGCGGAAGGCGGCAATGTCTGCCATGACGGGGCCGCGCGGAATATGGGG 
GACGGTCATTGCGGTTTGCTCCAAAAAGCTTCAGACGGCATATGCCGTCTGAACAGGGAA 
AGGGGTCAGGCGTTGGCGCGTTTT TT ATCTTTCAACAGAAAAATCAGCACCGCCAAT ACA 
ATGCCTGTCGTGCCAAAGCCCAACAGCGCGGATTTTGTCAGACCCAATGCGAGGTAGCCC 
GATGCGGCGGCGGCGGCAACGGTTAAGGCGTAAGGCAGTTGCGAGGTAACGTGGTCGATG 
TGGTTGCAGCGCGCGCCGGTGGACGACAGGATGGTCGTGTCGGAAATGGGCGAGCAGTGG 
TCGCCGCATACCGCCCCCGCCATTACTGCGGACATACACGGGATAATCAGCGCGGGTTCG 
ACTTTGACCGCCATGGCGGCGGCAATCGGCAGCATAATGCCGAACGTCCCCCAGCTTGTG 
CCTGTGGCAAACGCCATCACGCTGGCGAGCAGGAAGAGGATGACGGGCAGGAAGCCGGGA 
TGGATGTTGCCCGCAACCAGTGTGGAGAGGTAATCGCCXK3TGTGCATTTCGCCGACAACC 
GTACTGATGAGCCAAGCGAGGATTAAAATGGCGATTGCGCCGAACATAGATTTCGCACCC 
TGCCAAACGGCTTTGGGATAGTCGGCGGTTTTAATCGTGCCGAGCGTGCAGAGAACGACG 
GCAAGGACGCCGCAAGTGCCGCCGAATACCAGCGAAGTGTTTACGTCCGTGTTTTCAAAT 
GCCCCCAAAATGCTGAAGGTTTCGCTTGCCTGCGCGCCGGTGTAGATCATGGCGGAAACC 
GTTGAGGCGATTAAGGCauUVACGGGAATAATCAGTGCGTAAACACGACCTTTGGTAGCG 
TCTGAAACGGCAGTTTCATCGTGGGCTTCGTTCAACGCGGCTTGTTCGAAACGTGCCATC 
GAGCCGATGTCGAAGGAAAACCATGCGACGACGAACACCATAATCAGGGCAAACAGTGCG 
TAATAGTTCATCAGGCTCATGGCGACAAACGTCCCCATCGGCGTGTATTCGGTGATTTTG 
TAGGTAACGAGCAGTCCGGCAAGCGTGGCGATAATCGACGCGCCCCAGCTTGAAACGGGC 
ATCAGCACGCACATAGGAGCGGCAGTGGAGTCGAGGATGTAGGCGAGTTTGGTGCGGGAA 
ACTTTAAACTTGTCGGTAACGGGGCGGGCAATCGCACCGACGGCGAGACTGTGGAAATAG 
TCGTCGATAAAGGTTACGAACACGAGGCAGGCGGTCAGCATTTTCGCGCCGCGCCGGTTT 
TTAATGTGCCGTTTTGCCCAGTCGGCAAACGCCTGATTGCTGCCGGAGTAGGTCAGCAGG 
GAAGTAAAAATACCCAAAAGTATCAGGAAAACCAAGATTTTTGGTTTGCCCAGCGACCAA 
TCGCCGTCTGACCAAGCCAAGCCGACGACCATGTCTTTCAGGTGTGTCAGACCGTCGACG 
GGGTTGCCGCCGACCAAAAAGGCAACGCCGACCAGAATACCGATGCCTAAAGACAGCAGT 
ACGCGGCGGGTAATGACGGCAAGTGCCAGTGCCAAAAAGGGTGGCACAACCGAGAAAAAT 
GAATGTGAATAGTCGATCAGCTGCATGGTTATGGGGGTGTTAAGCGTCCGGATGGGAGCG 
TATCTGTCCGCCTCCGGTTTGGGTTTTGTTGGCAAAATGGGCGGAAATATTTTTTGTCGT 
AAAAAATATTTGTTTAAAATCAACCAACTGATTTTTGTAAAATGCCCGTTAATCGGTATT 
GACGGGCATTTTATCATTTAAAAAATATTTTGGTTAAATTATGTGTGTTATTGCAGGTTT 
AATGCGATAAACAGCGTGTTGCCACGGCGCATGATCAGCAGGGGGACGTTTTTGCCTGCG 
TTGTCCATAGCTTTGCGGAAACCGGCTTCGTCATTGACGGGGACTTGCCCGACGGCAAGA 
. ATTTCGTCGCCGCGCCTCAAGCCTGCGCGTTCTGCCGCGTCGGAAACCCGTACGACGACG 
AGGTGTCCGCCGCTGCTGTCGGTATGTGTCTGAAGGGTAATGCCTGCGGATTCGACCGAG 
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AACGTACCGGATTGCTGTTCGGTGTAGGGGGCTTCATCTGTTTTGGATGATGCGCCGATA 

TGCTCGGCGGCGTTGCCCAGCTTGACTTTGATTGTGATTTCTTCGCCTTTGCGCCATACG 

CCGAGGCTGACTTCTTTTCCCGGCGTAATGGCGCCGACCATAACGGGAAGGTCGCCGGAA 

GAACGTATTTCTCCGCCGTCGAGGCTGAGGACGATGTCGCCCGCCTGCAGGCCGGCACGT 

TCTGCGGGGCTGCCGGGCAGGATTTTGGCAATCAGTGCGCCGCCGGCTTTGTCCAAACCG 

AACGATTGTGCCAAACCGTAGGATACTTCTTGAATAATCACGCCCAGTTGTCCGCGTTGG 

ACTTTGCCGGTGTTTTTCAGCTGTTCGGCGACATTCATGGCAACGTCAATCGGGATGGCG 

AAGGAAATGCCCATGAATCCGCCGCTGCGGCTGTATATTTGCGAGTTGATGCCGACGACC 

TGTCCTTTTAAGTTGAACAGCGGGCCGCCGGAGTTGCCCGGATTGATGGCAACGTCGGTT 

TGGATGAAGGGTGTGTAGCTTTCGTTGGGCAGGCTTCTGCCTTTGGCGGACACGATGCCG 

GCGGTCACGCTGTTGTCGAAGCCGAAGGGCGCGCCGATGGCGGCGACCCATTCGCCCGGT 

TTCAAATCTTTGGGATTGCCGATTTTGACGACGGGCAGCTCTTCCGTTGCGTCGATTTTC 

AGAAGGGCGACATCGGATTGGACATCCGAACCGATGAGTTTGGCGGTATATTCGCGCTTG 

TCGTTGAGCAGGACTTTGATACTGCCCATGCCGGTAACGACGTGGGTATTGGTCAGGATG 

TAGCCGTCTTTGCTGATGATGAAGCCCGAACCGAAGTTCAATCCGCCGTCATCTGCTTCT 

TCTTGGGGGATTTCGGGCATATTCGGGACGAGGCGTTTGAAAAATTCGTAGAACGGGTCG 

TTGTCGGCAATCGGGTCGGAATCGTTTTCGGCATTGCCGGTGCCGTTTTGGGTGCGCGGG 

GCGGGGGCTGCCTGAATATTGACGACTGCCGGACCTTCACTTTGAACCAGTTGGGCAAAG 

TCGGGCAGCAGCATACTGACGCTGCCGTCGTCTTTGGTGTGTTCGATGCGTTCTACGAAG 

GATGCTTCTTTTTTGTCCGCACCGAAAAAGCTGCCTGCCTTGTCGCAGCCTGCCAGCGAG 

GCGGCACACAGTGCTGCCAAAGCGAGGTATTGGTATTTTTTGAACACGTTTTGTCCTTTG 

TCGGATGCCGGTACCGGCTTTAATGCCGTCTGAAGCGCATTTTGTCGGCTTCAGACGGCA 

TAGGTTGAAATTCTACAACGTCCGTCCGAATTTTCAAGCGTTTCATTTTGAAGGGCGGCG 

GCGGTCAGGCTTTGGCGGGATATTCGCACAAATCGTTGATGATGCAGGTTTGGCATTGCG 

GTTTGAGTGCCTTGCAGGTGTAGCGTCCGTGCAAAATCAGCCAGTGGTGCGCGTCCATCA 

GAAATTCTTTAGGAATGAAGCGCATCAGTTTGTCTTCGACTTCGCGCACATCTTTCCCGG 

GGGCGATTTTGGTTCGGTTGGATACGCGGAAAATATGCGTATCGACCGCCATGACGGGAT 

GGCCGAACGCCGTGTTCAATACGACGTTTGCCGTTTTGCGCCCCACACCCGGCAATGATT 

CCAAAGCCTCGCGGTCTTCCGGCACTTCGCCGTTGTATTTTTCCAGCAGGATGCGGCAGG 

TTTGCATAATGTGTTTGGAriOTGGTTTTATACAGCCCGATGGTTTTCGTGTATTCCATCA 

CGCCGTCCAAACCCAAATCCAGCATCGCCTGCGGCGTATCGGCAACGGGAAACAGCTTCG 

CCGTCGCCTTGT'fTACGCCGACATCGGTCGCCTGCGCTGAAAGCAGAACGGCAATTAAAA 

GCTCGAAAGGGGAGTTGAAATTCAGCTCGGTGGTCGGATGGGGGTTGGCGGCGCGGAAGC 

GTTCGAAGATTTCTTGGCGGATGTGTCTGTTCATTTTTTTATACGGTGGGTTTGTGTGTT 

CGGCATTATAACGTATGGTTCAGGCGGCGTAATATTGCATTCCCCACAGAATGAAGGCGT 

AACGCGCCGTTTTGCCGATAACCAGCATCAGCCCGCTTGTCCACGGATTCAACCGCAGCC 

AGCCGGCGGCAAGCGGCAGTGCGTCGCCGACGACGGGCAGCCAGGTAAACGCAAGCAGCC 

AAATACCGAAACGCCGCATCAGATTCAGTGTTTTTTCAGACGGCATTTTTCGGGAGGGCA 

GCAAACGCCCCATCCAATAGGAAACCATACTGCCCAATCCGTTGGCAAGGCCGGCGCACA 

GCAACGCGCCGTATGCGTGTTCGGGAAAGCGGTGGACGAACAGGGCAAAGGCGGCTTCGG 

ATGTGCCGGGCAGGAGGGTGGCGGAAGTGAATGCGGAAAAGGCGAGGGCGGCGTAGGTGT 

AGGAGGGTATCATTGCAAACAGTCTCAAACAGGTAACAATCGGCGACGGATTGTACGGTA 

TAGTGGATTAACAAAAACCAGTACGGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCT 

CTAAGGTGCTGAAGCACCGAGTGAATCGGTTCCGTACTATTTGTACTGTCTGCGGCTTCG 

TCGCCTTGTCCTGATTTTTGTTAATCCACTCTATTTTCACGCCCCCGCCGAAGGGCGGAG 

GACGGTGCAAAAAATACGGCACAGCCGTATGCCCCTTTTTTGTCGGGCATACGACATTCT 

TTCCGCTCCGGTTTTGATGCCACGATGCGGCATTTCCGAATTTTCCGGATACGGCGGCGG 

ATTTTCATTTTATTGGGAACGGTTTTTGCAAGTCCGCCGGAATTTTTTAAAATCTATTAA 

AATCTATGCAAGCAACTGTAAAATATTAATTTCTGCTGCTTGAATTTCAGATCGGCGCAT 

TGCCTGCATCCGATAAAGTTTGCAAAATCTTCAAATATCAGTATGATTTCCATTGCCGTT 

AAGAAATGTCJUVTTTCTATTTTCTTGAAACGGGTAATATTCCGACACCACGAAAGGCAAA 

TCATGTCTGCGCAATCACAAAACAATCATACGTCCCCATTGGTCGTCTTGACCACGCTGT 

TCTTCATGATGGGTTTTATTACCTGCATGAACGACATCCTTATCCCTCATTTGAAAGAAA 

TTTTCGACCTGTCTTACGTTCy^GGCGATGCTGATCCAATTCTGTTTCTTTACCGCCTATG 

CGGTGATGTCCATCCCGATGGGGGCTTTTGTCGGCAAAGTCGGCTACAAAAACGGCGTTA 

TCGGCGGCTTTCTGCTGACGGCGGTCGGATGCCTGCTGTTTTATCCTGCTGCGGGCAGCC 

ATTCTTACGCGGTATTTTTGGGCGCGTTGTTTATTTTGGCTTCCGGCGTAACGCTGCTTC 

AGGTCGCCGGTAATCCTTATGTTACCCTGCTGGCGAAACCCGGCAAGGAATCGGCAACAC 

TGACGCTGGTTCAGGCGTTTAACGCTTTGGGTACGACCATTGCGCCGCAAATCGGCGCGT 

TCCTGATTCTGGCGGACGCAACCCAAACCGTCAGCAAGGCGGAACAGATTTCTTCCGTAC 

AGATTCCCTATTTGGGACTGGCGGGGCTGCTGATTATCCTTGCCGTTTTCGTGAAAATGA 

TCCGGCTGCCCGACGCGCGCAAAATTGCCGCCGAGGAAAGCGCGCACAACCACGACGGCA 

aaaccagcgtatggcaatacaaacatctcgtgttcggtacggcaggcattttctgctatg 
tcggcgcggaggtgtctatcggttcgttgatggtcaacgtattgggttatctgaaagggc 
tggatcatxk:ttctgccgcgcattacctgtcgttctattggggcggcgcgatggtcggac 

GTTTCCTCGGTTCGGCGGTGATGGCGAAATTCGCGCCCAACCGTTATTTGGCGTTTAACG 

catcggctgcggtcgtactgcttgccgtcgcgatggcgacgggtagcggcaatgcggatg 

TGGCGATGTGGTCGCTGCTTGCCATCGGTTTTTTCAACTCGATTATGTTTCCGACGATTT 

tctctttggcaaccaaaggattgggaaaatttaccaacgcggcttccggtgtactgtgta 
ccgcgattgtcggcggtgcggtcgttcctgtcgtgcagggctgggtggcagatacttaca 
ccctgatgtcttcgtttgtcgtttccgtcatctgttatctgtatatcgtgttttttgcgg 

TGTACGGATATAGGGCGGACAAATAATCTTTTTCTTGAGAAATGTCGTCTGAACATCTTT 

cagacggcatttttgcgtaccggtgtttgcggcgtotgtgccgaggttttaatacttcaa 
tccataaaagtcttatatgtcaagaaacaaaaaaataaaaaattatatttcaaaaaaatt 
aatttaaattgagaaaattgccgttttgtttctgtccggcttttgtaaaacgctaaaatg 
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CCGTCTGAAMCGTCGGGCGGATTCGGTATGGTGTGTTAGAATCCGTTAACTTTATATCA 

MTCGGGCAAAGAATCATGTTCGCTTTCAAATCCTTACTCGATATGCCGCGCGGTGAGGC 

ACTTGCCGTCGTCGTCGCTCTGATTGCCGCGATGGGCTATAGCATCATTTCATTGGAGTG 

GTTGCCGCATATGTCCATTATTGCCGCCATCGTCGTGCTGATTTTGTACGGCTTGGCGCG 

CGGTTTGAAATACAACGATATGCAGCAGGGCATGATAGGCGCGTTGAATCAGGGTATGGG 

CGCGATTTACCTGTTTTTCTTCATCGGGCTGATGGTCAGCGCGCTGATGATGAGCGGCGC 

GATTCCGACGCTGATGTATTACGGTTTCGGACTGATTTCCCCGACTTATTTTTATTTTTC 

CTCCTTCGCGCTGTGTTCCGTCATCGGCGTGTCCATCGGCAGCAGCCTGACCACCTGC GC 

CACTGTCGGCGTTGCCTTTATGGGGATGGCGGCGGCGTTTCAGGCCGATATGGCGATGAC 

GGCGGGCGCGATTGTTTCGGGCGCATTTTTTGGCGACAAAATGTCCCCGCTTTCGGATAC 

GACGGGTATTTCCGCGTCCATCGTCGGCATCGACTTGTTTGAGCACATCAAAAATATGAT 

GTACACCACCATCCCCGCGTGGCTCATTAGTGCGGCACTGATGCTTTGGCTTTTGCCGAA 

TGTCGCCGCGCAGGATTTGAACAGCGTCGAATCCTTCCGCAGCCAGCTTGAAGCCACGGG 

ATTGGTGCACGGCTATTCGCTGATTCCGTTTGCGCTGTTGGTCATTTTGGCATTGATGCG 

CATCAACGCCGTCGTCGCCATGCTCTTTACCGTCATGGTTGCCGTTGCTGTAACGTATCT 

GCACAGCACGCCCGATCTGCGTCAGCTCGGTGCGTGGTTTTACGGCGGCTACAAACTCGA 

AGGCGAAGCGTTTAAAGATGTTGTCAAACTGATTTCGCGCGGCGGTTTGGAAAGTATGTT 

TTTCACGCAAACCATCGTGATTCTCGGGATGAGTTTGGGCGGACTGTTGTTTGCGCTCGG 

TGTGATTCCTTCCCTGTTGGAGGCCATCCGTACCTTCTTGACGAATGCCGGACGCGCGAC 

GTTCAGCGTTGCCATGACTTCGGTCGGGGTTAATTTCCTGATCGGCGAGCAATATTTCAG 

TATTTTGTTGTCGGGTGAAACGTTCAAACCCGTTTACGATAAGCTCGGTCTGCATTCGCG 

CAATCTGTCGCGGACGCTGGAAGATGCGGGGACGGTGATTAACCCGCTCGTACCGTGGAG 

CGTATGCGGCGTGTTCATCAGCCACGCGCTGGGCGTGCCGGTTTGGGAATATCTGCCGTA 

TGCCTTTTTCTGCTATTTGAGTTTGGCTTTGACCCTGTTATTCGGTTGGACGGGGCTGAC 

TTTGAGCAAAAAATAAGCGGATAAGCGAAATGCCGTCTGAAACTTGCAACGGTTTCAGAC 

GGCATTTTTATGTTTGGCGGATGGGGCGGATTGAAACAGAAAACGCCCGTACCGTCATCC 

TAAACTGTGCAGAAACGGCGGTGCTTACTTCACGCGGGTCGCCATCAGCGTATGCAGGCG 

GCGGTTGTCGGCGCGTGCGACGGTGAACTGCAAACCGCCGATAAGGACTTTTTCGCCGCG 

CACGGGCAGATGTCCCAACTCTTGAATGACCAGGCCGCCAATGGTGTCGGCTTCTTCGCT 

GCTGTATTCCGTGCCGAAGAAGGTGTTGATGTCTTCGATTTCGGTAGCTGCATGGATGCG 

CCAGCGTTCGGAAGAAACGGCATGGATATTGTCGGCGCTATCGTCTTCGTCAAACTCGTC 

TTCGATTTCGCCGACGATTTGCTCGATGATGTCTTCAAAGGTGACCAAGCCGGATGTGCC 

GCCGTATTCGTCGATGACAATCGCCATATGGTTGCGCTGTTCGCGGAACTCTTTTAAAAG 

GGCGGTCAGCGATTTGCCTTCGGGGACGAAGACGGCGGGGCGGAGAATGGATTTGAGGTG 

GAACTGCTCGGGGTTAAACATATATTTGAGCAGGTCTTTGGCGTGCAAAATGCCCAAAAC 

TTCGTCTTTGTCTTCGCCGATGACGGGGAAGCGCGAATGGGCGGTATCGATAACGTAGGC 

GGTGATGCGCTCGATGCTGTCGTTTTCTTTTAAAACGTTCATACGGCTGCGCGTAATCAT 

CGCGTCGCGCACTTCCAAATCGGAAAAATCGAGGACTTTTTCCAATCTTAAAAGCGTATC 

CGCATCAAAAACTTCCTGCTCGTGCGCCTGCCGAAGCAGGTTTAATACGTCTTCGGCGGA 

ATCGGGTTCGCGGGCGAGTCGGGCAATCAGGCGTTCAAAAAAATTCGTTTTCGGTTGTGC 

GCCGTCCATTTTAATGTCAGTCCTCTTGGTAGGGGTTGGGGAAGCCTGCCGCCCGCATCA 

GGCGGATTTCTTCGGCTTCCATTATTTCGGCTTCGTCGTCTTCGATGTGGTCGTAGCCCA 

TCAGGTCTAAAGTACCGTGTATGGTCAGGTGGGCAAAATGCTGCTCGGGTGTTTTGCCTT 

GTTCGGCGGCTTCTTTCAAAACCACTTGCGGGCAGATAATCAAATCGCCGTACAGTTTTT 

CCGAAACTTGGCAGGGCAGGATTTCGCCTTCGTTGAGCGCGAAACTCAATACATTGGTGG 

CGTAATCTTTGCCGCGGTAGTCGCGGTTGTAGGCTCGGGCTTCTTCTTCGTCCAGAAGAA 

TCAGGCTGATGTCGGCGCGGCGGTATTCATTTTTCAAGGCAGACCACGCCCAGCGGTAGA 

AATCGCGTTCGGCTGGGATGCCGGCGGCGGAAGAGGCGTTTTCAAAGTTCAAATGGAAAC 

GTTGCCGCTGCAACGTTAAGAAAGGGTATTTTTTGGTGCGTTTCATTGTGGCGGGTTTCG 

TGTTTTGTGGGTGTAAATATAACATAGACCTGACGGTGCCGTCTGAAGAAACGTTCAAAA 

TATGATAGACTTCACGCCGTTTCCATTCTTTGAACGCATTGAACATGAACCCGAAAAAAC 

TCGTCATCGCCAGCCGCGAAAGCCTGCTTGCTATGTGGCAG<KauUtf3CATATCCAAGGCC 

GTCTGAAGGCTCTGTATCCCGATTGCGAAGTCGAGATTTTGGGCATGACCACGCGCGGCG 

ATCAGATTTTGGACAAAACTTTGTCAAAAGTCGGCGGTAAAGGCTTGTTTGTCAAAGAGT 

TGGAACAGGCTTTATATGACGGGCGCGCCGATTTGGCGGTGtoATTCGATTAAGGACGTGC 

CGATGGATTTGCCTGAAGGTTTCGCGCTTGCCGCCATCGGCGAACGCGCCAATCCGTTTG 

ACGCGTTTGTGTCCAACCAATACACGCGTTTGGAAGAAATGCCCGAAGGCGCGGTTGTCG 

GCACATCCAGCCTGCGCCGCGAAGCCCAGTTGCGTGCGCGCTATCCGCATTTGCTTATCA 

AACCTTTGCGCGGCAATGTGCAAACCCGTTTGTCCAAACTCGATAACGGCGAATACGACG 

CAATTATCTTGGCTGCCGCCGGTTTGCAGCGTCTGAAATTGGACGGACGCATCCGCATGA 

TTTTGTCGGAATCCGACAGCCTGCCTGCCGCCGGACAAGGCGCATTGGGTATCGTU^TTG 

CCGCGCACCGCGAAGATTTGTATGAAGTTTTGAAACCCTTGAACCACGGTGTTACCAATG 

CCTGCGTTACCGCCGAACGCGCCCTCGCACGCGCTTTGGGCGGAAGCTGCCAAGTGCCTT 

TGGCCGCATATTGCACGGAAGAAAACGGCTTGCTGACCTTGCGCGGCTTGGTCGGACACC 

CCGACGGTTCGGTTGTGTTGCGGGCGGACGCGCAAGCCCCTGCCGAATATGCCGACGCGC 

TCGGACGCGCTGTCGCTAAGAAATTGGCGGACGACGGTGCGCGGGAATTGATTGGAGCAG 

TATTGAATACGGAAAATTGATTTTATCGAAAATTTAAATAAAATAATATAAGTTATTGTT 

TTTAATCAATTTGTTTCATCAGTTTCACTCGCCTTATTTCGTCATTCCCGCGCAGGCGGG 

AATCCAGTTTGCTCGGTTTCAGTTGTTTCTAATCAATTCTTGCAGCATTGGATTCCCGGA 

TTCCCGCCTGCGCGGGAATGACGGCGGAAAGGTTTTTGTGGCTTCGGATAATACTGTGGC 

GTTCAAATTTT6AATTTGAGAATGATGATATTCGTATT TT TTATTTGAGTTCATCATATT 

TGGTTGATTTTATAGATGTTTTTAGCTTGTTTGAAATTGTTATGGTTTATTGTTTTTTAA 

CAAAAAACAGATGCCGTCTGAACTGGTTAAGGTTCGGACGGCATTTTCATATGGCTGTGC 

T-TTT-TACAGTACTTTGACGATGCTTTCGCACAGATAATCGATGTTGTTGTCGGTAATGCC 

GGCGACGTTGATGCGGCCGGAGCGGACGGCATAAATGGCAAACTCGTTTTTCAGGCGGTC 
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GACTTGTTCGGGAGTCAAGCCGCTGAAAGAGAACATACCGTTTTGTTTGATAATGAAATC 

AAAGTTTTGGCTTGCACCTTTGGCTTTGAGCAACCCGACAAATTTTTGGCGCATGGCTTT 

GATGCGGCCGCGCATTTCATCGAGTTCGGCAATCCATTGTGCTTTCAAATCATCATTTTT 

CAACACCAGCGCAATGGTGTTCGCACCGTGTGAAGCCGGGTTGGAATACAAGGTACGGAT 

GATGGTTTTGACTTGGCTGTGGGCGCGGGCTGCTGTTTCTTCATCTTCGGCCACCAAAGT 

GAACGCGCCGACGCGCTCGTTGTACATACCGAAGTTTTTGGAATAAGAGCTGGCAATCAG 

CAATTCTGTATTGTGTTTCAAGAACACGCGCAAGCCGTAGGCATCTTCTTCCAAACCATT 

GCCGAAGCCTTGGTAGGCAAAGTCAAACAGCGGCAACCAGCCTTTTTCGGCAGAAAGTTT 

TGCCAAAGTTTCCCATTGTTCGGGCGTAGGGTCGATGCCGGTAGGATTGTGGCAGCAGCC 

GTGCAGCAGGACGATGTCGCCTTTTTGCGCTTGGCTCAAGTCCTCAATCATGCCGTCCCA 

ATCCAAACCGTGTTTGGCGGCATCATAGTAACGATAAGGTTTGTCTTGGATACCGACCGC 

TTTGGCGATGGCGTTGTGGTTGGGCCAAGTCGGATTGGAAATCCAGATGGTTTGCGCGTT 

CAACTGGCGTTTGGCAAACTCGGCCGCAATACGCAATGCGCCCGTACCGCCGAGGCTTTG 

CGCTGTTTTGGCGCGACGGCTGGCGATGATTTCGTGGTCTTTGCCGAACAGCAGGATTTG 

GGTTTGCGCGTTGTAGTCGGCAACGCCGTCGATGGTGAGGTAGTTTTTGGTGGTTTCGCT 

TTCCAACAGGCGTTTTTCGGCTTCTTTGACGGCTTTGACGAGGGGTGTCGCGCCGGATGC 

GTCTTTATAAACGCCGATGCCGAGGTTGACTTTTTCGGGGCGGGTTTCGGCTTTGAACGC 

TTCGCCCAAACCGAGAATCGGATCGGCGGGGGCGGCTTCGATGTGCTTGAAGAACATAGC 

TTGCTCCTTGATGGGGACGGAAGGTCATTCGGGTTTGCCGATTTTACGCTGTTTTACACG 

GGCTGGAAACAGACGCAATCACGCCTGCCCGATATGGGCGAAGGTTTCCCAGTTTGACTG 

TATGTGTTCTGCAAGCAGGGGCAGGTCTTGTTCGGCGGCTTCGTAGTATGCGCCGTCCCA 

TTCTTCAAATTCGGGGAACTGTTTGCGCAGGGAAGGGATGTCTGCGCCTCCGTCGGCGAG 

CGTTTCGATGGTTTTGCCGTGTTGTTCGTAGAGGGCTTTGGCTTTGTCCAAGACTTTCGG 

CACGGCTTTGATTTTCCAGCGGCGCAGGCTGTCGGCAAGCGGGTTGCGGAAAATATATTC 

GCCGTAACCGGATGCGATGAGTTGCACGAAGCCGCCTTCTTCGACTTGGCTGTCGAGGTA 

GCAGAATGCGGTCAGCGTGTGCTGGTCGTCGGACAGGCAGGAGAGGGATTCGTCGCCGGT 

TTGGGCGGTGTGTTCGAGGTAGGCGGAAACGAGGGTATAGAGCAGGGCGGATGGCTCTTG 

TTGGCGGATGTCTTCCGGAAGGGTAAGCGCAGTCATGGTATGCCGTCTGAAAAGTGGGGA 

TTATAGCGGATTGCGGCTTTGCGCCGAAAATATCCTTTAGCCTGCCGATGGCGTAAAATA 

GGCGCACGCCAACCACGCAAAGGAAAATCAAATGGACAATCTGAATCCGCAGGAAATTTC 

CGTGTTGCCGGAAAATCTGCCGCTGTATTGCTCGGGACCCGGCAACGAGCAGTGGAACGG 

GCATCCGAGAGTGTTTTTGCCTTTGTGCGAAGGAGAATCGGGCAGCGTTGCCTGCCCGTA 

TTGCGGCACGCGCTACCGCCTTGACGGCAAGATGCCGCATCATCATTACGCCTGAACGCA 

AACGGCGGAAAAATGCCGTCTGAAGCCTTTTTCGGTTTCAGACGGCAtTTGTTTGGCGGG 

GCGGGCTTGTTCCGGCACCGGGATTCTGCCCGACGCGCCGCCCAGACGGTGAACGGCGGT 

TTCCGTTCCCCGCGTGCTGCCGCTATGGATGGTGGCGTTTCGCCTAGAGGAAGAAAATCA 

TTGCCGCGACGACGGCAATCACGCCGTAAATCGCCATCGGGATAACGGTTTTCTTGATAA 

TCGCACCTTCGGAATTTTTCACATCCAATACGGTACATACGGCGATGATGTTGTTGAGGC 

ACACCATATTGCCCATCGCGCCGCCGACGGACTGCAACGCCAGAATCAGGGTAACGGACA 

GGCCGGTATCCAAGGCGATTTGCTGCTGAATCGGGCCGAAGGTCAGGTTGGACACGGTGT 

TGGAACCGGAGAAGAACGCACCGATCGCGCCCAGATACGGCGAGAAATAAACCCAGTGTT 

^CGCCCGCCATTGCGGCAAATTCCTTACCGATGATTTTCACCATCGAATTGTCGCCGCCGA 

CCAGCATCAGCTGAACCATAATCAGCGCGCCCATCAGGGCAAGCAGCGGTTTTTTGGTTT 

GATTGAAGGTTACGGAATAAATCGTCCAGGCATCTTTGAATTTGGTTTTATACAGCAGGA 

TGCAAATCCAAACGGTCAGCACAAACGGAATCCAAGCCGGGACGTACAGCGTTTGGTAAG 

ACGCGCTGACATCTTGTCCGAAAATATTGCCGAAGGTAATCGTCAGGGAGTCGCTGACGG 

TGATTTTGGACAAATCAAACGGCAGTTGGAAGCTGAACCATTCTTCTTTGCTGGTCAAAA 

TGCCTTTGATGCCGAGCTGTTTGATGCGCGTAACCACCAGCATGCCGATCAGCATACCCA 

AAGGGGCGAGTGCTTTGGCGACTTGGGCGAACGGCACTTTTTCGGCATTCGGGTCTTTGG 

CGTGGTCTTTGCTCAAGCCCCAGCCTTGGTTGGCGGCGAATACGGACACCATCAGGCCGA 

TCGCGCCGGCGACGAGCGACGGGAATTCTTCGTTGACCATCGCCAATGCGACATAAGGAA 

TGGTGCAGGAGAAGACGGCAATGGCGACGAAGCCCAAGTTTTTGCGGATTTCAGACCAAG 

GTACGATGAAGCCCAAGCCGATGACGGGGATGACGAAACCTGCGAAGAAGTGCATTACGC 

CGGTCTGCCTGCCGATGGCGAGGATGTCTTCGGCACTCAGGTTCAGCGGTGCGAAACCGA 

ACCAGGTCGGCGTACCGACCGCGCCGAAAGAGAGGGGGACG6AGTTCATCACCAAAGTGA 

AAATCGCCACTTTCAACGGGTTGAAGCCCAAGCTCATCAGAATCGGCGCGGCAATCGCGG 

CAGGCGTACCGAAGCCGGATGCGCCTTCAATCATAAAGGCAAAAGCCCAGCCGATAATCA 

TCAGTTGCGCTACGGGGTTCGGGCTGATGGTCGCCAGCCATTTGCGGATGACATCGATGC 

AGCCCGTGGTTTCCATCATACGGTTGAACATAATCGCGCCGAAAATCACGGTAATCGGCG 

TGAGCGTTTTGACGAGGCCGGAAGCGGCGGTGGCGTTGAGCAGCATGCCCGCATCGTCGA 

AGTAGAAAAGTTTGATGGCGTAAATCAGCACTGCGGTAATCGGCAGCGCGACGTAGGAGG 

GCATACTGTTTTTTTTCACCATCAGCCAAATCAGCAGGACGATGGGGAATATGCTGAGGA 

AAAGTGCCATAACGAATCCTTTTTAGGCATTTGCATCATAAGGCGCGTCGAGGTTTGGAA 

AGACGTTCAAATCCCGTACACCCGATATTTTGGTTAAAAGATAAATTGGTAAGACCAATT 

GTTATGCGTTTGCACACTTTACGTAATCTTATGTAATCGGTCAAGCATTTTATCGATAAT 

GGCTATTAATGCGGGTTAAGGATAGTGATGATGCGGCGGAGGGAGTGTGGGAAAGGGGCG 

TGTAAAAAAAGCCGCCCGAAAGGCTTCAGACGGCATTTTCAGTATTTTTCCAGCGGCACG 

AATACCGCGCCGTCCCCGTCCACGCGGAGGATTGAAGCATAGTCGTTATGCCAGTCGCCC 

AAAACGATGCGGGTAAAGCCGTTTTCGTGATGGATATGCTCGCGGTGGGTGTGTCCGTGT 

-ATCAGCCTTTCCGCACCGAAGGCGCGTACCTGCCGCGCGGTAAAGGCGGCATTGACATCC 

ATAATATCGGCGGGCTTGACCTGTTTTTCCATTTTGCTGACACGCCTGATTTTGGTGGCA 

AGGCGCGTGCGCCACTTCAGGGGCAGCATTAGGAACAGTTTTTGCAGCCGCTTCCGATGC 

ACGATTTTGCGGAAACGTTGGTATGCCCTGTCATCTGTACACAGAGTGTCGCCGTGGCAG 

ATGAGGGTTTTGCAGCCGAACAAGTCCAAAACCGAGTAATCCGGCAGCAGCGTCATGCCC 

GCCTGCCGGCAAAAATCCTGACCGATCAGGAAGTCGCGGTTGCCCCTGACGAAGAACACG 
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GCAACGCCTTTGTCGGACAATTTCCTGATTTCACGCGCAACCGAAGTATTCAACTCGGAA 

ACTTCGTCATCGCCCACCCAAAAATCAAACAAATCGCCCAAAATGTAAATCGCCCGCGCC 

TGCCCGGCGGCGGAAGAACGTAAAAAACGCAGCAGCAGCGCGGTCAGTTCGGGCTGCTTT 

TCGCTCAAATGCAGGTCGGAAATGAAATAGGCGGGTTTCATAGGCAGGTTTCCAATC GGG 

CGGATGTCGGGGCGGATTATAACGCGCCCGGCGGCGGGGCAATACGGCAAATGCCGCGCC 

AAGCATCGGGCATTGGCGGAACCGGGGTTCGGGCGCGTTAAAAATGCCGTCTGAAGGCTT 

CAGACGGCATCGAGGGTGCGGGATGCGGTAAGGTTTTGCCGGCAAGATATGGGGTGGTGC 

GGCGGGATTTCCGTTAAAATACGCTTCTTTTTTATTTTTTCCGACCATTATGCGCCTGAC 

CCATATCAAACTCTCCGGCTTCAAATCTTTTACCGACCCGACCACGATTCATGTGCCGGG 

GCAGCTTGTCGCGGTTATCGGGCCCAACGGCTGCGGCAAGTCGAATGTGATTGACGCGGT 

GCGCTGGGTGTTGGGCGAGGCTTCGGCGAAGCAGCTTCGTGGCGAGAGTATGCAGGACGT 

GATTTTTAACGGTGCGGCGACGCGCCGTCCTGCGCCGAGGGCTTCGGTGGAGCTGGTGTT 

TGACAACAGCGACCACAGTTTGCAGGGGGCGTGGGGGCAGTATGCCGAGGTGAGCATCAA 

GCGGCAGCTGACGCGGCAGGGCGAATCGACTTATTTCATCAACAATCAGACCGTGCGCCG 

CCGCGACATTACCGATTTGTTTCTGGGTACGGGCGTGGGCGCGCGCGGTTATGCCGTTAT 

CGAGCAGGGGATGATTTCGCGCATCATCGAAGCGCGGCCGGAGGAGTTGCGCGCCTATAT 

CGAGGAGGCGGCGGGCGTGTCCAAATATAAGGAACGCCGCAAGGAGACGGAAGGTCGTCT 

GAAAGACACGCGCGAGCATTTGCAGCGTTTGGGCGATTTGCAGAACGAGTTGGCGCGTCA 

GGTGGAAAAGCTGGAAAAACAAGCGGAAACCGCCGAACGCTACAAATCCCTGACCGCGCA 

GCTGAATCAGCAACAGGATTTGCTCGATTACGCCCAATGGCGGCAATCGCTTGCCGCCGC 

CGATAAGGCGACCGCGCAGCATCAATCTTTGCAGGCGCAGCAGGACGAAACCGCCGCGCA 

GGTTCAGGCGTTAAACGACGAAGTACACGCCTTGCAGACTGCCGAACAGTCGCAGCAGCA 

GGCAGTGCATGAATTGAGCAACAAGCGCGGCGTGTTGCGCGAGCAGATTGCCCGTTTGGA 

AGAACAAATCCGCCATCAGCAAAACCTGCACCAACGCATCGAACGCGACAAGCAGGCAGC 

GCAGGCGCAGTTACAACGCATTCATCAAGAGCAGCAGCAAATCCGCGTGCAGCTTGAAGA 

AAACGAGTTGCAGGTCGAAGAAAAACAAACCGAGCTGGCGGAATGGGCGATGCAGGTTGC 

CGAACACGAGGAGCGTCTGCCCGAATTGGAAGAAGCCCAAGCCACGCTCAACGCCGCCTT 

CCAAACCCAGCAGGACGAGGCAAACCGCATCCGCCGCGAACTGGCGTTGAAGCAGCAGCA 

GCTTGCCCATGCCGAACAAACGATTGCCAAGCACGAAGAGCGCAAAGGTCGTCTGAAACA 

GGAAAACCAAGCCTTAAACCTGCCCGACGAAGCCX3AAACCGCCGCCGCGCAGGAAGCAGC 

CGCCTTGTTGCAAAGTCAGCAAGAGCATTACGAAGAACAAATCATTGCCGCCGAAGAAGC 

CTTACACGCCGCCCGCGAGGCGTTTCAGACGGCCTCAAACCGCTTCCAAAGGCTGAAGCA 

GCAACACATCACCTTGCAGGCGCAGCAGCAGGCGTTGTCGCAAATCCTGTCGCAACAGCA 

GGAAGCCGCCGATTTCTGGCAGGCAACCGACCACGCCGCCGCGCCGCAACTGTGGCAACA 

CATCACCGCGCCCGCCGAGTGGCAGCACGCCTTGTCCGTCATTCTTGCCGAACGCCTGCA 

CGCCCGCGCCGTGCCGCAAGGTTTCGTGCCGCCCGAGCCTTTGCCGCAGGGGCAGGCGGC 

ATGGCTTTCAGACGACCTCTCAGGCGGCATCAAAAAATCCCTGCCCGTACAGGCATTGCT 

GAACCAAATCCAAGCGCAGCCGCCGTTTCAGACGGCATTGCACTACTGGCTCGACGGCGT 

ATTGTGCGCGCCCGATTTGAGCTATGCCCTCGCGCATCAAAACGATTTGGGCGCACACCA 

AATCTGGCTCACGCCCGAAGGTCATCAGGTCGATAAAGTCAGCGTCCTGCTCTATGCCAA 

ACCCGCGCAGGAAAGCCTGATTGCCCAAAAAGCGCGCCTCGACGGCATCGCGTCCGAACT 

GGAAAACCTCGCCCCCGAACTTTCCGCCGCCGAAGCCGCGTTCAAACAGGCGGAAGCTGC 

CGTGCGCTCGTCTGAAGTGCAACATAAAAACCTGATGCAGCAGCAACAGCAGCACACGCG 

CCAATACAGTCAAGCACAGCAACGCGCCGCCGAACTCTTAGCGCGTACCAACCAAGGGCA 

AATCCGCCGCGAACACATCGAGCGCGAACTGGCGCAGTTGGCGGAAGAACAGACCGTGTT 

GCAACACACGTCCGACGGGCTTTCAGACGACATCGTTACCTTGCAGGAAGCCGCCGCCGA 

ACTCGAACACCAGCAGCAAACCACCGCGCACAGCCGCCAAGAGCAGCAAGGCCGTCTGAA 

ACAGGCGCAGCTTGCCCTGTTGGAAGCCAACCGCCyUVTACGGGCTTGCCGAAGTCGCCGT 

CCACAAACTCAACCAGCAAAAACAAAACTACCGGCAGCAAATCGCCCAGCTTGAACAGCA 

AACCCTCGACTGGCAGGAACGCCAGCAAGAGCTTGCCCTCGCCTATGAAACCGAGTTCCA 

AAACGACGAGCAGCACATCAAGCTTGAAGAATTAAGCGAAGCCGTACAGACCTTGGACGA 

AGAATATATTGTTGTGCAAGAGAAACTCGCGCAGATTCAGGAACAGGGCAGGGAGCAATA 

CGCTAAAGTGCAAACCCTGCAAACCAAGCTGCCGCAGCTTCAGGCCGCCACCCAAACCGC 

CTTGTTGCAGCAGCAGGAAGCCCTGATCAACGCCAAACGCTACCATCAAAACCTGACCGA 

ACGCGCCGCCGATTTGGACGCGCTCGAAGCGTTGGCGAAAGAATCGCCGAAAGTATTGAA 

CAGCAGCATCGGCRGCCTTTCGCAACAAATCGAAGCACTCGGCGCGGTCAACCTCGCCGC 

CeTGCAAGAACTCGAAGAAGCGCGCGAACGCGACGGCTACTACCGCAGCCAAAGCGAAGA 

CGTGCAGGCAGCCATCACCCTTTTGGAAGAAGCCATCGCCCAAATCGACGACAAAACCAA 

AGCGCGTTTCAAAGAAACCTTCGATGCCGTCAACAGCAAAGTCCAAACCTTCTTCCCGAC 

CCTGTTCGGCGGCGGCGAAGCCACTCTCAAAATGATAGGCGACGACCTACTGACCGCCGG 

TGTGTCCATTATGGCGCGTCCGCCCGGCAAGKAAAACAGCACCATCCACCTCCTCTCCGG 

CGGCGAAAAAGCCCTCACCGCCATGAGCCTCGTGTTCGCTCTGTTCAGCCTCAACCCCGC 

TCCGTTCTGCCTTTTGGACGAAGTCGATGCCCCGCTGGACGACGCCAACACCTCGCGTTT 

CTGCAGGCTGGTCAAAGAAATGTCGGCGCAAACCCAGTTCCTCTACATCTCCCACAACCG 

CCTGACGATGGAAATGGCGGAGCAGCTGGTCGGCGTAACCATGCAGGAAAAAGGTGTCTC 

GCGCGTCGTCGCCGTGGACATCAAACAGGCGTTGGAAATGGCGGAAGCCGTTTGAACGGG 

TTGCAGAACGGCTGAATCTTGCCGTTTTTAATGAAGTGTTGCGATATGGGTTTTCAGACG 

GTATTTCAAACAGAACAGATTAAAATCAAATCCAAATCCATAAAAAATGCCGTCTGAACA 

GCGTTCAGACGGCATTTCGATGTGTACTGCCACGTCAAATCAGTGGTGATGGCCGCAGCC 

GCATTCTTTTTTCATATCGATCACCATACGGCCGGTGATTTTGCCTTCGCGCATTTCTTG 

GAAAATGGCGGGTGCTTCATCCAAAGCACGCAGTTGGACTTTCGGCACAACCAAACCTTC 

CGCGCCGAATTGGAAGGCTTCTTCCAAATCTTTGCGCGTGCCGACCAAAGAGCCGACCAC 

TTCGATGCCGTCCAAAACCAAACGCGGGATGGACAAATCCATCGATTCCGGCGGCAGCCC 

GATGGCAACCACACGTGCGCCCGCGCGGACGCAATTCACGGCAGAGTTGAATGCGGCAGC 

AGATACGGCGGTTACGACCGCAGCGTGTGCGCCGCCGGTTTTTTCCTGAATCACTTTGGC 
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AGCGTCTTCTTTGGCGGCGTTGACAACCAAATCCGCGCCGGTTTCTTTGGCAAACGCCAG 

TTTGTCGTCGTTGATGTCGATGGCGACAACGTGCGCGCCGAATACTTTTTTCGCGTATTG 

GACCCCCAAGTTGCCCAAACCGCCCGCGCCGTAGATGGCAATCCACTGTCCCGGACGAAC 

GCCGGAAACTTTAATGGCTTTATAAGTGGTTACACCGGCACAAGTAATGCTGGAAGCTTG 

CGCAGGATCCAAACCTTCAGGGACTTTGACCGCGTAATCGGCACTCACGATACAGTGGGT 

CGCCATACCGCCGTCGGCGGTGTAGCCCGCGTTCAATACGGAACGGCACAGGGTTTCGCG 

GCCGGT ATTGCAGT AT TCGCAAGAGCC GC AGCTTTGGAACAGCCAAGCGATGCTGACGCG 

GTCGCCGACTTTCAGATTTTTCACACCGTCGGCAACTTCTTTAACCAAACCGATGCCTTC 

GTGTCCCAACACGCGGCCCGGTTTTTCGCCGTAGTCGCCTGCCGCAACGTGCAGGTCGGT 

GTGGCACACGCCGCAATATTCGACTTCGACCAATGCCTCGCCGTATTCCAACGGGCGAAC 

CTCGCGTTCGATTACTTCCACATCGCCCGCTACATTTTTATTCACAACAACTGCCTGCAT 

TTTCATGATTGCGCTCCTTAGTTACGGCAAAAAAACCTGTAAACGGAATGTTGTCCGATA 

TAAGGGTAAGCATACGCTTCCGCATCTCACAGGTCAAGTGGTATGTTGTTGAAAAATATA 

GATTATATGTTATATTATAACATCTTGGAAAGGCACGGCATCGGGGCGGTTGCCGGATGA 

GGGGCGGCAGGTTTCAAGTTTGAAAAACCGGACGGCAAACCCGTAAAGATACCGTCTGAA 

GCTGTGTCCGGACGGCATCTTTACGGGTTTGCGGGCTTCGGCGGAGGATTAGTCGAAGCC 

GGGGCAGGATTGGTTTGTACCGGAAGCGGCAATGGTACCGCCGTCGTTGAGCGTAACGAC 

GCAGGTTTCGCCGTCGTTGGTGGTGGGATTGGGGTCGGCCTGAAGGGTAAAGTGGTCGGG 

GCTGAC TTC GCTT AAAGTG AT AT CG AAAT ATTCGTTTTGTTTC AGTTTGTTTTTGTCGT A 

GGTTTTAAACGTCCCTTTTTGGCGGTAGTAACGTTCCATGGTCTGCGCGTTGTGCAGCAG 

GGTCGTCCTGACTTCCGACAGGCGGACGCGCCGGATGTAGGTTTTATAGGAAGGGTAGGT 

GATGAGCGTCAGGATGCCGAGGATGGCGACGGCAATCATCAGCTCGAGCAGCGTAAAGCC 

TTTTTGAACGTTTTTCATAGCAATGTGTTTCCATTTGTTTGTCGGTCGACGGCATTATAA 

CGCCGTATCGGAAATGGCGGAATATGTAAACGGATTGAAATTTTCGGGAAAGCAGATTGT 

ATAAGCCATTTAAAACAAATGGTTATTTTTATTGTCGGCAGTTTGCCGCCTTGGATGGGG 

CAGGGACTTGCGGTAGAATCCGCTTCCGATTTATGGGATTGACGCATACAGAGAATTGAA 

AACATGGCAAAAATGATGAAATGGGCGGCTGTTGCGGCGGTCGCGGCGGCAGCGGTTTGG 

GGCGGATGGTCTTATCTGAAGCCCGAGCCGCAGGCTGCTTATATTACGGAAACGGTCAGG 

CGCGGCGACATCAGCCGGACGGTTTCTGCAACAGGGGAGATTTCGCCGTCCAACCTGGTA 

TCGGTCGGCGCGCAGGCATCGGGGCAGATTAAGATACTTTATGTCAAACTCGGGCAACAG 

GTTAAAAAGGGCGATTTGATTGCGGAAATCAATTCGACCTCGCAGACCAATACGCTCAAT 

ACGGAAAAATCCAAGTTGGAAACGTATCAGGCGAAGCTGGTGTCGGCACAGATTGCATTG 

GGCAGCGCGGAGAAGAAATATAAGCGTCAGGCGGCGTTATGGAAGGAAT^CGCGACTTCC 

AAAGAGGATTTGGAAAGCGCGCAGGATGCGTTTGCCGCCGCCAAAGCCAATGTTGCCGAG 

CTGAAGGCTTTAATCAGACAGAGCAAAATTTCCATCAATACCGCCGAGTCGGAATTGGGC 

TACACGCGCATTACCGC7ACGATGGACGGCACGGTGGTGGCGATTCTCGTGGAAGAGGGG 

CAGACTGTGAACGCGGCGCAGTCTACGCCGACGATTGTCCAATTGGCGAATCTGGATATG 

ATGTTGAACAAAATGCAGATTGCCGAGGGCGATATTACCAAGGTGAAGGCGGGGCAGGAT 

ATTTCGTTTACGATTTTGTCCGAACCGGATACGCCGATTAAGGCGAAGCTCGACAGCGTC 

GACCCCGGGCTGACCACGATGTCGTCGGGCGGTTACAACAGCAGTACGGATACGGCTTCC 

AATGCGGTCTACTATTATGCCCGTTCGTTTGTGCCGAATCCGGACGGCAAACTCGCCACG 

GGGATGACGACGCAGAATACGGTTGAAATCGACGGCGTGAAAAATGTGCTGATTATTCCG 

TCGCTGACCGTGAAAAATCGCGGCGGCAAGGCGTTTGTGCGCGTGTTGGGTGCGGACGGC 

AAGGCGGCGGAACGCGAAATCCGGACCGGTATGAGAGACAGTATGAATACCGAAGTAAAA 

AGCGGGTTGAAAGAGGGGGACAAAGTGGTCATCTCCGAAATAACCGCCGCCGAGCAACAG 

GAAAGCGGCGAACGCGCCCTAGGCGGCCCGCCGCGCCGATAAACGAATATGCCGTCTGAA 

CACGGAAACGGTTTCAGACGGCATTTGTTATTGATTTACGGAATATTATGAGCTTGATCG 

AATGTAAAAACATCAACCGCTATTTCGGCAGCGGCGAGAACCGCGTCCATATTTTGAAAG 

ACATCAGCCTGTCGATAGAGAAGGGCGATTTTGTCGCCATCATCGGGCAGTCCGGTTCGG 

GCAAGTCCACGCTGATGAACATACTCGGCTGTTTGGATACCGCCGGTTCCGGTTCGTACC 

GAATCGACGGCATCGAAACTGCCAAAATGCAGCCTGACGAGCTGGCGGCATTGCGCCGCG 

AACGCTTCGGTTTCATCTTCCAACGCTACAACCTCTTAAGCTCGCTGACCGCAAGGGACA 

ACGTCGCGCTGCCAGCCGTCTATATGGGCGCGGGCGGCAAAGAGCGTTCCGCGCGGGCGG 

ACAAACTCTTGCAGGATTTGGGTTTGGCAAGCAAAGAGGGCAACAAGCCCGGCGAACTCT 

CGGGCGGACAGCAGCAGCGCGTCTCCATCGCCCGCGCCCTGATGAACGGCGGAGAAATCA 

TCTTCGCCGACGAGCCGACCGGCGCGCTCGATACCGCCAGCGGCAAAAACGTGATGGAAA 

TCATCCGCAGGCTGCACGAAGCCGGGCATACCGTCATTATGGTCACGCACGACCCCGACA 

TCGCCGCCAATGCCAACCGCGTCATCGAAATCCGGGACGGCGAAATCATTTCCGACACCT 

CGAAAAATCCCGAAATCCCCGCAAGCAATGTCGGGAGGATTCGGGAAAAAGCTTCGTGGT 

CGTTTTATTACGACCAGTTTGTCGAAGCCTTCAGAATGTCGGTGCAAGCAGTATTGGCGC 

ACAAAATGCGTTCGCTTCTGACGATGCTCGGCATCATCATCGGTATCGCGTCGGTGGTTT 

CCGTCGTCGCATTGGGCAATGGTTCGCAGTUIAAAAATCCTTGAAGACATCAGTTCGATAG 

GGACGAACACCATCAGCATCTTCCCGGGGCGCGGCTTCGGCGACAGGOSCAGCGGCAGGA 

TTAAAACCCTGACCATAGACGACGCAAAAATCATCGCCAAACAAAGCTACGTTGCTTCCG 

CCACGCCCATGACTTCGAGCGGCGGCACGCTGACTTACCGCAACACCGACCTGACCGCCT 

CGCTTTACGGCGTGGGCGAACAATATTTCGACGTGCGCGGACTGAAGCTGGAAACGGGGC 

GGCTGTTTGACGAAAACGATGTGAAAGAAGACGCGCAGGTCGTCGTCATCGACCAAAATG 

TCAAAGACAAACTCTTTGCGGACTCGGATCCGTTGGGTAAAACCATTTTGTTCAGGAAAC 

GCCCCTTGACCGTCATCGGCGTGATGAAAAAAGACGAAAACGCTTTCGGCAATTCCGACG 

TGCTGATGCTTTGGTCGCCCTATACGACGGTGATGCACCAAATCACAGGCGAGAGCCACA 

CCAACTCCATCACCGTCAAAATCAAAGACAATGCCAATACCCAGGTTGCCGAAAAAGGGC 

TGACCGATCTGCTCAAAGCGCGGCACGGCACGGAAGATTTCTTCATGAACAACAGCGACA 

GCATCAGGCAGATAGTCGAAAGCACCACCGGTACGATGAAGCTGCTGATTTCCTCCATCG 

CCCTGATTTCATTGGTAGTCGGCGGCATCGGCGTGATGAACATCATGCTGGTGTCCGTTA 

CCGAGCGCACCAAAGAAATCGGCATACGGATGGCAATCGGCGCGCGGCGCGGCAATATTT 
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TGCAGCAGTTTTTGATTGAGGCGGTGTTAATCTGCGTCATCGGCGGTTTGGTCGGCGTGG 
GTTTGTCCGCCGCCGTCAGCCTCGTGTTCAATCATTTTGTAACCGACTTCCCGATGGACA 
TTTCCGCCATGTCCGTCATCGGCGCGGTCGCCTGTTCGACCGGAATCGGCATCGCGTTCG 
GCTTTATGCCTG.CCAATAAAGCAGCCAAACTCAATCCGATAGACGCATTGGCACAGGATT 
GAGGTTGGACAAAGATGCCGTCTGAAGCTGCAGGACCGGTCATTTTGGAGCAGAAACTTA 
TTGGATAAAAACGGTTTCTTAGATTCTACGTTCCAGATTCCCACTTGCGTGGGAATGACG 
GCGGCGGGGGTTCGATGATTGCACACAACGCTCGAGTCCCGTCATTCCCGTAAAGACGGG 
AATTCGGTTCGTTCGGCTTTGCTTGTTTCGGATAAATCACGGTAACTCAATATTCCAGAT 
TCCCGCCCGCGTGGGAACGGCGGCGGGGCTTCGTATTGTTCAATTTATTATTTTCAATCA 
TTCAATGGGTTAGGATGTGTTTGTTGGCTTGCTAACTTTCAGGGCGGATTGGTTTTCAGG 
CGGCATTTCCCGCAAAAAAGGCTTGGAATTTTCCAAGCCTTTTTTGCGGATGGATTATTG 
ATTTTTGCGGATGATTTCCTCCAGTTGGGGCATCGGGCTGTAGCCGCTTTGGCTGCGCCC 
GTTGGGGAAGACGAGGGTCGGCGTGCCGTTGAAGCCGAATTGTTCGCCCAAGGAAGTGGT 
TTCCGCGACGGGATTGTCGCAGATGCTGCCGCCGACCGGGAATTTGCCTTTACGCATCCA 
ATCCGTCCACGCTTTGGCGCGGTCGGGCTGACACCATAAGATTTGCGCCTTGCGCGCGGC 
ATCGGGGTGCAGGCCGGCAATGGGCATCATAAAGCTGTAAACCGTCACGTCGGTCATTTT 
TTCAAACTCGTGTTCCAAGCGTTTGCAGAACGGACAATCGGGGTCGGAGAAGACGGCGAC 
TTTCAGCTTGCCGTTGCCGCGCACTTCTTTGATGGCTTTGTCCAAAGGCAGGGAGGCGAA 
GTCGATTTTGTTCAAATCGGCGGCGCGTTCTTCGGTCAGGTTTTTGCGCGTGTCGATGTT 
GATGAGTTCGCCGACGAACATATAGCCGCCTTCGGCATCGGTGTAGATAATCTGCCTGCC 
GCTGACGACGACTTCGTAAATGCCTTTGACCGGTGTTTCGCTGACGCTCAACACTTTCAA 
ATCTTGGGCGGAATAGGTTTTTTCCAAACGCGCTTTCAAAGAGGCGGCAACGGATTTGCC 
GGCGGACTCGGCTTTGACGGeGGGTTCGGCGTTGGCATTGGAAACGGGCGTTTGCCCGCA 
AGCCAGCAGCGGGAGGACGGTAAAGGGGGTCAAGATTTTGATTAACTTGGTTTTCATATA 
AAGATGATTGCGCGTGTTGGAAAAGCGGAATTGTATCAAATCTCTGTTGCGCCTGCATTG 
CGCCTAGGCTCAATTTATCGTCTGAAAATAGCTTCCGGCTGTTAAAATACGCAAAAAATG 
ATTTGCTTGTTTGTATGATTTACCACCGCATCGCCGTAAACGTGCCGCTTTCAGACGGCC 
TTTTGACTTATTCCCATTCCGATCCGCTTCCTCCGGGAACGCGGGTGCTTGTGCCTTTCC 
GCAATAAAACCGTGGTCGGGATGGTGTGGGAAACGGATATTGCGCCCGATATGGATATGG 
CGCGGATTTTGAGTGTTCAGACGGCCTTTGTGGAAGAAAAGCCGTTGCCTGAAAGCTGGC 
GTGATTTGTTGGCATTTACGTCGCGTTATTACCACTATCCGACTGGGCAGGCGGTGTTTG 
CCGCGCTGCCGCAGGGTTTGAAGGAAACGCGCGCGGTGGAAATGCCGCAGCCGCCGTTGT 
TTTATGCTTTGAACGAAGCGGGCAGGGCGCAAACGCCGCCACCAGCTCGGTTCAACAAAA 
AAGCGGCTTTGTGGGACGCACTGCTTTCGGGCGGAATGACGATGGCAGCGTTGAAGCAGG 
TAAACGCGCAGGCGGCGAAATTGATTGAAGATTGGGCGGAGCAGGGTTGGATTGAAACAA 
CGGAAGCGGCGAAACCTGTATTGAGGTCGTACCACGGGCAGGCTTCGCACTCTGAATTTG 
TGTTGAATGCCGACCAGCAACAGGCTTCCGATGAAATTCAGACGGCCTTCGGCAGCTTCC 
AGCCGTTTTTGCTGTACGGCATCACCGGCAGCGGCAAGACCGAGGTGTATTTCGATGCGA 
TGGCGAAAGTGTTGGCGCAGGGGCGGCAGGTGTTGTTTCTGTTGCCCGAAATCAACCTCA 
CGCCGCAGCTTTTGAAGCGGGTGGAAAACCGTTTTGCCGACGTGCCGACCGCCGTGTTGC 
ACAGTCAGATGGCGGCAGGCAAGCGCACGCAGGATTATTTGCGCGCGATGTTGGGGCAGG 
CGAAATTGGTCATCGGCACGCGGCTGGCGGTGTTCACGCCGATGGATGATGTCGGGCTGA 
TTGTGGTCGATGAGGAACACGACGGCTCGTTCAAACAGGACAACGAATTGCGCTACCAGG 
CCCGCGATTTGGCGGTGTGGCGGGCGAAGCAGGGCGGCTGCCCGATCATATTGGGCAGTG 
CCACCCCCAGCTTGGAGAGCTGGCACAAGGCGCAAAGCGGCGCGTACCGCCTGCTGCAAC 
TGACCGAACGCGCCCATACCGCCGCGCAACTGCCGCAAGTGGACATCCTCAACGTAGGCC 
GTCTGAAACTTGACAACGGCTTCTCGCCGCAAGCCTTGCAGCTTTTGAAACAGAACTTTG 
AAGCAGGTGGCATGTCGTTGGTGTACCTCAACCGTCGCGGCTTCGCGCCCGCGCTGTTTT 
GCGGCGACTGCGGTTATACCTTCGGCTGCCCGAACTGCTCCGCCAAAATGGTGCTGCACC 
AACGCGCCCGCCAACTGCGCTGCCACCACTGCGACCACCGCGAACCCATCCCGTACAAAT 
GCCCCGACTGCGGCAACCAAGACCTGACCGCCGTCGGCCACGGCACGCAGCGCGTCGAAG 
AAACCCTGCGCACCTTCCTGCCCAAGGCAGCCGTCGTCCGTGTTGACAGGGACAGCACCG 
CGCACAAAAACGACTGGGCGGATTTGTACCGCCGCATCGCCGACAACAAAATCGACATTT 
TGGTCGGCACGCAGATGCTCGCCAAAGGGCATGATTTCGCGCGGCTCAACCTCGrPATCG 
TGTTGAACGCTGACGGCAGCCTGTACAGCGCGGACTTTCGCGCCCCGGAAAGGCTGTTCG 
CCGAGCTGATGCAGGTGTCCGGCAGGGCGGGGCGCGCCGACAAACCCGGCAAGGTGTTGA 
TACAGACCCAACTGCCCGAACATCCCGTCTTCGCCGCCGTCAAAGCGCAGGACTACGCCG 
TGTTTGCCGAAAACGAATTGAACGAGCGGCAAATGTTCGCCATGCCGCCCTTCGGTTTCC 
AGACCGCCGTCCGCGCCGACGCGCCGCGCGTTGCCGATGCGATGGAGTTTCTCAATGCCG 
CCAAAGAAACCCTCGCCCCGCTTTTGCCCGAAAGCGTTTCACAGTTCGGCGCCGCCCCGA 
TGCTGATGGTGCGCCTCGCCGAACGCGAACGCGCGCAAATCTTCCTCGAATCTCCGTCCC 
GACAGGATTTGCACCGTGCCGTGAGTTTGTGGGCGCAGGTGTTGCAGCAAAACCGCGACG 
GCAAAATCAGATGGTCGGTGGATGTCGATCCGCAGGAGGCTTGATTATTGGCAATCCGAT 
GCCGTCTGAAAACCGTTTCAGACGGCATTTTTATTCCGGATCGTCTGTAAACGCATTCGC 
CCGAAATATCGGTATAAACGTGAAAAGATACAGTACGAATACGGCGGCGGTCAGAATCGC 
AGGAACGGTAATGAAAAATATCGGGTTCACGTTCATCAAGAAAGCGCGCGAGACGGCGGC 
GGCGAAAAGGATGGGGACGGCAATGCGGCAGAGTTTGGGGTAGTCGAGTTTGGTAAAGCC 
GCTGTGCCACAGTCCGGCGGTCAGCCACACCATCATCACGCCGCCCATCATGCCGCCGAG 
GGTAATCAGGTGCAGGGGCGCGGAGGCGGGCAQGTTTTGTAATTTCGCCGCGCCTGTCCA 
CAAATAGCCTGCGGCGGCAAAGAGTTGGAGCAGGTAATAAGTGCGGACGTAGTGTTTACG 
TAAGAGTTCGTGATGGTGAAGCTCACGCAGCTTGGCGAGCAGGATGAAGCCGACGGCGAG 
CGCGGTAAAACCGGCGGTTTGCGCGGGCAGCCAAAGTTCGGCGGCGGCGTGCAAGAGCAG 
GAAAGTAATGGCGATGTTTTTATAAACGATATTTGGAATAAAAACAGGGTCTTTCAGACG 
- GCATTCTTTCAGGGCTTCCGCGCCCAAAAGAATACTGACGCGCACGGATACGAACATCAC 
CGCCGCCATATTTAGATGCACTTGCGCGCGCAACAGGTTCAAATCGCCGCTGACGGCATA 
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TGCCGTCTGAAAAACAGTGAACGCGGCAAGTAACATTAGCAGGGCGAAGTTGTCGGTGTT 
TCGGTCTAGCCAAATCAGCCGGGCGCAGAACAGCAGCAACACCAGCCAATAGGCGGCGAC 
GAAAAACGAGGCAGTTTGCGGCGAAAAGGGCAGTATAGCGGATGCGGCGAGCAATAATGC 
CGCCATCAAAGTCGCGACAGGTTTCAGGTTACCCGAAAAACCCGTCCAGTCCAACAAAGC 
CGCAGTCAAAAAACCGCCGTATGCCGCCGGCAGCATAAGTTCCAAGAAAATTTGGCGGTG 
CAGGACGATGGCACCGGGGTTGATGAAAAACACCAGCGCACCGAGTATGGCAAGCACCGC 
CGCGCCGACGAAAAACGGCCGCATAGCAACTGTATTTTTCACCCCGTCGGGCAAAAATAC 
CAAAACTCAAATCAAGCCGTCCGGATACCGTTTTCGGCGGTATCGTTTTCGGCAAAATAA 
TCACGCATCCGGGCATTCGATATCGTCAGCAGTTTGCGCATACATGCCGTAACGGCAACC 
TTATACGGCTTACCCTTGGACAGCAGGCGTTGGTAGAAATCCCGAATAAGCGGTTCAAAA 
CGTGTCGCTGCCACGGTAGCCATATACAGTGCCTTACGCACCGCAGACCTTCCGCCAAAG 
CAGCGGCTTTTGAATTTGGTTTCCTCGCTCTCCCTCGGGTGCGGGGCAATGCCGGCCAAA 
CTCGCTATCCGTTTGTGCGACAGCCGCCCCAATTCGGGCAGCATCGCCATCAGCGTAGCC 
GTCGTTATCGAACCGATGCCTTTGATTTGCTCCGCCACTTGGGCTTTGCCGTCAAAATGC 
GTGTGGGTGTGGTCGTCGATTTGTTTGTCCAATTCGTCAATCAGCCGGTCAAAATGGGCA 

atcagttgtttgacgcttccgacttgcgtttcatgaacctaatgcagacggtttttctcg 
gcagtccgcatatccaccagttggttgcggcggttaaccaaggcttccaacacttcttcc 
acttcggtgggcgggtggtagggcatggtttgcgaaccttctttctgcgtcatcatctgt 
gcgaagaaggcgagcattttggcatctttggcgtcggttttggtcagcggctgcgattgg 
gcaaactgatgcgtctgacgcgggttggcgataatcacggctatgcctgctcggcggatg 
gctttggcggcggggatttcgagacx;gccggtactttccgtcacgacgagggcgaccttg 
tgttttttaaggtattcgatagtatgggcgatacctttggggttgttggtttcggttttg 
gttttagacaaagacgaaacggcgatgacgaagtttcgtttggcgatgtcgatatagtga 
attaacaaaaatcaggacaaggcggcgagccgcagacagtacggatagtacggaaccgac 
tcacttggtgcttcagcaccttagagaatcgttctctttgagctaaggcgaggcaacgac 

GTACTGGTTTTTGTTAATCCACTATAACAGCAACCCTGTCGCCGTCATTCCCGCAAAAGC 

gggaatccagtccgttcagtttcggtcatttccgataaattcctgttgcttttcatttct 

agattcccactttcgtgggaatgacggcggaaggtttttgtttttttccgataaattctt 

gaggcattgaaattccagattcccgcctgcgcgggaatgacgattcataagtttcccgaa 

attccaacataaccgaaacctgacagtaaccgtagcaactgaaccgtcattccciacgaaa 

gtgggaatctagaatctcagactttcagataatctttgaatattgccgctgccttaaggt 

ctggattcccgcttgcgcgggaatgacgaatccatccgcacggaaacctgcaccacgtca 

ttcctacgaacctacatcccgtcattcccacaaggacagaaaaccaaaatcagaaaccta 

aaatcccgtcattcccacgaaagtgggaatctagaaatgaaaagcaacaagcatttatcg 

gaaataactgaaaccgaacagactagattcccgcctgcgcgggaatgacgaatccatccg 

cacggaaacctgcaccacgtcattcctacgaacctatatcccgtcattcccacaaggaca 

gaaaaccaaaatcagaaacctaaaattcgtcattcccgcgaaagtgtgaatctagaaatg 

aaaagcaacaggcatttatcgaaaataactgaaaccgaacagactagattcccgcctgcg 

cgggaatgacggctgcagatgcccaacggtctttatagtggattaacaaaaatcaggaca 

aggcgacgaagccgcagacagtacagatagtacggaaccgattcacttggtgcttcagca 

ccttagagaatcgttctctttgagctaaggcgaggcaacgctgtactggtttaaatttaa 

tccactatataaaaaatttccagagaaccgatacaacagttggaacttgggtttgggaat 

attacggtagatgaacttggaacctctgttatgctatggtcttttatctcaattgaaaaa 

agcgcgaatcaaacggttcgcgcttttttcagacggtattaattattttttgtcgtcttt 

tacttcttcaaagtcggcatctacgacatcatcgtctttctttgcagaagcattggcttg 

ttcgctttcgcctgcttgggcttcagcttgtgcttgagcgtaaaccatttcccccagttt 

ttggctggctgcgcccagcgcctcggttttggcatcgatagcggctttgtcgtcgccttt 

aactgcttcttcggcttctttcagcgcggcttcgattttttctttctcggctgcgtcgag 

tttgtcgccgtagtcggccaaagattttttcacagagtgaatcagggcttcggcttggtt 

gcgggaagcgaccaattcagtcagttttttatcttcctcggcattggcttcggcatcttt 

caccatgcgttcgatttcttcttcgctcaaacctgaagaaccttggatggtgatgttggc 

tgctttaccggtgcctttgtctttggcggaaacgtgcaggatgccgttggcgt9gatgtc 

gaaggttacttcgatttgcggcataccgcgcggtgcaggtgcgatgtcgcccaagttgaa 

ctgacccaaagatttgttggcagaagcgcgttcgcgttcgccttgcagtacgtggatggt 

tactgcgctttggttgtcttcggcggtagagaacacttgcgacgctttggtcgggatggt 

ggtgttcttctgaatcagtttggtcatcacgccgcccatggtttcgatacccaaagacag 

aggagttacgtccagtagcaatacgtcgctgcggccgccgctcaatacttcgccttggat 

cgctgcgcctacggcaacggcttcgtcagggttcacgtctttgcgcggttctttgccgaa 

gaaggctttaacggcttcttgtactttcggcatacgggactgcccgccgaccaagattac 

gtcgtcgatgtcgccggtgctcaagccggcatctttcaatgcaattttgcaaggttcgat 

agagcgggtaatcaggtcttcaaccaggctttcgaatttggcgcgggtaattttcatcgc 

caagtgtttcgggccggttgcgtccatggtgatgtacggcaggttaatttcggtttgctg 

gccgctggacaattcgattttggctttttcggcagcttctttcaggcgttgtagagccat 

cacgtcttgtttcaaatcaatgccttgttcttttttgaactcggcgatgatgtggtcgat 

gaggcgttggtcgaagtcttcaccgcccaagaaggtatcgccgttggttgccaatacttc 

gaattgtttgtcgccgtcgaggttggcgatttcgatgatggaaatatcgaaagtaccgcc 

gcccaagtcatatacggctactttgcggtctttgttgtcgcctttgtccataccgaatgc 

caaagcggctgcggtcggctcgttgatgatgcgtttcacgtccaaaccggcgatacggcc 

TGCGTCTTTGGTGGCTTGACGTT'GGCTGTCGTTGAAGTAGGCAGGGACGGTAATCACGGC 

ttcggttactttttcgcccaagtaagcttcggcggcttctttcattttacgcaggacttc 
tgcggaaatttgaggaggagacagc tc tttgccttgtgcttttacccatgcgtcgccgtt 

GTTGGCTTTGATGATTTCGAAAGGCATAGATTCGATGTCGCGTTGGACTTCTTTGTCTTC 

aaatttgtggccgatcaaacgtttggcggcgtaaatagtgtttttggcgttggttaccgc 
.ttggcgtttggcaggcgcaccgacgaggatttggccgccgtccaaataagcgataacgga 
cggcgtggtgcgtgcgccttctgcgttttcgatcactttggtttgaccgttttcggaaat 
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GGCCAAACAAGAGTTGGTTGTACCTAAGTCGATACCGATTACTTTTGCCATGTGGATAAT 

CCTATTTGATTTTGCTTATTTTGAGAAATATGTTGGAACATTTTGTCCCGATGGGCTGTA 

AATAGGGCGGGCGGCGGGCTGTTTCAAGCTACAGCATGGCTATAAGTATATAACTTTATG 

AATATATTGGTTTTATATTTGATTTAATACATTTGGCTCCAATGCATTCAAGCATAATGT 

TTCAAATGGCAGGCAGGTTTATTCATAGACGATGCCGGCGAGCATTTCCTGTTCGTTCAA 

GTTGCCGTACTCTTTTTCCCAGTCGTGTGAAGACTCGATGATGTCGCATTCTTTGGAAAG 

GGAGACTTGTTCTGCATCCATATCTTTGGCGTTCAGTATGTTGAATTGTTCGCACAGGGA 

TGCGGATAAAGTGATGTCGGGCTGTTTGGCTTCAGAACGGTTTTCTTGGAAGGCAAAGCA 

GAATGCGGTAAATGCCGCAGTATAGATAAGATATTTGCCGGTTTTCTTCATTTTTCTATC 

CTTTTTCTGTCAATTCAGGATTAAACCTATGGAAAAATCTGAAAAATTATGTATTAAGTA 

AGAAAAATCATAATTTAAATTTAGTTTATCATAATTGTTCCGTTTTTTGGATAGCTAAGG 

TAAAATATATTTCATGTTTACTTTAGATGATTGAATGAAGGGGAGTGGAAGGATATTTAT 

GGAAACCTTTAAAGACAGACTGGTTTTTTTATGGAAAAGCGAAGCGAGGCAGGCAAAAAT 

CGCATCCGATATTGAAATGACGATTGCGGGCTTCAGCAGGATATGGAATGAAGGCGGTCT 

GCCAAAGTCTGAAACATTGAAAAAAATCAAGCAGTTGAAGGGGTGTAGTATCGATTGGCT 

GCTGACCGGGGAGGGTAATCCGTTTCCGGATGAAGCCCCAAAAAAATCCCTTGCTTACGA 

TACTTTGGGCAATGAAGTCGATACGGACGAGTTTGTCTTCGTGCCGAGATATGATATTCG 

GGCGGCTGCGGGATACGGGCAGTTTGTCGATCATGAGGAACCGGTATTTACAATGGCGTT 

CAGACGGCATTGGATTGAGAATTATGTTACCCGCGATACGAAAAACCTGTCTGTAATTTC 

CGTCAAGGGGGATTCGATGGAGGGGGTTTTGAATGACGGCGATTCGATTTTGGTCAATCA 

TGGTGAAAATACGCCGAGGGACGGTCTGTATGTGTTGCGGATTAATGAAAATCTGCTGGT 

TAAACGTTTACAGATTGTACCGGGCGGGATTATCAATGTGATTTCTGCAAACGAGGCTTA 

TCCTGCTTTTGAAATCAATTTGAACGATTTGACCGATGATGTGGAGATTATCGGGCGTGT 

CGAGTGGTTCGGCAGGACGATTTGAGTTTGGGGCTTGAAATTGCAGGCGGTCAAACTTAT 

CTATTGGAACAATTCCTTTTTCAAAGGCGAAGCCTGCTTGCCITTGAAGGGGGTTTGAGA 

GAGAATGCAGAAAATATTATATTAAGGAATAACACCATGTCGGATGAAAGCCCTATTATT 

TTTACTGACAGCTGCTGTGCCAAAGTTGCCGATTTGATTGCCGAAGAAAACAATCCCGAT 

TTGAAATTGCGGGTTTTTGTCAATGGCGGCGGCTGTTCGGGTTTCCAGTACGGATTTACT 

TTTGACGAAATCAAAAACGACGACGATTTTGAAATTGAGAAAAACGGTTTGGTCTTTTTG 

GTCGATCCGATGAGCTATCAATATCTGGTCGGTGCGGAAATCGACTATACGGAAAGTTTG 

CAGGGTTCGCAATTCGTCATCCGCAATCCGAATGCGGAAACAACCTGCGGTTGCGGATCG 

TCGTTTTCCGTATGACCGCTTGGTTTGTGTGATGCCGTCTGAACGTTCAGACGGCATTTT 

TACTTTTAGAAAATATATTATCGGGATGAATTCACATATAATCCGATTGTTTGAAGATGA 

ATCGGGTTTCCCGAAAGGAACGGGCGGAACGGTATCAGGCGTATTTGTTCCCTTATGATT 

GAGATGAGTAAAGATTACCGAAACGATTTGTACGATGTATATGTTTCTTACCCGCCCCAA 

GTGGATCGCGGGCTTATCCGGGAGTGCCTTAAGGAGAATCTCQGCGAGGAAAAGGCGGAA 

GGATTGATCGAATCGCTCGATTCCAAACCTCAAGTGCTGGTTGAGGAAAAATGCACTTGG 

GCGAAACGGGAAGAGTTGCATGATTATTTCAGCTATTTGGGTTTGGATATTATTACCCGG 

AGATATATGGAGTTGGAAACGGTCGTGCCGCCGGAGGAAGGGGAGGGCGAAGGAGAAGGC 

GCGGATGGGGAAATGCCCGAATATCTTGAACTTCACGGCGGGCGGGAAGATGATATTTCC 

GCACCTTCGCAACCCGAACCGCCGTCCCGCAATATCAAACTGCTGGTTTTCGGGCTGCTG 

ATTGCCTTTTTGGGCTATCTGCTCGGTAAGATTTTTTGATTGTCCGATAAATGCTGTATT 

CGGGATTTTATATATGAAATGGTTGAAACGCCTGACGGTTATTGTCGGGACTTTTTACCG 

CTATCGGCTGGCAGGTCTGTGTGCTTCGCTGATGGGTAGCGGTTGGATATGCGCTCTGCT 

GAAAATGATGCCGCAGTCGTCCAAATTGAAAAACGAACCGCCTGCTGTCCGTCTGCGCCT 

TGCCTTGGAAAGCCTGGGGCCGATTTTCATCAAGTTCGGGCAGGTTTTGTCCACACGCCC 

CGATTTGATTCCGCACGATTACGCCGTCGAACTGGCAAAGCTGCAAGACAAAGTGCCGCC 

TTTTGACGCGCGGCTTTCGCGTGAACAAATCGAAAAATCGTTGGGTCAGTCCATCGAAAA 

GCTGTATGCGGAATTTGAAACCGAGCCCATCGCCAGCGCGTCCATCGCCCAAGTACACAA 

AGCCCGCCTGCATTCGGGCGAACAAGTGGCGGTTAAAGTTTTGCGCCCCAACCTTTTGCC 

CGTGATCGAACAGGATTTGTCGCTGATGCGCTTTGGTGCAGGCTGGGTCGAGCGTCTGTT 

TGCCGACGGCAAGCGTCTGAAGCCGCGCGAAGTGGTGGCGGAGTTCGACAAATATCTGCA 

CGACGAGTTGGACTTGATGCGCGAAGCCGCCAATGCCAGCCAGCTCGGACGCAATTTCCA 

AAACAGCGATATGCTGATTGTGCCGAAGGTGTTTTACGACTACTGCACCAGCGACGTGCT 

GACCATCGAATGGATGGACGGCACGCCGGTTTCCGACATCGCCAAACTCAAAGCAGACGG 

CATCGATTTGCACAAACTCGCCGATTACGGCGTGGAAATCTTCTTCACGCAAGTCTTCCG 

CGACGGCTTTTTCCACGCGGATATGCACCCCGGCAATATTTTGGTTGCCGCCGACAACCG 

CTACATCGCCCTCGATTTCGGCATCGTCGGCACGCTGACCGATTACGACAAACGTTATCT 

CGCCATCAACTTCCTCGCCTTCTTCAACCGCGATTACCGGCGCGTCGCCACCGCCCACAT 

CGAATCGGGCTGGGTGCCCGCCGACACGCGCGCGGAAGAGTTGGAAGCGGCTGTCCGCGC 

CGTGTGCGAACCAGTGTTCAACAAACCGATTTCGCAGATTTCCTTCGGCTTGGTGCTGAT 

GCGCCTGTTTGAAGTCAGCCGCCGCTTCAATGTCGAAATCCAGCCGCAGCTGGTATTGCT 

GCAAAAAACGCTGCTCAACATCGAAGGCTTGGGACGGCAGCTTGATCCCGATTTGGACTT 

GTGGAAAACCGCCAAACCGTTTTTGGTGAAATGGATGAACGGGCAGGTCGGCCCTAAAGC 

CCTTTGGCGCAACCTCAAAAACGAAGCCCCCGACTGGGCGCAAATCATCCCTTCATTGCC 

GCGCAAAATCAGTGCGTTGATTGATGAAAACCGCCAGCAGGAAATGCGTGATGCCTATAT 

CCATTTGGTCAAAGTGCAGCAGCGGCAAAGCCTGTGGCTGGCTGTGATTGCGGTTGTTTT 

GCTGCTGATTTTGCTTTTGAAATAGGCTTTGTCCGAATCATCGCCCGACTCCGCCCGTTT 

ATAAGGAAATCGGTTATAGTGGATTAACAAAAACCAGTACGQCGTTGTCTCGCCTTAGCT 

CAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGATTCCGTACTATCCGT 

ACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATATTTCCGGTTGC 

GTGGGAATCGGGTGTATTGAATAAAAGGCATTTTGTCCGACTGGCAAGTGCCGACATCGG 

CGGCATATCAAGGCGCAGGCTTGAAGCGGGCAATGTCGTCTGAAGCCCGTTTGGCGTTTC 

AGACGGCATTGGTGGGGATATTCAAATCATAAAGTCGATTTCGGTAAACTGGATATTTTG 

ATCCATATCCGCCGACGGTGTTTTGAGCGATCGCGCCACGGGTTTGGCGGGTACGCCGAC 
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AACCGTGATGGACGGCGGCACGTCTGAAACCACGACGCTGCCCGCCCCGATTTTGGCATT 
GCTGCCGATGCGGATATTGCCCAATATCGAGGCGTTTGCGCCGATCATCACGCCGTCGCC 
GATTTTAGGGTGGCGGTCGCCGCCTTCTTTGCCCGAACCGCCGAGCGTTACGCCGTGCAA 
AATCGAAATATTGTTGCCCAACACGGCGGTTTCGCCGGCAACAAAGCCGGTGGCGTGGTC 
GAGCATCAGCCCGTATCCGAAACGGGCGGCGGGATGGATGTCCACGCCGAATACTTCGGA 
CATACGGTTTTGCAGGAAATACGCCAGCGTTTTGCGCCCGTCGAGATACAGCCGATGGTT 
GATGCGGTGTGCCTGAATCGCGTGGAAGCCTTTGAAATATAAAAGCGGCAGCGAATATTC 
GTCGCAGGCGGGATCGCGTTCGTAGATGGCTTTTAAGTCTGCTTCGACGCATTTGCCGAT 
TTGGGTGTCGCTGCCCAACGCCTGCTGGTAGATTTCAAACAGCGCGCGCACGTCCATAAT 
CGGGCTGCCGAGTTTGCTGGAAAGGTGGTAGGCAAGGACGGAGCCGAGGGACTCGTGGCG 
CAACACGGTTTGGTGCAAAAAACTTGCCAGCATCGGTTCGGCGGAGACCGCGGCCGCGGT 
TTCTTCGCGGATGGTGTGCCAGAGGTCGAAACCGGTTGTGTTTAAATGGTCTTTTTTCAT 
GAGTGATGACGTTTGAAAATCGATATGGTCGGCAGTATCTTACCGTCTATATTATTTTTT 
CGGTAGGGGATTTGAAAATGAATTTGAAATTCTCTGCTTTTGCTTGAAGTTTCTTGAAAA 
TGTCCTTATCTTGCGCGGGTAATAACTGGATTTTGATTTCCAATTTGTTTTAAGGGATAC 
GATATGAGCGAACAGACACAGCAGCAAAACAGTGAAGAAGCGGTTGAAAATGTGGAGGCG 
GTGGAAACCGTCGAGACAGTAGGAAATGCGGACGGTGTGCAGGAACAGGCTGCCGCAGAG 
CCGGCTTATGAGGATTTGCAGGCGCGGATTGCCGAGCTGGAAGCGCAGTTGAAAGACGAG 
CAGCTGCGCGCTTTGGCAAACGAGCAAAACCTGCGCCGCCGCCACCAGCAGGAAATTGCG 
GATACGCACAAGTTCGCCGGACAGAAGTTTGCCGTGGAAATGCTGCCGGTCAAGGATTAT 
CTGGAAATGGCGCTTTTGGATCAGAGCGGCAATTTCGATGCGCTGAAAATGGGCGTGCAG 
ATGACTTTGAACGAGTTGCAGAAAGCATTTGATGCTACGCAAATCAAGGAAATCAACCCT 
AAAGCGGGCGATAAGCTCGATCCGAATATCCATCAGGCGATGCAGGCGGTGGCAAGCGAA 
CAGGAGCCGAATACCGTGGTGGGTGTGATGAAGAAGGGTTATACGCTGTCCGACCGCGTG 
TTGCGCCCGGCTATGGTTACGGTGGCGCAGAAGGAAGCCTGAAGGCGTCTGGGGAATAAT 
. CTGATTTATTTCCTGAAGCGCGTTTTGCGTATAAACCGATCGAAGTAAAGCGGCAATGCC 
GTCTGAACCCGCCTGTCGGGCTTCAGACGGCATTTTATAGTGGATTAACAAAAATCAGGA 
CAAGGCGACGAAGCCGCAGACAGTACAGATAGTACGGAACCGATTCACTTGGTGCTTCAG 
TACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCTGTACTGGTTTTTGTTA 
ATCCACTATATTTCGGCGTTAACGGTCAACCCGTATGCCGGCTGCCTGTTTTTCTTCATC 
CAGTTTCTTTTGCAGGGTGTCGCAAGGTGTGTCGCAGTCGCACATTTTTTTCATACCCAA 
GGCAGTAATGCCGCCGCAACTGCCTTTGATGCTGCGTTTGGAGAAAATATAGCCGACCGC 
CATACCGATGATGACGGTCAGGAAGATGCCGAAGGTAAGGAGCAGGGTTTTCATGGTGTT 
TCCTAATCGGTTTGTATGTTTAGCGGAGCAGTTTTTCAAATTCGGAAGACATGGCGGTGC 
GGTAGCCGCCTTTATCCCTGACAATCAGGAAAACAGCGAGTTTTTCGCGCTCTGCCAGCT 
TTAAGGCTTCGGTTTCGCCCAATACGAATAATCCTGTGGACAAGCCGTCCGCCGTCATCG 
CACTGTCTGCGACCACGCTGATGGAGGCGAGGTTGTGGCTGATGGGTCGTTTGTTGTTCG 
GGTTGATGATATGGGAGAGGCGTTTGCCGTTTTTATCGACGTGGAAAATACGGTAATCGC 
CGGAAGTGGCAAGCGAACGGTTGTTCAGCGGGACGATAATCTGCGTATTGCCGCCTTGGA 
CGATATTGGGCTGCTCGATACCGATGCGCCACGGTTCGCCGCGCGCGTTTTTGCCTTTGC 
CGTGCAACTCGCCGCCGATTTCGACCAGATAATTTTGAATGCCGTATTTTTCCAGTTCGC 
CCGCAACTTTATCAACGCCGAAGCCTTTGGCAATCGAAGATAAATCCAAATAGGCCTTGG 
GGTGGGTTTTGCTCAAGGAAGCGTAATCTTTGCCTTGTTTCAAAATGATTTTGTCTATGC 
CCGTATAAGATGCCGCCTGTTTGATTTGTTCCGGCGACGGTTCACGGGTAACGGATTTGT 
CGGGGCCGAATCCCCAAAGGTTGACCAAGGGGCCGACGGTTACGTCCAGCGCGCCGTGTG 
TCAGGCGGTTCAGGCGGACGGCTTCGGCAGTAACGTGTGCGAAGTCGCTTGAAATGCGGA 
GGGGCTTGCCGGCTGTGTGTTGGTTGAACCGGCTGATTTCGGAGTCGGGCTGATAGGTGG 
ACATCTGCCGGTTGACTTCTTTAAGCGCGTCATCGATGCGTTTTTGTATTTCGGCAGGTG 
AGGGGAGTTTGTCCCGATTATTTGAAAGGTATTTGACGGTATAGGTCGTGCCCATCGTTT 
CGCCTTGCAGGGTAACGGTTTGCGCGGTTTGTTCCGAACAGGCGTTCAGGAAGATGAAAC 
CCAGGGCAAATATCAAGACGCGGATAAAGTTCGGCAGGCGTGTTTCAGACGGCATAGTGT 
TTGACGGTTTTGGCAAATGGTTTGAATTATATCGCAAAACGGCCGGTATGTTTCTATGCC 
GATGCCGTCTGAAGGGTGTTCGGATGGCATCGGCATAGAAAAAGGAAGAAACCGAGGTTT 
CTTCCTTTTGTATTTGAAGCCGAATATTTAACCGC'CGAAATCGTCCAAGAGGATGTTTTC 
GTCTTCCACGCCCAAGTCTTTGAGCATTTTGATGAGGGAGTGGTTCATAATCGGAGGGCC 
GCACATATAAAATTCGCAGTCTTCCGGT GC TT C GT O <,l"i"l"ri t :AGGTGGTTTTCGTAAAC 

cacgttgtgaatgaagcccgtgtagccgtcccagttgtcttccggcagcgggtcggacag 
ggcgacgtgccacgtgaagttcgggaactctgccgcgagttggtcaaagtcttcgacata 
gaacatctcgcgtttggaacgtgcgccgtaccagaaggtaatcttacgtttggagttcaa 
acgtttcaactggtcgaaaatgtgggaacgcatcggagccatacccgcaccgccgccgat 
aaataccatttcggcatcggtgtctttggcgaaaaattcgccgaacgggccggaaatcgt 
aactttgtcgccgggtttgagcgaccagatgtaggacgacatttgtcccggaggcgcatc 
aggtacgcgcgggggcggcgtggcgatacgcacgttcagcataatgatgcctttttcttc 
aggatacgaagccatagagtaggcacgcaaaatcggctcgtccactttggaaacgtattg 
ccacaaattgtatttgtcccagtcttcgtgatattccttaggaatgtcgaagtctttgta 
ggcaacagtgtgaggaggagcttcaatttgaatgtagccgccggcgcggaaggggacttc 
rrcgccttcgggaatggcaagcttgagttctttaatgaacgtggctttgttatcgttgga 
gatgacggtgcattcccattttttcacgccgaacacttcttcggggacttcgatgtccat 
gtcggttttgacgttgacttggcacgacagacggcagccttcgcgtgcttcgcgtttgct 
gatgtgggacagctcggtcggcaggatgtcgccgccgccgctttttacgacgacgcggca 
ttgtccgcacgaaccgcccccgccgcaggcggaggggataaacatgccttcgttggcaag 
cgcgcccaagagtttgccgccggcgggcyvtcgtcagctctttttcgccgttcactttgat 
ggtgatgtcgccttcgctgaccagtttggatttggcaaacagaatcatcagtgccaaaac 
caaaacgatgacggtaaacatcacgatacctaaaataatctccataccgatccctttctt 
ataactg6atgccagagaacgacataaacgccatcgccatcaggccggoggcgataaagg 
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TAATGCCCAAGCCTTTGAGGCCTTTGGGAGCGTCCGAATATTTCATTTTTTCGGTAATGC 

CCGCCAAAGCGACAATCGCCAACATCCAGCCCAAGCCCGCGCCGAAGCCGTATACAACGG 

ACTCGCCGAAGTTGTATTCGCGTTGCGCCATAAACGATACGGCGCCGAAAATCGCGCAGT 

TCACGGTAATCAGCGGCAGGTAGATGCCCAATGCGTTATAGAGGGCGGGGACGAATTTAT 

CCAAGAACATTTCCAAAATCTGCACCAAAGCGGCAATCACGCCGATGAAGGTGATGAATT 

TCAAAAAGGTCAAATCCACGCCTTCGGCAATCGCGCCGTCTTTGAGCAGCGAGTAAACGA 

GTTGGTTGACAGGGACGGACAGCCCGAGTACGAAAATTACCGCCACACCCAAACCGAATG 

CGGTGGATACTTTTTTGGATACCGCCAAAAACGTGCACATACCCAAAAAGAAGGATAGTG 

CCATATTTTCAATGAAGACGGATTTGATGAAGAGGCTCAAATAGTGTTCCATAGCTTATT 

CCTCCGCCTGTTCGGGTTTCCAGGTACGCAGTCCCCAAATCAAAAAGCCGATGATGAAGA 

ACGCGCTGGGGGCGAGCAGGAACAAGCCGTTGGTCTGATACCAGCCGCCGTCCTGCACGG 

TTTGGAAAACGGTGTAGCCCAAGAGTTTGCCCGAGCCAATCAGTTCGCGGACGGTGGCGA 

CGACAAGCAGCATTATCCCGTAGCCCGCGCCGTTGCCGATGCCGTCGATCAGGCTTTCCA 

GCGGCGGCTCTTTCATCGCAAATGCTTCGGCGCGGCCCATCACGATACAGTTGGTAATAA 

TCAGACCGACGAATACGGAAAGCTGTTTGGACAATTCGTAGGCAAATGCCTGCAAGAGTT 

GGTCGACCAGCGTAACCAGCGACGCGATAATCGCCATTTGCACGATAATACGGATGCTGT 

TGGGGATGTAGTTGCGTACCAGCGAAATGAAGAAGCTGGAAAAACCGGTTACCAAAGCTA 

CGGAAATACCCATCACGATGGCCGTCTGAAGTTTGGTGGTAACCGCCAAAGCCGAACAAA 

TACCCAAAACCTGCAAGGCAATCGGGTTGTTGTCGATAAAGGGTGAAAACATCAAATGTT 

TCAAGCGTTTCATATCAGCCATTATTGCGCTCCTGCTGATTTCAATTTGTTCAGGTAGGG 

GATATAGCCGTTTTCGCCGAACCAGTAGGCGAACGAACCTTGCACGCCTTTGGATGTCAG 

CGATGCGCCGGAGAGGGCATCTACGCCGTGTTCTTTGTCCGAACCCGCGCCTTTGCCGAC 

GTGCAGGGCGAGTTTGCCTTGTCCGTCAAACAGTTTTTTGCCGACGAATTTTTGCTGCCA 

CAACGGATTGCCGATTTCGCCGCCCAAGCCCGGGGTTTCGCCTTGTTCGTAGTAGGTAAT 

GCCGTTGATGGTGTTGCCGTCGGGCTGGATGGCGACAAAGCCGTACATGACCGACCACAA 

ACCGTTACCGTGCATAGGCAGGATGATTTGCCCGATTTTGCCGTCTTCGCCTTTTACCAA 

ATAAACCTCGGTGTATTTGGCACGGCTTTTGATGCCTGCCAAATCGTCTTCGGTTTTGAT 

GCGGATGCTTTGGGCAGGGTCTTTGCCTGCGATGCGCGCGCTGAAGTCTTTAGGCGCATC 

GGCGACGTATTCGCCGGTCGCCAAATCGACAACACGTTGCTCGATACGCTCGGCAAAGGT 

TTTACCGATGTCGGTGTCCTTATCCATCAAACCGGCTACGCTCAAGATATAGCCTTGTTT 

GTCTTGGAGTTTTTGTTTCTCTTGGATGGGTTTCAAGCCGACGACCGCACCGGCAACGAT 

GACCGAGCAAATCAGGCTGACCGCCAACACGACAATCAGCGTGGGGCTGAAGCTGTCTTT 

ATCGAATTTCTTAGCCATTGCtGCGCGCCTTTCTGCGTTTGATGTTCGCTTGTGCGACGA 

AATAGTCGAAAATCGGGGCAAACAGGTTGGCAAACAGAATCGCCAACATCATGCCTTCGG 

GGTAAGCCGGATTGACCACGCGGATTAATACGCACATCACACCGATCAGTGCGCCGTACC 

ACCATTTGCCGACATTGGTAAAGGAAGCGGAAACAGGGTCGGTCGCCATAAACAGCATAC 

CGATGGCGAAGCCGCCGACCACCAAGTGCCAGTACCAAGGCATAGCAAACATAGCGTTGG 

TGTCCGAACCGATGAAGTTGAACAGCGAAGACATCGCAATCATACCGATCATCACGCCGG 

CAATAATGCGCCAAGAAGCGATGCGGGCAAACACGATAAACGGGCCGCCGATTAAGAGTG 

CCAAAGTGGAGACTTCGCCAATGGAGCCGGGCAGTTTGCCGATAAACGCGTCCATCCAAG 

TGATGGTTTGACCGGTTACGGCGTTTTTCAGGCCGTCTGCACCGTGTGCCGCCCATTGCG 

CCAGTGCGGTTGCGCCGGAATAGCCGTCAACCGCCGTCCAAACCGCATCGCCGCTCAAGT 

TGGCAGGGTAGGCGAAGAACAGGAAAGCACGGCCTGCCAGCGCAGGGTTCATGAAGTTTT 

TACCTGTACCGCCGAATACTTCTTTCGCAACCACAACGCCGAAAGAAATACCCAAAGCCG 

CCTGCCACAGCGGCAGCGTGGGCGGAACGATTAAGGCAAACAGAATCGAAGTAACGAAGA 

AACCTTCGTTGATTTCGTGTTTGCGCACGGTGGCGAACAAAACTTCCCAGAAACCGCCCA 

CAACAAATACAGTCGCGTAAATCGGCAGGAAGTAAATCGCGCCAAACAGCATTTTGTCCG 

ACACGCCCGCTTCAGACGACATATTGATGCCCAAAGCGTTGGCAAAGGCGTAATGCCAGT 

CGTTGGCGATGTTTTGTTGCAGCAAATCAGGCGTTAACGCACCGAATGCCTGCGCGCCGA 

CGTTGTACATACCGTAGAACATGGCAGGGAACAAAGCCAGCCACACCAAAATCATCATGC 

GCTTGGAGTCGAGCGCGTCGCGGACGTGCGCCGCTTTGCGCGTTACCGCGCCGGATGTGT 

AGAAAATTGTCGCCGCAGCTTCGTAGAGGGCATACCATTTTTCATGTTTGCCGCCCGGCA 

GGAAGTGCGGTTCGATTTTTTCCAGAAAATGTTTCAAGCCCATAATCAGCCTTCCTTCTC 

AATGGTTTCCAGCACTTTGCGCAACAGCGGGCCGTATTCGTATTTGCCCGGGCAGACGAA 

GCTGCACAAAGCGAGGTCTTCTTCGTCCAATTCCAAGCAACCCAATGCCTGCGCGCTGTC 

GGTATCGCCGACGATTAAATCGCGCAAAAGGAGGGTGGGCAGGATATCCAAGGGCATCAC 

GCGCTCGTAAGTACCAATCGGCACCATGGCGCGGTCGCCGCCGTTGACGGCTGTGTTGAA 

CTTGAAGAGTTTGTTTTTCAGGAAATGGCCGAGGGTTGTACGCGTGATGGAGTATTTGTC 

CGGCTGCGGCGCAACCCAGCCGAACAGCTCTTTGCTGCGGCCTTCTTCGATAACGGAAAT 

CTGATTGTGGTAGCGTCCCAAATAATCGTGCGCGCCTTGTGTAATCGCGCCGTTCAATAC 

CGAACCGGAAATCACGCGGTTGTCTGTGTCAACCAATTCGCCCGCAGTAATTTGCGATAC 

TTTCGCACCCAAAACGGTACGCAAGAGGCGCGGTTT G TTGACTTGAGAACCACCTAGGGC 

AATCACGCGCTCGGTGTTCAGACGGCCTGTTGCAAACAAACGGCCAATGGTAATTACATC 

TTGATAATTGATGGTCCACACGGTTTTATTCGCGCCGACCGGCTCGATGAAATGAATGTG 

CGTGCCACTCAAACCGGCAGGATGCGGGCCGCCGAATTCATGTGTTTCGATGTTGGCAGC 

ATTTTCAGACGGCACGTCTGCGCCAGCTGCCTTACAAACATGGATTTTGCGTTCGGTCAA 

ACGGCTCAATACCAACA6GCCGCGTTTGAAATCCTCGGCGGCTTCTTTGATAATGACCGT 

AGGGTCGGCAGCCAGCGGATTGGTGTCCATCGCATTGACGAAGATGGCGAACGGCTCGGC 

ATCGACGGCAGGAATTTTGCTGAACGGACGGGTGCGCAGCGCAGTCCACAAACCGGATTG 

GATCAGGTTGCGGCGCACTTCTTCGCCGCTTAAGTTTGCCAGCGCTTCAGGTGCGTAGCG 

TTCAAACTCGATTTCGTCGTTGCCTTCAACGGCAATCACGACTGACTGAAGTACGCGCTT 

TTCGCCACGGTGAATCGCGGCGATTTTGCCTGAAGCCGGCGCAGTAAACACCACGCCCGG 

ATTCTTTTTGTCTTCAAACAGCACTTGGCCTTTTTTGACGGCATCGCCTTCCTTCACTTT 

CATOSAGGGGCGCATACCGGCATATTCTTCGCCAAGCAACGGGACTTCGGTAATGGCCGG 

GCCGTCGTAAACGGCTTGCTCCGGTCTGCCCGCGATGGGCAGGTTTAGACCTTTTTTGAT 
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TTTAATCATATATTTGCATTACTTGTGATGGTTAAGGTAAAAACGGCGTGTTTTGATACC 

GTGTCGCGTGGCATCAAAAGCATTGAATAAATTAATGTAGCAAAGTGTTAGATTCTATCA 

GGAATTGTACCTGTTTGTCAGATTTGCTGCTTTTTTCCTTGCGGAAGCCGTTTTTATAGT 

GGATTAAATTTAAACCAGTACGGCGTTGCCTCGCCCTTGCCGTACTATTTGTACTGTCTG 

CGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATAAATTGTCGGAAGGGGGGAT 

ATTGATTTGATTATGCCGGAATTTAAAATGCCGTCTGAATGTTCAGACGGCATAGCGTTT 

ACAGCAGTTTGAAAACGAAAAAGATAAGGGTATGTACGATGAAGACGGGTGTCAGGAAGG 

CGACCGACCACATCATATAGCCGAAGAAAGTCGGCATCGGTACGCCGCGCTGTTCGGCAA 

TGGCCTTGACCATGAAGTTCGGTGCGTTGCCGATGTAGGTCAGTGCGCCCATGAATACCG 

AACCCATAGAAACCGCCAGCAGCGAATGAAACAGGGTACCCGTCATCAAGGCTTGGGCAT 

CGCCGCCCGCCATATTGAAAAAAACGAGATAAGTGGGCGCGTTATCCAAGAATGCCGACA 

ATATGCCGCTCATCCAAAAATACATCACATTAATCGGATGACCTGCCGTATCGTGAACCA 

GCGATACCACCCCGCCCAGCGCGCCTGCCTCGCCTGCTTTCAGAATGCTCAGGACGGGAA 

AGATGGTGATGAAGATGCCGAGGAAGAGTTTGCCCACTTCGGCGATGGGTTCAAAGTTGA 

ATTCGTTGCCTGCGCGGACTTGTTTGGGCGTGATTGCCATAGATACGGCGGTCAATGCAA 

TCAGGATGACATCGCGGACGAGGTTTTGCAGGGCGTAACGGCTGCCGAGGATTTCAAATC 

CCGGGTGTTCGGGTTTCCAAAGGCCGGACATTAGAACCGCGCCGACCACGCCCGAAAGCA 

GGAGGAAGTTCCATTTGCCGAAGATGGCGATTTTTTCGGGTTTTTCCTGTTGTGCCGGCG 

TATCTTGTGCAATGCTTTCCTGTTTGAAGAAACGGTTGTCGATGAAATAGAAGGCGGTCA 

ACAGGACAGCGGTGCTGATCAGGACGGGGGCGAACATATGTTTGACCGTCCACATGAAAT 

CTACGCCTTTGAGGAAGCCGAGGAAGAGTGGGGGGTCGCCCAAAGGGGTCAGACCGCCGC 

CGATGTTTGCAACCAGGAAAATGAAGAAGATGACGATGTGCACGCGGCGGGTACGGTTTT 

GGTTGGCTTTCAGCAGCGGACGAATCATCAGCATTGCTGCGCCGGTCGTTCCCATGATAG 

AGGCAAGTGCCGTACCGACGGCAAGCAGGGCGGTGTTGAGCTTGGGTGTGCCGTTCAAGT 

CGCCCCAAACCAAAATGCCGCCTGAAATGGTGTACAGGGCAAGCAGCAGCAGGATGAAAG 

GGATGTATTCTTCAACGAGTGCGTGTGCGACGGTATGGATACCGGCGGACGCGCCAAAAA 

CCAAACTGAACGGGATGAGGAAGAGCAATGTCCAAAAGGCGGTAATTTTGCCGTAATGGT 

GATGCCAGGTATGCGAAAAAAACAAGGGACCCAATGCGATAGACAGCAAAATCAGGGCAA 

AGGGCAGGCCCCACAGCAGGTTTAGGTTTGCGCCGTCCAAATCTGCGGCGTAAACCGATG 

CTGGGAAAAGCATTAGTGAAAACAGGGGTAGGTGGCGCATCGTGTTTCCTCGATTCAAGC 

ACTGCCTTGCGCGGCGCGTGGGAGTGATACAGGCACCGTGCCGCCCGGACATAGGCGGAC 

TGTGCTGCCTGTTTGTTTTTGAAAAAAGTTTTCCGATTGATTGTAAAGTAAATAATCAGG 

ATAAACCAGTTTCCCAAACCGGAAGGCGGCGGGAAGGCGGATTGCTGTGCTTGGGAATAT 

ATGTTCTTTTTGATAAATAATTTTATTTAAAACAAATAAATATATGTCTTTAATAAATAA 

TCTATCGAAAACGAAAAATGAATTTATTTTAACATATATTTGCAATGAAACAGGTTTGCC 

CCCCCCCGTTTGTTTGCCCTTATCCCTTTCAGTACGGCATTCAAGATTCGGGCCTGCGCC 

ACATCCATATGGCGACAAGGGAACAAAAAACCGATGAAACCGCCCCGACCCACCAGCGTT 

GGGGAAACTGCCAAAACATTATCAGGCAGGATGCGGTCATCATACTGATGGCGAATATTT 

TGGCTTTGCGCGGCACTGCGCCGTTTTGTTCCCAGTTATGAACCATCGGGCCGAAATAGC 

GGTGCCGGTGCAGCCAGCGGTAAAAGCGCGGGGATGCCTTTGCCCAGCAGGCGGCGGAGA 

GCAGTACGAACGGCGTGGTCGGCAACAGCGGCAAAAAAATGCCGATGATACCCAACAGTA 

GGGAAATGCAGCCGCAGGCAATTAAAAGATAACGTATCATTTTGAAATATTTTTCTTATT 

GTGCGGATAAGGGCAGGATGTGATACCGAGTTTTGCCCAGCCTTCATGTCCCATTTTTTC 

CAGCAGGGCGATATTGCGTTCGAATATTGCCGAAGCGTCGGGAAAGGCTTGTGCGGCTTT 

GGCAATGCTGTCTTCGCGGATGAGGTGCAGCGTCGGATAGGGAGAACGGTTGGTGTAGTT 

GCCAATGTCGTCTGAATCCGTGCCTTCAAATTGGAAATCGGGATGAAACGGGGCGATTTG 

GACGATGCCTTCTAAGCCGTTTTCGACAACGGCGGCATCGGCAATGTCGAGCATATCGTT 

GAATACGTCGAAATCGGGGAATAGGGTCGGGTGAACCAGCAGGGTGGTTTCCAGTTCGGT 

GGCGGGTGTATTGCCCAGTCGCTGCAGTTCTTCGTCCAAGTCTTCCAAAAAACCGTCAAG 

GTGTTTGGCTTCGCTGATCGCGATGCGGAOUVGGTTTTTAACGTGGGGGGCTTTGGCAAA 

GGGACACAGGTTCAGACCGATGACGGCTTTTTCCAACCATTGTCCGGTGTGTTCGGCAAC 

AGCATCTTTATTTTCGGAAGTATTGATATTCATTATTGTCATGTAAATGTGTTTGCAGAT 

TGCACGTGCGGGAAAATCGGGAAGGGCACTATTCCTTCAGCAGGTGGTTGAGCGGCAGGG 

AGGTGGTGTGTTTGATTTCTTTTAAAACAAAGCTCGATTGCGCATCTTGTACGCCGTGGT 

GGGACAGGAGCGTATCCAAAACAAAATGGGAAAACGCGTTCATATCGGTAAAAAACGCCT 

GAAGCAGGTAGTCGGTTTCCCCrrGTCAGGGCGAAGCAGCTCAAGACTTCAGGCCATTTTC 

GAACCGATGCGGCAAAGTCTTCrCGCGCGTCTTTTGCTTTGCGGATGGAAACGCGGATAA 

ATGCCTGAAGTCCCAAGTTGACAGATTCCGGAGACAGCAGCGCGGCATATTfeGCGGACGA 

TACCGGCATCTTCCAACTGCTTCAGACGGCGCAGGCACGGAGAAGGCGAAAGTGCGACAC 

GTTCGGACAGTTCGACATTGGTCAGCCTGCCGTTTTCCTGGAGAACCTGTAAGATTTTAA 

TATCGGTTTTGTCTAAAGTGAGTTGGGGCATATTTGCGTTCCGTTTTAAGGAATTCGGAT 

TGTCTGTCCGTATGTTTGCGGCAATCCGCACAGATGGAGACCATATTAACATATAAAAAG 

TTATACCGTCATCCGGGACAAATTTTGTTTTCGGAAAATCATGTGAAAACAGAGGCGGTC 

GGTTTGCATCTCTTTAAGACGGCTTGCCCAAACCGCCGATTCAAGACATAATCGGGAAAT 

GTGCAGGAGAGTGTTACACCCAACTACAATGTAACCACCGAAGGCGCAGACACCCTTAAA 

TCGCTCAGGTATCAGGGACTGCACATTGAAACAAACAATCTGGAGAGCGGCGTTGGAATA 

ACGTCCACCGAAGGGGAGAAGGCCGTCTGAACCACCATTCAGACAACCGCGCAAAGCAGT 

GAGCAGACTGGTTTGCCATCATGCGGATACAGCCGAAAATCTCAGGTTCAAGGACAGATA 

GGGTCATCCGCGCACAGGTGOGCGGGCGGCATCTGAACAAAAAATCCGGAGAAACTTGAG 

AATGACTGCTCTGAAAACCACCCCATTTCATCAAGCCCATCAAGATGCAGGCGCGAAGCT 

GGTCGATTTTGCCGGCTGGGAGCTGCCCATCCATTATGGTTCACAAATCGCCGAACACGA 

AGCCGTGCGCACCGACGCCGGTATGTTTGACGTATCCCATATGCTCGTTACCGACGTAGC 

AGGCGCAAATGCCAAAGCCTTTTTCCGCAAATTGATTGCCAACGATGTCGCCAAGCTCGC 

"TTTTGTCGGCAAAGCCCTTTATTCCGCTTTGCTCAAGGACAACGGCGGTGTGATTGACGA 

CTTAATCGTTTACCGCACCAATGAAGCCGAAACCCAATACCGCATCGTGTCCAACGGCGC 
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GACCCGCGAAAAAGACACGGCGCAATTCCACAAAGTCGGACAAGAGTTCGGCGTCGCCTT 

CAATCCGCGCTACGACCTCGGCATGCTCGCCGTACAAGGCCCTAAAGCCATTGAAAAACT 

CCTGACCGTCAAACCCGAATGGGCAGATGTCGTCCATAACCTCAAACCGTTCCAAGGCGC 

GGATTTGGGCAACGACTGGTTTGTCGCCCGCACCGGCTACACCGGCGAAGACGGCGTCGA 

AGTCATCCTGCCCGGCACCGAAGCCGTCGCATTCTTCAAAGCCCTGCAACAAGCCGGCGT 

ACAGCCCTGCGGCCTCGGCGCGCGCGACACCCTGCGCATGGAAGCCGGCATGAACCTCTA 

CGGCAACGATATGGACGACGACACCAGCCCGCTCGAAGCAGGTATGGGTTGGACCGTTGA 

CTTGAAAGACGAAAGCCGCGACTTCGTCGGCAAAGCCGCCTTGCTGGCATTGAAAGAAAA 

AGGCGTTGCCGTCAAACAGGTCGGCCTGTTGCTCGAAAAAGGCGGCATCCTGCGCGCGCA 

TATGGAAGTGTTGACCGACAAAGGCCAAGGCGAAACCACCAGCGGCGTATTCTCCCCAAG 

CCTGAAACAATCCATCGCCATCGCGCGCGTACCGAAAGATTTTGACGGCGATACCGCCAA 

AGTGCTGATGCGTGGCAAAGAAGTGGACGTGCGTGTACTGAAGCTGCCGTTTGTCCGCAA 

CGGACAGAAACAGTTTGATTGATGCGGTTTCAGACGGCATTTTCATTTCATATGCCGTCT 

GAAAGCAGGTTTTAATTGTTGTCCGATACGGACGTTTGTAGAAAGCATTGAACAAGGCAT 

CTGTGGATATTGATTCATGCAGATGCCGTCTGAAAATAACCCCTATCAATGGAGTATCAA 

ACCATGAGCAACAACATCCCGGCCGAACTGAAATACGTTGCCAGCCATGAATGGCTGCGC 

CTTGAAGAAGACGGTACGATTACCGTCGGCATTACCCACCACGCGCAAGAGCTGTTGGGC 

GACATCGTGTTCGTCGAGCTGCCCGAAGTCGGCGCGAACCTTGCCGCTGAAGAGCAAGCC 

GGTGTGGTTGAGTCTGTAAAAGCCGCGTCCGACGTGTACGCACCGATTGCAGGCGTUIGTC 

GTTGCCGTCAACGAAGATTTGCCAAGCGCTCCGGAAACTGCCAACAGCGATCCTTACGGT 

GCAGGCTGGTTCTTCAAACTCAAACCGGCAAACGTTGCCGATTACGACAGTCTGCTGACT 

GCCGAACAATACGCGGGCGAAGTGGATTAAACCGCCCGGCTGCCCGACGGCAACCGCCGG 

ACAAACGGAAACTGCACCTTCAGACGGCATTTTTGCGGTCGGAGGTGCAGTTTTTTGTCC 

GTGTTTTAAGGAAGCAGTTAGGCTATAATAACGGTCTATATTCATCTTTACCGATTTTTT 

CATGCAACTTACCGCTGTCGGACTCAATCATCAAACCGCACCTTTAAGCATACGGGAAAA 

GCTGGCGTTTGCCGCCGCCGCCCTGCCTAAAGCCGTCCGCAATCTTGCCCGAAGCAATGC 

GGCAACGGAGGCGGTAATCCTTTCTACCTGCAACCGCACCGAGCTTTACTGCGTCGGTGA 

TTCGGAAGAAATCATCCGATGGCTTGCCGATTACCACAGTTTGCCGATTGAAGAAATCCG 

TCCGTATCTGTACGCGCTGGATATGCAGGAGACTGTGCGCCATGCTTTCCGCGTCGCCTG 

CGGGCTGGATTCGATGGTGTTGGGCGAGCCGCAGATTTTAGGACAGATTAAGGATGCCGT 

TAGGGTTGCTCAAGAGCAGGAAAGTATGGGTAAGAAACTCAATGCCCTGTTCCAAAAAAC 

CTTTTCCGTTGCTAAAGAGGTCCGTACCGATACTGCCGTCGGCGAAAACTCGGTTTCCAT 

GGCTTCCGCTTCCGTCAAATTGGCGGAACAGATTTTTCCCGACATCGGCGATTTGAATGT 

CTTGTTTATCGGCGCAGGCGAAATGATTGAGCTGGTTGCCACTTATTTTGCCGCCAAAAG 

TCCCCGGCTGATGACGGTTGCCAACCGGACGCTGGCGCGTGCACAGGAGTTGTGCGACAA 

GCTCGGTGTCAACGCCGAACCGTGCCTGCTGTCCGATCTGCCTGCCATTCTGCACGATTA 

CGACGTAGTGGTTTCTTCAACGGCAAGCCAGTTGCCCATTGTCGGCAAAGGCATGGTGGA 

GCGTGCATTGAAACAAAGGCAGAGTATGCCGTTGTTCATGCTTGATTTGGCAGTGCCGCG 

TGACATTGAAGCGGAAGTCGGCGATTTGAATGATGCCTATCTTTATACGGTGGACGATAT 

GGTCAATATCGTCCAAAGCGGCAAGGAGGCAAGGCAGAAGGCCGCCGCCGCCGCCGAAAC 

GCTGGTGTCCGAGAAAGTTGCCGAATTTGTCAGGCAGCAGCAGGGCAGGCAGAGTGTCCC 

CTTGATTAAGGCGTTGCGGGACGAGGGCGAGAAAGCGCGCAAACAGGTGTTGGAAAATGC 

CATGAAACAGCTTGCCAAAGGCGCAACGGCAGAAGAGGTTTTGGAACGGCTGTCCGTCCA 

ACTGACCAACAAGCTGCTGCATTCGCCGACCCAAACCTTGAATAAGGCGGGGGAAGAAGA 

TAAAGATTTGGTTCATGCCGTCGCGCAGATTTATCATTTGGACAAATAACGGTGCGCCGG 

GAAAAATGCCGTCTGAAGAGGTTTCAGACGGCATTTTTTTGTGCCGCCTGACAACATCGT 

GAAATCCCACATTATATCGATGTAATCACAAAGTATAGTGGATTAACAAAAATCAGGACA 

AGGCGACGAAGCCGCAGACAGTACAGATAGTACGGCAAGGCGAGGCAACGCTGTACTGGT 

TTAAATTTAATCCACTATATTATCCCGTATGCGGATTGGTTTTAAGATTTGTAAATTTGA 

TTTGCATCAAAAAATCGCCGATAGATGATTCATATAATATCAATATTAAAGAGTATCGGT 

ATATCGGGGATAGTCATGTCCTGTTTTTCAATCAAACGTATGTCCGCGTTTCGGGCGCGG 

ATAACGGCGTTTTTTGCCGCCTTTGTCTTTTTGACGGCGGCACTGCCCGCTTATGCGGAG 

CGTCTGCCTGATTTTCTGGCGAAAATACAGCCTTCGGAAATTTTTCCGGGTGCGGACCGT 

TACGGCAAGCCGGAAGGTAAGCCTATGOTTGCCCGCGTTTACAAAGGCGATGAGCAGTTG 

GGCTTGGTCTATATCACGACCGATGCGGTCAATACGCGCGGTTATTCGAGCAAACCGATT 

GATACGCTGATGGTGTTGGCAAACGACGGCACGATAGCCGGGGCGAAACTGGTCGACCAT 

CACGAACCGATTATGCTGATCGGTATCCCGCATTTGCCCGCGCCCGGGCGGGCGATACGC 

TCAAACTGGCTTCCGGCGTATATAAAACCAAACTTCACATTGACAAACCGATTACGATTG 

AAGGGCCTGCCGACCGTTCCGCAACCATCGAAGGCGACAGGAGCGGGCGTACCATAGCCG 

TACACGCGCCGGACGTAACGCTCCGCAACCTGACCGTTACCCGTTCCGGTATGAGCCTGC 

CCGCAATGGATGCCGGTATTTATCTCGAAGAAACTGCCCCGCGCGCCCTGATTGAACACA 

ACAATATTTTGGATAATTCGGTCGGCGTATATCTGCATGGTTCTGCCGATGCGATGGTGC 

GCGAGAATAAAATCGTCGGCGACGCGACTTTGCGCGTGAACGAGCGCGGCAACGGCGTTA 

CCGTTTGGAACGCACCCGGTGCGCAGGTCGTCGGCAACGACATTTCCAAAGGGCGGGACG 

GCATTTTTTCCAATACCAGCACGCACAACACCTACAAAAACAACCGCTTCAGCGATTTGC 

GTTTCGCCGTCCACTATATGTACACCAACGACAGCGAAATCAGCGGCAATATTTCCGTGG 

GCAACAATATGGGCTATGTGCTGATGTTTTCCGAGCGGCTCAAAGTATTCGACAATATCG 

CCGTCGGCAGCCGCGATCAGGGCATTATGCTCAACTATGTCAACTATTCCGATATTCACG 

ACAACATTATCAACAAGGCAGGCAAGTGCGTATTTGCCTATAATGCCAACTACGATAAAC 

TTTTCGCCAATCATTTTGAAAACTGTCAAATCGGCATACACTTTACCGCCGCCATCGAAG 

GCACGTCCTTGCATGACAATTCCTTTATCAACAACGAAAGCCAGGTCAAATACGTCAGCA 

CGCGCTTTCTCGATTGGAGCGAGGGCGGACACGGCAACTATTGGAGCGACAACAGCGCGT 

TCGATTTGAACGGCGACGGCTTCGGAGACAGCGCGTACCGCCCCAACGGCATCATCGACC 

AAATCATCTGGCGCGCGCCCGTATCGCGCCTTTTCATGAACAGTCCCGCAATaiGCATCG 

TCAAATGGGCGCAGGCGCAGTTTCCCGCCGTTCTGCCTGGCGGCGTGGTGGACAGCAAAC 
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CGCTGATGAAGCCTTATGCCCCCAAAATTCAAACCCGTTATCAGGCGATGAAGGACGAGC 

TACTCAAAGAAGTCGAAACGCGGCAGTCGGAATGGGGCAGGGCGGAAAACGGTTCTTTGA 

ACTAGTCTGCTTCAGACGGCATCCGGATTCAAATGCCGTCTGT^AAACACAAAAGGAACAA 

CCATGACCACACATCATGTCGAATTGAGGAAGGTAACCAAACGGTTCGGGGCGCAAAAAG 

CCGTCAACCAAGTCGATTTGGTTTTGAAGGCAGGAGAAAGCGTCGGGCTTGCCGGACACA 

ACGGCGCGGGCAAGTCCACCATTATGAAGCTGATACTCGGGCTGATTACCCCGACCGAAG 

GCGAAGTGATGCTTTTGGGCGAACGTACCGGTAGCAAAGCGGGGGCGCGGCTTCGCAGCC 

AAATCGGCTACCTGCCCGAAACCGTTGCGCTGCACCCTTCGCTGATCGGCATCGAAACGC 

TGGATTTTTATGCCAAACTTAAAAAACAGCCGCTCACGCAGAACCGGGGGCTGCTTGAGC 

GCGTCGGCATTTCACAGGCGGCACACCGCCGCGTCGGCACTTATTCTAAAGGGATGCGCC 

AACGCCTTGCCTTGGCACAAGCCCTGCTGGGCGAGCCCAAAGTCCTGCTGTTTGACGAAC 

CGACAACCGGTCTTGACCCTGCATCACGACAAATGTTTTACGAAGTCGTGCGCGAACTCA 

ACGGGCGCGGCGCGACCGTATTGCTCAGCACCCACGCCCTTGCCGAGTTGGACGGGCACG 

CCGACCGCATTATCGTGGATTAAATTTAATCCACTATATGCGGGTATGGCGGGTTTGAGC 

GGACAAATCAGCCTGACCGTCCCCGTTTTGCTGACCGCTCAGGTTTTATGGGTTATCATT 

CCGCTTGTTTTGGCAGCCGGAATTTTTAGAAAGCGACAAATATGAAAAAAACCCTGTTGG 

CAATTGTTGCCGTTTCCGCCTTAAGTGCCTGCCGGCAGGCGGAAGAGGGACCGCCGCCTT 

TACCCCGGCAGATTAGCGACCGTTCGGTCGGACACTATTGCAGTATGAACCTGACCGAAC 

ACAACGGCCCCAAAGCCCAGATTTTCTTGAACGGCAAACCCGATCAGCCCGTTTGGTTCT 

CCACCATCAAGCAGATGTTCGGCTATACCAAGCTGCCCGAAGAGCCTAAAGGCATCCGCG 

TGATTTACGTTACCGATATGGGCAATGTTACCGATTGGACGAATCCCAATGCCGACACGG 

AGTGGATGGATGCGAAAAAAGCCTTTTACGTCATCGACAGCGGCTTTATCGGCGGTATGG 

GTGCGGAAGACGCGCTGCCGTTCGGCAACAAAGAGCAGGCTGAGAAATTTGCAAAGGATA 

AAGGCGGTAAGGTTGTCGGTTTCGACGATATGCCTGATACCTATATTTTCAAATAATATT 

GAAAATUVCCGGCCGAAACTTTAAAAACGAGTTTCGGTCGGTTTTTCTTTTCTTGTTCGGT 

ATAGTGTCGGCAGGAAAGAACCTTCACATCCCGCCGTAATTCGGCCCGCTCGCGCCTTCG 

GGGCAAATCCAAGTGATGTTTTGCGTCGGGTCTTTGATGTCGCAGGTTTTGCAGTGCACG 

CAGTTTGCCGCGTTGATTTGCAGGCGCGGATTGCCGTTTTCTTCAACAATTTCGTACACG 

CCGGCCGGACAATAGCGCGTTTCGGGCGAGGCGTATTCTTTGTAGTTCACGTCTATCATC 

GTTTGCGGATTiSTTCAGCACCAAATGGTCGGGCTGGTTTTCTTCGTGCGCGAGATTGGCA 

AGGAAGACGCTGCTCAAGCGGTCGAAGGTCAACACGCCGTCGGGTTTCGGATAATCAATC 

GGCTTACACGCGGCGGCTTTTTTAAGCTGCTCGTTGTCTTTGCCGTGATGTTTCAAGGTC 

CACGGGGCTTTGCCTCTGAAAATCATCTGATCGATGCCGGTGTAGATTGAGCCGAGGTAA 

ACGCCCCATTTGAATGACGGACGGACATTGCGCGCGGCGTAAAGCTCTTGATACAGCCAG 

CTTTGTTCAAAACGTTGCTGATAATCCGCCGCCTCTTTGCCGCTGTCGAAACCCTCCACT 

TCTTCAAGGTTTTCCAACAAGGGGAACACGGCTTCGGCGGCGAGCATGGCGGATTTCATC 

GCGGTATGAATGCCTTTGATGCGCGGCATATTGAGGAAACCCGCCGCATCGCCGACCAAA 

ATGCCGCCTTTGAACGAGAGCTTCGGCAAACTTTGCAAACCGCCTTCAATCAGCGAACGC 

GCGCCGTAAGCAATGCGGCGGCCGCCTTCAAAGGTTTTGCGGATTTCGGGATGGGTTTTG 

AAACGTTGGAACTCTTCAAACGGCGACAGATAAGGATTTTGATAGTCCAAACCGACCACG 

AAGCCGACGGCGACTTTGTTGTCGTCGAAATGGTAAACAAACGCGCCGCCGTAGGTTTTG 

CTGTCCAGCGGCCAGCCTGCGCTGTGCACCACCAAACCGGGCTGATGCTGTTCGGACGGC 

ACTTCCCAAACTTCTTTAATGCCCAAGCCGTAAGTTTGCGGCTGGCTGTTTTGGTCGAGT 

TGGAAACGTTCGATGATTTGTTTGGAAAGCGAACCGCGACAACCTTCGGCAAACAGGGTT 

TGCTGCGCCCAAAGCTCCATGCCGGGTTGGAATGAATCGGTCGGCTCGCCGTCTTTGCCA 

ATGCCCATATTGCCGGTTGCAATGCCTTTGACCGAACCGTCTTCGTGATACAGCACTTCG 

GCGGCGGCAAAGCCCGGATAGATTTCCACGCCCATATTTTCCGCCTGCTCCGCCAACCAG 

CGCACGACTTCGCCCAAGCTGACGATGTAGTTGCCGTGATTGTCGAAATTCGGGGTAATC 

GGCAGGTTGAACGCTTTTTTCTCGGTCAGGAACAACACTTTGTCCTGCGTTACTGTGCGT 

GTCAGCGGTGCGCCTTTTTCTTTCCAGTCGGAAATCAACTCATTCAGCGCAATCGGATCG 

ATAACTGCGCCAGCCAGCGAATGCGCCCCCACCTCCGAACCTTTCTCCACCACGCAAACG 

CTGATTTCGCGCCCGTTTTGTTCGGCAAGCTGCTTGAGTTTGATGGCGGCAGACAAACCC 

GACGGGCCTGCGCCGACAATCACGACATCGTATTGCATACTGTCGCGGGTGATGGATTCT 

GTCATGGCGGTTCCTGTGTATTTATTATTGAATTGCAAATCCGTAATTATACAACGGGAA 

CATATAGTTACCJU^TACyuVCAAAGGTCGTCTGAAAACCATATTTTCGGTTTTCAGACGA 

CCTTTGTCGAAATTTCAATAAGCACGCCAC»TTTTACCTGTCCGACCGCAAACTCCGTC 

TGACGTTTCGGACTGCGTGTGAAAAACGCCTTATCCCCGCCGGCATCCCTCCCTTTCGGC 

ACAACCGCCAAAATCTTACCTGCCAAATTTCCCTCACGGGTTTGCCAAGCATCCAAAAAC 

TGCGCCCTGCTCATTGAAACATGACCCAGCGACGGGTCGGCAAGCAAAACCGTATTGCCG 

TCTATACCGCGCAATACCGAGAAATGATCATCCTTGCGGTATTTCAGATACACGATGACG 

GGGATTTGCAACTGTGCAAGCTGCTCGAAAGACAGGGCATAGOCTTTCGCTTCAAAACCC 

AAATCAGGCATAATGCGCCGCATATCCTCAAACGACGCGGGCATCTGCTCCTTATCCAGT 

TTTTTTAACACGTCCTCTTCCGTCAGCTTTTGCCCGTAAAAATTGTTCAAAAGCGTCACC 

ACCGAAGCCGCCCCGCAGGAAAAATCCAAATCCTGCTTTACAATATTGAAATCGCGCCTT 

TCTTTCCAACTCTGCACTTTGATTTTTCCATAAGCAACAGGATTATAGTGGATTAAATTT 

AAACCAGTACGGCGTTGCCTCGCCTTGCCGTACTATCTGTACTGTCTGCGGCTTCGTCGC 

CTTGTCCTGATTTTTGTTAATCCACTATAGGTTTCCGTGOGGACGTGTTCAGATTCCCGC 

CTTCGCTGGAATGACGGCGGAGCGATTTCTACTTTTCCGATAAATGACCGTAACTTAAAA 

TCCCGTCATCCCCACGAAAGCAAAAATCCCGCCTGTCGGATTTCGGTTTTTTTGGGCGTT 

TCGGGAAACTTATAAATCGTCATTCCCGCGCAGGCGGGAATCCGGTTTGCTCGGTTTCGG 

TTTTTCGGGCGTTTCGGGAAACTGATGAATCGTaiTTCCC3GCGCAGGCGGGAATCTAGAA 

CGCGGGACGGCGGCAATATTCAAAGGTTGTCTGAAAATTCAGAGGTTCTAGATTCCCACT 

TTCGTGGGGATGACGGGATATAGGTTTCCCTAOGGACGTGTTCAGATTCCCGCTTTCGCG 

GGAATGACGGCGGAGCGATTTGTACTTTTCCGATAAATGACCGTAACTTAAAATCCCGTC 

ATCCCCACGAAAGCAAAAATCCTGCCTGTCGGATTTCGGTTTTTTTCGGGCGTTTCGGGA 
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AACTGATGAATCGTCATTCCCGCGCAGGCGGGAATCTAGAACGCGGGACGGCGGCAATAT 
TCAAAGGTTGTCTGAAAATTCAGAGGTTCTAGATTCCCACTTTCGTGGGAATGACGGGAT 
ATAGGTTTCCCTACGGACGTGTTCAGATTCCCGCTTTCGCGGGAATGACGGCGGAGCGAT 
TTCTGCTTTTCCGATAAATGACCGCAACCTAAACCCCATCCTTCCCGCAAAAACAGAAAA 
ACAAAAACCTAAAATCCCGTCATCCCCACGATAACAGTTGCGTAATTGCGTAGAGTGGGC 
TTCAGCCCACCGTTTTTTCTTTTTCGGTCGTTGATTGGTGGGCTGAAGCCCACCCTTGTA 
TATCGGAACTCCCGTATCATAGCAACAAACCGCCCGGCCGCCACCCGCGCCCACCCAAGG 
CACACAACCGTTGCGTAGCACAGGGAGCGGCAGGGCAACCCATCGACACAACCGGACAGT 
TGCCGGACAACACAACCGAATGTAAGGCAGGTTGATGATGAGTACCCGATACCATTACGC 
AGGTATAGTGAATTAAATCTAAGGGGCTGTACTAGATTAGCCCTAAATTCCACACCAATC 
CCGCAGGATTTTAAGCTGTTGAGACGGTGTGCCGAAGTTAAATCGAAATTCGCATTCTTT 
CAAGAACAGCGGGAAAGATTTACGATCGATTCCGTTGTATTTTCGCAAGACGCGTTTTGC 
CTGATTCCAAAAGTTCTCAATGCCGTTAATGTGGTTCTGACGGTCTGCACACTCCTTGGA 
ATGGTTGATGCGGTAATGGATAAAACCGCTCACGTCCAACTTGTCGTAGCTGCTCAGACT 
ATCGGTATAAACAATACTATCCGGCATGATTTTCTTTTTGATGACAGGGAGTAACGTTTC 
AGACTTGGCATTATCCACCACAACGGTATAGACCCGTCCGTTGCGTTTCAGAATGCCGAA 
AACAACCACTTTTCCTGCCGCACCGCGACCACGTCTGCCTTTACGCCGTCCGCCGAAATC 
GCTTTCGTCCGGCTCGACAGGGCCCTCAAAAACCTCATCGGCAGCCXRAGGCCAAATGATG 
GTTGATAACCGTGCGGATTTTACGGTAGAACAGTGCTGCCGAATTGGGATGGATACCCAA 
AATATCGGCGGCAGAACGGGCGGTAACTTCCAGTACAAAAAACGGAGCAGTTCTTTCTGT 
ACTTTTTTCTTTAATTTGCAGTGCGTTATCTTCATATTTCGAGGGTAACATATCTGCTAA 
TCTAGTACAGCCCCAAAAATATACCAAAAACAGCAAAACAAATTGTAAGGATACGTATAG 
GCTTTGTAAAGGTAAATTGTGAAAAAAGCAGTTTTTTAAACGAATGAAACGGCTTCGGGC 
TGAAATATATGCTGATGCCCTGTTCTTCCCGTATTTCTCGTGTGTTGTCAAAGTGCAGGC 
TGCTTTGAAATCGGTATTGCCATCTATGAACCACCACTTTGCTTTATTTCAGCGGGCTTG 
AGATGTGTATAAGAATATTGTTTTGAATAAATTTAAAGAAAATGATAATCGTTATTGACG 
ATTTTTAAAGGAAAGCGTAGAGTGCCAATTCTATGAAGCAATACGGTAAGTAACAATGAA 
AATATCTACTGCTTGGGTATAGAGCATATTTCACAACCCGTAACTATTCTTGCGGAAACA 
GAGAAAAAAGTTTCTCTTCTATCTTGGATAAATATATTTACCCTCAGTTTAGTTAAGTAT 
TGGAATTTATACCTAAGTAGTAAAAGTTAGTAAATTATTTTTAACTAAAGAGTTAGTATC 
TACCATAATATATTCTTTAACTAATTTCTAGGCTTGAAATTATGAGACCATATGCTACTA 
CTATTTATCAACTTTTTATTTTGTTTATTGGGAGTGTTTTTACTATGACCTCATGTGAAC 
CTGTGAATGAATIAGACAGATCAAAAAGCAGTAAGTGCGCAACAGGCTAAAGAACAAACCA 
GTTTCAACAATCCCGAGCCAATGACAGGATTTGAACATACGGTTACATTTGATTTTCAGG 
GCACCAAAATGGTTATCCCCTATGGCTATCTTGCACGGTATACGCAAGACAATGCCACAA 
AATGGCTTTCCGACACGCCAGGGCAGGATGCTTACTCCATTAATTTGATAGAGATTAGCG 
TCTATTACAAAAAAACCGACCAAGGCTGGGTTCTTGAGCCATACAACCAGCAAAACAAAG 
CGCACTTTATCCAATTTCTACGCGACGGTTTGGATAGCGTGGACGATATTGTTATCCGAA 
AAGATGCGTGTAGTTTAAGCACGACTATGGGAGAAAGATTGCTTACTTACGGGGTTAAAA 
AAATGCCATCTGCCTATCCTGAATACGAGGCTTATGAAGATAAAAGACATATTCCTGAAA 
ATCCATATTTTCATGAATTTTACTATATTAAAAAAGGAGAAAATCCGGCGATTATTACTC 
ATTGGAATAATCGAGTAAACCAGGCTGAAGAAGATAATTATAGCACTAGCGTAGGTTCCT 
GTATTAACGGTTTCACGGTACAGTATTACCCGTTTATTCGGGAAAAGCAGCAGCTCACAC 
AGCAGGAGTTGGTAGGTTATCACCAACAAGTAGAGCAATTGGTACAGAGTTTTGTAAACA 
ATTCAAGTAAAAAATAATTTAAAGGATCTTATTATGAATGAGGGTGAAGTTGTTTTAACA 
CCAGAACAAATCCAAACCTTGCGTGGTTATGCTTCCCGTGGCGATACCTATGGCGGTTGG 
CGTTATTTGGCTAATTTGGGTGACCGTTATGCGGATGATGCTGCTGCAATTGTCGGTAAG 
GATGCAAACTTAAATGGTTTGAATTTATGGATGAAAAAAGGTGTGGAAAACCTATGGGAT 
GATACGGTCGGTAAAAAGACCCGTTTAGAGAAATTTGATCGGGTTGCATTGCAACATTTC 
AGCCAATATGTAGATCTAATTAATGAAAATAATGGTAGATTACCTAACACTAGTGAAATT 
GAG AG AAGTT ACT AT AAAGCCGTT AC CG AAAATGGTGTTTCTTCTAGTGCAGCTATTG AT 
TTAGTTATTAATCGCTCACTTCCGGATATGGCAGATGGTTATTGGGCATTAGGTTTGGGG 
ATAGAAGCCGAACGTATCCACAATGAGCAAGCAGTAAATAATCCGAACGGTAGCGAAAiGG 
GATAATAGAAAGCAGTTAATATCTGCTTTAGATAAAGGATTTGATGGATCTTTTAAAGAG 
AAGCATTTTACTTTTTTACAATCTGTGATAATGGATGTAACAAAGTTAGGTGTTGAATAT 
ACAATAGATGGTTGGCAAAAAATTGGAGGTTGGGGTAATGGGATAATCAATGATTTATAT 
AAAAGTGTTGTAAAAAGAGAGTGGACTGGAATATTTGAGATCGTTAATAATAACATCAAG 
CAATTTAGAGATCTGTTCCCAAATCCGGAAGGCTGGATCGATGATGGTCACCAATGTTTC 
GCTCCTTGGGTTAAAGAAACTAAAAAACGCAATGGCAAATATCATGTCTACGACCCCCTT 
GCCCTAGATTTGGACGGAGACGGCATAGAAACTGTCGCTGCCAAAGGCTTTTCAGGCAGC 
TTATTTGATCACACCAACAACGGTATCCGCACCGCCACCGGTTGGGTTTCTGCCGATGAC 
GGTCTGCTTGTGCGCGATTTGAACGGCAACGGCATCATCGACAACGGTGCGGAACTCTTC 
GGCGACAATACCAAACTGGCAGACGGTTCTTTTGCCAAACACGGCTACGCGGCTTTGGCC 
GAATTGGATTCAAACGGCGACAACATCATCAACGCGGCAGACGCCGCATTCCAATCCCTG 
CGTGTATGGCAGGATCTCAACCAGGACGGCATTTCCCAAGCTAATGAATTGCGTACCCTT 
GAAGAATTGGGTATCCAATCTTTGGATCTCGCCTATAAAGATGTAAATAAAAATCTCGGT 
AACGGTAACACTTTGGCTCAGCAAGGCAGCTATACCAAAACAGACGGTACAACCGCAAAA 
ATGGGGGATTTACTTTTAGCAGCCGACAATCTGCACAGCCGCTTCAAAGACAAAGTGGAA 
CTCACTGCCGAACAGGCAAAAGCCGCCAATCTTGCGGGCATTGGCCGTCTGCGCGATTTG 
CGCGAAGCTGCCGCATTGTCCGGCGATTTGGCCAATATGCTGAAAGCTTATTCTGCCGCC 
GAAACTAAAGAAGCACAGTTGGCATTGTTAGATAATTTGATTCACAAATGGGCGGAAACC 
GATTCGAACTGGGGCAAAAAATCGCCAATGCGACTTTCAACCGATTGGACGCAAACGGCT 
AATGAAGGTATTGCACTGACACCATCCCAAGTAGCACAACTAAAAAAGAACGCTTTAGTT 
- -TCGCTTTCTGATAAAGCTAAAGCAGGTATTGACGCCGCCCGCGACCGCATTGCCGTGCTT 
GATGCCTACACGGGGCAGGATTCCAACACACTCTATTACATGAGCGAGGAAGATGCGCTT 
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AATATCGTCAAAGTAACCAACGATACATACGACCATCTCGCCAAAAACATCTACCAAAAC 
CTGTTGTTCCAAACCCGTTTGCAGCCATATTTGAATCAAATCAGTTTCAAAATGGAAAAT 
GATACGTTCACTTTGGATTTTAGTGGTCTTGTTCAAGCATTTAACCATGTCAAAGAAACT 
AATCCGCAAAAAGCTTTTGTGGATTTGGCCGAGATGCTTGCATATGGCGAACTTCGTTCT 
TGGTATGAAGGCCGAAGACTAATGACCGATTATGTGGAGGAGGCAAAAAAAGCAGGTAAA 
TTTGAAGATTACCAGAAAGTGTTGGGTCAGGAGACCGTTGCATTATTAGCTAAAACATCG 
GGTACGCAAGCAGATGATATCCTGCAAAATGTAGGCTTTGGTCATAATAAAAATGTTTCT 
TTATATGGTAATGACGGCAACGACACTCTAATCGGCGGCGCCGGTAATGACTATTTGGAG 
GGCGGCAGCGGTTCGGATACTTATGTCTTCGGCGAAGGCTTCGGTCAGGATACGGTCTAT 
AATTACGACTACGGTACCGGACGCAAAGACATCATCCGCTTTACCGACGGTATTACAGCC 
GATATGCTGACTTTTACCCGAGAGGGCAACCATCTTCTTATCAAGGCAAAAGACGGCAGT 
GGACAAGTGACTGTTCAGTCCTATTTCCAGAACGATGGCTCAGGTGCTTACCGTATCGAT 
GAGATTCATTTCGATAACGGCAAAGTACTGGATGTTGCCACTGTCAAAGAACTGGTACAG 
CAATCCACCGACGGTTCGGACAGATTGTATGCCTACCAATCCGGAAATACCTTAAATGGC 
GGATTGGGCGATGACTATCTGTACGGTGCCGACGGGGATGACCTGCTGAATGGTGATGCA 
GGCAACGACAGTATCTACAGTGGCAATGGCAATGATACGCTCGATGGAGGAGAAGGCAAC 
GACGCCCTGTACGGCTATAATGGTAACGATGCACTGAATGGTGGCGAAGGCAATGATCAT 
TTGAACGGCGAAGACGGTAACGACACTCTAATCGGCGGTGCAGGCAATGATTACTTGGAG 
GGCGGCAGCGGTTCGGATACTTATGTCTTCGGCAAAGGCTTCGGTCAGGATGCGGTCTAT 
AATTACGACTACGCTACCGGACGCAAAGACATCATCCGCTTTACCGACGGTATTACAGCC 
GATATGCTGACTTTTACCCGAGAGGGCAACCATCTTCTTATCAAGGCAAAAGACGGCAGT 
GGACAAGTGACTGTTCAGTCCTATTTCCAGAACGATGGCTCAGGTGCTTACCGTATCGAT 
GAGATTCATTTCGATAACGGCAAAGTACTGGATGTTGCCACTGTCAAAGAACTGGTACAG 
CAATCCACCGACGGTTCGGACAGATTGTATGCCTACCAATCCGGAAATACCTTAAATGGC 
GGATTGGGCGATGACTATCTGTACGGTGCCGACGGGGATGACCTGCTGAATGGTGATGCA 
GGCAACGACAGTATCTACAGTGGCAATGGCAATGATACGCTCGATGGAGGAGAAGGCAAC 
GACGCCCTGTACGGCTATAATGGTAACGATGCACTGAATGGTGGCGAAGGCAATGATCAT 
TTGAACGGCGAAGACGGTAACGACACTCTGATCGGCGGTGCAGGCAATGATTACTTGGAG 
GGCGGCAGCGGTTCGGATACTTATGTCTTCGGCGAAGGCTTCGGTCAGGATACGGTCTAT 
AATTACCATGTGGATAAAAACTCTGACACTATGCACTTTAAAGGATTTAAA(K:AGGJM3AT 

gttcattttatccgttccggaagtgatttggtgcttagcgcttctgaacaagacaacgta 
cgtatttccggatttttctatggtgaaaaccatcgtgtagatacatttgtctttgatgat 
gcagctatcagtaatccagattttgccaagtatattaatgctggcaataatttggtacag 
tctatgtctgtgttcggttctaatactgctgcgacaggaggaaatgtggatgccaatata 
caatccgtacagcagccgttattggtaacgccatctgcataaggagcctaattacattca 
tggcttaaactgaaaaacagcaatcaagtttattttgattgctgtttttcttaatattgg 
gataagggtcgtattttaattaaccttmtcggtgcacttctagcaatatagtggattca 
caaaaaccagtacagcgttgcctcgccttaccgtactatctgtactgtctgcggcttcgt 
cgccttgtcctgatttttgttaatccactataattttcagacggccttttgccttttcaa 
attcaaaccaatcaaacggttttattgcttcatcgcgttggtcaaggctttgatgttgtg 
gcggtacattccgatgtaggtgtctgcgggcgcgttgccgagtgcgtcggaatacagttt 
gccgctgacgttgacaccggtttcrrtggcgatacggtcaaccatacgggtgtccttgat 
gttttcggtaaagacggctttgatgccttcgcgtttgatttgtcggatgatggcggcgac 
ttgtttggccgaaggctcggcttcgctgctcacgccttgcggggcgatgaattcgatatg 

GTAACGTTTGCCCATATAGGAAAAGGCATCGTGCCCGGTCAGGACTTTGCGTTTGGCAGG 
AGGGACGGCATTAAATGCGGCTTGTGCGTCGCTGTGCAGTTTTTTGAGCTGCATTTGGTA 
GTTGCCCAAGCGTTGTTGATAATAAACTTTGCCTTCGGGATCGGCCTTTATCAGGGCTTT 
GGCAACGTTTTGGGCATAGGCGGACATAAGGACGGGGTCGTTCCAGACGTGCGGGTCATA 
TTCGCCGTGGTCATGGTGGTGTCCTTCGTGGTCATGATCGTGGTCGTGATGGTGTCCGCC 
TTCTTCTTCGGCTTTGAGGGGTTGGATGCCTTTGGTCGCTTCGGTATAGGATACTTTGCT 
TTGTTTGACGGCGCGTTGCACATCGGCAGCTTCAAGTCCTAAGCCGTTGAGCAGGACGAG 
TTTTGCACTGCGGATTTTTTTAATGTCGCCACTGGTCATATGATAGGCGTGCGTATCTTG 
GTTGGCTCCGACCAAACTTTGTATGGATACGCGCTCTCCGCCGATTTGTTTGGCTACGTC 
GCCTAAAATGCTGAAGCTGGTTACAACCGGCAGGGGGGCGGCAGTTGCGGAGGCGGTCAG 
CAATGCGGCAATAAGGGTGAGTTTGAGGTGTTTCATAACTGTTCTCCTGTGATATAACGT 
AACATCTGTTATGGTAAAACAAGCCG CCTOTITG T'1 'CA AGCGGCTTGCGGGGTCAGGTGG 
TGTGGTGGCGGTGGTTTTTGAGCCATTTGGTCAGAATGCCGCCTTCTTTGCCGAGTATGA 
CGGAAAAGAGATAAAGGACGCTGCAACAGAGGATGATGGCGGGACCGGAAGGAATTTCGA 
TGTGGTAGGAAATGAGCAGTCCGCTCAAGCCGCACAGCAGGGCTGTCAGAACGGATAGGA 
GGATGAGTGCGCCCATATGCTTCGCCCACAGGCGGGCGGTAATGGCTGGCAGCATCATGA 
GTCCGACGGACATGAGTGTGCCGAGGGCTTGAAAGCCGGATACGAGGTTCATGACGACCA 
GGACGAGAAAGAGGACGTGCCAAAGCCCGCCTTTGCCGCCGACGGATTTGAGAAACAGGG 
GGTCGATGCTTTCGAGTACGAGCGGGCGGTAGATGACGGCAAGGGTAATGAGCGTGAGGC 
TGGAGACGGCGGCGATGAGCTGCAGGGCAGGAATATCGACGGCAAGTACAGAGCCGAAAA 
GGAGGTGGAGCAAATCGACGCTGCTCCCGTTTTTGCTGACGAGGACTACGCCGATGGCGA 
GGCTGCTGAGATAAAAGGCGGCAAAGTTGGCATCTTCTTTCAGGGTGGTGAAGCGGCTGA 
CGAGTCCGGCAAGCAGTGCCATCAGCATGCCTGCGGCTACGCCGCCCAAACCCATGGCGG 
GCAGGCTCAAGCCGGCAAACATGTAGCCGACGGCGGCACCGGGCAGGACGGCGTGGCTCA 
ATGCGTCGCCTATCAGGCTCATACGGCGCATGACGAGGAATACGCCGACGGGTGCGGCAC 
TGAGGGACAGGCAGAAGACGGATGCGAGGGCGTAGCGCATAAAGTCGAATTCTGCAAAGG 
GGGCAAGGAGCAGGTCGTAGAGATTCATGGTTTTTCGGTTTCAGACGGCATTTATGAGGC 
GCACCAGTCGGGGCTTTCCTGTTGCTGCATTTTGGCGTTGGCTTGGGCGAGGTAGGGTTC 
TGTCAGAATGGTCTCGGTTGCGCCTGCCGCAATTTTTTCGCGGGCGAGCAGCAGGGTATT 
GGGAAAGTAGGCACGGACTTGTTCGTAATCGTGCAGTACGGCGATGATGGCGTGTCCGCC 
GCAATGGCATTTCTGCAATACGTCGAGAAGCTCGTAGGTTGTCCGTGCATCAACGGCATT 
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GAAGGGTTCGTCGAGCAGCAGGAATTTGGCATTTTGAACCAGCATTCGGGCAAAAAGGAC 

ACGCTGAAATTGTCCGTTTGAGAGATAGGCAATCTGACGGTCGGCAAACCGTTGCATTCC 

GACGCGCTCCAAGGCTTCGTGAACGCGTTGTTTTTGAGCGGTATTTATCCCTTTGAAAAA 

GCCGATTTCATACCATAGCCCCATTGCCGCCAAGTCGAAAACGGTCATAGGCTGGGAGCG 

GTCGATATCGGACTGCTGGGGAAGGTAGGCGATGTTCTGACGGGTCAATCCGTCCAGCCG 

GATGCTGCCTGTATCGATAGGCTGCAATCCCATCAAGGATTTGAGAAAGGTGGATTTCCC 

TGCGCCGTTGGGACCGAAAACCGCCCACATACTATGTTCTTCAAAAGTAATGTCCACATG 

GTGCACGGCAGGTCGGCGGCGGTAGCTGACGGTCAGGTTTTCGACAATGATGCTCATGCG 

GATACTGCCCAAAAGTAAACGCCCCATAAAAGGGATACGGCAATCAGGGCAAGGATGAGG 

CGGAAGGTCAATCCTGATAGTAAAAGGGAAGGTGTCATGATGATTTGCGGTTTTGTVAAGG 

GAAGGCGGTAAAGCGTTTATCGTTATATGGCTGATATGATACTGTATAACGTTTGGTCTG 

TAAATTATGCTTGAATAGGCGGGAGTGATTGTTAATCAAGGTGGATGAGGGGCAGGCATA 

TCGTTGACTTGCCGGCATCGCAGCAATAAGAAATGCCGTCTGAAGGTTCAGACGGCATTG 

GGGGAAAACGGTTTGAATCAACCTTTGCC^GCAGGCAGTTTTTCTTTGATGCGTGCAGCT 

TTACCGGTCAGGCCGCGCAGGTAGTACAGTTTGGCACGGCGTACGTCGCCACGGCGTTTG 

ACTTCGATTTTTTCGACGGTCGGAGAGTACAGTTGGAAAGTACGTTCAACACCTTCGCCG 

CTGGAGATTTTGCGGACGATGAAGTTGCTGTTCAGACCACGGTTGCGACGGGCAATAACC 

ACGCCTTCGTAGGCTTGCAGACGGCTGCGGGTACCTTCCACGACGCGTACGGATACGACT 

ACGGTGTCGCCCGGTGCGAATTCGGGGATTTCTTTATTCAGGCGGGCAATTTCTTCTTGC 

TCGAGCTGTTGAATCAGGTTCATTGTTTTTTTCCTAAATTATGATTGGATTTCCCGTTGC 

TCTTGCCGGATGGTTTCTAAGAGGCGGGATTCCTTTGGGATTAAAACGCGCTTTTCCAAA 

AGATCGGGTCTGCGCTCCAAGGTGCGGCGCAGCGATTGTTCCAACCGCCATTCCGCTATC 

AAGCCATGATTGCCGGAACGCAATACTTCCGGAACAGCCATACCTTGAAATTCTAAGGGT 

TTGGTGTAGTGGGGGCAGTCCAAAATGCCGCTTGAGAACGAATCCTGTTCGGCAGACTGC 

ATATCGCCCAATACGCCGGGTACGAGCCTCAATACCGCATCCATCAGCATCATGGCGGGA 

AGCTCTCCGCCGGAAACAACGAAGTCTCCGATGCTGATTTCTTCATCGACGCTGCTTTGC 

AGAAGCCTTTCGTCTATGCCCTCATACCGTCCGCACAGCAGAATCAGATGCGGAAGTTCT 

GCCAGTTCTACCGCTTTTTGGTGTGTCAAGCGGTTTCCCTTGGGGGCTGAGGTAGATGAC 

TTTTGCAGCTTGGGAGGATTGTGTTTTGGCGTGTTCTATTGCCGCATGAAGCGGCGGAGC 

CATCATAATCATTCCCGGGCCGCCGCCGAACGGGCGGTCGTCGATGTAGCCCAATCTGTT 

GTCGGCAAACTTTCGGGGATTGACTGCTTCAAACTGCCTGSTTeCCTGTCT 

TCCCGTTACGCCGTAGCGGGTAATGCTGTCGAACATT.TCGGGGAAAATGGTAACTGCCTG 

GATAAGCATCAGTAGTCCAAACCCCAGTCGGCAGTAATGGTCTTGCTGCCGGTATCGACG 

GTTTCGATATATTGGGAAACGAACGGAATCAGAATCTGCCCGTGTTCTCCGTCAATCATC 

AATACGTCGTTTGCGCCGGTTTCCATCAGGTTGCTTACCTTGCCTAAAACGGTATGGTCT 

TTGTTGACAACGGTCATGCCGACCAAGTCTGTCCAGTAGTATTCGTCTTCTTCTGTCGGG 

GCGAATGCTTCACGGGGTATTTCGATGGTGTAACCGCGCAATGAGAATGCCAAGTCGCGG 

TCGTTTATGCCTTCGAATTTGACTTGGAGTTCGCCGTTGACGACTTTTCCGGCTTCAAGG 

GTAACGCTGATGGTTTTGCCGTCCTTGACCAAATGCCACTCGGGGTAGTCCAAAAGGCTG 

TCGGAATATTCGGTGTTGGCGGCAATTTTCAACCAGCCTTTTATGCCGAATACGCCTTTG 

AT GTAG CCCATGGCTACCCGGTTTTGAGTGTCTGTCATGGCGGCAAATGCGGATTAGGCG 

GCTTTTTGTTCTTTAATCAGTTTTGCAACGGAGTCGCTGACTTGCGCGCCTTGTGCAATC 

CAGTGGTTCAGGCGGTCTGCATTGAGGCGGACGCGCTCTTGTTTTTCGTTGGCTACGGGG 

TTGTAGAAGCCTACGCGTTCGATGAAGCGGCCGTCGCGGCGGCTGCGTGAGTCAGTAACG 

ATGACGTTGTAGAAGGGGCGGTGTTTCGAGCCGCCGCGTGCCAAACGGATAACTACCATT 

TTGAGTCCTTTTGAGAAAATCGGATATATGGAAACTGCCGATTTTAGGTTATTTTGTGGT 

CGGTGCGCAAGTTTTTATTTGTTTTTTCTGTTGTTTTGTCTGCCGCAAGGTTCAGATATG 

CGCGGTACAGGTTTTTTTCGGTGTCCGATTCCTTGAGGGTAAATCCTGATTTTTCAGCAA 

GTTTGATCATGGGGGTATTGGTTTTGAGAATGTCGGCACTCATAGTCCGGTAGCCTTGCT 

GTGCGGCGGTTTGGATGATGAGTTCCATCATTTTCTGTGCCAGTCCGCTGCCGCGCATAT 

GTTCCGCCAGTGTGATGCCGAATTCGCATTCGTTGCGATTCAGGCGGCTGTGGCGGACGA 

CGGCGACGATGTTGCTGTCGGCATCCTTTGCCGTCCATGCGGCTTCACAGTGGTAATCGG 

GGTTGCACAGGCGTGCCAACGTGGCTGCGGGCAGTTCGTTGGTGTGGGTCATGAAGCGTG 

TGTACCGTGCTTCGGGACCGAGGCTGCGG3\CGAACTGCTGTTTGGCTTCTGCGTCTTCGG 

GCAAAATGiGGGGTAATGGTAACGGTCGTGITCTTTCTTAGGGACAGTGTTTTGGGGTATG 

CTGCGGGATAGGGGGCAAGTACGTTGGGTACGGCTGCTCCGGTTTCGGTTTTGCTGCCGA 

GCAGTTCTGCGGCGGCTTCGCTTGTGTGGCGGAGAAATTCGGCGGCTGTCGGGTTTTTGT 

GTTTCAGGTATGCGGCGGCACTCTGCATTTTTGCGGCGGCATGTTCGAGGGTTTGGGCGG 

CTTTGCCTGTGTTCTTGCGTTTGGGCGTGTCGTGTGTTTCGGGTGTCTTTAAGAGGAAAT 

CGCTGCTGTATTGTCCGCCGTTGAGGTTGAGGGTGATGCCGAGAATGTGTTGGCGGTATT 

CGGGAATGACGGTCAGTGTGTGCAGGAACTGGTCGAGGGTTTGTGTGCCGTCGAGTTCGG 

CAAAGCGGGCAAGGTGGCGGCTGTCGAGCGTGGTAAACGGCGGGAGTACGGCAGTGGTTT 

GTCCGTTGCAGCGTGCGGTCAGGATGTCGCXyiTAGAGGGGGTGGCTGTCGAATTGGAATT 

GTACGGCGTTATGGGTGGTGTGCCGGTAGGGGGGGAGGTCCAGGGCTTCGGCGAGCAGGG 

AGGGGTTTGCCGCTGCAAGGGCTTTTTTGATGTTTTGGGGTTGCGGTGTTTTCAGACGGC 

ATGGCTGCGGCGGTGCAATGTCGAGCTGTGCCTGTTTCAGGGCGGCGGCGGTGTTGCGGT 

AGGAAAGGGTGCGGATTGCCTGAGTGGGGGTGTCGAAATGGGTTATGCCGTCTGAAAAGG 

GGCTGCTGACGAGCAGGGGTTTGGCGGTCTGTTCGGACAGGCGGATAAGGGCGCGTGCTG 

TTTTTTTGTAATCCTCGTGTCCGGAGGGACTGAGGATGGTTAGGACGGCTTGGGTGTCGG 

GGTGGGCAAGCTGACGTGAGGCGATGTCGTGGCAGATTGAGGGTGTGGGTGTGCCGGTCA 

GGTGTCCGTTGCGGATGTGGTGGGGAAGGTTGGGAAAGTGGAGGGTGAGGTTTTTTGGCG 

CGTGCGCGTGCAGCCATTCGGCAGGCGTGTCGGACAGGATGTCGAGTCGGGACAGGGGTG 

GAAGGTCGGACAGTTGGGCGCGCAGTGCGGCTTCGAGGTCGTCGGCGTTGAAACTGACGA 

GGAAGTTGCAGTGTCGGGCGAGGCAGTGCAGTACGGCACGGTCGGTTTCTGTCGTGCGGC 

AGGTGATGTGGAGAATCAGCGGCGTATGGCGGGTAAATTGGCGGATTGCGCTGAACAGTT 
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TGCGCTGATCCTCTTCAGGGTTGTGGTGTAGGACGGCGGTTTTGGTGTGCAGGCTGTGTC 

CGAAGCGGTTGAGCCAATCGGCGGATGTGATGGGGCTGATGCCGGGATGCAGGCTGATGT 

GGCGGGATGTGCCTTGACGGAGTTTGTTCAGGATGTTGTCGATTTGGCGGCTGACGGCGG 

CATTGCCGGTCAGTATGGCGGTATGGCCTGCGGCGTATCCGTCTTGGGTACTGATGTTGA 

GTCCGAGTGAGGGCAGTTGGATGCCTGCGGTGGTGCAGGCGGTGATGTTGAGTCCGTTGC 

CGTGGTGTTTGCGGATGGCAGTTTCGGCGGTGTGCAGTTCTGCGGCAGACAGGTTGTCCC 

AGTCCTGTATGAGGATGATGTGTCGGAGCTGCTTTTTGCGGCAGGTTTTGAAGAGGGTGT 

CGTAACTGTCGGGTAGGGTAACGGCAATAATCAGGTCTGCATTGCCGGGGATTTTGTTGA 

GGCTGGTGTAGGCGGGCAGTCCGGCTATGGTGTGGTGGCGCGGGTTTACGGGGGTGATTT 

TTCCTTGAAAGGGCGTACTCAGCAGGTTGCTGAGTACACGTTCGCCCAGGCTGTACGGTT 

GTTCGCTCGCGCCTATCAGGATGATGTGGTTGGGCATGAAGAAGTAGCCCGGATCGGTTT 

GTGCCGACATGATATATTCCTTTGCGGACGGTATGTGCGTGATTTTTGGAGAGACACCCG 

CTGTGTGTTTGTTTTGGGGTAACTGTTTGTGCAATGCCGTCTGAAGCCGGTTCAGACGGT 

ATTATGGTCAGTTCGCACTTTTTTCTGTTTTGGAACCGGTTTTTTTCTTGGGCAGGATAA 

AGCGCATCCGCAGACCGTTCGGTTTGATGTTTTCGGCGATGATTTTGCCGCAGTGCTGTT 

CAATAATATGTTGGGTCAATGCAAGCCCCAGTCCTGTTCCGGGTTTGTTGGCACTGGAGT 

CTGCACGGTAGAAAGCGGTGAAGATGTGCGGGAGCTGCATTTCGTCCACGCCGGGGCCGT 

TGTCGGTAACGTCGATTATCCAGTGTTTGTGGTCTTGTCCGATGTTGATCAGGATGGTGC 

TGCCTTCGGGACTGTAGTTGACGGCGTTGCGGATGACGTTGTCGAAGGCGCGGTACAGGT 

AGCTTTCGTTGGCAAGGATGGTTGTGTTTTCGGGGATTTTTCCGTCGGCAGACAGGGTAA 

CCGTTTGTCCGTTTTTCTGGGCAATGCTTTGATTGTCTTCTACCAGGTTGCCCAGGAAGG 

GCAGGAGTTTCAGGCTTTCTTTTTCCAAAGCCATATTGGAAGTTTCGAGACGGGACAGGG 

TTAACAGTTCCCCGGCCAGCGTATCCATGCGGGTCAGTTCGCCTTCCAGCCGTTTGAGAT 

ATTGCTCCTGTTTTTGGGGCTGCGCCTGAATCAGTCCGACAATTGCCTGCATGCGCGCAA 

GGGGAGAACGCATTTCATGGGAGACGTGATGGAGCAGGTGGCGTTCTTTGGCAACGAGTT 

TTTCGAGTTTTTCCACCATTTTGTCGAATTGGATGGCAAGATGGGACAATTCGTCGTCGC 

GGTCGTCGACCTGTTGGGAGATACGGGTTTCAAGTTCTCCGTTTGCCACCCTGTCCATGC 

CGTTGCCTAAGATTCTGATGGGTTTGGCAATGTTGCCGGCGAGGATATATGCCATCAGCA 

GTCCGACGATGATGATGAAGGACAATATGATGAGTTCGTGCCAAATCGGGGCGAGCGGCA 

GGCCGGGGATCAACAGGGGGCTGGGCAGGCGGCGGGCTTGGAGTTTGTCCCAGTCTTTGG 

TGAAGAACAGGTATTCTTCGCCGAAGCGGTCGTATTCGATATGGACGAGGTTGGAATGCG 

GGTGTCCGGCGGCGAAAAGCCGGGCGCGTTCGATGGTATAGCTGTCGATATACCGGTTCA 

GGATATCTTTTTTCTCGTCGCCCTGTATAACGTACACGCCCGATGAGACGGGGCTGTCTT 

TCCATTCCGTCAGGATTTCGCGCGCACCCGCGTCCCCGCGTGCCCGGAATGCGGAAATGA 

TGCTGCCCATCAAAGTGGTTTCGATGGTGCGGCGTTGGTTGAACTGGTTTTCGGCAAGGG 

TGTTCTGCACCAGCCAGAAAGAAAAACTCGCCACAAAGATTGCACAGACGATAACCGCGC 

AAAATGTGGCGAAAATGCGTTGGAACAGTTTCATTTATCTGTTTATTTCAGTTTTTGACA 

AACAGGTAGCCCAAGCCGCGTACGGTTTGAATCAGAGAGGCATCGCCCAACTTGTGGCGG 

ATGCTGGAGATGTGTACGTCGATACTGCGGTCGAATTTTGCCAGCTTGCGGTCGAGTGCT 

TCGACGGACAGGGTTTCTTTGCTGACTACCTGTCCGGCATGGCGCATCAGGACTTCGAGC 

AGGTTGAATTCGGTGCTGGTCAGTTCGAGCGGCATGTCTTTGACGGATGCCTGGCGTTTG 

GCGGGGTACAGGACGACATCGCTGACGGAGATGCTGTTGGGTGCGTTGTTCTGTTCGCCG 

CTGTGTTGTGCGCGGCGCAGGATGGCATTGATGCGTGCCAAGAGTTCGCGTGGTGTGCAG 

GGTTTGGGGACATAGTCGTCCGCGCCCATTTCCAAGCCGATGATTCGGTCGATGTCGTCG 

CCTTTGGCGGTCAGCATGATGATGGGGACGGTGCTTCGGGCGCGTACGTTTTTCAAGACA 

TCCAAGCCGTTCATTTTGGGCATCATGGAATCCAATACGACTACATCGTACTGCCCGCTC 

AGGATTTCCTGTACGCCTGCTTCCCCGTCGGGAACGCTGCGGACGTTCAGACCTTCGGCG 

CTCAGGTATTCGGTCAGCAGTTCGGTTAGCAGGGCATCGTCATCTACGAGTAATACGCGG 

CTCATGGTGTTTCCTTTTCGTAAGGGTATGCCCCGACCCTGTTTCGGGCGGGGCGTGAAA 

AGATTGTTTGACGGTTTATCTTAACACGGCTGCAATGTTTTTTGATAGCGTATTTCCCTA 

CCGGTTTGCTGTTTTTTGCAATGTCTTGCATGGAGCTTTACATTTCGGGCGGTATCClGCA 

TCCGCCGGCGCGGGTCATTTGCAGGGTTTTGCTTCCGGATGACCGGGCGCGGCGGCGAAG 

GCTTTGCAGTCTTTGAGCAGTTCGGGTAGCAGCGGCGCCCATACGGGCAGTTTGCGGATT 

TCGTCGGCGTATCGGGGCATCAGGTAGGGGTAATAGGACTGTGTCGCCCGCATCCATTGT 

TTTGCTTCTGCAACTTTGCCTTGCCGCATCAGGTAGAGGGCGATGCGGTAGGTGGCGGAG 

TGGGGGCGGTATTTTAGTCATTTGAGGGTTGCTTCTTCCGCCCAAGTCTGGGTTTCGGGG 

TATTCCGGCAGGGCGAAGTTTACGAGGGAGAAGTCGGCATAAAAGGACAGCATCGGACTG 

TTTGCGGAAATATAGCGCAACTCGTTGATTTTCCGGTTGAGGGTTTTGGCACTGTCGTCA 

GTGGCGGGGGAAAAGGCGTTAACCAGCCGGGTGTATGTCCAGTCCAAGTGCAGCAATCCT 

GCGAATATGGCGGCGGAGGCGGTCAGTATGCCGAGATTGGCGGCTTTTTTGAAGGCGATG 

CCGTCTGAAGCCTCTGCGGGGGACAGGAAGAGCATCAGTCCGAAAGGGATGAGGAAATAG 

ACATACCACAAAGGATATTCGAGCATACTGTGGCACATACTGACGGCAAGCGTGCAGATT 

AGGAAAAGCGATGCGGGGGTCAGGGGGCGTTTAAGCAGCCCGGCAATGCCCGTCAGCAGG 

GTTGCGGCAACCAGAAGCGTGCCGCTGATTCCCATCTCTGCAAGGAGTTGGAGGACGATG 

TTGTGGGAATGGGTGAACAAGTTGCTGAGGAGGTTGTCGTATATGTTGTGCTGTTCGGCA 

TTGATGAGGAAGGTTTGTTGGGCAAAACTGTTCCAGCCGTGCCCGAATATCGGGGCGGAC 

TGGAAGGCGGCAAGGGCTTTATTCCATTCGATTTGGCGCGGCAAGTCTGTGAAACCGCCG 

TTGGCGACGCGTTCGACGGCAGTTTCGTAGCGGATGCCAGTAAAGGTTTCCAGAATGGTG 

TTCATGGAAAATTGGAACAGCGCGGTAAGGAATACGGCTGCGGCTATGCCGAGCATCGTC 

CGCCTGTTGGATTTGTCCGAACGGAAATACCAGAAGGGAAGGATGAGGGCGATGGCGGCT 

ATGTAGGTCAAGATGGTGCGCGAGTTGACCAAACCTAAAACGGCGGTCTOCATAATCAGG 

CAGATTACGCCGAGGGCGGCGGGGATTTTTCGTTGTCCGTTGAGGTAGGCGGCGGCGAGT 

ATGCCCCACATGAGGTAGTGTCCGAGGTTGTTGCGCTGCCCGATGTGTCCGATTACGCCT 

TGCCCGCTGTAAACGATGATGTTTTGAAACAGAGGGGTGTGTTCCGAGCCGGCAAACTGG 

ATGACGACGATGCAGGATTGAAGCAGGGAGCCGATAAGCAGCGACCAGGCAAACAGGGTC 
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ACGATGCGTTCTTGTCCGAAGTGTGCGACCAAGCTCCGGCAGGCCCACGCGCTGACGGCG 
AGCAAGATGAAAATCCAAGAGACGATGTCGTTCATACCGGGGTAAATCAGGTTCATCAGG 
CGTGCCTGAAGATACCAAAACGCCGCCATTGCAAACAGAAGGAAGCTGATGGCGGGGATT 
TTGACATCAAACAGTTTTTTTCCTGCCGTGAGGAACAACAGGACAATCAGGCCGGCTGCG 
GCGGCGGCATCGTGGTAAAAGTCGGGCGACGGTTTCAGTTTGAGCGCGAAGGTAAAGGGG 
ACGATGCCTATCCAAAGGAAGCAGGGCAGGATGTAAATCGGCAGTTTGGCGGCGGGGTGC 
GCGCCGGATACGGTCGTTTCAGCGGGCATTGTTTGTTTCCTTGTATTGTTTGACGAACGA 
CAGGCAGGATATGAAGAAGATGATGCTGAATACTGCGGAAAGCGCGGCGCAAATCTGTTC 
TGCGGGATAGGCGTCGAACAGGCGCATGACGGCTTCGGCAAAGTAAATCAGAACCAGCAT 
GGAGCTGTATTGGTAAGTATAGATTTTCTTTTTCAAGATGCCTGAAAGCGGCAGACAGAG 
GGGGAGGGCTTTGAGCGCGAGCCACGAGCCGCCCGGGCGCAACGGTGCAATCCACAGTTC 
CCAGGAAAGGGACAGGATTATCAGTGCGATCAGGCTGAAAGAGGCAAGGAGGTAAGCGGT 

ttgtctgttcacggcggtctttacggtttaa\;ggcggacaagggggagcggtatcccaaa 
tcctgcaacatcgaaacggtttcataaacgggcagtcccataatgccgctgaagctgcct 
tcgatagattggataaagatgccgcctatgccttgtacggcgtaggcaccggctttgtcc 
atcggctcgccgctttgcacataggcggaaatttcttccgaactcaggggcttgaaaacg 
acgcggttggtttggacgcggcttgacgttttgccgcgataatgaatgcagacagcagtc 
aggacggtatgttgtttgccggacaatcggtttaaaaattcgattgcttcgggttgggag 
cggggtttgcccaatatgatgccgtctgaaacgacgcaggtgtcggcggtaatcaggggg 

AAATCGGGCATTGTGCCGTTGGTTTCGCAAAAGAGGGTCAGGGCGGTTCG G TTTTTTTCT 

tctgccatcctttgaacgtaagcgaaaggtgtttcgccggctttaacggattcgtcgatg 

ccggcaggcagttggatgacgcggtagcccaactgtgtcaggatttccattcggcgcggg 

ctgtttgaacctaaatagagggtattcaaaggtattcettaatctgttgcggtatgaggc 

ggaggttcggacggcatagtgtcaggttgttgcaggcggccgtatgtcgccatcctgttc 

tgaacgtggcgtgaaaaagcgtccgaaccaaatacctgcttcgtataagagaatcagcgg 

aatggcaagcagggtttgtgaaatcacatcgggcggcgtgatgatggcggcaatgacaaa 

cgcgccgacaatcacataggggcgggcgcgtttgagctgtccggttgttaccacaccaat 

tttggttaacaggataacgacaatggggacttcaaacgttgtgccgaacgcaacaaacat 

ccccaagatgaaggagaggtatttgtcgatgtctgtcgccatattgacaccgacaggggt 

aacgctggcaaggaatttgaaaatgacggggaaaaccaaaaagtaggcaaatgccatgcc 

gatgaaaaacaggctgacgctggagaggacgagcggcgtaatcaggcgtttttcgttttg 

gtagagtgcgggcgcgacaaatgcccagatttggtagagcgtatgcggcagcgaaattaa 

aaatgccgccatcagggtaactttgaccggcacgaaaaatggtgcgatgacatcggtggc 

aatcatgctggtgtctttgggcaggtttgccatcagcgggtcggcgat7vaaagtatagag 

ttgttgggcaaacggcattaggccgaaaaagcagactaagatgccgacaaccgtccacat 

caggcggcggcgcagctcgatgagatgctcgacaagcggttggacgggttgttcgttttg 

tgtttcggacaccggattgctctctttatgatttacggacgcgcaatttaggtttggcgc 

ggtgtttcggacgaaaatcgcgtttgcggcttattgcctgtttgcgcagggaagtggtgt 

gcggaacaggcgtttcaacagcagtatcgatatagctgacttcgacggtctgtacgacgg 

gtgcggcggcagaagcagtcaggtattcccgccatgcgcggtcttggtcggtttccgcgg 

gttcggctgtactgccggtttgcccgctgtccccaagggtttcggcggaagcgtaggaac 

gttcggacggcataacgtcggaaatgccgtctgatagggtgtttgccgcatcgggaagcg 

gattgccgttttcatcgacaccgaaatcggcaggtgtccgctgttcgggcagtttttccc 

aaggcttcagaccgtcggaaatgtcgtgcagattgccttccatatccgtaccggtttctt 

tgaggctgtctcgaacctgagcggcggcagcttcaaattcctgctttgccttcctcagtt 

cttccagttcgatttgagtgtcaaattcctgtttgacgctgccgacaaagcgttgcagcc 

tgccgatgagccgtccggcggtgcgggcggcctcgggcaggcgttcggggccgaggacaa 

tcagggcgataatgccgacaaaaaccagctcgcccaaaccgaaatcaaacataaattacg 

ctttgtcttcgtcttttttgtgttcgattacatcgtctttttgggcttctttgccgtctg 

taccttcgttcagcccctgtttgaagtcatgaaccgcaccgccgaggtctttgccgacgt 

tgcgcagttttttggtgccgaatatcaaaacgacgataatcagtacgataatccagtgcg 

tcagagaaaaactgcccatgatgtatccttaagtaagtattaggggttgattgtgaaata 

acggtttatacgggtgtacccatgatgtgtatatgcaggtggaagacctcttgtccgccg 

ccttttccggtattgatcagggttttgaagccgtctgccagtcctgccgctttggcgatt 

tcgggaactttcaacatcattttgcccagcagcatctgatgttcgggcgcggcgtgtgcc 

aacgaatcgaaatggactttgggaatcagcagcagatgaaccggagcaggggggttgatg 

tctttgaaacaaaccatttcgccgtcttcatagacggtttgcgccggaatgtctttggcg 

gcgattttgcagaaaatacagttgtccataacggctccgatgccgtctgaaaagcggtca 

g acgg att6aatgtgggaaagtgcggattttaatataaattcaagattctgtgcgagcgg 

ctttttcgaccagccccgacagcccctgacggcgcgcaagttcgtccaatacgtcttccg 

ccttcaggtcgtggtgtgtcagaagaatcatggtgtgaaaccataagtcggcaacttcgt 

aaaccaggtgggacgggtttttgtctttggatgccatcaacacttcgcccgcctcttcaa 

tcactttttttaggattttgtcttcgcccttatgcaagagctgtgcgacgtaagattcgg 

acggattggcagattttcgctgggtgatggtttgttggatggcggatagtacggaatctc 

ccatgattttccttctgtttgtttctgtttgttcggaatgataggctaaacggctgctct 

cgggcaatacgcctgttgcgcttcgttggaaaatgccgtctgagcgtttcagacggcatt 

tgtgctgttgcaaatgtaatttgcttacaggtttggactcacaataattttaacggcgga 

ttcgttgttgtgaatcagacgctcgaagcctttggatvaccagctcgtccagcttgatgcg 

ctgggtgatgaaaggctcaaggttgattttgccttcttcgaccagtttgatggtttcggc 

gtggtcgttgcagtaggcaatcgtgccgcgcacgtccaactctttcatcacgacgctgtg 

gacgttgatggtggcggggtggctccagatggatacgataaccaaattggcggcaggttt 

gcaggcttcgaccaaagtatccaacacttt g ttgacgctggtgcactcaaatgccacgtc 

cacgccttcgccgttggtcagttttttcacttctgcaacaacatcgacttcggacgggtc 

gaggatgtagtcggcaacgccggattcgcgcgctttgtctttgcgtgctttactcaactc 

ggtgatgatgactttgatgcctttggctttcaacacggcagccaacagcaaaccgatcgg 
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acctgcaccgccgaccaatgcgacgtcgccttctttcgcgccgctgcgtacataggcgtg 
gtgtccgacagacagcggttcgatcaaagcggcttgatccaacgggattttgtcggaaat 
cggatgcacccaacggcgtttgacggcgattttttcggacagaccgccgccggagccgcc 
caagccgataaagttcatatctttggagaggtggtagttggtgccttctccggtcggtac 
gtcatcgcggatgatgtagggttcgaccacgacgtgttggccgactttgatgtcgtccac 
gccttcgccgacggcatagaccacgccggagaactcgtgtcccatcgttacgggtgcgga 
ctcgccggaaatcgggtgcggatgaccgcaaggcggaatgaaaatcgggccttccatgaa 
ttcgtgcaggtcagtaccgcagatgccgcaccaggcgacattgatgccgacagtgccggg 
ggcgacggtcggttcggggatgtcttcgatgcggatgtcgcctttgtcgtaaaaacgtgc 
tgctttcattgtaacgctccttgttttcaagtaggaataccgtctgmtctggcaggcgg 
cggttgaaatgggaatggcgtgaagaagcttgaccgtttccagttgaatctgtttagata 
ttttactacaagaggagacctttgcaataacataggttactaaaattttatgctcaatct 
cattttcaaaatgcaaaacttttctgatttttcctactttttgctcaatattaggaaggt 
tttaggcaattgaaaattttttgIk:gcatttttatgcgtcaaatttcgttaacagactat 
ttttgcaaaggtctcaagagatgtgtttaagcacgcggaaggctttctgtttgcgtcagg 
tcaaataatgatgtcgtctgaaaaccgaatcggcttcagacggcatttatagtggattaa 
caaaaaccagtacggtgttgcctcgccttagctcaaagagaacgattctgtaaggtgctc 
aagcaccaagtgaatcggttccgtactatctgtactgtctgcggcttcgtcgccttgtcc 
tgatttttgttaatccactatatgtcgtaacggtcggattgggtaggttggcgcacctgt 



gcggcatcggatttgcccagccctgccagcacgcggatatgctcggcagcagattgtgcc 

agaggttcaagggtgtagccgccttcgagtacggatatgattttgccggggcagcccgat 

gccgtctgaatgattttgtgtgtcagccaggcaaaatccgcctcgtgcaggttgagcctg 

cccgattcgtctagacggtgtgcgtcgaatcctgccgacagcagcaccagttcgggtttg 

aatgcggcaagtcggggtagccactgcctgcggacggcttcgcggaatgtgcggctgccc 

gttcct'ggcggcaagggcaggtgcaccatattgccgccgtcgggcatatcgttgttttcg 

gggaaggggaaaaggtcggtttcaaacaggttgaaaaacaggatgcgcggatcgtctttg 

aatatttctgccgtaccgtcgccgtagtggacatcgaaatcgatgacggcaatgcgtttc 

aggcggtattcggcaatggcatgcatgacgccggcggcaacgttgttcagcaggcagaat 

ccgccggctttgccgctgcccgcatggtgtccgggcgggcgggcggcgcaaaaggcatgc 

catgctttacggttcatgaccatgtcgactgcctgaactgccgaaccggcggcaaagcgt 

gcggcagacagcgatcctgtgctgattgcagtgtcgttatccaggcgggaaatcttgcct 

ttttggggcaggcaagattccaaacggttcagatatttgctcgagtggacaagtgcgagg 

cgcgtatcgctgatttcttccgcctctatggtttggaggtgctgccaaataccggcgcgg 

cgcaatgcctgctcgatgcagaggatgcggtcgggcgaatcgggatggtttgcgccgggt 

tcgtgcccggcacaggcgggatgcgaaatccatgcggtgcgggcgtttttgcccaaaaaa 

aggcgcaacagtgcatagaatttcaagattaggcgggtcaaggacatgggtttgtggacg 

ggcaggctgcggtatacggtcggtacggacggcaaacccgatatattgtttacggtctta 

tgttattatatacccctctcgattttcaaccatattagaaagaacggataaattatgaat 

caagctgttgcacaatttgctcctttagtgttgattatggtggtgttctacttcctgatc 

atgcgtccgcagcaaaagaaattcaaagcgcatcaggcaatgcttgccgccttgaaagtc 

ggcgacaaagtggtcttggcggcaggtttcaagggtaaggtaaccagagtcggcgaacag 

ttttttaccgtggatatcggacagggtacaaaaatcgaggtcgaagtggaacgcaatgcg 

attgccgcaaaagtcgattgatttgtgccgacaagccgcatctggaaagcccgaatgcgg 

cactttgttttgaattccaaccgaaggcttgaccatgttccgacacgcagggcggcatat 

tcaggatgccgctttccggtcttgcctggctgggaagggtttttgcctcttctgaaatag 

cccgattccgacaccaccgaaagggtggggttccaaccattaaggaacaatgatgaaccg 

ttatcctttatggaaatatctgctgattgtgttcacgattgcggttgccgcagtgtattg 

gctgcccaacctattcggcgaaacacccgccgtgcaggtatcgaccaaccgacaagccat 

catcatcaacgaacagactcaattcaaagtggatgccgcgctgaaaaacgcaggtattca 

gaccgacgggatgtttgttgtggacaattcactgaaagtgcgtttcaaagacacagaaac 

gcagcttaaagcgcgcgacgtcatcgaaaacactttgggcgaagggtatattaccgcgct 

caacctgttggcggacagccccgaatggatggcgaaaatcaaagccaatccgatgttttt 

gggtttggacctgcgcggcggcgtgcatttcaccatgcaggtcgatatgaaagcggcgat 

gcagaaaacgtttgaacgttattcgggcgacatccgccgcgaactgcgocgcgaaaaaat 

ccgcagcggcacggtgcgtcaggctggaaacagcctgaccgtccctttgcaggatgcagg 

tgatgtgcaaaaggctctgccgcagttgcgcaagctgtttcctgaagcaacgctgaattc 

agacggcagcaatatcgtcttgacgctttcggaagaggcggtcaataaagtgtgttccga 

tgcggtcaaacagaacatcactaccctgcacaaccgtgtgaacgagttgggcgtggccga 

gcccgtcatccagcagtccggtgcagaccgtatcgtcgtgcagcttccgggcgttcagga 

tactgccaaggcaaaagacatcatcggccgtaccgcgactttggaattgcgtatggtgga 

ggacgatcctgccaagttgcgcgaggcattggaaggcaacgtgccgagcggttatgagct 

gctttcaagcggcggagatcgtcccgaaattctgctgatcagcaaacaggtcgagctgac 

gggcgacaacatcaacgatgcgcaaccgagtttcgaccaaatgggcgcacctgccgtcag 

tctgagcttggacagggcgggcggcagcattttcggcgaactgactgccgcaaatgtcgg 

caaacgcatggcgatggttttgatcgaccaaggaaaatccgaggttgtaaccgcgccggt 

tatccgtactgccattaccggcggacgcgtggaaatttccggaagcatgacgacagccga 

agccaatgatacgtctttgctgttgcgtgccggttctcttgccgcaccgatgcagattgt 

cgaagaacgtaccatcggtccgtctttgggtaaggagaacatcgaaaaaggcttccattc 

gactttatggggttttgccatcgttgctgcattcatggtggtttactatcgtctgatggg 

tttcttttctaccattgcattgagtgccyuicatactgttcxtaatcggtattttgtctgc 

catgcaggcaacgttgacgttaccgggtatggccgcx;ctggcgttgactttgggtatggc 

aatcgactccaacgtcttgattaacgaacgtatccgcgaagaattgcgtgccggcgtgcc 

gccgcagcagg(;yuvtcaatctgggtttcauuyvcggatgggcgaccattgtcgattcgaa 

cctgacttcgctg attgccggtatcgcg c t t t t ggtattcggttccggcccggtacgcgg 




'GTTTTCTGATAGGCGGTT 
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TTTTGCGGTCGTACACTGTTTGGGTATTCTGACTTCGATGTATTCATCCGTCGTCGTATT 
CCGTGCGTTGGTCAATCTGTGGTACGGACGCAGACGCAAATTGCAGAATATTTCCATTGG 
TTCGGTGTGGAAGCCGAAAGCCGAAATGGCAGGAGGCAAGGAGTAAGCTATGGAACTCTT 
TAAAATCAAACGCGATATTCCGTTTATGAGCTACGGCAAACTGACGACCTTCATTTCGTT 
GGTTACGTTTATCGCTGCCGTGTTCTTTTTGGTTACCAGAGGTCTGAATTTCTCTGTCGA 
ATTTACCGGCGGTACGGTAATGGAAGTCCAATATCAGCAGGGTGCGGATGTCAATAAGAT 
GCGCGAACGCCTCGATACGCTGAAAATAGGTGATGTACAGGTTCAGGCATTGGGTACGAA 
CAAACACATCATGATCCGCCTGCCGAACAAAGAAGGTGTTACTTCCGCACAGTTGTCCAA 
TCAGGTTATGGATTTGCTGAAAAAAGACAGTCCCGACGTTACCTTGCGCCAAGTCGAATT 
TATCGGCCCGCAAGTCGGTGAGGAATTGGTAAGTAATGGATTGATGGCTTTAGGTTTTGT 
CGTTATCGGCATCATTATTTACCTGTCGATGCGTTTTGAATGGCGTTTTGCCGTATCTGC 
CATTATCGCCAATATGCACGACATCGTGATTATTCTCGGCTGCTTTGCCTTCTTCCAATG 
GGAATTTTCGCTGACCGTCTTGGCGGGTATCCTTGCCGTATTGGGCTATTCTGTGAACGA 
ATCCGTCGTCGTCTTCGACCGTATCCGTGAAAACTTCCGCAAGCCGGCGATGCGCGGACA 
TGCCGTGCCGGAAGTCATCGACAACGCGATTACCGCAACGATGAGCCGCACCATCATTAC 
CCACGGTTCGACCGAGGCGATGGTCGTATCCATGCTGGTGTTCGGCGGTGCGGCCTTGCA 
CGGCTTTTCTATGGCGTTGACCATTGGCATCGTGTTCGGCATTTATTCTTCCGTATTGGT 
TGCCAGCCCGCTTCTGCTAATGTTCGGTTTGAGCCGCGACAATATCGGTAAAGAACCGAA 
GAAGAAAGAAGAAATCGTGGTTTGAAGCGCATATGCCGTCTGAACATTGCCGTCTCAAGC 
AGACAATGCTTCAGACGGCATTTTTAACGGTTACTTCCACGGTCTTAAAATATTGTGCAG 
AAATGCGGGAATTGTGTCATAATGCCACGTTGTCCTATCTTGGGCATAGGGAGTTTGCCG 
TTGTCTTCAGGCTTGGCAAACTTGTCTGAATCCCTATGGGGATTCTTATATTTTTGGAGT 
TTTCATTATGGCACTGACCGTAGAACyUU^AAGCACAAATCGTTAAAGATTTCCAACGCAA 
AGAAGGCGACACCGGCTCTTCCGAAGTACAAGTCGCTCTGTTGACTTTCCGCATCAACGA 
CCTGACCCCCCACTTCAAAGCCAACCCCAAAGACCACCACAGCCGTCGCGGCCTGTTGAA 
AATGGTCAGCCAACGCCGCCGCCTGCTGGCCTACTTGCGCCGTACCCAGCCCGATACGTA 
TCGCGCGTTGATTACCCGCTTGGGTCTGCGTAAATAATTACGCTTTCCGACACCGCCCAG 
AAAAATGGGCGGTGTTTTCTTTTCTGTTGCTTTCCGACAAGCTCAAATCCATATTTATAG 
TGGATTAAATTTAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAATAGTACGGCA 
AGGCAACGCAACGCTGTACTGGTTTAAATTTAATCCACTATATTGCCCGAAAACCGCATA 
AACTAATATAATATAAAGTTCTTTGGAATCTTGTTCCATTTCATGCTGCCCGTGCGCTTT 
ACAAGAGTTTCAGACGGCATCAAACGTTTAACTCCCGCCAGCAATCAAACAGCTTTTTAT 
CACCCATTCGAAAATCCGTTTTGCCGGTACTCGTCTTTTTATTGGAGTATTGCCATTATG 
ACCGCAACCACTGCGTCTTCAGCCAAACCTTATCTCAAAATCCAAGGTTTGGTGAAAAAG 
TTTGGTGACAATTACGCTGTCGATAACATCGACTTGGACATTTATCAACACGAAATCTTC 
GCCCTTTTGGGCAGTTCCGGCAGCGGAAAATCTACACTGCTGCGTATGCTGGCGGGTATG 
GAAAGTCCCAATCAGGGAAAAATTATCCTTGATGGTCAGGATATTACCAAACTTGCACCC 
TATGATCGCCCCATCAATATGATGTTCCAAAGTTACGCGCTTTTTCCGCATATGACCGTA 
GAACAAAACATTGCCTTCGGTCTGAAACAGGACAAAATGCCTAAAGGCGAAATCGCCGCG 
CGCGTCGAAGAAATGCTCCGCCTGGTTCAGATGACCAAATTTGCTAAACGCAAACCGCAC 
CAATTGTCCGGCGGTCAGCAGCAGCGCATTGCTTTGGCACGCAGTCTGGCAAAACGTCCG 
AAAATTCTACTGCTGGATGAGCCCCTCGGTGCATTGGACAAAAAACTGCGCCAACAAACC 
CAGCTTGAGTTGGTCAATACGCTGGAACAAGTCGGCGTAACCTGTATTATGGTTACGCAC 
GACCAAGAAGAGGCGATGACGATGGCGACCCGCATCGCCATTATGTCTGACGGTCAGTTG 
CAGCAAGTCGGCACACCCAGCGACGTGTACGACTATCCCAACAGCCGCTTCACTGCCGAG 
TTTATCGGCGAAACCAACATCTTTGACGGTGTGGTGATTGAAGATCATGCCGACTATGCC 
GTTATCGAATGCGAAGGTTTGGAAAACCACGTCCGCATCGATCACGGTTTGGGTGGTCCG 
AGCGAGCAGGACCTTTGGGTTAGTATTCGACCAGAGGATATTGATTTATATAAAGAAAAA 
CCCGAATATTTGGGCGACTACAACTGGGCGAAAGGCACGGTAAAAGAAATCGCCTATTTG 
GGCAGCTTCGCCATTTACCATATCAAGCTCGGCAACGGGCGCGTCGTCAAAAGCCAAGTC 
CCCGCeCCTTACTGGTATGTGCGCAACATTACACCGCCGACTTGGGACGAAACCGTCTAT 
ATCAGCTGGCCGGAAAACCAACCGACTCCGTTGTTCCGTTGATTTAAGGGGAATGCAATG 
AACCTTAATAAACTG7UVAAACAAACTGTTCCGCCGTCCGGGGCAGCGTGCGGTGATTGCC 
GTACCGTATATTTGGCTTTTGGTGCTGTTTCTGATTCCGTTCGCCATCGTGCTGAAAATC 
AGCTTTGCCGAACAAGAAATCGCCATCCCGCCGTTTACTCCTTTAACGACGATAGATGAG 
GATTTGGGTCGTCTGAATATTGCTGTCAGCTACCAAAATTATGCAGACATCTTCCAAAAT 
TTTTGGAGTACGCTCAATCCGTTCGGCGACGGTGAAAACAGCAATATCTATCTGATGACT 
TATTGGTCTTCAATTAAGACTGCGCTGACTACGACGGTAATTTGTCTGTTGGTCGGTTAT 
CCGACCGCCTATGCGATTTCTCGTGCCAATCCTTCTGTCCGCAATGGTTTGCTGCTTGCC 
ATTATGCTGCCCTTTTGGACATCGTTCCTGTTGCGCGTCTATGCGTGGATGGGTCTGCTC 
GGGCATAACGGCATTGTAAACAACCTGTTGATTAAAATGGGTATTATCAGCGAGCCTTTG 
GATTTGTTCTACAATGCCTTTTCGCTCAATTTGGTGATGGTTTACGCCTATCTGCCGTTT 
ATGATTCTGCCGCTATACACGCAACTGGTGAAACTCGACAACCGCCTGCTTGAAGCGGCT 
TCCGATTTGGGCGCGGGGCCGGTCAAATCGTTCTTGACGATTACCCTGCCTTTGTCGAAA 
ACCGGCATTATTGCAGGCTCCATGCTGGTTTTCGTCCCTGCTGTCGGCGAGTTCGTCATT 
CCCGAGCTGGTCGGCGGTTCGGAAAACCTGATGATTGGTAAAGTCTTGTGGCAGGCGTTC 
TTCGATCAAAACAACTGGCCGCTGGCTTCCGCCGTCGCCGTCGTGATGGTCGCGCTGCTG 
GTCGTGCCGATTGCCCTGTTTCAGCATTATGAAAACCGCGAATTGGAAGAAGGAGCCAAA 
TAATGCAGAAATCCAAATTATCTTGGTTCTTGAAACTGATGTTGGCACTGTCGCTGGCGT 
TTCTGTATATCCCGCTGGTTGTTTTGGTCATCTATTCGTTTAACGAATCCAAGCTGGTAA 
CCGTTTGGGGCGGCTTTTCGACCAAGTGGTACGGCGCATTGCTGGAAAACGACACCATCT 
TGGAAGCCGCTTGGCTGTCGCTGCGGATTGCCGTTGTGTCTTCGCTTGCCGCCGTCGTTT 
TGGGCACGCTGGCAGGCTATGCGATGGCGCGGATTAAACGTTTTCGCGGCAGTACCTTGT 
• TCGGTGGCATGATTTCCGCACCTATGGTGATGCCCGACGTGATTACCGGTCTGTCTATGC 
TGCTGCTGATTATTCAGGTACAGATATTTTTGCAGGGCAGCGAATGGTTACAACATCTCT 
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ACTTCGATCGTGGCTTTTTCACCATCTTCCTCGGACATACGACGCTGTGTATGGCGTACA 

TTACCGTTGTTATCCGTTCGCGTCTGGTTGAGCTTGACCAGTCGCTCGAAGAAGCCGCAA 

TGGATTTGGGCGCGCGCCCGCTGAAAATCTTTTTTGTCATCACTTTGCCTTTGATTGCCC 

CTGCCATCGCTTCAGGCTTTCTGCTCGGCATTACCCTGTCTTTGGATGATTTGGTGATTA 

CCTCATTCCTCTCCGGCCCCGGTTCATCCACATTGCCGCAGGTGATTTTCTCCAAAATCA 

AGTTGGGTCTCGATCCTCAGATGAATGTCTTGGCGACCATCCTAATCGGCATCATCGGAA 

CATTGGTCATCATCGTCAATTATTGGATGATGAGGCAGGCAACCAAGCGTGACCGAGAAG 

CGGCAGAAGCCTACCGCCAGGAAAAATTGGCTGCCGAGAAAGCAAATTAATTAATAAGGC 

AGGCTGACCGCATGACTGGGTCAGCCTGTTTTCTTCAACCGATTTTCTGTTTGGACGATA 

TGGCCCGACAGCCTGTATCATTCCGTCCGAAAATACACCTGATAAAGCAAACACAATGAT 

TCGCCCTGATTTTCAAGAATATCTGCCTTCTTATTATTTCAGTTCGGTTAATCCTCATAC 

TGTTTATCCGAAACTTCAATGCCGTCTGAAAACCGATACCTGTATCATCGGCGGCGGATT 

GGGTGGTTTGTGCACTGCATTGCCCTTGGCGGAGCAGGGACATGAAACGGTTGTGTTGGA 

AGCCGCGCGTATCGGTTTCGGCGCGTCGGGACGGAGTGGCGGGCAGGTTATCAGCGATTA 

CGCCTGCGGTATGGGGGAAATTGAAAAACAGGTCGGCTTGGAGCAGGCGCAATGGTTTTG 

GCAACAGTCTTTGCAGGCGGTCGAACTGGTGGACGAACGCGTCCGCAAACATGCCGTCGA 

TTGTGATTGGCAGCGCGGTTATGCCACGGTTGCCGTCCGTCCGCAGCATTGGGAAGAGTT 

GCAGCAGTGGCATGAACACGCCCAACGGCATTACGGTGCGAGTCATTATCAACTTTGGGA 

TAAAGCCGAGTTGAAACAGCAGCTTGACAGCGATATGTACCAAGGGGCACAATTCGACCC 

CTTATCCGGACACCTGCATCCGCTCACTTACACTTTGGGCATCGCTCGTGCCGCTGCCGA 

AGCCGGTGCGCAGATTTTCGAGCAATCCCCGATGACGTGCATCGAACCGCATCAAAACGG 

TTGGCTGGTTTACACGCCCGAAGGCAGCGTCGAGTGCAAAAATGTGGTCTATGCTGTCAA 

TACTTATGCAGGTTTGAACCCGATATTCCGGCCTTTGGAACGCAAGGCGATTGCTGTCAG 

CACCTTTATTATTGCGACCGAACCCTTGGGGGCGCGCGCAAAAGGGCTTATCCGTAACAA 

TATGGCAGTATGCGACAACCGCCATATTTTGGATTATTACCGCCTCAGCGCGGACGGCAG 

ACTGCTTTTCGGCGGTAAGGATAACGAGTTTATCGACAATCCTGAGCGTATGACCGAGCT 

TGTCCGCCAAGATATGCTTAAAGTTTTTCCGCAGCTTGCCGATGTCAAAATCGAATATTC 

GTGGGGCGGGGAGTGCGACATTACCGCCAACCTTGTCCCGCATTTCGGACGTTTAGCCCC 

GAATGTTTTTTATGCGCAAGGTTATTCCGGACACGGGATGGCGATAACAGGCATTGCAGG 

TCTGGCGGTTGCCGAAGCAATTTTAGGGGACGAATGCCGTCTGAAGCCGTTTGAGCGGTT 

GCGCCAGCCGAATATTATCCTGCAACCGTTTTTGCGCAAACTCGGTTCTTTCCTCGGCTC 

GAAATATTATCAGTGGAAAGACAGCCGTTAAGCGTCGCAGGCAGTATAGTGGATTAACAA 

AAACCAGTACGGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGGTGAAG 

CACCAAGTGAATCGGTTCCGTACTATCTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGA 

TTTTTGTTAATCCACTATATGTTTATCCATCGGCGGCAAACGTGAAAAATGCCGTCTGAA 

ACCCGATTTTCAGGCTTCAGACGGCATAGCCGCCCTTATTCCACGCGTTCGCCGTGGATA 

TTCAGATCCAAACCTTCGCGTTCGACATCCTTGCCGACGCGCAGGCCGCCGCAGATTTTC 

CCCACGACCTTCAAAATCGCCCAACTCATTAGCCCGCTGTATGCCGCCATAACGACCCCG 

TCTTTTACCTGTATCCACAACTGCTGGCAAACTGCCGCATCCCCGCCGAAAATGCGGTTG 

TCGAAAAAGATGCCGGTCAATATTCCGCCCACCAGCCCGCCGAATCCGTGTATGCCGAAA 

GCGTCCAAAGAATCATCGTAACGCAATTTGTGTTTGACGACGGTGACGGACACAAAGCAC 

GCGGCGGCAGTCAATATACCGATGGCGGCCGCGCCCGACGGGCCGGTAAAGCCGGCGGCA 

GGGGTGATGCCGACCAGACCGGAAACCGCGCCGGAAGCCAGCCCCAAAGCGGAAGGTTTG 

TGTCCCGCTATTTTTTCGCAGGCAAGCCAGCCTGCCGCGCCGAATACGGCCGACACCTGC 

GTTACCGCCATCGCCATACCCGCCGCCGCGTCTGCCGCAAGCGCCGATCCGGCGTTAAAG 

CCGAACCAGCCGAACCACAACATTGCCGCGCCGATCAGTGTCATCGCCATATTGTGCGGA 

GGCATCGCCTCGCGCCCGTAGCCTATGCGCCTGCCCAAAACCAAGGCGGCGACGAGTCCC 

GCGATACCGGCATTGATGTGCACCACCGTACCGCCGGCATAATCCAATACGCCGCCCTTG 

CTCATAAAGCCGCCGCCCCACACCCAATGCGCGCCCGGCACATAAACCAATAAAAACCAT 

ATGCCCGAAAACAGCATCATTGCCGAATATTTCATCCGTTCGGCAAACGCGCCGGTAATA 

ATGGCGGTCGAAATAATGGCAAACGTCATCTGAAAAAACATAAATACCGGTTCGGGAACA 

GTCGGCGCATTGGGCGACACGGTCAGCATCTGTGCGGTAGCGTCTATCTGCATCCCGCTT 

AAAAATACGCGCCCCAAACCGCCGATAAAGGCATTTCCCGGCGTGAACGCTAAAGAATAG 

CCGACGGCGACCCAAAGGATGCCCACCAATGTCGCGATGGAAAAGCTGTGCATCATCGTC 

GAGAGCAGGTTTTTTTTCCGCACCATACCGCCGTAGAATAAAGCCAGCCCGGGAAGCGTC 

ATCAACAGTACCAAGGGAGCCGCAGTCATCACCCAGGGGGTATCGCCCGAATTGACGGCG 

GAATAAGGCTTCCACCAGTTTAAAGGTTCTGCCGATAGGGATGCCGGCAGCAAAGATGCC 

GCCCATATGTGTTTTTTCATTTTGACTAAAGTTTCCTTAATGGTTGAGCCCGTCTTTCGG 

AAAGGCGGGGTCGGGGCTTGTCCGGGAGGGACGCAAGCCCTGCCGGACCGGGGCGGCGCG 

GGGATTTTGCCGATGTGCCGCCAATCCCTTGTTTGAATATGGAAATATCGCATCCGATCC 

CTTGCACCCGTTGTCCGGCGGGAGGATTTATCCTTAGGCGGCGCATATGTGGGCGTATGG 

ATTGTCAACAATTTACTGTAGGAAAATATACAGAGGTTTGGGCGATAAGGCAAAATATTG 

TTGACAATATTTTTATTTTATAAAATTAATTTATTGATTAATATATTAAAAATTTTTAAT 

TGGAAATATAGTGGATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAA 

TAGTACGGAACCGATTCACTTGGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTA 

AGGCGAGGCAACGCCGTACTGGTTTTTGTTAATCCACTATAAAAATTTATGGGGCTGTCC 

TAGATAACTAGGATAAACTCGATTTTACTAATTGTTTTAAAATGGAAATTTGAACTTTTA 

TCTCGCTGTTGTTAAAACGTCGTTCGTACCCCTTTAAATACAGCTCAAAATGCGCTTTGG 

GAATGCCGTCAAACTTGCGTAAATGACGTTTTGCCCGGTTCCAAAAGTTCCCAATTCCAT 

TGATATGGTTTTGTCGTTCAGCAAAATAACTTTCATCTGCTTCTACTTCGCCGTCAAACA 

TTTCCAAATGCGGACTGTTTTGATAAATAAGTAATCGTAAACGATGAAAATAATAGGCTG 

AGGTACTTTTATTAACGCCTACTAACTCTGCTGCTGTTCTTGCAGTTACACCTGCGACAA 

A(yVGTT(yUVTGAGTTTATTTTGTTTATACCGGCTTAGACGAATTTTTCTCATAGGGGC^ 

CTCTAACTTAATTTGAATTTCCCTAGTTATCTAGGACAGCCCCAAATTTATACAAAAATG 

AGTGCGGTTCGGCGCAACCTTGAATCAAGTTCCCGCATCGGTTTTCATTGCCGGTACGGA 
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TGCGTTCAAGCCGGCTTTGCAAAGGCCGCGCTTTCGGCAAGCGGACACGGACACTGCCGA 

CGGTTGCGCCGTTAACGGGGGGAGGGAGGAGCTGCGCCGACCGTGTGAATGAAAGTGCCG 

TCTGAAACCCGATTTTCAGGCTTCAGACGGCATTTCGCATTAATGCGGGCGGCGCGTTTA 

TTTGCCGCGCATCAGTTCAAAGAAATCGTCGTTGTTTTTAGAGGCTTTGATTTTCCCGAT 

TAAAAATTCGGCTGCCTCGATTTCGTCCATCGGGTGCAGGAACTTGCGTAAGAGCCACAT 

ACGTTGTAACTGGTCGTTTGGGACAAGCAGCTCTTCGCGGCGCGTGCCGGATTTGTTGAT 

GTTGATGGCGGGGAAGAGGCGTTTTTCCGCCATACGGCGGTCAAGGTGCAATTCCATATT 

GCCGGTGCCTTTGAATTCTTCGTAAATCACATCGTCCATACGGCTGCCGGTTTCAACCAA 

TGCGGTGGCGATGATGGTCAGCGAACCGCCTTCTTCCACGTTGCGCGCCGCGCCGAAGAA 

ACGTTTGGGACGATGCAGCGCGTTGGCATCGACACCGCCGGTCAGGATTTTGCCCGAGGT 

AGGCACGACGGTATTGTAGGCGCGGGCAAGGCGGGTAATCGAATCCAGCAGGATGACCAC 

GTCTTTTTTGTGTTCCACCATAGGCTTGGCTTTTTCAAGCACCATTTCGGCAACTTGGAC 

GTGGCGTTGAGCCGGCTCGTCAAAGGTGGAGGAGACTACTTCGCCACGGACGGAGCGGCT 

CATTTCGGTTACTTCTTCGGGACGTTCGTCAATCAAGAGGACGATGAGTTCGACTTCGGG 

ATAGTTTGCGGTAACGGCGTGGGCAATGTTTTGCAGCATCACGGTTTTACCGCTTTTGGG 

CGGGGCAACCAAGAGGGCGGGCTGAGCTTTGCCGATAGGGGAAATCAGGTCGATGGCACG 

TCCGGTCAGGTTTTCTTCGGACTTTAAGTCGCGTTCCAGCTTCAACTGTTCGGTCGGAAA 

CAGCGGGGTCAGGTTTTCAAACAGGATTTTATGGCGGCATACTTCCGGGTGGTCGCCGTT 

GATGGTATCAAGCCTGACCAGGGCAAAATAGCGTTCGTTGTCTTTTGGGACGCGCACGCT 

TCCTTCGATGGTGTCGCCCGTATGCAGGTTGAAGCGGCGGATTTGGGTGGGCGAGACATA 

GATGTCGTCGGGGCCGGCAAGATAGGACGTGTCCGCGCTGCGGAGGAAGCCGAAGCCGTC 

GGGCAGGATTTCAAGCGTGCCGGAGCAGGTGAAACCCTCGCCTTTTTTCATCATCTGGCG 

GACGATGGCAAATACGAGGTCTTGTTTGCGGAATCGGTTGGCGTTTTCGATGCCGTGTTC 

TTCCGCCAATTCTAAGAGTTTGGAAATGTGCAGGGTTTGTAATTCGGAGACGTGCATAAT 

AATGATGTATTTTGAAGAGGAAAAAGACAGGCAGATGCCGTCTGAAAGAAGAAGCTGACC 

GTTGCCGGTTGCTCGGGGAAGGGGGAATTGTAGGCAGTCGGCGCGTGGGTGTCAAATATT 

ATCGCGGACGGGGCATCGGCAGGAAATGCCGTCTGAGCGGAGCTGCTTGGAAAAAAATAC 

CCCCGCGCTTTTCAGGCTCGGGGGTATGGGCATTGATTATTTGTTCAATTCATTCGCCAA 

ATATAGCCAAGTTTCGATGACGGTATCCGGGTTCAGGGAAACGCTTTCAATGCCTTCCTC 

AACCAGCCATTTGGCGAAGTCCGGATGGTCGGACGGGCCTTGACCGCAGATGCCGACATA 

TTTGTTCTGCTTGCGGCAGGGGGAGATGGGAAT3GTGaiGCSTCACTT^ 

GCGTTCGTCAAACGATTCGGATACCAAGCCGCTGTCGCGGTCGAGACCGAGGGTCAGTTG 

GGTCATGTCGTTCGAGCCGATGGAGAAGCCGTCGAAGTATTGCAGGAATTGTTCCGCCAA 

TACCGCGTTGCTCGGCAGCTCGCACATCATAATCAGGCGCAGGCCGTTTTTGCCGCGTTC 

CAAGCCGTTTTCTTTCAGGGCTTTGACAACGGCTTCGGCTTCGCCCAAAGTGCGGACGAA 

CGGAATCATGATTTCAACGTTGGTCAACCCCATTTCATCGCGGACGCGTTTCAAGGCTTT 

GCATTCCAAGGCGAAACAGTCTTTGAAGTTGTCGGCGACATAACGCGCCGCACCACGGAA 

GCCCAACATCGGGTTTTCTTCATGCGGTTCGTATACGTTGCCGCCGACCAGGTTGGCGTA 

TTCGTTGGATTTGAAGTCGGACATACGGACGATGGTTTTACGCGGATAAACCGATGCGGC 

CAATGTCGCCACGCCTTCGGCGATTTTATCGACGTAGAAGTCGACAGGGGACGCGTAACC 

GGCGATACGGCGGGTAATTTCCGCTTTTAATTCGTCGTC TTG TTTGTCAAATTCCAACAA 

GGCTTTGGGGTGGATACCGATTTGGCGGTTGATGATAAATTCCATACGCGCCAAGCCGAT 

GCCTTCGCTGGGCAGGTTGGCGAAGCTGJUITGCGAGTTCGGGATTGCCGACGTTCATCAT 

GACTTTTACAGGTGCTTTAGGCATATTGTCTAAGGCGACATCGGTAATCTGTACGTCCAA 

CAGACCGGCATAGATAAAGCCGGTATCGCCTTCGGCACAGGATACGGTAACTTCTTGACC 

GTTTTTCAGCAATTCGGTTGCATTGCCGCAGCCGACAACGGCAGGAATGCCCAATTCACG 

CGCGATGATGGCGGCGTGGCAGGTACGGCCGCCGCGGTTGGTAACGATGGCAGAAGCACG 

TTTCATCACGGGTTCCCAATCCGGATCGGTCATGTCGGTAACGAGTACGTCGCCGGCTTC 

GACGGAATCCATCTCGGAAGCATCTTTAATCAGGCGCACCTTGCCCTGACCGACTTTCTG 

ACCGATGGCGCGGCCTTCGCATAATACGGTTTTGTCGCCGTTGATGGCGAAGCGGCGCAG 

gttgcggttgccctcttcttgggattttacggtttcgggacgggcttgcaggatgtagag 

tttgccgtccaagccgtcgcgtccccattcgatatccatcgggcggccgtagtgtttttc 

gatggtcagtgcgtaatgcgccaactcagtaatttcttcgtcggtaatggagaagcggtt 

gcggtcttcctcggggacatcgacgttggttacggatttaccggcttctgctttgtcggt 

aay yvtcattt tgat gtgttttgaacccatggttttacgcaggatggcgggcttgcccgc 

tttgaxx:gtgggtttgaacacataaaattcgtccgggttgaccgcaccttgtacgacgtt 

ttcgcccagaccgtaagaggaggtaacaaagacgacttgatcgtagccggattcggtgtc 

gagggtgaacatcacacctgatgcgccgctgtcggaacgcaocatgcgttgaacgccggc 

ggaaagggcgacgatgtcgtgttcgaagcctttgtggacacggtaagaaatggcacggtc 

gttatacagggaagcgaatacatggtgcatcgcttctttaacgttatccaagccgttgat 

gttcaagaaggtttcctgttgtccagcgaatgatgcgtccggcaggtcttcggcagttgc 

ggaagaacgtacggcaacggaaatgtccgcaccgccggcatcggcaaccattttgttcca 

tgccgcttcgatttcggcatcgagctgttcggggaaaggcgtatccaaaatccattggcg 

gatttctttgccgacgcgtgccagttcggcaacgtcttcgacatccaattttgccagtgc 

ggcggaaatgcgttcgctcagaccgttgtgtgcgaggaatgcgcggtaggcttcggccgt 

ggtggcaaagccgccggggacgcgaacgcctttttcggtcagctgactgatcatttcgcc 

cagcgaggcgtttttaccgcccacgcgttcaacatctgtcatacgcaggttttcaaacca 

gattacgtagttgtcggccatttgtgtgtccaatccaaaatatgttaaaaaagaaacaaa 

tccgcgtgcttattttaagcgattcgttcctctgctgtcatgtgttttatccgttttaaa 

atcatgatgccgtctgaaaaattgcggtttcggcgtgtgtagcggtttgaaacttacagc 

cggtatacttctttttttgggtattttctttgtaaaacaggtggtttgaataggttaatg 

ttttttctgtttgatttttttgtttattttttaaaattttctgccaaaa 

taaataattttatttcaaaattatattgtgtctgtttgggtgtaatccgaggtaggtgtg 

ctgggggtggtttccttgtgtctgctgctgctgttatgatgggattttaaacctgtgttt 

TAAGGATGGAAGATGAGCAGTCGGCGCCATGTGTTTTACATTTCCGACGGTACCGGTCTG 
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ACTGCTGAGAATATCGGCGAGGCGTTGCTGAACCAGTTTGGCAATCTGTCGTTCAAACGC 
CATACGCATCCGTTTGTCGATACGCCGGAAAAGGCGCGCGCGGTGGTGGAGAAGGTCAAT 
C GG AGCCGGCAGGAAAACGGTCAGCGTCCGATTGCGTTTGTCAGTGTGGTTGATGACGAA 
ATCCGTCGGATTATCAAAGGGGCGGATGCTTTTCAGATTAATTTCTTTGAGACTTTTTTG 
GGACTGTTGGAGAAGGAACTCAATACCGAAGCCACGGCATCCGGGCAGGGGCATCACAGT 
ATCGGTAATACGAAGCGTTATGATGCGCGTATGGAAGCGGTCAATTTTTCTTTGAACCAC 
GACGACGGGGTCAGCGATAAGAACCTTCAGGAAGCGGATGTAATCTTGATGGGTGTATCG 
CGTTCGGGCAAAACGCCGACCTGCCTTTACCTCGCCCTGCAATACGGCATCCGTGCGGCA 
AACTATCCGCTGATTCCCGACGATTTGGAATCGGCCGATCTGCCGCGTATGGTCAAGCCT 
TATAGGGATAAGCTGTTCGGGTTGACCATCCAGCCGGAACGTTTGCAGGCCATCCiSCCAA 
GAGCGCCGCCCGAATTCAACTTATGCCAAAATCGATACATGCCGCAGCGAGGTGGCGGAC 
GCGCAGAGTATGTTCAGACGGCATGGGATTCCGTTTGCGAATACGACGGATAAGTCGGTT 
GAGGAATTGGCGGTACACATCCTTCAGGCGTGCAAGCTCAAACGCAGGTTTTGACGGGCT 
TTGATTCGGTTTGAAGGCGGAACTGCCGTCTGAAATCAGGTTTCAGACGGCAGTTTTATA 
GTGGATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAATAGTACGGAG 
CCGATTCACTTGGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCA 
ACGCCGTACTGGTTTTTGTTAATCCACTATATGTTTGTGGGGCGGATATTTTTCAGGGCT 
GTATTTTGTCCAGACATTCGAGCAGATCGAGTGGCGTGCGGATGTGGAAATCCGCCTGCC 
ATGAGCCGGTATCGTCTTCGGGAGCGATGTAGCCCCATTCGGCGAGGACGGTCGTCATAC 
CGGCGTTGCGCCCCGCCTGTATATCGCGTTCCGCGTCGCCGACGTAGAGTGTGTGTTGCG 
GGTCGGCGTGGATTTGTCCGCACGCATACAGCATGGGTTTGACGCTGGGCTTGGGCTCGC 
CGCAGGTGTCGCCGCTGACGACGACGGCGGGTGGGATGATGAAGCCGAGTTTGGGGACGA 
GTTTGTCGGTGAAGCGCATGGGTTTGTTGGTGATGATGCCCCATTTGATGCCGCGTTTTC 
CGAGTTCGGCGATGAGTTCGTTTACGCCGTCGAAGAGGGTGGTGTCTTGGGCGTAGCGGC 
TGTCGTATTCGTCAAGGTATTCGGTGCGCCATCGGGCATAGTCGGGATGGTCGGGGGTGA 
TGCCTGCGCCGAGCTTGATCAGTCCTGCCGCGCCGTGGCTGGCTTGGGTGCGGATTTCGT 
CCATGCTTTTTGCAGGTAGTCCGTGGCGGGCGAGCAGGGTGTTGAGTGCGCCGCCGAGGT 
CTAGGGCGGTGTCGGCGAGCGTGCCATCGAGGTCGAACAATACGGCTTGTATCATGTGTG 
TTCCTTTTTTATAAAGTGCGGGACGAAGGGTTTCAGACGGCATGTTTATTTTGTTTCAAA 
CCCTGCTCGAAATCTTCCAACATATCCAATTCAAAGCGGCTGAAGCCTGCTTTTTCGCGC 
GCTTCGATGTTCACATAGCCCCGGAAGATAAACATATCGTAACGGGCAATCAGGCTGCGG 
AACAGGGCGACAGGCTCCAAACCGCGTTCGCGGCAAAGGTGTTGATACCACCGGTTGCCG 
ATGGCGACGTGTCCCACTTCGTCGCGGTAAATGATGTCCAACACGCCGCAGGTTTCCGAA 
TCACCGCGCTGCGCCACCTTCGCGCGTATGCCGGGCGTAACGTCCAGCCCGCGCGCTTCC 
AA7VACGCGCGGCACTAAAGCCATACGCAACAAAGGATCGTAGGCGGTTTTGTATGCCATA 
TCCCATAAATGATTGTGTGCTTCAAAATCGCCGTAATCGAAGCCGAAAGCGCGCAGCCTT 
TCGCGCATCAGGCGGAAATGGTACACCTCTTCCTTCGCCACTTTCACCCAGTCGCGGACA 
AACTGAAACGGCAGCGTGCGGAAACGGTATGCCGCGTCCAAAGCCAGATTGATGGCGTTG 
AATTCGATATGCGCAATCGCGTGCAGCATCGCCGCATAGCCTTCGGTTGTGTTCATTTTG 
CGTGGCGTCAGCTGCGACGGCGCGACCAAAACAGGCTTGTCCGGTCGTCCCGCGCGGGGG 
AAGTCCGCCGGCGGTGCGTTTGTTTCCGCCCCGTCCGCATTTTGAACGGCGGCAAACGCC 
TCATCCGTCyVGCCGTCCTTTTTCATCTGGGTCGCCCGAAAGCAGGGCGCGTTCCAGCAAA 
GCATAAATATCGGGTTTCATCTCAAGTCCGCCGTGTTCGGAAAACAAATATTATAGCGTT 
TAAAAAAAACAAGATGAGGCATATAATCTCCGCGATTCGGCATTCCGCGCCCAAACCGTC 
AAATATAGTGGATTAACAAAAACCAGTACGGTGTTGCCTCGCCTTAGCTCAAAGAGAACG 
ATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGCTCCGTACTATTTGTACTGTCTGCGG 
CTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATAACGCGGCACACATTAAAGGGCA 
GCGTGGCGCGCCGCCTTTTCCGGTGGGCAAAAAATCAGCCCTCGGAAAACGCGGTTTGCA 
AAATGCAAACCGCCCGTAACGCCGCCCGTATGATT G TTTTGCTGCGCCGATACTTTACGC 
CACACTCATCCCGACAAGGAAAAATAATGATGAAACCGCACAACCTGTTCCAATTCCTCG 
CCGTTTGCTCCCTGACCGTCGCCGTCGCTTCCGCACAGGCGGGCGCGGTAGACGCGCTTA 
AGCAATTCAACAACGATGCCGACGGTATCAGCGGCAGCTTCACCCAAACCGTCCAAAGCA 
AAAAGAAAACCCAAACCGCGCACGGCACGTTCAAAATCCTGCGACCGGGCCTTTTCAAAT 
GGGAATACACCAAACCTTACAGGCAAACCATCGTCGGCGACGGTCAAACCGTTTGGCTCT 
ACGATGTTGATCTGGCACAAGTGACCAAGTCGTCCCAAGACCAGGCCATAGGCGGCAGCC 
CCGCCGCCATCCTGTCGAACAAAACCGCCCTCGAAAGCAGCTACACGCTGAAAGAGGRCG 
GTTCGTCCAACGGCATCGATTATGTGCTGGCAACGCCCAAACGCAACAACGCCGGCTACC 
AATACATCCGCATCGGCTTCAAAGGCGGCAACCTCGCCGCCATGCAGCTTAAAGACAGCT 
TCGGCAACCAAACCTCCATCAGTTTCGGCGGTTTGAATACCAATCCCCAACTCTCGCGCG 
GCGCGTTCAAGTTTACCCCGCCCAAAGGCGTGGACGTGTTGAGCAACTGATGCCGTCCGC 
CCCGATGCCGTCTGAAAGCCGCCGAGGCTTCAGACGGCArrTTTACGCAGGCGGAACAAT 
GTCCCGCATTACCGCCCGATCGGGCACCGGAACGGCAAACCGGTGAAAATTAACGGTTGC 
GCCCCGGCTGTTTTTGCCGTTTAATGCAAACCrrGCTGCACCAAGGGCCAAGAAAGCCGA 
CCGGCCGCCCCCACAGCTTCCGATGCAGGCGGCCCGTCCGTCCCTGCAAT G TTTTTTATT 
TTTGAACGAAAGGTCGAAAACCATGAAAAAAACACTGGT6GCGGCGGCAATCCTGAGCCT 
CGCCTTGACTGCGTGCGGCGGCGGAAGCGATACCGCCGCCCAAACCCCCTCCGCCAAGCC 
CGAAGCCGAACAATCGGGCAAACtCAACATCTACAACTGGTCGGATTATGTCGATCCCGA 
AACCGTTGCCGCCTTTGAAAAAGAAACCGGCATCAAGACGCGTTCCGATTATTACGACAG 
CAACGAAACACTGGAGGCAAAAGTCCTGACCGGCAAATCCGGCTACGACCTGACCGCGCC 
GTCCATCGCCAACGTCGGCCGGCAAATCAAAGCGGGCGCGTATCAGAAAATCGACAAGGC 
GCAAATCCCCCATTACGGCAACATCGATAAAGATTTGCTGAAAATGATGGAAGCCGTCGA 
TCCGGGCAACGAATACGCCGTCCCCTATTTCTGGGGCATCAATACCTTGGCAATCAATAC 
CCAGCAGGTGAAAAAAGCATTGGGTACGGACAAGCTGCCCGAAAACGAATGGGATTTGGT 
- GTTCAAACCC6AATACACCGCCAAACTCAAATCCTGCGGCATCAGCTATTTCGACAGCGC 
AATCGAACAGATTCCCTTGGCGTTGCACTATTTGGGCAAAGACCCCAACAGTGAGAATCC 
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CGAAGACATCAAAGCCGCCGTCGATATGATGAAAGCCGTCCGGGGCGACGTGAAACGCTT 

CAGCTCTTCCGGCTATATCGACGATATGGCGGCGGGCAACCTGTGTGCCGCCATCGGTTA 

CGGCGGCGATTTGAACATTGCCAAAACCCGTGCCGAAGAAGCCGCAAACGGCGTGGAAAT 

CAAAGTATTGACCCCGAAAACCGGCGTGGGCGTGTGGGTGGATTCCTTTATGATTCCGCG 

CGACGCGCAAAACGTTGCCAATGCCCACCGCTATATCGACTACACGCTCCGGCCCGAGGT 

GGCGGCGAAAAACGGCAGCTTCGTTACCTACGCGCCCGCCAGCCGTCCCGCGCGCGAGCT 

GATGGATGAAAAATACACCTCCGACGCATCGATTTTCCCGAACAAAGAACTGATGGAAAA 

AAGTTTCATCGTATCGCCCAAATCCGCAGAATCCGTCAAACTGGGCGTGAAGCTGTGGCA 

AGGGCTCAAAGCGGGCAAATAACCGGAATCCCTGCCGTCTGAAACCTTTCGGGCGGCAGG 

AAACGGCGCGTCCGTTATCAAACAGGGGGGCGTTTCCCCTCCTGCCGGTTATGATTGGGT 

TAAGATTAAAATGATTTAGTAAAATGAGAAAGATATGGATTTAAGTATCGTAGTTCCTAT 

TTATAATGTCGAAAGTTATTTGGAAGCGTGTTTAAGTTCCATAGAATCTATATTAAGTAA 

TGAAAATGTCGAACTTATCCTTGTGAATGACGGGTCAAAAGACGGAAGTGAAGATATATG 

TTACAAATATATAGATAAAATATCAAACAGCAAACAACAAACAACAAACAACAAACAACA 

AACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACA 

ACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAA 

ACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAA 

CAAACAACAAACAACAAACAACAAACAACAAACACCGGACACCAAATATCAAATATATAT 

ATCAGGATAACCAAGGGTTGTCGGAGGCGAGAAATACCGGAATAAAAAATTCAAACGGAA 

AATATATAGTCTTTATTGATTCGGATGATTTTATTAACTGTCAGATTTTGCTGGATTTTC 

TTAGTAAAGATGATACTGATATGCCGGATGTGGTGTTTTTAAATGCGGTTAAATATGATA 

AGGGAAGTGTTTCATATTrrGGCGAAGATTATCAGCCTGAAAAAATACTCAATCAATCCA 

AAGTCGAAGTTTTGAAAGGATTATGCCGATTTAGAAAATTTCCGGGTTCGGCGTGGAATA 

AGATTATAAAAAGAGAATTGATTATTAGAGAAAAACTGTTTTTTGAAAGGGGAATTTATT 

CTGAAGATATCGAATGGTCAATGAGGTTATTTAATGCGGCAACAACTTTTTCTTATTTGG 

ACGGTTGTTATTACTATTATCGGCAGGGAAGAAAAGATTCTATTACGGGAACTGTTTCGG 

AAAAAAGTATAAAGTCATTATTATATATTTTGGAGAAAAATGCGGAAATGGAATTTAATA 

GGGATATATCGAGTTATCTTTATTCTTTTCTTTCCTACGAATATCTCGTTTTGCTTTTTA 

TAATGACGAGTAAAAATATAGAGTGTGATGCTGATATAAAAAGAAGGGCGTATCATTTAA 

GGTTTATGCTGTTAAAGTCCAATAAATTGATATATAAGCTGATATTCCCGATAATCACAT 

TACTCGGGGTCGATATTACAGGCAGGATTTTAAAAGCAATCAGGGGGAATATTTAATAAA 

TCCTTTAACAATATATACCTTACCGAAGGAGGAAAAATGAACGCAATCCGAACTTTCCAA 

AACCGCACGCCCGAAATCCACGAAACCTGTATGATAGACGAAGCCTGCGTCGTCATTGGC 

GAAGTGTCGCTTGCCGAAGATGTTTCCGTGTGGCCGTGCGCCGTGTTGCGCGGCGATGTG 

AACAGCATCACCGTCGGCGCGCGCAGCAATATACAGGACGGCAGCGTCTTGCACGTTTCC 

CACAAAACCGCCGCCAAACCCGAAGGATCGCCGCTGGTTATCGGCGAAGACGTTACCGTG 

GGGCACAAAGTGATGCTGCACGGCTGCCGTATCGGCAACCGCGTCCTGGTCGGCATGGGG 

ACGACGGTTCTGGACGATGCCGTGATTGAGGACGAAGTGATGATCGGCGCGGGCAGCCTC 

GTTCCGCCGCGCAAACGCTTGGCGGGCGGCTATCTTTATGTCGGTTCGCCGGTCAGACAG 

GTGCGCGTGCTGACCGATGAGGAAAAAGCCTTTTTGAAATATTCCGCCGCGCATTATGTG 

AAGCTGTCGAAACAGTACGGGATGTGAAATCACATCGGCGTTCTTGCGTCAGCCCCAAAT 

TCATGCGGATGGGACGCATCCGATAACGGTATCCGATGCGCCTTGATTTTGACCGTCTGC 

GTTTGAATTGCAGGCAAAAATGCCGTCTGAAAGCCTTTTTTCGGGTTCAGACGGCyVTTTT 

ATTGCCGATTGTTTTTTAAAGTTTGACCGAATGTTCGCGCGTTTCGTGGAACACGATGTC 

CGGCCAGCGTTCTTGCGTCAGCCCTAAATTCATGAGGACGGGATGCCCGATAACGGTATC 

CGATGCGTCTTGATTTTGATCGGTGCATTTGAGTTGCAGGCAAAAATGCCGTCTGAAAGC 

CTTTTTTCGGGTTCAGACGGCATTTTATCGCCGATTGCTTTTTACAGTTTGACCGAATGT 

TCGCGTGTTTCGTGGAACACGATGTCCGGCCAACGTTCTTGCGTGAGTCCCAAATTCACG 

CGGTTGGGGGCGAGGTAGGCGAGGTTGCCGCCTGCGTCGATGGCGAGGTTGCCCGCGTTG 

GCTTTTTCAAATTCAGCCAGTTTTTTCTTGTCGTCGCACGATACCCAGCGCGCCGACCAG 

ATGGATGCGCTGTCGAACACGGCTTCTACGCCGTATTCGTTGGCGAGGCGCGAGGTAACG 

ACTTCAAACTGCAACACGCCGACCGCGCCCAAAATCAAATCCGCGCCGCTCATCGGTTTG 

AACACCTGCACCGCGCCTTCTTCGCCGAGCTGTTGCAAGCCTTTTTGCAGTTGTTTGATT 

TTCAGCGGGTTTTTGATGCGTACGCTGCGGAACAGTTCGGGTGCGAAGAATGGGATGCCG 

GTGAACGCCAGTTGTTCGCCTTCGGAGAAGCTGTCGCCGATTTGGATGTTGCCGTGGTTC 

GGGATGCCGATAATGTCGCCGGCGTAGGCTTCTTGaftGCAXK:!rX:GGGGTCG!I3a^^ 

AAGGTAACCACGCTGGAGGCGGCGATTTCGCGGTTGATACGCAGGTGTTTCATCTTCATG 

CCGCGCTCGAATTTGCCGGAGCAGACGCGCAAGAAGGCAATACGGTCGCGGTGTTTCGGG 

TCCATATTGGCTTGGATTTTGAAGATAAATCCGGAAAACTTCGGCTCGTCCGGCTCGACC 

ATACGTACGGTCGCGTCGCGCGGTTTCGGCGCGGGCGCCCAGTCAATCAATGAATTGAGG 

ATTTCCTGAATACCGAAGTTGTTAATCGCAGAGCCGAAGAATACGGGCGTGAGTTCGCCG 

GCGAGGAATTCGTCGAGATTAAACTCGTTGGAAGCCGCCTGCACCAATTCGATTTCGTCG 

CGCAACTGCTGGATTTCCAACGGAAAGCGTTGTTCCAATTCAGGATTATCGATGCCTTTG 

ATGATGTCGAACTCGTGCGGCAGGCGTTCGCCGCCAGCTTCAAAGAGATAAATTTCATCG 

TTCAGGATGTGGTACACGCCCTTGAAGTTTTTGCCCATACCGATCGGCCAGGTAACGGGC 

GCGCAGCGGATTTTTAAAATGTTTTCCACTTCGTCCAAAAGTTCCAGGGAATCGCGCACT 

TCGCGGTCGTATTTGTTCATAAACGTAACAATCGGTGTATCGCGCAGGCGGCAGACGTTT 

AAGAGCTTGATGGTTTGCGCTTCCACGCCTTTTGCCGCGTCGATGACCATTAATGCGCTG 

TCCACGGCGGTTAAAACGCGGTAGGTGTCTTCGGAGAAGTCTTGGTGTCCCGGCGTCTCC 

AAGAGGTTGACGGTGTGGTCTTTGTAATCGAACTGCATCACACTTGATGCCACGGAAATG 

CCGCGCTGCTTCTCGATTTCCATCCAGTCGGAAGTGGCGAATTTGCCGGTTTTCTTGCCT 

TTTACCGTACCCGCGCTCTGAATCGCGCCCGAAAACAGCAAGAGTTTTTCAGTCAACGTG 

GTTTTACCTGCGTCAGGGTGGGAGATGATGGCAAACGTGCGGCGGCGGCGCACTTGGTCG 

AGGATTTCTTGGGACATGGTTTTCTTTGCAAAAAGGTTCAGGCCGCTTTTCyiGACG^ 

GGACAGTGTTTGAGACGGCGAAATTGTACAAAAAAATGCCTGATAATTCAATGTTGGAGG 
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CGGTCAGTGCGTGCTGCCGTAAATCTCTTTTTCGTCTTTCAGGACGGCATCGGCGGTTTC 
CCACGCGCTGCCACGCCAGACTTTGTAAAAGCAGCTTTCTCGCCCGGTGTGGCAGGCGAT 
GCCGCCGTTTTGGGCGATGAGCATCACAATGGCGTCGCCGTCGCAGTCGAGGCGCAGTGC 
GCGGACTTTTTGCGTGTGTCCCGACTCTTCGCCCTTCATCCATTGTTTTTGGCGCGAACG 
GCTGTAATAGTGGGCAAAGCCGGTTTCGACGGTTTTTTGCAGGGCTTCGGCGTTCATCCA 
CGCCACCATTAAAATACGTTTGGTTTCGGCATCTTGGGCGATGGCGCAAACCAAACCTTT 
TTCGTCAAATTTGACGGCTTCAAGCAGGTTTTTATCCATATTTCCTTTCAGACGGCATAG 
TCGAGGCGGTCAGAGGCGCACTTCGATGCCGGCTTCGCGCATAGCGCGTTTGGCTTCGCG 
GATGGCGATTTCCCCGAAATGGAAAATGCCGGCGGCAAGTACGGCATCGGCTTTGCCTTC 
GGTTATGCCTTCAATCAGGTGCCGGACATTGCCGACCCCGCCGGAGGCGATGACGGGGAT 
GTCGACGGCTTCGGCAACGGCGCGGGTCAGCGGCAGGTTGAAACCCTGTTTCGTACCGTC 
CCTGTCCATACCGGTGAGCAGGATTTCGCCCGCGCCGCGTTTTTGCATTTCGACCGCCCA 
TTCCACCGCATCCAAACCGGTCGGATTTCGCCCGCCGTGGGTAAAGATTTCCCAGCGTGT 
GTTTTCGGGGTTGGCGGCTTTGGCATCGACGGCGGCGACGATGGCTTGCGAACCGAAAAA 
TCCGGCGGCTTCGTCAATTAAATCGGGACGGGTAACGGCGGCGGTGTTGATGCTGACTTT 
GTCCGCGCCGGCATTGAGCAGGCGGCGGATGTCGGCAACGGTGCGTACGCCGCCGCCGAC 
GGTCAGGGGGATGAAGACTTGTCCGGCAACCTCTTCGATGATGTGCAGGATGGTGTCGCG 
GTTGTCGGATGAGGCGGTGATGTCGAGGAAGGTCAATTCGTCCGCGCCTTCGCCGTTGTA 
GCGTTTGGCGGCTTCGACGGGGTCGCCCGCGTCGCGCAAACCGATGAAGTTCACGCCTTT 
GACGACGCGCCCGTCTTTTACGTCGAGACAGGGGATGATGCGTTTTGCCAGTGCCATAAT 
CGGATGCCTTTAGTCGAGGGAATCTGCCAGTTGCTGCGCTTGGGCAAAATCGATGCTACC 
CTCGTAAATCGCGCGGCCGGTAATCGCGCCTGCTACGCCATGTTTTTCGGCGGCACACAG 
GGCGCGGATGTCGTCCAAGCCGGTCAGTCCGCCGGAGGAGATGACGGGAATGCGGACGGT 
TTGGGCGAGTTTGACCGTCGCGTCGATGTTCACGCCGCTCATCATACCGTCGCGCCCGAT 
GTCGGTGTAGATGATGCTGTTGACGCCGTCGTCTTCAAAGCGTTTTGCCAAATCAATTAC 
ATGATGCCCGGTTACGGTTGCCCAGCCGTCGATGGCGGCCATACCGTCTTTGGCATCCAG 
CCCGACAATAATCCTGCCGGGGAAGGCTTTGCACGCCTCGCGCACGAAGTCGGGGTTTTT 
GACCGCCGCCGTGCCGATAATCACGTCGTTTAAGCCCAAATCCAAATATTGTCCGATGGT 
TTTCAAATCGCGTATGCCGCCGCCGAGCTGTACGGGGATGTCTTTGGCGACAGCGGCAAG 
GATGTCTTTGATGGCGGGCAGGTTTTGCGGAACGCCGGCAAACGCGCCGTTCAAATCTAC 
CAGATGCAGGCGGCGCGCGCCTTGTTTGAACCAGTGCAGCGCGGTTTCGGCGGGCGAATC 
GGAAAAGACGGTCGCCTCTTCCATCAGCCCTTGTTTCAGGCGGACGCAGCGTCCTTCTTT 
CAAATCGATGGCGGGTATCAGCAGCATAATTTTTCTCCTTGTGCGGGGCCGTGTCCGGCT 
TACCAGTTTAAAAAGTTTTTCAACATCGTCAGCCCGGCTITCGTGGCTTTTTTCGGTGTGA 
AATTGCGTGGCGAATACGTTGTCTTTGCCGACGATGCAGGCAAACGGGGACGGGTAGTCG 
CTTTCGCCCAATATGGTTTCGGGATTTTCGGGGGCGAAATAGTAGCTGTGGACGAAGTAA 
AAACGCGTGTCTTGGGGAATATCTTTAAACAGCGGGTGGTTTTGGGTTTGGCGCACGGTG 
TTCCAGCCCATATGCGGGACTTTCAGACGGCATCCCTGCGGGTCGCGGAGGTCGCGCTCA 
AAGCGTCTGACTTTGCCGCCGAACCAGCCCAAGCCGTCGGTGTTTCCTTCTTCACTGTGG 
TCGAATAAAAGTTGCGCGCCGACGCAGATTCCGAAAAACGGTTTGTTTTTTAAGGCATCT 
TTGACTGCCTCGTCCAAACCGTCTCGTTTTAATGCCGCCATACAGTCGGGCATCGCGCCC 
TGACCGGGAAAAATGACTTTGTCGGCGCGGGACACGCGGTCGGGGTCGCCGCTTAAAAAG 
ATTTCGGTATTTTTTCCGGCAAGCTGCCCCGCCGTCCGGACGGATTTC7UVTACGGAATGC 
AGGTTGCCCATACCGTAATCGATAATGGCGGTTTGCATGGCTTCCTCCTCTTTTTTTGCA 
ATATGGCTGCGATTTTAACAAACAAATGTGCCGTGCTGATAAAAATGCCGTCTGAAAACG 
GGAGTCTGTCTTCAGACGGCATAGGGTTTAAACCCGGAAAGCCGTTTGTCAGCCTTCCAT 
TTGTTTTGCCTGAACGGCAGTCAGGGCGATGGTAAACACIGATATCTTCTACCAGTGCGCC 
GCGGGAGAGGTCGTTGACCGGTTTACGCAGGCCTTGCAGCAGCGGGCCGACGCTTAAGAC 
GTTGGCGTTGCGTTGGACGGCTTTATAGGTGCAGTTGCCGGTGTTCAGGTCGGGGAAGAC 
CAAAACGGTTGCCTGTCCTGCCACCGGGCTGCCCGGAGCTTTGGATTTGCCCACACCCGG 
CACGGTTGCCGCATCATATTGCAGCGGGCCGTCGATGGCGAGGTCGGGGCGTTTTTCCCG 
GGCAAGTTTGGTTGCTTCGATGACGGTATCGACATCGGGGCCGCTGCCGGAGTTGACGGT 
GGAGTAGGAAATCATCGCCACTTTCGGGTCGATGCCGAAGGCTTTTGCGGAATCGGCAGA 
CTGGATGGCGATGTCGGCAAGCTGTTGCGCGGTCGGGTTCGGATTAACCGCGCAGTCGCC 
GAAGACGAGGACTTGGTTGGGCAGCAGCATAAAGAATACGCTGGACACGAGGCTTGCGCC 
CGGTGCGGTTTTAATCAGTTGCAAAGCGGGGCGGATGGTGTTGGCGGTGGTGTGAACCGC 
ACCGGATACCAAACCGTCCACATCATTTTGCGCCATCATCATCGTACCGAGTACCACGGT 
GTCTTGCAGTTGCTTGCGCGCGTCTTCGGGTGTCAGGCCTTTGGATTTGCGCAGTTCGCA 
CATCGGCTCGACGTATTGTTCGACCAATGAGGCGGGATCGATGATTTCCAAAGAGTCGGG 
CAGGCTGATGCCGCGTTCTTTGGCAACGGCTTCGACTTCTTCGCGTTTGGCAAGCAGGAC 
GCAGCGGGCAATGCCTTTTTCGTGGCAGATGGCGGCGGCTTGGACGGTGCGGGGTTCTGC 
GCCCTCAGGCAGGACGATGCGTTTGTCGGCTTGGCGGGCGAAGTCGATCAGGTTGTAGCG 
GAATTGCGCCGGCGACAGGCGTTTTGCTTCGCGGCCTGCCAATACGGATACGTCTTTCAG 
CGCGTCGCTCGAACCGAAGAAGGTCAGGCCGGTTTTTTCGGCTGCCGCTTCGGCAACGGA 
GGCTGCCGCGCCGTCCACGACAAAACCTTCCAATACGCCCGGCGCGGCGGCGAAGAACTG 
TTTGGCyUlGGTTCACCCGATTTGCCAGTTCGTCGGCATCGGCGTTGTCGGAACGGACGGC 
GAAGACGGCTGCCGCGTCAAGGGACAATGCCAGTTCGACGTTTTTGCCTGCGAGGTAGAT 
TTTGTCGGCATCGGGCGCGATGCCTTCGATGACGAGGTTGGCGGCATCGAGTGCGGCAAC 
TTTGCCGACCAGTGCGTCGAACCAGTCGTCGCTTTTGCCTTGCGCGAGCAGGGTTTCGGC 
GGTTGCGTCAACGGCTTGGAAAATTTGTGCGTCCAGTGCTTTTGCAAAGGCTTGTGCGGC 
GGCGGAGGCGTCCAGTCCGGCAGATACGGGTACGATGAGTACTTTTGCCATGATATATCC 
TTTCGTATGCTGCGGTGTGCGGCATATGTGGTTGGAAGGGGCGGCATATAGGCAGAAACG 
GCTGCCTGCGTGCCGTGCGTGCCGTGTTTGGCTTGAGGCGCGCAGGTTGAATATAGCAAA 
- CAAATTCTGTTTCCAACAAGATAAATATCCGCAGGCTTGTGGATGCTGCCGCCTTTCAGA 
GGGTATTTCCGGGGAAGAACAGGGCGGGACCGTCCAAATGGAGGACGGCGGAAATGCCGT 
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CTGACAGGGTGGGGGCGGAAGGGAGGTTGAGCGTGAGGACGGTTTGTCCGACCCGGAGGC 

TGATTTCGGTATGCCGCGCTTTGGGCGTGGTTTTGAGAACCACGGCGTGAATGGAGGCGG 

TGGGTGCGGAATGGGGGTGAAGGCTGAACTGTTCCGGACGGATGAGCAGTGTGCCGCGTG 

TGCCTGCGGGTGCGCCGCTTTGAACGGGCAGGCGGCCCAATCCGCAATCGGCGGTGCCGT 

CGGCGTTGAGCGCGGCGGGGAACACGATGCCTTCGCCGATAAACAGGGCGGCATCAAGGT 

CGGCAGGTTGTCGGTACAATTCGTGAGGGCTTGCAGTTTGGAGGATGCGCCCCTGTTTCA 

TCACGGCAATCCGGTCGGCGTATTGCAGGGCTTCTTCGCGGTCGTGGCTGACGAAAACGG 

CAGATTTGCCGTTGGCGCGCAGGGCGGCAATCATGTCTTCGCGAATCTGGCGGCGCAACT 

GTTCGTCCAGCGCGCTGAAGGGTTCGTCCAACAAAATCAGTTCGGGATCGGGTGCGAGGG 

CGCGGGCGAGGGCGACGCGCTGTTGCTGTCCGCCCGAAAGTTCGTGCGGATAGCGTCCGG 

CAAGTTCGGAAATGCCGGTCAATTCCAACATAGCTTCGATGCGCTGCCGCTCTTGCGCCG 

TCTTGCCTTTGCCGTTGCCCAGCCCGTAGGCGGTGTTGCGGTAAACGGTCAGGTGGGGGA 

ACAGCACACCTTCCTGTACGACATAACCCAAACGGCGTTCGCGGACGGGGAGGTTGGTAT 

TTTTCGAGAAGATGGTTCTGCCGGAAAGCGAAATTTCGCCAAAATCGGGTTGTTCAAAAC 

CGGCAAGGCAGCGTAAAAGGGTGGTTTTGCCGCAGCCGGACGCGCCGACGATAAAGAGGA 

TTTCGCCCGGGTCGAGGCTGAGCGAAATGTCGTTTAAAACTGGGGTGTTTTGAAAACTTT 

TGGACAGGTGTCCGATGTGCAGGGCGGCGGTCATGGCGGTACTTCCTCAAGCTGTTATTT 

GAAGGCGTATTTCTTCAGCAGGAATACGGGGATGCCGGAAAATAATACCAGCATCAGCGC 

GTAAGGGGTGGCGGCGGCGTATTGTGCGTCCGATGTGTATTCCCAAACGGCGGTGGAGAG 

TGTGTGGACATCGTCGGTGGTCAGCAGCAGGGTGGCGGTCAGCTCTTTCATCAGTTTGAG 

GAAGACGAGTGCGAATGCGGCGGTAATGCCXSGGCAGGATGGACGGCAGTACCAACGTCCT 

GAAAATAAAGAAGTGTCCGCGCCCCAATGTTGCGCCGACCTGTTCCATCCCTTTTGGGAG 

TTGTTCCAAGGAAGTCCTCAGGGTGGTTTGCGCCATCGGCAGGTAAAGCATGAAATAGGC 

AAGGATGACGACGATAAAGGTTTGGTAAACGGCAGGGGTGTAGTTGATGCTGAAATAAAC 

CAAGGATAGGGCGATAACCAAACCGGGGACGGCGTGCAGTAAAAACGGCAGCCTGTCTAT 

CCAAACGGTTAAAAAATTGCGATAGCGAACCGATGCCCAAACAAGGGGCAAGGCACATAA 

TATAGTCAAAATCGCACCTAAAGCCGATACGCTTAAGGAACGGATAAAGGCATCAAATAC 

GGATACGAGCGCGAATGTGCCGGAAGTGCCGACCATCATCCAATGTATCAATACGCCAAA 

GGGGATAATAATGCCCAAAGTCAACAAGCTGCTTAAAAAAACAATCGCGCCAATCTGACC 

GGGCAGTTTGAGGGTTTTGACGGGATAAGGACGGGCAACGCCTTTGCCGCTGTGGTAAAT 

CTTGGCTTTGCCGCGAAATATGCTTTCTCCAAATACGACGATGCCGCACACCGCCATTAA 

AACAGCGGAAAGCAGGGCGGCGGTATTGTTGTTGTAGGACATTTCGTATTCTTGGAAAAT 

GGCGGTGGTAAAAGTGGGGTAGTTCAAAATGGATACCGCGCCAAATTCGACCAGCATATG 

CAGGGCAATCAGTAACACGCTGCTGCCGATGGCGGGTTTGAGCTGGGGGAGGATGGCGGA 

AAAAAAGGTTTGCAGGCGGCTTTTGCCCAAGGACAGGCTGACTTCTTCGTAAGACAGGCT 

GATGCGTTTGAGTGCCGCCTCGACGGGCAGGTAGGCGAGCGGGAACGAGGACAGGCTCAT 

AATCATCACTGTCCCCCAAAAGCCTTCGACACGGAAGGTCAGGCTGATCCAGGTGAAACA 

GCTGACAAATGCGGGGATGCACAAAGGCAGGGTGATTGCCGTCTGAAAAAAGGTTTTGCC 

GAAGAAGCGGTAACGTTGGAACAAAAGGGCGCAGGCAATGCCCAAAACAATGGAAATCAG 

GGTAACGCCCGCCATCATCGTCAAGGTGTTGGAGAGCAAATCCCACATACGCGGGCGGAA 

CAACAGTTCGACGGCGCGGTTGATGCCGACCTGCCACGAACGCATAGCGACATATAAAAA 

AGGCAGGGTAAGCGGTAGGGCAATCAGTAGGATGAGGCCGGTAAGCCAAATGGGTATTTT 

TTTAGGAGACATAGTGTTTTTTATCGGCAAAACGGGCGGACAGTATAAATGTCCACCCGT 

TTGACAATCCGAAAACGGCTTATTTCATACCGGCTTGCTCAAGCAGCCGGGTGGCGTGTT 

CTTTTTCGGAAACAGTGGTGGCGGACACTTGGGGTGCTTCCAACTTGGCGATGGGTTCCA 

AATTGAAAGTGGATACCACGTGCGGATTCAAAGGATATTCGGCACGGACGGCGGTCAGGG 

CGCGCTGTCCTTCCTTGCTGGCGAGGAAGGCGACGAATTTTTTCGCCTCATCCTTGTTTT 

GGGAGGATTTTAACACGGCTGCGCCGGAATAGGTAACGAGTGCGCCGGGATCTCTGTGGC 

GGACGAAATTCAGGCGGGTGTGGACATTTTGTACGCCTTTTTCACGCGCAAAAGCGTGCC 

AGTA CTAG TTGTTGATGAGGGCGGCATCGATTTCGCCGTTTTCAACCGCTTGAAGGGCGA 

CGGAGTTTTTAGCGTAAGGCTTGCCGTATTCTTTCAGACCTTTGAGCCATTTCAATGCGG 

CCGCTTCGCCTTTCAGTTTGACGATGGCGACAACCTGTTCCAAGAACGCGCCGGAAGTGG 

GGGCGTAACCGATGCGGTTTTTCCATTTCGGCGTGGCGTAATTCAGGACGGATTTTTCCA 

AATCTTTTTCAGACAGTTTGCGGGTGTCGTAAACGACGACGCGCGAACGTCCGCTCAGTG 

CCACCCAGTCTTTTTTGGCGGCAACCGGCACGCCCTTGCCGCGTGTTTCGTTGATGGTGG 

AGGCGGGCAGGGGCTCTAGGAGGTTGGCGGCGGAAAGGGTGGCGAGTGCCGGGATTTGTT 

CGGAATAGAATACGTCGGCGGGGCTTCGGCTGCCTTCTTCTTTGATTTGACCGGCAAGCT 

GGTCGCCTTTGGCGCTGTTGAGTTTGACTTTGATGCCGGTAGCCCGGGTAAAGGCATCTG 

CAACGGCTTGTGCTGCTTCTTTGTGTTGGCCGTTGTACACGGTAATGTCTGCCAGCGCGG 

GGGTTGCGGCGGTCAGGGCTGCGGCAAGCAGTGCGTATCGGATAGATGTTTTCATATCGA 

TTTTCTCCTAATGAATGAGAGTGTATACCTTGTTAAGACATAACGGTGTGTAGTGTATTC 

CTTCTTTTTTATAAATGCAAATAATTATTTTTTAAATTTGTTGTTGTCCGATCCGGTTAT" 

TGTTTGTTCTGACTTGTATTTTTTCCGTGAGTCTCGCCCGTAAGGCGGAAGTGGCGGGCA 

ATGCGTGGCGGAATGTGGGTAAAGGCGGCATTTTGATTTGTCGGAATGCTTGAGAACCCC 

TCTCTTTAAAACACCCTTGGATTCGGATTTCAAGTGCAACACTAGTGTATTAGTGGTTGG 

AACAGATTCAAGAATAAAACACTTGGCGTTTCGTAGCCAAGTGTTTTTCTTGGTCGGTGG 

TTCAACTCATCTTGAACCCTGCGTATCTCCCGATCACTGATGTTACGGAAATCGGTTTGT 

TTGGGGAAGTATTGCCGGATGAGTCCGTTGGTGTTCTCATTCAGCCCTTTCTCCCAAGAA 

TGGTAAGGACGACAAAAATAAGTCTCCGCTTTCAATGCTTTGGTTATTTTGGTGTGTTGG 

TAGAACTCTTTGCCGTTATCCATGGTAATGGTGTGCACCCTGTCTTTATGTGCCTTTAAT 

GCCCTAACAGCTGCCCGGGCAGTGTCTTCGGCTTTGAGGCTATCCAATTTGCAGATGATG 

GTGTAGCGGGTAACGCGTTCGACCAAGGTCAATAATGCGCTTTTCTGTCCTTTCCCGACA 

ATGGTGTCGGCTTCCCAATCGCCGATACGGGATTTCTGGTCGACGATAGCGGGTCGGTTT 

TCTATGCCGACACGGTTGGGTACTTTGCCTCTGGTCCATGTGCTGCCGTAGCGTTTGCGG 

TAGGGTTTGCTGCATATTCTGAGATGTTGCCACAACGTGCTGCCGTTGCTTTTGTCTTGG 
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CGAAGGTAGCGGTAAATGGTGCTGTGGTGGAGCGTGATCTGGTGGTGTTTGCACAGGTAG 

GCGCATACTTGTTCGGGACTGAGTTTGCGGCGGATAAGGGGGTCGATGTGCTGAATCAGC 

TGCGAATCGAGCTTATAGGGTTGTCGCTTACGCTGTTTGATAGTCCGGCTTTGCCGCTGG 

GCTTTTTCGGCGCTGTATTGCTGCCCTTGGGTGCGGTGCCGTCTGATTTCGCGGCTGATG 

GTGCTTTTGTGGCGGTTCAGCTGTTTGGCGATTTCGGTGACGGTGCAGTGGCGGGACAGG 

TATTGGATGTGGTATCGTTCGCCTTGGGTCAGTTGCGTGTAGCTCATGGCAATCTTTCTT 

GCAGGAAAGGCCGTATGCTACCGCATACTGGCCTTTTTCTGTTAGGGAAAGTTGCACTTC 

AAATGCGAATCCGCCACCGTCTGAACAGGGTTGCTGGAATAGTATTGCCATCCCAGCAGA 

TACAGTTTGTCGGGGTCTTGCCAATATTGTTCATCCAGACTGTTCAGCAGTGAGGCGGTT 

TTGTTGTCGAGATGTTATATCCCACATTTCTTTCAGGTTTTTACCTTCCGATTGGAGGCG 

GCGGATTTCTTTGTCCAATGCGTCTGCCGCCCGATGGATCAGCATTGCGCTGTGTACCGC 

GCCGATTTTTTTCAGAACGGAACAAGTCTTTTCGGCGGCGGGGAAACCCCAGTTGCAGAC 

AAATTGCAGTATGCTGCCGTTACCGATATCGGCTTCTGTCCGCCAAATCAAAACCAGCTC 

CTGTTCCCGGCCGTCCATGCTTTCGAGTTTGCCGTCATGCTGTTCAAAAAGTTTGTCCAC 

CGCCTGCCACATCATCTGTTCGAAGCGGTCGGCTTGGGTATCCGTATCGGTCATCGTGTT 

CTTGCCTTTTAAAAATGCCGTCTGAACATTTCTTCAGACGGCATTTGGGGGTTAAGCCAA 

CATTTCCCGCCAGCGTTTCACTTGGAAGCGGACTTGTTCCGGCGCGGTACCGCCCAAGTG 

GTTGCGGGCGTTTAAGCTGCCTTCGGGTGTCAGCACGCCGTAAACGTCGTCGGCAATCAA 

ATCGCTGAAACCTTGTAAGACTTCGAGCGGCAGTTCGCTCAAATCGACGCCCGCTTGGTC 

GGCGTGGCGCACGGCTTGGGCGACGACTTCGTGGGCATCGCGGAAAGGCATGCCTTTTTT 

GACCAGATAATCCGCCAAGTCGGTGGCGGTAGCGAAGCCCTGCATCACGGCGGCGCGCAT 

ATTGTCGGGTTTGACGGTTACGCCGCGCATCATATCGGCGTAAATCCGCAACGTGTCGAT 

AAGCGTGTCGGCGGTGTCGAACAAGGGTTCTTTGTCTTCCTGATTGTCTTTGTTGTACGG 

CAAGGGTTGGGATTTCATCAGGGTAATCAGACCGATAAGGTGTCCGATGACGCGGCCGGA 

TTTGCCGCGCACGAGTTCGGGCACGTCGGGGTTTTTCTTCTGCGGCATGATGGACGAACC 

TGTGCAGAAACGGTCGGCGATGTCGATAAAGCCGAAACGCGGGCTCATCCACAAAATCAA 

TTCTTCAGACAGGCGGCTCAGGTGAACCATAACCAGCGAGGCGGCGGCTGTGAACTCAAT 

GGCGAAATCGCGGTCGGATACGGCATCGAGCGAGTTCTGGCAGATTTGTTCAAAGCCCAA 

TAGCTCGGCGGTGATTTCGCGCTGAATCGGGTAGGTCGTCCCGGCAAGGGCGGCTGCGCC 

GAGCGGCATACGGTTGACGCGGCAGCGGCAGTCCGCCATCCGTTCGTTATCGCGTCCGAG 

CATTTCGACGTAGGCGAGCATATGGTGTCCGAAGCTGACGGGCTGGGCGACTTGCAGGTG 

GGTAAAGCCTGGCATGACGGTTTCGGCGTTTTGTTCCGCCAAATCCAGCAATGCCGTCTG 

AAGGCTTTGAATCAGGCTTTGTATAACGGTAATCTGGTCGCGCAGCCACAGGCGGATGTC 

GGTGGCGACTTGGTCGTTGCGGCTGCGGCCGGTGTGCAGGCGTTTGCCCGCGTCGCCGAT 

TTTGTCGGTCAGGCGGCGTTCGATGTTCATATGGACATCTTCCAMTCGGACGACCATTC 

GATTTTGCCGCTGCGGATTTCTTCGAGGATTTCCGCCATACCCCGGCGGATGTCCGCCAA 

ATCGCCTTCGTCCAACACGCCGGTTTCTTTCAGCATTTGCGCGTGTGCCAGCGAGCCTTG 

GATGTCCCATTCGGCAAGCCGTCGGTCGAAACCGATGGAGGCGGTGTATTGTTTGACGAG 

TTCGGAAACGGGTTCGTTGAAACGTCCGGACCAGGTTTTGTCGTGCATAAGGATTCCTTG 

ATGGGGTTATTCGGTGCGGTATTTTTCCAAAAGCCGGCGGAAGGGTTCGCCGGTTTCGGG 

ATGTTTCAGACCGTAGGCGACGGTGGCTTCGAGGTAGCCCAGTTTGCTGCCGCAGTCGTA 

GCGCGTACCTTCAAAGGGGTGCGCCAGGACAAATTCGTGATCGAGCAGCTTGGCGATGCC 

GTCTGTAAGCTGGATTTCGTTGCCCGCGCCGCGCGGAAGATTGGTTAAGAGGTCGAAAAT 

GCGCGGGGTGAGGATGTAGCGTCCAACAACGGCAAGGTTGGAGGGCGCGTCTTCGGGCTT 

GGGTTTTTCGACAATGCCGGTAATGCGTTGGAACTGTTTGAGCTGTTCGGTTTCGACGAT 

GCCGTATGAGCCGGTTTGCGATGCTTCAACGGTTTCTACGCCCAAAATGCTGTTGCCGCT 

GCGCCCGTACACTTCGACCATTTGTTTGAGCGCGCCTTTGGGGGCATCAATCAGGTCGTC 

GGCAAGGATAACGGCAAAGGGTTCGTCTCCGATGGCGGCGCGGGCGCACAAGACGGCGTG 

TCCCAAGCCCAGTGCTTCCGCCTGACGGATGTAGAGGCAGGTAATGTTCGGCGGCAGGAT 

GTTGCGGACGTGTTCCAACAATTTGTCTTTATGGCGCATTTCCAACTCGGTTTCGAGTTC 

GTATGCCTTGTCGAAATGGTCTTCGATGCTGCGTTTGTTGCGTCCGGTAACAAACACCAT 

TTCCGTGCAGCCGGCTTCCACGGCTTCTTCTACGGCGTATTGGATCAGCGGCTTGTCGAC 

GATGGGCAGCATTTCTTTCGGGCTGGCCTTGGTGGCGGGCAGGAAGCGGGTTCCCATCCC 

TGCGACGGGGAAAACGGCTTTCCGTATGGGTTTCATTCTTTTTCCTTTGTATTGTTTTGA 

TGTTTAAAGGGCGAGTTTGCGTAAGAGTTCGGCAAGTGCCTGCGCGCGGTGGCTTTCGCG 

GTTTTTGACCTCCGTATCCAATTCGGCGGCGGTTTTGCCGTGTTCGGGCAGATAAAAATA 

CGGGTCGTAACCGAAACCGTTTTGCCCGAGCGGCGTGTCGTTCCACTGCCCGTGCCATAC 

GCCCTCGGCGATAATCGGGCGCGGGTCGTCTTTATGGCGGACAAAAACCAATACGCAGAC 

ATAGCAGCAGCTTTTGTCTGCCTTGCCGACAAGTTCGGCGGCAAGTTTCAGGTTGTTGGC 

GGTATCGGATTTGGGATTGTCGCCCGCGTAACGTGCGGAATGGATGCCCGGCGCGCCGTT 

TAAGGCGGCGGCACAGATGCCGCTGTCGTCGGCGAGTGCGGGCAGCCCGCTGTATTTGGC 

GGCATGGCGTGCTTTTGCCAGCGCGTTTTCGACAAAGGTGGGATAGGGTTCGGGGCATTC 

GGGTATGCCGAATGCGGATTGCGGCAATACGGTGATGCTGTAAGGTTTGAATAAGTTGCC 

GAACTCTTCGAGCTTGCCGGCATTGCCGCTTGCCARAACGATTTTTTCCGGTTTTTCAGA 

CATAGCGGTTTTCCTTTGTGGCGGATTGGGCGGCGCGTAGGGATTTGTGCCGCAGGTAGA 

GGGCGAGGCTGCCGATTTGTCCGAACAGTGCGCCGAATGCGAAAAGAAAGGAGGCGACGG 

CGAAGGCTTTGCTGCCGACGGTCAGCAGATAAGCACCCAAGAGGACGAGCAGCATAAATG 

CCAGTGTGAAGAGGGCAACAGACAACAGATAGATTTTTCGGCGGTTCATGGCGTTCGGTC 

GGAAACGGTATGTTCGGATTATAGCCGATTGGGACGGTATTCCCTAGAGCTTGGAAAAAT 

GCCGTCTGAAACGGCGTTCAGACGGCATGGCGGGCGTTATGCCTGTTTGTTCCAACGTTC 

GATGGATTCTTTGATGACTTTTTTCGCTTCTTCCGCATCGCCCCACGATTCGACTTTGGT 

CGTACCTGCTTTTTTCAGGTCTTTGTAATGGTTGAAGTGGAACTCGATTT G TTTGATGAG 

CTGTTGCGGCAAATCGGACAAAGTTTTGTAGGCGTTGCCGTTGTTGCGGTCGTCGGCAGG 

AACGCAGACGATTTTGTCGTCCACTTCGCCGTCGTCAACGAATTTCATGACGCCGATAAC 

GCGCGCTTCCAAGAATACGCCGGTTGCCAAAGGTTGTTCGGTAACGAGCAGCACGTCCAA 
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TTCGTCGCCGTCTTCGTCCAAAGTTTGGGGAATGAAGCCGTAGTTGGTCGGTTTGGCGAA 

GATGGCGGGTTCGACGCGGTCGAGTTGGAATGCGGCCAGTTTGCGGTTCCATTCGATTTT 

GTGGTTGCTGCCGGCGGGGATTTCGTTGACAACGTTGATGATGCCGCCGTCCACGTCGCC 

GGGGGTCAGGATTTGGTTGAAGTCTGCCATTTGGTTTCCTTTGTTTGGGAAAGTGTGAAG 

TTTGAAAGTATAGCACAAACGTCCGGCTGAAAATGCGCCCGATGCCTCTGAAAGGGTGTA 

CGGGCGCGTGTTACCGTTTGCCCAAAAACCTGCCCAGTTCCAAAATCGCGCGCCTGTTGG 

ACGGGGAAAATACTTTTTCCGCTGCTTCTTCCATATCGAACCAACCGTAGGAGACGTGTT 

CTTCGGGTTGCAGGGCGATGGGCGTATCACGCGGGATTTCGGCAGAGAAGAGGTGTTCGC 

GGTTTTCAAACACGCCTTTTGGATAGCGGTGCCGCCAGTGGTGGTAGATTTCGTAAACCG 

TGC TGTCGTGCCAGTC TTGAAGCTGCC CGTCCGCCAGCAGGATGCCGGTTTCTTCCCAAA 

CTTCGCGCCTTGCCGTTTGGGCGACGGTTTCGCCCGGTTCGAGGCTGCCGGTTACCGACT 

GCCAAAATCCTTCCGGATGCGTGCGTTCGATGAGCAGGATGCCGCCGTCCCCGCTATAAA 

GGACGACCAGTGCGGAAACGGGGTATTTGAGCGGTTTTGCCATCGGCATCTTTCGGCGGG 

CTGCGGTAATGAAGGGGCGGATTATAGCAAACGCCGCACGTTATGGCGTTTATCCTTTTC 

CGTATCCTTTTTTCTGCACGGATGGGACGCGCCGGTGTTTGCCGGTAAATTTTCCGTTGT 

GTCAAAAAGATAAGGGCGGTTGTGATTTTAATGCTTGCCAAAGCGTCGGGCGGAAACTAT 

AATCCGAAACTTATCGAGTCGGAGTGTGGCGCAGTCTGGTAGCGCACTTGCATGGGGTGC 

AAGGGGTCGAAGGTTCGAATCCTTTCACTCCGACCAAAAATTCCGAAAGCCGCTTTCAAA 

AGCGGCTTTTTTGCCGTCCGTATGATTATGATGTAGAGTACGCGGCGACAGACATTCAAA 

TGCCGTCTGAAAACCGTTCAGATGGCATCTCTTTATCTTAGTTTCATTCCGTACCATCTT 

AAGGAACATCAAATTGGGCATTTCCCGCAAAATATCCCTTATTCTGTCCATACTGGCAGT 

GTGCCTGCCGATGCATGCACACGCCTCAGATTTGGCAAACGATTCTTTTATCCGGCAGGT 

TCTCGACCGTCAGCATTTCGAACCCGACGGGAAATACCACCTATTCGGCAGCAGGGGGGA 

ACTTGCCGAGCGCAGCGGCCATATCGGATTGGGAAAAATACAAAGCCATCAGTTGGGCAA 

CCTGATGATTCAACAGGCGGCCATTAAAGGAAATATCGGCTACATTGTCCGCTTTTCCGA 

TCACGGGCACGAAGTCCATTCCCCCTTCGACAACCATGCCTCACATTCCGATTCTGATGA 

AGCCGGTAGTCCCGTTGACGGATTTAGCCTTTACCGCATCCATTGGGACGGATACGAACA 

CCATCCCGCCGACGGCTATGACGGGCCACAGGGCGGCGGCTATCCCGCTCCCAAAGGCGC 

GAGGGATATATACAGCTACGACATAAAAGGCGTTGCCCAAAATATCCGCCTCAACCTGAC 

CGACAACCGCAGCACCGGACAACGGCTTGCCGACCGTTTCCACAATGCCGGTAGTATGCT 

GACGCAAGGAGTAGGCGACGGATTCAAACGCGCCACCCGATACAGCCCCGAGCTGGACAG 

ATCGGGCAATGCCGCCGAAGCCTTCAACGGCACTGCAGATATCGTTAAAAACATCATCGG 

CGCGGCAGGAGAAATTGTCGGCGCAGGCGATGCCGTGCAGGGCATAAGCGAAGGCTCAAA 

CATTGCTGTCATGCACGGCTTGGGTCTGCTTTCCACCGAAAACAAGATGGCGCGCATCAA 

CGATTTGGCAGATATGGCGCAACTCAAAGACTATGCCGCAGCAGCCATCCGCGATTGGGC 

AGTCCAA7UVCCCCAATGCCGCACAAGGCATAGAAGCCGTCAGCAATATCTTTATGGCAGC 

CATCCCCATCAAAGGGATTGGAGCTGTTCGGGGAAAATACGGCTTGGGCGGCATCACGGC 

ACATCCTATCAAGCGGTCGCAGATGGGCGCGATCGCATTGCCGAAAGGGAAATCCGCCGT 

CAGCGACAATTTTGCCGATGCGGCATACGCCAAATACCCGTCCCCTTACCATTCCCGAAA 

TATCCGTTCAAACTTGGAGCAGCGTTACGGCAAAGAAAACATCACCTCCTCAACCGTGCC 

GCCGTCAAACGGCAAAAATGTCAAACTGGCAGACCAACGCCACCCGAAGACAGGCGTACC 

GTTTGACGGTAAAGGGTTTCCGAATTTTGAGAAGCACGTGAAATATGATACGAAGCTCGA 

TATTCAAGAATTATCGGGGGGCGGTATACCTAAGGCTAAGCCTGTGTTTGATGCGAAACC 

GAGATGGGAGGTTGATAGGAAGCTTAATAAATTGACAACTCGTGAGCAGGTGGAGAAAAA 

TGTTCAGGAAATAAGGAACGGTAATATAAACAGTAACTTTAGCCAACATGCTCAACTAGA 

GAGGGAAATTAATAAACTAAAATCTGCCGATGAAATTAATTTTGCAGATGGAATGGGAAA 

ATTTACCGATAGCATGAATGACAAGGCTTTTAGTAGGCTTGTGAAATCAGTTAAAGAGAA 

TGGCTTCACAAATCCAGTTGTGGAGTACGTTGAAATAAATGGAAAAGCATATATCGTAAG 

AGGAAATAATAGGGTTTTTGCTGCAGAATACCTTGGCAGGATACATGAATTAAAATTTAA 

AAAAGTTGACTTTCCTGTTCCTAATACTAGTTGGAAAAATCCTACTGATGTCTTGAATGA 

ATCAGGTAATGTTAAGAGACCTCGTTATAGGAGTAAATAAAAATGGCAATTTGGAATTAT 

CGGTACTACCTTATCCCATCAGCTGCTATCAGAAATAAATTTAATGCAAATAAAGATATC 

ATACTTGATGAGTATCGATCTAATGGTTTTCAGAATTTTAATGAGAATAAAAGTTTTGAA 

AATTACTTTATCGATAATGATGTTATATTATTATCAATAATAAATGAAGCAAAAAAACAG 

CTTAAATTGAAAGAATCTTGGGATAAAGACGCAATCATGTTTTGTGATAATTTTGGTAAT 

AGTCTTACCGTTTGGCCAGATGATATAGAGTGCGAACTTGATTTAAGATTTGATTATACT 

AAATTTATTCAGAAAACCATTGATTGGGCAATAAAATATAATTGTCTACTTGTAATAGAA 

AAAACAGGAAATGTAGTTTCCCCTAATATAAATAATCTGATGTATGAAATAAAAGCATAT 

TTGGAAAGCAAGCCGTGGCCCATATGAAACCTAAACTCAACAAGTAGGATGTGTGCGGAA 

CGCACGTATGCGGTTCTCAAGGTTTGAGCTAAGAGGCCGTCTGAAAACAGAAAAACTGTT 

TCAGACGACCTTTCTTTTAACCAGTTGCCACAGCAACCGGACAAAAGCAGCCTACCTCCA 

CATCCATATAGGCAATACAGGGGAGATATTTTGTAAATTCTACGAATATTTTACCTGCTA 

AACAGGGTAGGATATGGTATGAAGCGAACATTGGCTTAATAAACACTATGTCAAGATCGA 

ATCAGGCTGGTACTAGATTGTTGTATTCCAATTATGGATTGCTATATATAACAACTGATC 

ATTATATCTCTGCAACACGGTTTGTAGCTTGGAAATAGGAGTATAACTTATGCAATTAGA 

GATTATCGGTAGTAAAATTTATACGGAACAAGATTTTCATAATCAAATTTCAAAAATATT 

TTCTATACAAGATTATTATGGGAACAATCTTGATGCTTTATGGGATTTATTAAGCACAAA 

TGTAGAACGACCGATTACTTTGGTATGGAAAGATGCTATGTTCTCAAAAAATCAATTAGA 

AAATATATTTATTGAAATCGTAAATGTTCTAGAAAGAGTTAAGAAACAAGATGAGGATTA 

TGGATTCGAAGAAAAATTTAATTATATTTTAGAGTAAGTAAACCCTAATTACATTACGTA 

CACAGGCTTAAAACTCCCCAGAGCCAATTAAGCAAGCCGTAACCCATATAAAACTTAAAC 

TCAACAAGTAGCATGTGTGCG GAAC GTACGCATGCGGTTCTTAAAGTTTGAGCTAAGAGG 

CCGTCTAAAAACAGAAAAACCGTTTCAGACGGTCTTTGTTTAACGCCACCGATCCAGCGG 

GTTACAAAGCGCAGTCAATGCCGCTGCGCCTTATGCCTCCGAAGCAATAGGCAGAACATT 

TGGACACGGTGAAAACAAAAACGAAACCGCCCAAGCCGTCGGACATTTCCTTTTAGGAGC 
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AGCTATTGCCCGCGTCAACGGTGGTAATTTTGCTGCCGGCGGCTCGGCAGCAGTTGCAGC 
TGAAAAGGCGGCGGAACATCTTGCCCAACAGTATAACGACGGTAAAACCGCAATCGATCC 
GC AAACAGGCGAGTTCAATGCCAACCTGCTGCCGGAACATATCAAAGAGGAAATCAAATC 
AAAGAGCGGGGTGATTGCATCGCTGACGGGCGCGGCCGTGGGCGGCACGCCGGTAGATGC 
GCAAACCGGAGGTGCGGTCGGACAGAATGCGGTGGAAAACAACCTCTATCTGACATCGGA 
AGCCTTAAAGAAGGACAAGCAGACAGCTCGTAAAATTTATTCCGTCATAAAAGAGCAAGT 
CAAGCATGAATGCAGTTCCACAGGAAGAATTACCGAATGTCGTCAAAATATAGGACGCAT 
TATCGAATTTACCCAAGACAAACGCTTTGACAGTAGGTTTAAGGACTTAAAAAAAGAATC 
CTTATATTACCTAAATAAACATCCTGATTTAGTAGCCTCTTATTTGAAGGCTGAATACGA 
AAAGC TGG ATAGGGAAGACAAAAGT ATCC TGCACCGCTACATCTCACCCGGGGCTGAAAT 
CGTTTCGGGCAGTTTGGGGGTTGTTCTTTCAGGAGTAGCCGGAGGCGGATCTTGTGCCGA 
GACTTTCGGCTTAGGCTGTGCCGCCGCTTTGGTTGGTGTAACGTCTTCCTACGATCATGT 
CATTACTGGGACGAAAAACTTCGGAAAAAAAGCCAGCGAGCAACGACCGACGATTGCGGT 
TCAGGCCTTGAAGCAGTTGGGGCTGTCGGAGCAGGCTGCGGAATATGTTCAGTTCTCTAT 
AGATTTGTTCAGTGTGGGTAAATCGGGGGGCGGTATACCTAAGGCTAAGCCTGTGTTTGA 
TGCGAAACCGAGATGGGAGGTTGATAGGAAGCTTAATAAATTGACAACTCGTGAGCAGGT 
GGAGAAAAATGTTCAGGAAACGAGAAGAAGGAGTCAGAGTAGTCAGTTTAAAGCCCATGC 
GCAACGAGAATGGGAAAATAAAACAGGGTTAGATTTTAATCATTTTATAGGTGGTGATAT 
CAATAAGAAAGGCACAGTAACAGGAGGGCATAGTCTAACCCGTGGTGATGTACGGGTGAT 
ACAACAAACCTCGGCACCTGATAAACATGGGGTTTATCAAGCGACAGTGGAAATTAAAAA 
GCCTGATGGAAGTTGGGAGGTGAAAACGAAAAAAGGTGGGAAAGTGATGACCAAGCACAC 
CATGTTCCCAAAAGATTGGGATGAGGCTAGAATTAGGGCTGAAGTTACTTCGGCTTGGGA 
AAGTAGAATAATGCTTAAGGATAATAAATGGCAGGGTACAAGTAAATCGGGTATTAAAAT 
AGAAGGATTTACCGAACCTAATAGAACAGCATATCCCATTTATGAATAGTAATATTTATG 
AAAAATTAGGAGATTAATGATGAAAAGAATTAAGTGCTTTTGTGATAAATTTCCATCAGG 
AGATACATTTAGAATGTGTATCATTCTGGATGACTATGATAATAGGGTTGATTATTATGT 
AGGAATATATGATTACATTACGTCTACCTTAATGAGCGATATTTACTATCGATCCACGAT 
TGATGAGCATTTCAAGATTATAGAATTAATAGAAAATAATCCAAATGAAATTTATGATGA 
TGGCGGTGGTCAACAATTTTGCCTAGAATTTCATCATGATAAGGTCATTTTTTACCACAA 
TGAATTTGATGAAGAAGATGGTTATCCAGTATTAAGCTGTTCGCTGCATACTTTTAAAAC 
TGCTTTAATTGCTTGGAATGCTTTTTTGCAATTGCCTAAAAGTATTCATTCGGTGGTGGA 
GACTGTGATTGAGGAATAAGCATAATTAGCTTAATGAATAGAATCAGCGATATAGATTGG 
ACTGCAAATCCACGCTTATACGCTGTGCCATGATTAAGATGTTAGAACTTGTATTGAATA 
CAAGTTCTCATAAACGAATGGCAGTAAGCATTTGATTTAGATAAAATCCTTGAATTAGAA 
TAATCAGGTCTAAGAGCTCGACAGGACAAATGAGGCTGGCAACCAAGGATTTCGCGGAAG 
CCATTAGGAAAGGACAGGTTCGCAAATCAAGCTTTAACACAGAACAATTAAGGGCAATTG 
AAAAAGGAGAATCTAAAATACCGGATTACACTTGGCATCATCATCAAGATACAGGAAGGA 
TGCAATTGATTCGTGAAGGCTTGCATCATGATACCGGCCATATTGGTTGGGAAGCAATGA 
ACAAAGGAAGGTAACTATGTGGAAAATCATAAAAGAGGATAGTGATGATTTAGAATTTGC 
AATTAAATGCTTATTCTCTCAGTCTATTGATTTAAATGAATTCAAGTTATGGATTGAACA 
AGTAATACGCGATATGCCCATCGAGGACATCCCTTITTATATTTTTGATTTGGCGGATTT 
TGATGGGGGAATTGCCGATATTGACAATATTGTAGGTTTTGTTTCAAGTTGCAGACTATC 
AAAATCGAAAAAAAATGCCTTGACCGGCATTGCCTTCTTAAGGGGGATAGATGTCTATGA 
TCCGCCTATTTCAAAAGAAAAAGCATTAAAAGCCTTAGAGAAACATCCTGAAATTTATCA 
GAAATTTCAGCATTTCTTTCCGTTTGTAGAACTGCCCCCGCTTTAAACAGTCAAAATGCC 
GTCTGAAACGATATTCGGCTTTCAGACGGTATTTTTGATATAAAGCGGGTAACTAAAAGA 
GCGTTTGACGGCAAAGGAAGATAATTATGTGGAAAATCATAAAAGAGGATAGTGATGATT 
TAGGATTTGCAATTAAATGCTTATTCTCTCAGTCTATTGATTTAAATGAATTCAAGTTAT 
GGATTGAACAAGTAATACGCGATATGCCCATCGAGGACATCCCTTTTTATATTTTTGATT 
TGGCGGATTTTGATGGGGGAATTGCCGATATTGACAATATTGTAGGTTTTGTTTCAAGTT 
GCAGACTATCAAAATCGAAAAAAAATGCCTTGACCGGCATTGCCTTCTTAAGGGGGATAG 
ATGTCTATGATCCGCCTATTTCAAAAGAAAAAGCATTAAAAGCCTTAGAGAAACATCCTG 
AAATTTATCAGAAATTTCAGCATTTCTTTCCGTTTGTAGAACTGCCCCCGCTTTAAACAG 

tcaaaatgccgtctgaaagccatttccgccgctcagacggcatrrrtggccccttttgttt 
acaaacccttaaaatccctttacactcaaaatccgttcaacatcaaacaaaccccgctat 
gaaaaccctggtcctcctcatccccctcgtcctcacagcctgcggcacactgaccggcat 
acccgcccacggcggcggcaaacgctttgccgtcgaacaagaactcgtcgccgcatcgtc 
ccgcgccgccgtcaaagaaatggatttgtccgccctaaaaggacgcaaagccgcccttta 
cgtctccgttatgggcgaccaaggttcgggcaacataagcggcggacgctactctatcga 
cgcactgatacgcggcggctaccacaacaaccccgaaagtgccacccaatacagctaccc 
cgcctacgacactaccgccaccaccaaatccgacgcgctctccagcgtaaccacttccac 
atcgcttttgaacgcccccgccgccgccctgacgaaaaacagcggacgcaaaggcgaacg 
ctccgccggactgtccgtcaacggcacgggcgactaccgcaacgaaaccctgctcgccaa 
cccccgcgacgtttccttcctgaccaacctcatccaaaccgtcttctacctgcgcggcat 
cgaagtcgtaccgcccgaatacgccgacaccgacgtattcgtaaccgtcgacgtattcgg 
caccgtccgcagccgtaccgaactgcacctctacaacgccgaaacccttaaagcccaaac 
caagctcgaatatttcgccgttgaccgcgacagccggaaactgctgattacccctaaaac 
cgccgcctacgaatcccaataccaagaacaatacgccctttggaccggcccttacaaagt 
cagcaaaaccgtcaaagcctcagaccgcctgatggtggatttctccgacattagccccta 
cggcgacacaaccgcccaaaaccgtcccgacttcaaacaaaacaacgctaaaaaacccga 
tgtcggcaacgaagtcatccgccgccgcaaaggaggataaaccgtgaaaccgctgcgcag 
actgacaaacctccttgccgcctgcgccgtagcggcggccgcactcatacagcccgccct 
cgcggcggacttggcgcaagacccgttcattaccgataacggccaacggcagcactacga 
acccggcggcaaataccacctcttcggcgacccgcgcggcagcgtttccgaccgcacx:gg 
caaaatcaacgtcatccaagactatacccaccagatgggcaacctgctcatccaacaggc 
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AAACATCAACGGCACAATCGGCTACCACACCCGCTTTTCCGGACACGGACACGAAGAACA 

CGCCCCCTTCGACAACCACGCCGCCGACAGCGCGAGCGAAGAAAAAGGCAACGTTGACGA 

AGGCTTTACCGTATACCGGCTCAACTGGGAAGGACACGAACATCATCCCGCCGATGCCTA 

CGACGGCCCGAAGGGCGGCAATTACCCCAAACCTACGGGCGCACGAGACGAATACACCTA 

TCACGTCAACGGCACAGCCCGCAGTATCAAACTCAATCCGACCGACACCCGCAGCATCCG 

GCAACGCATATCCGACAATTACAGCAACCTCGGCAGCAATTTCTCCGACCGCGCCGATGA 

AGCCAACAGAAAAATGTTCGAGCACAATGCCAAGCTCGACCGCTGGGGCAACAGCATGGA 

GTTTATCAACGGCGTCGCCGCCGGCGCGCTCAACCCCTTTATCAGCGCGGGCGAAGCCGT 

TGACCAGTGGATGCAGGAAAACCCCAATGCCGCCGAAACCGTCGAAGCCCTGGTCAACGT 

CCTGCCGTTTGCCAAAGTCAAAAACCTGACAAAGGCGGCAAAACCGGGGAAGGCTGCGGT 

TAGTGGGGATTTCTCAGACTCCTACAAGCATAACACTGCTTCAAGATTATCTCAGTCTGT 

AGATGGAGAAATGTTTCAAACCCGCAATGTTGATTTTAAAGCAAAATCTATTGGGACTAA 

AATTCATGATGGAGCTCAAGGGAAACATATTTCAGGACATAGAAACTACATTGAAGGTAA 

GAGTACTTTAAATCAAAACATTAATCCTCAAGAATTGTTGAACGGAATACATTCAGGTGC 

TTATCCAGTTATTTCTAAAGGAGCAAGAGGAAATCCTGTTGTTGATTTTGGGTATCCTAT 

AGGCAGCGATGGGAAATCAGGATTAAGTACCAATTTTGGTACGATTCATTCAGGTAAAAA 

TGGAGTTCACATTGTTCCGGCTAACCCTAAAACCATTAAAAAGGTGCAATAGTTATGAAT 

ATATTACCAAGCTGGCTGCGAGTCGGTATGAATATAGCAATGCTGGGCATGATACACTCA 

GATATCAGGTTAATTACCGTAGATTACGAGGAAGGAAGAAGGTTTTTAAAAATCAAAAAT 

TATTTATCAAGAGAAGCCATCACAGAAGACCATGAAGATATGGAATATTTGATTACAGAG 

TTATGGTCTATGTGTGGAGAATATTTTGATGAAGCTGACTTTGAATGTATTTATTCTAAT 

CATTCTTCTATGGAGTTAAACCAAATAAATGGTGCAGTATTCAGGAGAAAGGAATTAATT 

TCGCAAGCGTAGGTTAAAAAAACCAACAATCACAATGTCTTCTGAAACCGTGTTTAATTT 

TCAGACGGCATTTCCTTCATTTGAAATAGGATATTGAGAACTGAGTTCTTCAAAAATCCT 

ACACCTGCTCCTTCCACGGCAGCACCTTGGTCAAAACGGCAGACGGCTACAAAGCCATTG 

CCCGTATCCGAACCGGCGACCGCGTCTTCGCCAAGGACGAGGCAAGCGGAAAAACGGGAT 

ACAAACCCGTTACCGCCCGATACGGCAATCCGTATCAAGAAACCGTTTACATTGAAATTT 

CAGACGGCATCGGCAACAACCAAACCCTGATTTCCAATAAAATCCACCCGTTTTACAGTC 

AAGGAAAATGGATACAGGCAGGTCGTCTGAAAAAAGGCGACACCCTGCTTTCCGAAAGCG 

GCGCAAAACAGACGGTTCAAAACATTACCTTCAAACAGCAGCCGCTCAAAGCCTACAATC 

TGACCGTCGCCGATTGGCATACCTACTTCGTCAAGGGCAGTCAGGCGGAAACGGAAGGGG 

TTTGGGTTCATAATGATTGTCCGTATGATAAAGGCAACCAACGATATAAAGACGCTTCTT 

ATCATGGCAAAAATGATAATTCTGTGAAAAGTAGAGCACCAACAAACGGACAAGCAGCTC 

TTGATAATTCCGTTCAAGTTAAATCAACTTCTCCTCGAAGAGTTGGGGTTGATAAAGCCA 

ATAATGAAATCGTTGTATTAAACAAAACTCAAACTTTTAATAACGGTTCTGCGGAATATC 

ACGGGCATGTCAGAAGTTGGCAAGATTTGCATACCGATCAGAAAAATGCTTTAAAAAAAG 

CAGGATTGGATTAGTTAATTCAAAAGGAAAAATTAAAAAATGACTGATAAAAGTAAAACA 

GAAAAGTTGATTTCTTCTGATGATAAACAAAGTGTTATAGATGGCATTCTTGATATGGTA 

TTTAATTCCAAAGCATATGAAGTACCGTGGATTTCTGAGAAATTGATGGAATTATCGAAA 

AATAAAGACTTGGATATTGCCGGATTATCGCTAACCTGTTTCGGACATCTCGCCAGGCTA 

CATTCAAATATCGGTGATTACGATAAAGTTATTCCTTTACTACATTCAAAGCAAGATGAT 

CCAGAGCTTCAAGGTAGGGCTGAAGATGCGTTAGAAGATATTTCTTTATTTTTATCTGAA 

AATCATTAGGAACCGTAGGTCGGGTTGAAAACCCAACAATCAAAATGCCGTCTGAAACCG 

TGTTTAATTTTCAGACGGCATTTCTTTCATTTGAAATAGGATATTGAGAACTGAGTTCTT 

CAAAAATCCTACACTTGCTCCTTCCACGGCAGCACCTTGGTCAAAACGGCAGACGGCTGA 

AAAGCAAACACCGTCCGTCGTGTTGCCGTTTGCGGATGAGTACGGGTCAACCCCAATGCC 

GCCGAAACCGTCGAAGCCGCCTTCAACATTGCCGCCGCCAAAGCCGCAAAGTTGGCAAAA 

ACGGTAAAACCGGGGAGATAAAAGCCGATGGCAGGAAAGTAAATGTGAGGATAGACAGTA 

CGGAGGCAGACCTGCTTTATCCGGCAGGGCAATAAGAAAACAAAAATTAGATATGGAAAA 

CGATTGTGAAGATTAAACCATTACAATTTTCTAACAATAATCACAGATTTTATGTGGACA 

AAATTTGTGTTACCGAACAAGATGTGAACATTTTGGCATCCGACCGAAATTATGAATTAA 

ATATTGAAATATTTATTGACAATATAATTCATTTTCAAATAACGGATGAATCTTATAAAG 

TAAAATTTTCAGAATATTTATTTGAAAATAAAGAAAAAAATGATTGGGATAGAAATCCTG 

CTATAAATTATTTTTTCGAGATAATAGATGATAGTTATATGGACTGGTTGAAAGAAGAAA 

GTTTTGATTTTTTTGAAAAGAAATATTATAAGGCTTATATTTTC TlTTTr AGCGATTCTG 

TAATAGAAGTTATCAGCTCGACAGAACCTGTATTTTATTCAAAATAACAAATTATCAAAC 

AAAGCTCTGATTAAAAACCCAACAATCAAAATACCGTCTGAAACGATATTCGGCTTTCAG 

ACGGTATTTTTGACACAAAGCAGGTAACCAAAGGAGTGTTTGACGGAAAAGGAGAAGCTA 

AAATACCGGATGTATCGGTTGGGAAGCAATGGATAAAGGTAAATAATTATGTGGAAAATT 

AGTAAAGAAAATTGTGAAGATTTAGGATTTGCAATAGTCTGTATGTTCTATGATGCTATT 

AATCTTTCTGAATTTAAATTATGGTTGGATATAGTTGTCAGAGATATTCCTATTGATACA 

ATTCCATTGTATATTTTTGATTTGATTGATTTTGATAAGAGTATAGGGGAAATTTATGAT 

GTAATTGGAGTCGTTAATTATGGTTACATTTCAAATGATCAAAAAAATGCATTAACGGGC 

ATTGCCTTCTTAAGGGGGATAGATGTCTATGATCCGCCTATTTCAAAAGAAAAAGCATTA 

AAAGCCTTAGAGAAATATCCTGAAATTTATCAGAGGTTTCAGCATTTCTTTCCTTTTGTA 

GAGCTTCCGCTTTTTTAAAAGACAATATGCCOTCTGAAAAGTTTTCAGACGGCATTTTTT 

ATTTCTTCCAGTAGGCGGGGGTGAAGAGGATGAAGACGGTGAAGATTTCCAGCCTGCCCA 

AGAGCATGGCGGTAACGCAGATCCATTTCTGCATCACGTCCAAACCGGCGTAATTGCCGG 

CGGGCCCGACTTCGCCCAGGCCGGGGCCGGCGTTGGTGATGCAGGCGATGACGGCGGTGA 

AGGCGGTGGTAAATTCCATACCGCTCGCCATCAGCAGGAAGCTGAAGAGGACGACGGTCA 

TAAAGTAGATGAAGATGAAGGACATAACGGTCAGCGCGAGGCGGTCGGGTATGGCCTTGC 

CGCTGATTTTGACGGTGCGGACGGCTTTGGGGTGCAGCAGCACCATCATTTCGCGCAGGC 

TGAATTTGAACAGGACGAGGGCGCGTATGGTTTTGATGCCGCCGCCGGTCGAGCCGGAGT 

TGGCGAGGATGTTGGCGAGGAAAAACATCCACAGGGAAATCAGGAGCGGCCATTGTGCGA 

AGTCGGTGTTGGCCAGCCCGTTTGCCAGTCCGATGGAGACGAAGTTGAAGGCGGTGTAGC 



wo 00/66791 



PCT/USOO/05928 



Appendix A -154- 



GCAGGGATTCGGTAAAACCGGCGTAATAGCCGGTGTGCCACAGGTACAGGGCGGCGGCAA 

GGATGCTGCCGGAGAGCAGCAGCAGCATCGTCCGGCATTCTTCGTCTTTCCAATAGGTTT 

TGAGGCTGCGGCTGTTGAGGGCGGCGAAATGGTTGGCAAAATTGATGCCGCCGACAATGG 

TGAAAACGATGATGACCGCTTCGATGAGGGGGGAGTTGTAATAAGCTATGCTGGCATCGT 

GGGTGGAAAACCCGCCCAGCGAGAGGGTAGCCATCGCGTGACAGACGGCATCGAACCAGC 

CCATCCCGGCAAAATGCAGGCAGGCTGCCGCGAGGATGGTGATCAGGGTGTAGCCGAACC 

AAAGTTTTTTCGCCACTTGGGAAATGCGCGGCGACATTTTGCTTTCTTTGTCAATGCCGG 

GGATTTCGGCTTTGAATAACTGCGTGCCGCCTACGCCGAGCATAGGCAGGATGGGGACGG 

CAAGGACGATGATGCCCATCCCGCCCAGCCAGTTGAGCATATGCCGCCAAAAGTTGACGG 

AGGGGGCGAGCCCGTCGACGTGGGGGATGACGGTCGCGCCGGTGGTGGTCAGTCCCGACA 

TCGATTCAAAAAATGCGTCGGTAAAGCCCATATTCGGGAAATACAGGTACATCGGCATCG 

CAGCCATAGCGGCAAACGCCAGCCACAACATCAGGACGAGGGTAAAGCCGTCGCGCGGGC 

GCAGTTCGCGCCTGAACCGGAGGGTGGCGAGCCGGACGATGCACGAGCCGGAAAGGGTAA 

CGGTCGCGGTGGTGGCGAAGGCGGTGTACGCGCCGTCCGAAAAGGCGTAGGAGAGGGCGG 

CGGGTATCAGCAGGATAAAGGAAAACAGCATACCCAGTCGGGAGAGGACGTGGGCGATGG 

GCAGGATTTTGTGCATAGTGGGGCGGTCCGTTATTTTGCGAAGCTTTTCCAGTCTATGCC 

GCCGGCGGCTTGGACTTGGGTAATTTCTTCCGTTTCGAGGTTGACGGCGGTCAGCTGTCC 

GCCCCACAGCGCGCCGGTGTCCAGCGAGATGACGTTGTCGGCATTCGTGTAGCCCAGCGA 

GGACCAGTGTCCGAAGATGATGTGCGTCGAGGTTTTGCCGGTCGGGGGCTTTGAACCACG 

GGCGCAGGTAAGGCGGCATTTTTTTCACTGTGGATTTGTAGTCGAAATCCAGTTCGTTTT 

TAAAGGTCAGGGCGCGCATCCGCGTGAAGGCGTTGACGATGAAGCGCAGGCGGGCATAGC 

CTTTCAAACCTTCGTCCCACGGGGCCGGTTTGTTGCCGTACATTTTGGAGAAGAATTTGA 

CGTATTTTTTGCCGCGCAGTTCGGCTTCGGCTTCTCTAGCGAGCGATTCGGCTTTGGTTA 

TGCGCCATTGCGGCAGQATGCCGGCGTGTACCATCACGCGGCTGCCCTCGCGTATCAAGA 

GCGGTTGCGCACGCAGCCAGTCGAGCATTTTTTTTCCGTCGGGGTGTTTGAGTATGGGTT 

CGATTGTGTCGCTGCGTTTGGGCGCACCTTCGCCGCAGCCGACAGCGAGCAGGTGCAGGT 

CGTGGTTGCCGAGGACGATTTGCACGCTGTTTTCGTGCCGGATGCAGAATTGCAGCGTTT 

CGAGGGATTTCGGGCCGCGGTTGACGATGTCGCCCGTCAGCCAGAGGGTGTCCGTGCCGT 

GGTTGAAACCGATTTTGCCGAGCAGCGCGGTCAGTTCGTCGAAACAGCCTTGTATGTCGC 

CGATTGCGTAATGTGCCATTGCAGATGTTGTGAAGTGGGAAAGTGTTGCGGTTCGGACGG 

CATGGTTTTGAAATATCATGCAGTCCGAACGTGGAATTATGCGTTCAAAACGAGGACGGC 

TTCGGCTTCGACCTGCACGCCTTTGGGCAGCGAGGCAACGCCGACGGCGGCGCGGGCGGG 

GAAGGGCTCGGCGATAAATTCCGCCATGACTTCGTTGAAGACGGCAAAATTGCCCAAGTC 

GGTCAGGTAGGCGTTGAGTTTGACGATGTCGGCCAGCGTGCCGCCTGCCGCTTCGGCGAC 

GGCTTGCAGGTTTTGGAACACTTGGCGCGCTTCGGCGCGGAAATCGCCGTTGCCGACGAC 

GGTCATCGTGGCGGGATCGAGGGGGATTTGACCGCTCATGTAAACGGTGTCGCCTGCTCG 

GACGGCTTGGCTGTACGCGCCGATGGCGGCGGGGGCTTTGTCGGTGTGGATGATGGTTTT 

GGACATTTCGGATTCCTCAAAAAATAGGGCGGCAGAAGCCGCAGCATTCGGGATTATCGT 

ACAAAACCGCCGGCTTGTGTAGTTGCGGTGGCAGAAAACAAAACCGCCGAAGGCTCGGCG 

GTTTGCAGAATAAGGCGCATATCAGAATTTGACGCGCACACCGGCGGACAGTTCGCCXSGA 

ACGGACGTTTTTGACAGTGTTGACTTTGCCGATGTAGTTGTAGCGGTAGCCGGCATCCAA 

ATCGACATTCGGGGTAACGGCATAGCTTACGCCCGTCAATACGCCGAGGCCGATGGAGGT 

TTGGCTGAAGCTGTCGCTGCCGCCCAAGTCGACGGAGGCGCGGTTGAGGCTCAAGCGCGC 

GCCGAGATACGGTTTGACGGGCGATTGGGTGTCGAAGTCGTAAATGGCGGACGCGCCGAT 

GCTGTAAAGTTTGAAATCGGTGGATGGGGCTTTATAGTTTTTGTAGCGCGTGTAATCGAC 

GGCGAAGCGGAGGTCGTTGATGCGGTAGCCTGCGGAGATGCGCGGGCTGAAGCCTTTGGC 

AGAACCTAAAGAGCTTGAGGCTTTTGCGTGTGCGGCATCGGCTTGGACGTAAAAGCCGGA 

TGCGCCTTCCGCCAGTGCGGCGGCCGGGAGAGCGAGGGCAATCAGTGTGGCAAGTGCTTT 

TTTCATATTTTGGTTCCTTTATGGTCAGTTAGAAAAATTGTTAAGAATCCGTTAAAGAAT 

CCTGCTGTATTATACTTAAATTTTCTTTTTGCATCGTAATATTTTCAATACTTCAAGATA 

CGTAGCGGTATCCGGCTGCTTTGCCGACGGCAAAGCCGTTAACCCGCGCGTTGCCTTTAA 

ATGGTGGCGGCGGCATCACGCGGCGGATGGGTGAAACTTGCAAACGGTTTGGAAAAAACA 

GCGGTATCTGTCGGATTGTTGCAGGTGCAGGCATACGGTTTTGTGTGCGTCTGTGCCTTA 

AGCGTCGGACATTTCCGGCGGCGGCTGTGCCGTCTGAAACGCCCGGCGGGGGATGCGGCT 

GCGTTTTCCATCG AT AAGC AT ATTTTCCGGACGCGTTCGGGGCGGGTTTTCCCGGGCGGC 

CGCCGATTTGTTTGCGCTTATATAGTGGATTAACAAAAATCaGGACAAGGeGACGRAGCC 

GCAGACAGTACAAATAGTACGGAACCGATTCACTTGGTGCTTCAGCACCTTAGAGAATCG 

TTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTTTTGTTAATCCACTATAAAAAA 

CACTGCAGCAAATCGTTTAAAAACAAGCGTCCTTTTTCGGTCGGGCGGAATACGGCAGGG 

TCGGTTTCCAGCAGGCCTTTTTGCCTTGCCGTTTCGATTTGCGCCATGATTTTGGCACTC 

GGTACGCCCGTGCGCTCCTGCAACATCGCGGCGGGTACGCCGTCGGTCAGGCGCAGGGCG 

TTCATCATGAATTCGAACGGCAAATCTTCGGCAGCGACGGTTTTGCGTTCGACGGCTTCA 

CTCGGTTGGCTTTGCATTAAGGCGAGGTAGTCGTTGGGGTGGCGGCGGCGGACGGTGCGC 

TCGATGCGGTCGGGATAGGAAATTTTGCCGTGCGCGCCCGCGCCTATGCCTAAATAATCG 

CCGAACTGCCAGTAGTTCAAATTGTGGCGGCACTGCATGGCTGGTTTCGCAAAAGCCGAT 

GTTTCGTAGTGGACAAAACCCGCGCCTTCCAGCGCGCCGTGTACCGCGTCTTCGATGTCG 

AGGGCGGCTTCGTCTTGCGGCAAACCTTTCGGCGGCGTATGACCGAACGGCGTGTTCGGT 

TCCATCGTCAGGTGATACGCGCTGATGTGGGTTGCGCCCGTAGCGATAGCGGTTTGTACG 

TCGTCCAATGCCGTCTGAACGGTTTGGTTCGGCAGGGCATACATCAAGTCGATATTGACT 

TTATCAAATAATTTCAAGGCGGTATCGATAGCGGTTAAGGCTTCCTTACCGTTGTGGACG 

CGCCCCAGCCTTGAGAGCATATCGTCGTTGAAACTCTGTACGCCGATAGAAAGCCGCGTA 

ATACCCGCGTCTTTAAATCCTTGAAACTTCTCGATTTCAAATGTCCCCGGATTGGCTTCC 

AAGGTAATTTCCGCTTCCGGCTGCAAGCGCAACAGCGAACGCACGCCGCTTAACAAACGG 

TCAATCGATTCCGCCTGAAACAGGCTGGGCGTACCGCCGCCGAAAAAGATCGTTTCCACC 

GGCCTGCCCCAAATATTGGGCAATTCAAGCTGCAAATCGGTCAGCAGCGCGTCGATATAG 
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GCGGCTTCGGGCAATCCGTTTTTCAGGCTGTGGGAATTGAAGTCGCAATACGGGCATTTT 
TTGATGCACCACGGGATGTGGATGTAAAGCGACAGGGGCGGCAGGGCGGTGAGTCGGGTG 
CGGTTTGGAAAGGAAATGGTGTGCATGGTGTGGTTCGGAAAAGTGGGCAATGCCGTCTGA 
AGGCGGTTCAGACGGCATGGGTTCAGCCGAGCAGGGTAAGCAGTTCGGCTTCGCTGAGGA 
CGGAAACGCCCAAGGCATTGGCTTTTTCCAGCTTGCTGCCCGCGGCTTCTCCGGCGACGA 
CGTAATCGGTTTTTTTGGACACGCTGCCGGAAACTTTGCCGCCTGCGGCTTCGATTAGGG 
ATTGGGCTTGGTCGCGTTTGAGGGTGGGCAGGGTGCCGGTTAACACGAAGGTTTTGCCCG 
CCACGGCTTTATTGATGCCGTCTGAACCTTGCGCCGCCTCGTCTTCAGACGGCATTTGCG 
CGAAGAAGGTTTTCAGGTTTTCGAGCAGGGCGGCGTTTTGTGGTTCGCTGCGCCACGCCT 
GCCAGTCGGTGGGGAGGGCTTTGTCGGTTTGCAGCCCTTCTATGTTTTTGCCGGCGAGTT 
CCCATAAGGGTTGGGCTTTGTTTTCGCTGATTTTGAAACCGGGCAGGCGGGCGATCCAGC 
GTTGCGGTTCGGCGTGGCGGGCGGGCGGGATGGTAACGGCTTGGGTTTGCGGGGCAACGC 
CTGCGGCGAGCAGTTCGTCTATCATCGCCTGCTGTTCGGCTTGGGCGAAGAAGTGGGCAA 
TGGAACGCGCCACTACCGTACCGATGTCGGGCAGGCAGGCGAGGACGGGTTCGGGGGCGC 
GGCGGACGCGTTCCAATGTGCCGAATGCCTGTGCCAGCGTTTTGGCGGTGCGTTCGCCGA 
CGTGGCGGATGCCGAGCGCGAACAGGAAGCGGGCGAGTTCGGGCGTTTTGCTGGCTTCTA 
TGCCTGCGAGGATGTTTTCCGCCCACTTGACTGGTTGTTTTTTATGTTTGCCCGACGCGC 
CGACCGAACTGCCTTCAGACGGCATTTGATCCGATTCGGCAACGGTTTTGTCCGCTGTTT 
CCTTCATTTTTTGCAAGGTCGGGATGTCGAGGCGGTAGAGATCGGCGAAGTGGCGGACGA 
GGTCTTGCGCGACAAGCTGTTCGATTTGTTTTTCACCCAAGCCGTCGATGTCCATCGCTT 
TGCGCGAGGCGAAGTGGATTAAGCCTTGCGCGCGTTGTGCCTGACAAAGCATACCGCCGC 
TGCATCGGGCGACGGCTTCGCCTTCTTCGCGTTCGATTTCGCTGCGGCAGATGGGGCAGT 
GGGTCGGCAGGCGGTAGGGCTTGTGGAGCGGAACGGATTGGGTTTGATTGGCGGACGGTG 
TTTCGGCAAACAAATCGTCCTGCCGATGCCCGATGCCGTCTGAAACGGCAACGGCGGTTT 
CCCGCATCGGGCGGCGTTCAAAAATCACGCGCACAACTTCGGGAATCACGTCTCCGGCAC 
GGCGTACGACGACGGTATCGCCGACGCGAACGTCTTTGCGCGATACTTCGTCCTGATTGT 
GCAGGGTGGCGTTGGTAACAGTTACGCCACCGACGAATACGGGCTGTAATCGGGCAACCG 
GCGTTACCGCACCCGTCCTGCCGATTTGCACGTCAATCGCTTCGACAATGGTCAGGGCTT 
CTTCGGCAGGGAATTTGTGGGCAACCGCCCAACGCGGCGCGCGGGAGATGAAGCCGAGTT 
CGTGCTGTTGCGCCAAGCTGTTGACTTTGACGACCATGCCGTCGATTTCGTAGGGCAGTT 
CGGGGCGTTTTTGCTGCATGTGTTCGTAAAACGCCAATACTTCGTCGATATTTTTGAAAC 
AGCCGAAATTGCCATTGGGCAGACTGAAGCCGAGTGCTTGGAAATAGGCGAGTTCCTGGA 
TGTGTTCTTCCGCGACGAAACCATCTTGCTGGCGGGCGACGGAGTAGGGGAAAAAGTGCA 
GTTTGCGTTGCGCGGTGATGCGCGAATCGAGTTGGCGTAGGCTGCCGGCGGCGGCGTTGC 
GCGGATTGGCAAAGGGTTTTTGCCCGTTTTCGGCTTGTCTTTTATTGAGGGCGACAAAAT 
CGGCTTTGAGCATCAGCACTTCGCCGCGTACCTCGATGAGTTCGGGCGTATTTTCGCCGT 
GCAGCCGCAAGGGGATGTTGGATACGGTTTTGATGTTTTGGGTAACGTCTTCGCCCGTCG 
TGCCGTCGCCGCGCGTTGCCGCCTGCACCAATACGCCGTCGCGGTAGAGCAGGCTGATGG 
CGAGGCCGTCGAATTTGGGTTCGATAACGTATTCGGGATTGCCGCCGTCCAAGCCGTCGC 
GCACGCGTTGGTCGAAGGCGTACATTTCGGCATGGTCGAACACGCCGTTTTCATCTTGCG 
GGGAAAAAGCGTTGGTCAGCGACAGCATCGGCACTTCGTGGCGTACTTCGGCAAATCCCG 
CCAAAGGCTCGCCGCCGACGCGCTGGGTCGGGCTGTCGGGCAGTTTGAGCTCGGGATGGT 
TTAACTCCAACGCTTCGAGTTCGCGGAACAATTTGTCGTATTCGGCATCGGGTACGCTGG 
GCGCGTCGAGGGTGTAGTATTCGTAGGCGTAGCGGTTGAGGAGGTCGGTGAGGCGGCAGA 
TGTGTTGTGCGGCAAATTGTTTTATATCACTATCAGACGGTTTAAGAAGATTGGTAAAGT 
TAGTGTTATGTTTTGAGTTTGGATTCATGAGAGAAGGTTTTCAGACGACCTTTGTCTGAT 
ACGGGATGAAACGGGCAAAGGTCGTCTGAAAAATGATAGGTTGAAAACAGCTGAATTTTA 
CCCGAAAAAAAGCGGATATGCCGTAACGACATATCCGCTTTGATTGCATTCGATTTTAGG 
AGAACAGGCGCAATGCGGTTTTGCCGCCCGGTTCGATACCGACTTTGAGCATCTCGGACT 
GACGCGCCAATACATAAGTGCGCACGTCTTTGAGCCATTGGGTCGAAACTTCTTCCATTT 
TGTCGTTGACCAGATTCAGGTTCAACTGGCCGGACAGGCGTACCGCCAAATCCATAAACA 
AATCGTCGAAGGTTTTTTCGCCTGCCGGAGAGTGCGGGATGTCGAGCAGCATACTGAAGC 
CTTTGTAGGACTGGTTGTCCAAAAGGGCGTTGGTAAACGGCTCGTTGTTGAGCGAGCAGA 
TGGAGAACATGGTCGAGCCCGACGTGTCGGTATAGTGGAACGCGCCGTCGTCTTCCAAAA 
CGAAACCCACGCCCGTTACGGCGGAACGCAGTTCTACGCCGCTGATGCTGGTCGGGGAAA 
CCAAATGGATGGCGATGGTCTGGTCGACGCGGGCGGAGAATGGGTCCAGTGCGGAAGCCA 
CTTCGATAAAGGCGGCAAGGTCGGTGTGCAGCGTCTGACCGCCCATGCTTTGTGCGAATG 
CGTCCACCTGGCGGTTGAATGCGGAGAGTTCTTCCTGCGAGGCAAGTCCGTTGCGGCTGA 
CTGCCTGAATACCCACGATAAATGCCTGATAGCGGATGCCCGGGATGGGTTCGGCAATCT 
GGAAATGGTCGTCCATGGTGCAGCCGACAATCTGGTAGCGGCAGCGGTTGGAAAGGCGCG 
GCAGTGCGTGCAGTTCTTTGGCTTCGGTCAGCGCGATATAGGAGATGAAGTCGAAGCGCA 
CGTCAAACCAGGGTAATTCGACTTTTGACAGTTCTTTGAGCGTAATCAGCGGTTTTGCAG 
GTGTTTGCGGAACGGGTGCAGGTTTTGCCGGCGCGTCGGCAGGTTTCGGTGCGGAATGTC 
CGGTTTGGGGTTCGGAAACGGTGTGGGCGGAGTTGCCGATAATGCCGCTTTCTTCCAAGG 
CGGTTTCGATTTCGGTTTTGAACGGGGAGGCTTTTGCCTGTTTCTGCTTGGCGATGTAGA 
CGGCATCCTGTTCTTGCAGGTTGCGCATGGCGGGGTCTTGGGGTTTTGCCGTTTTrrrGA 
CCGCCGGTTGGGGTTTCGGCATCATGACTGACCCGCCGGACGGTTTGCCGTCGCGGACAT 
GGCTGGTTTTGCTGTTGAGCAGGGCATCTTTGTCGGAGTGTCCGAACTGGTCGCGCACTT 
TTTTGCGGTATTGGTTTTCCTGATACATGTTGTAGGCGACAACGGCGAGGACGACAGCTA 
GAAACAGTACGATGTAAATCATGGCAATCACTTGTTAAATTTCGGGATGCAGGATACGCA 
AAGTGCGGGTACTGCGGTTAAATCGGGCTTGCACTGCGGTTAAATCGGGCTTGCGTTTCC 
GGCAGTCTGACGGAACGGCCGATTATAACGTTTGAATTATAACGAAAATTGCAGGGTCTG 
ACAGCAGTGTGTCGAAATAAGCGGAAATTTTCCGAAATGCCGTCTGAAATCTGTGGTTTT 
- • CAGACGGCATTTCTGTCCAGGAGAAACCCTTTGTCCCGTATGCGCCGCCAGTCGAAAAAA 
TGGCCGGGGTCGGTTTTGCGGCCGGGCGCGATGTCTTGGTGCCCCGTTACCGCCGTGACG 
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GGGTAGTGGCGGCAGATTGCGTCCAACAAGGCTTCGAGCGAACGGTATTGCGCTTCGGCA 
AACGGTTCGAAATCGCAGCCTTCCAGTTCGATGCCGATTGAAAATGCGTTGCATTTTTCC 
CTGCCGCCGAATG7UVGATACGCCGGCATGGTATGCCATATTGTCGCAGGAAACGAACTGT 
ACCGTTTCTCCGTCGCGTTTGATTAAGAAATGGCTGGATACGCGCAAAGTGTGTATCAGG 
CTGAAGAACGGATGTCCGTCGGGGTCGAGCCGGTTGGCAAACAGCTTTTCCACCGCATCC 
GTGCCGTATTCGAACGGCGGCAGCGAAATGTTGTGCAACACGATCAGGGAAACCGTTTCC 
CCCGTTTCCCTCGGGCTGAAATTGGGCGACGGGGTATGGCGTATGCTTTGAAGCCAGCCG 
TTTTGCCAGTGTGGTTCGGCGTGATTGTCCATGATGTTCTTCCTGTCCGGCGGGCAATTT 
GGGTTATACTGTCGCCCGAATTTTAAGACGTATTCCGAATGCTGGGAATCCTACCATGTT 
GAGAAAATTGTTGAAATGGTCTGCCGTTTTTTTGACCGTGTCGGCAGCCGTTTTCGCCGC 
GCTGCTTTTTGTTCCTAAGGATAACGGCAGGGCATACCGAATCAAAATTGCCAAAAACCA 
GGGTATTTCGTCGGTCGGCAGGAAACTTGCCGAAGACCGCATCGTGTTCAGCAGGCATGT 
TTTGACGGCGGCGGCCTACGTTTTGGGTGTGCACAACAGGCTGCATACGGGGACGTACAG 
ATTGCCTTCGGAAGTGTCTGCTTGGGATATCTTGCAGAAAATGCGCGGCGGCAGGCCGGA 
TTCCGTTACCGTGCAGATTATCGAAGGTTCGCGTTTTTCGCATATGAGGAAAGTCATCGA 
CGCAACGCCCGACATCGGACACGACACCAAAGGCTGGAGCAATGAAAAACTGATGGCGGA 
AGTTGCGCCCGATGCCTTCAGCGGCAATCCTGAAGGGCAGTTTTTCCCCGACAGCTACGA 
AATCGATGCGGGCGGCAGTGATTTGCAGATTTACCAAACCGCCTACAAGGCGATGCAACG 
CCGCCTGAATGAGGCATGGGAAAGCAGGCAGGACGGGCTGCCTTATAAAAACCCTTATGA 
AATGCTGATTATGGCGAGCCTGGTCGAAAAGGAAACAGGGCATGAAGCCGACCGCGACCA 
TGTCGCTTCCGTCTTCGTCAACCGCCTGAAAATCGGTATGCGCCTGCAAACCGACCCGTC 
CGTGATTTACGGCATGGGTGCGGCATACAAGGGCAAAATCCGTAAAGCCGACCTQCGCCG 
CGACACGCCGTACAACACCTACACGCGCGGCGGTCTGCCGCCAACCCCGATTGCGCTGCC 
CGGCAAGGCGGCACTCGATGCCGCCGCCCATCCGTCCGGCGAAAAATACCTGTATTTCGT 
GTCCAAAATGGACGGCACGGGCTTGAGCCAGTTCAGCCATGATTTGACCGAACACAATGC 
CGCCGTCCGCAAATATATTTTGAAAAAATAAACCATGCCGTCTGAAAAGTTTGTGTTTTC 
GGACGGCATACCCTTACCGGAACTGCAAGCATGAAACCGCAATTCATCACTTTGGACGGC 
ATAGACGGTGCCGGCAAATCCACCAACCTTGCCGTCATCAAGGCATGGTTTGAACGGAGG 
GGGCTGCCCGTGCTGTTCACGCGCGAGCCGGGCGGAACGCCGGTCGGTGAGGCCTTGCGC 
GAAATCCTGCTCAACCCTGAAACCAAAGCCGGTTTGCGTGCGGAAACCCTGATGATGTTC 
GCCGCGCGTATGCAGCACATCGAGGAAGTCATCCTGCCCGCGCTTTCAGACGGCATACAC 
GTCGTGTCTGACCGTTTTACCGACGCGACCTTCGCCTATCAGGGCGGCGGGCGGGGGATG 
CCGTCTGAAGACATTGAAATTTTGGAACATTGGGTGCAGGGCGGTTTGAAGCCGGATTTG 
ACCCTGCTGCTGGATGTGCCGCTCGAAGTGTCGATGGGGCGTATCGGGCAGACGCGCGAG 
AAAGACCGTTTCGAGCAGGAGCAGGCGGATTTCTTTATGCGTGTGCGCGGCGTTTATCTC 
GACCGAGCCGCCGCCTGTCCCGAACGGTACGCCGTTATCGACAGTAACCGCAACTTGGAT 
GAAGTCAGAAACAGCATAGAAAAAGTGTTGGACGGACATTTCGGCTGCTGATGCGGCAAA 
TATTGAAACAAGCGCATCCGCCCGCGCCGAAAATCAAACGGCAGTGCCGCAGGTGAAAAT 
GGCGGTATGCGCCAAACTTTCGGCATGATAGAATTACGCTCGGTTACAAGGCAGGATGCG 
TCGGCAATATTAACGAACCGCCCGTAACATGATGACCCGAAAGCGTTTCGGACAGTCCGA 
TTCAAATCTTTTTCTCGCAACAGGATTGACACATGGAAAACTCATTGAAAGAAGCCGCCC 
TCAAGTTCCACGAATTCCCCGTGCCGGGCAAAATTTCCGTTACCCCGACCAAATCTCTGG 
CGACCGACAAAGATTTGGCGTTGGCGTACTCTCCGGGCGTAGCCGCTCCTTGTATGGAAA 
TCCATGCCGATCCGCAAAATGCCTACAAATACACCGCCAAAGGCAACTTGGTCGCTGTCA 
TTTCCAACGGTACGGCCGTTTTGGGCTTGGGCGACATCGGCGCGCTGGCGGGCAAACCCG 
TGATGGAAGGCAAAGGCGTATTGTTCAAAAAATTCGCCGGTGTGGACGTGTTCGACATCG 
AAATCGATGAAAAAGACCCGCAAAAACTCGTGGACATCATCGCCGCTTTAGAGCCGACCT 
TCGGCGGCATCAACCTCGAAGACATCAAAGCACCCGAGTGTTTCTACATCGAACGCGAAT 
TACGCAAACGCTGCAAAATCCCCGTATTCCACGACGACCAGCACGGCACGGCCATCATTA 
CCGCCGCCGCCGTATTGAACGCCCTGCGTTTTACCGGCCGTAAAATCGAAGAAGCGACTT 
TGGTGTGTTCCGGCGCAGGTGCGGCCGCGATTGCCTGCTTGAACCAATTGCTGGATTTGG 
GCTTGAAACGCGAAAACGTGACCGTTTGCGACTCCAAAGGCGTGATTTACCAAACCCGCG 
AAGACAAAGACCGTATGGACGAGTCCAAACAGTTCTACGCCATTGAAGACAACGGCCAGC 
GCGTGCTTGCCGATGCCGTCAAAGGCAAAGACATCTTCTTGGGCCTCTCCGGCGCGAACC 
TGCTGACGCCTGAAATACTGAACACCATGAACGAAAAACCCATCGTGTTCGCTATGGCCA 
ACCCGAATCCGGAAATCCTGCCGCCGCTGGCGAAAGAAACCCGTCCGGACGTGGTTATCG 
GTACCGGCCGCTCCGACTTCCCGAACCAAGTGAACAATGTATTGTGCTTCCCGTTCATCT 
TCCGCGGTGCGTTGGATGTCGGCGCGACGACCATCAACGAAGAAATGAAACGCGCCTGCG 
TGTATGCTTTGGCGGATTTGGCGATGGAAGAAGTAACCGAAGAAGTGGTTGCCGCTTACG 
GTAAGAAATTTGAATTCGGCGCGGAATACCTGATTCCGACTCCGTTCGATTCCCGCCTGC 
TGCCGCGCGTTGCTACGGCTGCCGCCAAAGCAGCGATGGAAAGCGGTGTGGCAACCCGTC 
CGATTGCAGATTTGGAAGCTTACGCTGCCAAGCTGAGCGAATGGAAGCTGTAAGCCGTTT 
GCGGTTTAAAATGCCGTCTGAACTGTTTTCAGGCGGCATTTTGCTGTCAGATTGATATAG 
TGGATTAACAAAAATCAGGACAAAGCGACGAAGCCGCAGACAGTACAAATAGTACGGAAC 
CGATTCACTTGGTGTTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAA 
CGCCGTACTGGTTTTTGTTAATCCACTATAAATGAAAGATACTGAAAAATGAAAGAGATG 
AAACCTGTCCGTTATCATATTGGCGATATGCCCGAGACTTCAAAACAAACCGCCTCCCGT 
CATGACGACAGGGCAGTGGGTGTTGACGATGATTGTTTTCATGATTCCTTTGGTCAATTT 
TTGTTTGGGTGTTCGGCAGAGGCAACCCGAACCGCGCCAATTTCTGTAAAGCGCAGTTGC 
TTATTTACCTGATTGGTTCGCTTATCGGTTTGGTCTTCGCGTTGTTTATAGGTGGGTCTG 
TATCAGGTACGCATGATTAATGCCCCGGGCTGATTTTGCTTCGAGGATTTGTATCGAATA 
TGCCGAATTGTTTCAAATTTCATACCGTTATCGAACGGCATTGGCAAAAACCTTATCCGG 
TTTTGTCTTTTCTGCTTAAGCCGCTCTCCGGGCTGTTTGCCAAAATTGCGGCAAAACGGG 
-GGACGGATTTTTTATCGGGAAAACGGCAAAGCGAAAAGCTGCCCGTGCCTGTGGTCGTGG 
TCGGCyUVTATTCACGCGGGTGGGACGGGGAAAACGCCGATTGTTGCCGCGCTGGTGTCGG 
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GTTTGCAGGAAAAGGGCGTCAAGGTCGGCATCATCAGCCGGGGCTACGGGCGCAAGAGCA 

AGGCGGTTCATGTATTGAATGCTGAGAGCCGAGCGGAAGATGCGGGCGATGAGCCTTTGC 

TGCTGTTCCGCAAAACCGGTGCGCCGACGGCGGTGGGCAGCAGCCGTGCAGAGGCAGGCA 

GGGCGTTGCTGGCGGCGCATCCCGACATCGGACTGATTGTGGCGGACGACGGTTTGCAGC 

ATTACGCCCTGCGGCGAGATGTGGAAATCGCGGTGTTTCCGGCGGCGGATACGGGGCGCA 

CGGATTTGGATTTACTGCCCAACGGCAGTTTGCGCGAACCTTTGTTGCGGCTGGATTCGG 

TGGATGCGGTCGTCGTCAGCGGCGGCAAGGCGGATGCGCTGTTTAGGCCGTCTGAAAATA 

TGTTTCACAGCCGTATCGAAGCGGGACGGATTTACCGTTTGAACAATCCGTCCGAAATAC 

TGGACACAGGCCGTCTGAAAAATCAAACCGTCGTCGCCGTGGCAGGTATTGCCAAGCCGG 

CGCGGTTTTTTGATTCGTTGCGGAATATGGGCATTACCGTGAAGCGAACCGTCGCGCTGC 

CCGACCACGCCGACATTTCGGCGGCAGATTTGCCCGATGCGGACGCGGTCATTATTACGG 

AGAAAGATGCGGTCAAATTTTCAGACGGCATTTGCACCGATAATGTTTGGGTGTTGCCCG 

TTTGTGCGATAATCGAACCTGATTTGGCGGCGTTTGTGTTGGAGCGGTTGGAAGATGTAC 

CGAAGGCCGTCTGAAAGCACGGTTTGGGCGGAGTGATTACGGATTTGAATAAGAACGCCT 

CGCGCCATCATTCCCGCGCAGGCGGGAATCTAAGTCTCGAATTTTCAGGAATGCCTAGGA 

GGCTCCAGAAATCCCAAATCTCCGGATTTCCACTTGGACAGGAATGAGAAAACCGGTCGT 

ATTTTTTATCTGCATTAATCATTCATTAAAGGATTGAATATTAAACTGAAAACCTTGTTA 

TTGCCCTTCGCCACGCTGGCATTGTGCACCAATGCTTTTGCCGCCCCGCCCAGCGACGCG 

TCGTTGGCGCGTTGGCTGGATACGCAGAATTTTGACCGGGATATAGAAAAAAATATGATT 

GAGGGCTTTAATGCCGGATTTAAACCGTATGCGGACAAAGCCCTTGCCGAAATGCCGGAA 

GCGAAAAAAGATCAGGCGGCAGAAGCCTTTAACCGTTATCGTGAGAATGTTTTGAAAGAT 

TTGATTACGCCCGAAGTGAAACAGGCTGTCCGCAATACTTTATTGAAGAATGCCCGTGAG 

ATATACACGCAAGAAGAAATTGACGGCATGATTGCCTTTTACGGTTCGCCTGTCGGTCAG 

TCCGTCGTTGCCAAAAATCCGCGCTTAATCMGAAATCGATGAGTGAAATAGCGGTATCT 

TGGACTGCATTGTCAGGGAAAATCGCGCAACATCATCTGCCCGAGTTTACGGAAGAGTTG 

CGGCGCATCATCTGCGGCGGTA7VAAATCCCGATGCGGGCTGTAAACAAGCCGGACAGGTT 

GGGAAAAGGCATCAGAAATAAATGATAGCCGTCTGAAATATTGAAGAGGGCATCCGATTG 

ATTGAACCATCAAACCCGAAAGCAACCCTATGGAAAAAAAATTCTTAGACATCCTCGTCT 

GCCCCGTTACCAAAGGCAGGCTGGAATATCATCAGGACAAACAGGAATTGTGGAGCCGTC 

AGGCGAAGCTTGCCTATCCGATTAAAGACGGCATTCCCTATATGCTGGAAAACGAAGCGC 

GAGCGTTGAGCGAAGAGGAACTCAAAGCATGACCGAATTCGTCGTATTGATTCCGGCGCG 

GCTGGATTCGTCGCGCCTGCCCGGAAAAGCCTTGGCGGACATCCACGGCAAACCGATGGT 

CGTGCGCGTTGCCGAACAGGCGGCAAAAAGTAAAGCCGCGCGCGTCGTCGTTGCCACCGA 

CCATCCCGATATTCAGACGGCCTGTCAGGCGCACGGTATCGAAGTCGTCATGACTTCAAA 

CCGGCACGAAAGCGGCACGACGCGCCTTGCCGAAGCCTCTGTCGCGCTGAAGCTGCCGCC 

GCATTTGATTGTTGTGTIACGTACAGGGTGACGAGCCGCTGATTGCCCCCGAACTCATCGA 

CCGCACCGCCGAAGTACTCGTCGAAAACAACGTCCAAATGGCGACCGCCGCCCACGAATT 

GCACGATTTCGACGAATTGATGAATCCCAACGCCGTCAAAGTCGTCCTCGACAAAAACCG 

CAACGCCATCTACTTCAGCCGCGCCCCGATTCCCTATCCGCGTGATGCGATACGTGCCGG 

AAAACGCGAAATGCCGTCTGAAACCGCCGTCCTGCGACATATCGGCATCTACGCTTACCG 

CGCCGGCTTCCTGCAACGCTATGCCGAAATGAGCGTTTCGCCGCTGGAAACCATCGAATC 

GCTGGAACAGCTGCGCGTCCTGTGGCACGGTTATCCCATTGCCGTCGAAACCGCCAAAGA 

AGCCCCCGCCGCCGGTGTGGATACGCAAGAGGACTTGGACAGGGTTCGCGCCGTATTTCA 

GACCGTATAAAACAGGTTCAAAGGGAAAAGATATGCAGCAACATATTGAAAAGTGGCAAG 

ACTTGAGCCGGGAAGAACAGAAAATCCTTGCTGAAGTATGGGGTCTCGTGCAAAACGACG 

ATCAGGAGGTTCACTATGAAATGCTCAAATTGAACGCACCCGATGAAGCCAGCGGCGAAT 

TTTGGTTCAGAATGGCAGAAACACTCAGCACCCTGCCGCCCAACCGTTCCCTCGGCCTTA 

GAATGAACGGCGGCAGGCTGGCGACCGCCGTATCCATCCTTTCCGTCATGATTCAAGACA 

ATCCCGACATACCGCAGCTTTGGGCGCAAAAAATTACCGCGCTCAATTATAGTGGATTAA 

ATTTAAACCAGTACGGCGTTGCCTCGCCTTGTCGTACTATCTGTACTGTCTGCGGCTTCG 

TCGCCTTGTCCTGATTTTTGTTAATCCACTATATTTGGCACACGGGCACAAAGCCCGTGC 

CGACGGTTTGGCAC/IACAGCCCGACAAAGCGGCAGAAGCCAACGAGGAGGAATACCTGAC 

CJU^GCCCTGTCGCAAAACCTGCTGTCAACATTGGATGTCGCGCTTGCACGTTTTCCTGA 

AGACGCGTGGTTTCAGGAAATCTUU^CAGGATGCACAAAAGCATTTTGCTTGAGGATGTGG 

CAGTCAGGAATATTTCCATTCAGGAAGAAAAGAAGTGCCTGATTGGGTATAATCAGGGTA 

AATCTTATTTTATTTCAAAAGATTAATATTTGCTTTCTGTTTTTCCTTGACGGTATCGGA 

AAAGTTGATTATAGTTACAGCTTCCTTAGGAGTAATGGCTGAGAGGCTGAAGGCACTTCC 

CTGCTAAGGAAGCATGTGGGGTCAACCTGCATCGAGGGTTCGAATCCCTCTTACTCCGCC 

AGATAAAAAATAGACGCTGTGTTTTACAGCGTCTATTTTTTATGCAATTTTATAGCGGGT 

TGGTGCAAAACCAGTATGGTATTGCCCTGTCTTGATTCTGAATTTT G TTATAGTGGATGA 

ACAAAAACCAGTACGGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCT 

GGAGCACCAAGTGAATCGGCTCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTC 

CTGATTTTTGTTAATCCACTATAATCCGAGATGCTTGCCGTTTATTTCCGCCTCGTTCAA 

ACGGCGGCTCTGATTTGCGCGGTTTCTGTTTGCCGTATTCGCCTATCCGTACCGCAAATG 

TTATACTGGGAAAAATTTACTGATTGTGTTTTACGGCATATTTGCCGATAGGATGGAAGA 

GACAAATGAGCAGAATCCGGCAGGCTTTTGCCGCTTTGGATGGCGGAAAGGCATTGATTG 

CCTATATTACGGTGGGCGACCCCGATATTCGGACAACTTTGGCATTGATGCACGGCATGG 

TTGCAAACGGTGCGGATATTTTGGAGTTGGGTGTGCCGTTTTCCGATCCGATGGCGGATG 

GGCCGGTTATTCAGCGTGCGGCGGAGCGGGCGTTGGCAAACGGGATTTCGCTGCGCGATG 

TCTTGGATGTCGTCAGAAAATTCCGTGAAACCGACACGCAAACGCCGGTTGTTTTGATGG 

GATATTTGAACCCTGTACATAAGATGGGTTATCGGGAGTTTGCTCAGGAAGCCGCAAAGG 

CGGGTGTGGACGGCGTGTTGACGGTGGATTCCCCTGTCGAAACCATCGATCCGCTCTATC 

GCGAGCTGAAGGATAACGGGGTCGACTGTATTTTCCTGATTGCGCCGACGACGACGGAAG 

ACCGTATTAAAACCATTGCCGAGCTGGCAGGCGGATTTGTCTATTATGTTTCGCTCAAGG 

GCGTAACGGGCGCGGCAAGTTTGGATACGGATGAGGTTTCGCGTAAAATAGAGTATTTGC 
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ATCAGTATATCGATATTCCCATCGGTGTCGGTTTCGGCATCAGCAATGCGGAAAGTGCAC 

GCAAAATCGGCCGGGTTGCCGACGCAGTTATTGTCGGCAGCCGGATTGTGAAAGAAATCG 

AAAACAATACAGGCAACGAGGCTGCCGCCGTCGGTGCTTTGGTAAAAGAGTTGAAGGATG 

CCGTGCGCTGACGGCGGTTCCTCATCCTGAATATTTTAGGAGTTGTCCATGAGCTGGTTA 

GATAAAATCCTGCCACCCAAAATCAAGAATCGCGGAAAAGACGGTTCTTCCAATGTTCCC 

GAGGGTCTATGGCACAAATGCCCGTCTTGTTCGGCAACCGTTTATTCTACCGAGTTGCAG 

CAGAACAATCAGGTTTGTCCGAAATGCAACCACCACAATCCGTTGTCGGCACGACAACGC 

CTGAACCTGCTTTTGGATGAGGATGGCAGGGAGGAAGTTGCCGGAAATGTCAAACCGACA 

GATCCTTTGAAGTTTAAAGACGGCAAAAAATATCCGGATCGTTTGAGTGCGGCACGCAAG 

CTGACCGGGGAAGATGATGCTTTGGTGGTGATGAAAGGCAAGATGAACGGCCTGCCCGTC 

GTCGTTGCTGCGTTTGAGTTCCGCTTTATCGGCGGTTCGATGGGTTCGGTTGTGGGCGAA 

CGATTCGTACAAGGTATCCGTCGGGCGGTTGCCGACAATTGTCCGTTCGTCTGTGTGGCG 

GCTTCCGGCGGCGCGCGTATGCAGGAGGGTGTAAACTCGCTGATGCAGATGACGAAAACC 

AGTGCCGCGCTGCATTTGCTGACGGAAAAACGCCTGCCATTTATATCGGTGTTGACCGAT 

CCGACTATGGGCGGCGTATCCGCCAGCTTCGCATTTTTGGGCGATGTCGTGCTTGCCGAA 

CCGAACGCGCTGATCGGTTTTGCCGGTCCGCGCGTGATTGAGCAGACGGTGCGCGAAACG 

CTGCCGGAAGGCTTCCAACGCGCCGAGTTCCTGCTGGAAAAAGGCGCAATCGACCAGATT 

GTCGACCGCCGCGATATGAAGCGGCGCATCAGTGATTTGATTACGCTGTTGTGCCGTCAG 

GACAAAGTTTCCGCCGCCTGATGGCTGATGAATCGAGTACCGTCTGAAACCGATGTTTCA 

GACGGTATTTTTGTGTCTGGTTATTTGTTGTGCGGCTTTATCGATGGGGCATAGCGTCCG 

GCACGTTCTTTCAGGCGTTGTACCAAACCTTTCGTGTCGGCGGGTACACCGCCCTCGCAG 

AATGCCTGATACAGGACGGTGCGCAGTGCGTCGTTGCGGCTTAATGTACCGCCTATCGGT 

TTCCATTCGGCGTTTCGGGGCTGTATCCAGCGGCGGTTGACCGTGTCGCCGTAGCCGAAC 

ACTTTATAGGAGGAAGGTTTGCCGTTGCCGAACCTGATGGAGAAGCGGGCGCAGAATATG 

CCTTTGGCAGTCAGGTTGTCGTAGCCTTTGTCGGAGCGGATATTGAGAATGTAGCGGATG 

CTGCCGTCGGGCGCGGGCATAATTTGCAGGCTGTCGAGCAGGATTTTCGGCTGTTTGCCG 

TAATTTTCATCCACATAAATGTCGAACCAGCCGTCCGAGTGCGTATCGGGCAGCGGCGGC 

AGTTTGGCGGTATGTTCTTTAAATTCGCGGGCGGCGGCCTCTTCGGGCGTTTCGCGGTAG 

CGGGTGTTGATCGGCGTGTCTTTTTGGCTGAAGCCGGCAGCGAGGGACGTGCCGGCGGCG 

AGTGCGAGCAGCAGGAGGGCGGTGCGGCGCATAAGTTTCTCCAAATTGAAAACGGCGTTA 

TTTTATGGGTTGGCAAAGGGGGCTGCAAGCAACTGGGGTATAATCTCCCCCCGATTCCCA 

TTTTTTAAACGGTACAAACGATGAACAGCGAAACTTTAGACGTAACCGGATTGAAATGTC 

CCCTGCCGATTTTGCGGGCGAAAAAGGCTTTGGCGCAAATGCAGCAGGGCGACGTGTTGA 

CCGTTCTGGCAACCGACGGCGGCGCACCGGGGGATTTTGAGGCTTTTTGCCGCCAAACCG 

GTCATGTGCTGTTGGATGCTTCCGAACAGGACGGCGTGTTCACGCTGGTCGTCCAACACA 

AATAAATGCCGTCTGAAATGCGGATGTCCCGCCCGACGGCGTTGTTTTTGAATATCGTAT 

GTGCCGCGTGCCGTTTCAAAAACAAACCGTCCGGCGTGCAGTGTCGGCATTTCGGGCGTA 

TCGCCGCCGATTTGTTCCGGAATGGCTGTTAACCGCCTTGCCGTCGGCAAAGAAGCAAAA 

CCCAAGCACAATCAAAATCTAAAGGCTGTGTTTGAAGATTCCGTTGATGCAACCCAATCA 

GTCGGACAAAATGCCTTTCATCCAATGGAACCGGTTTCCGACCGGACGGAATAACCGGCT 

TTCCCCCGGCAAACGGATGGAATCGACCGGGTATTCAAACGCAGCCAAAACCTAAAAAGG 

AACAACCATGCAAACCCTGACCATTATCCGCCCCGACGATATGCACCTGCACCTGCGCGA 

CGGCGACGCGCTCAAAGCCGTTGCCCCTTATACCGCCCGCCAAATGGGGCGCGCCGTCAT 

TATGCCCAACCTCAAACCGCCTGTCGTCAGTGTAGCCGACGCGCTTGCCTACAAAGCGCG 

CATTATGGCGGCGTTGCCCGAAGGTAGCGCGTTTGAGCCGTTGATGACGCTTTATTTGAC 

TGATAACGCCACGCCCGAACTTGTACGCGAAGCCAAAGCCGCCGGCATCGTCGCCTTCAA 

ACTCTACCCTGCCGGCGCGACCACCAATTCCGATTCCGGCGTAACCGACCTGTTCAAGCT 

CATCCCCGTGTTGGAAGAAATGGCGAAACAGGGCATTTT G TTCCTCGTTCACGGCGAAGT 

AACCGACCCCGAAATCGACATCTTCGACCGCGAAGCCGCCTTTATCGGGCGCGTGATGAA 

ACCCGTTTTGGCGCAAGTGCCGAATCTTAAAGTCGTGTTCGAACACATCACCACCGCCGA 

AGCCGCCCGCCTGGTTTTGGAAGCAGGCGACAACGTAGCCGCCACCGTTACCCCGCAACA 

CCTCCTGCTCAACCGCAACGACCTCTTGGTCGGCGGCGTGCGCCCCCATCATTTCTGCCT 

GCCCGTACTCAAACGCGAAACCCACCGTCAGGCATTGGTCGCCGCCGTTACCGGCGAGAA 

GGCGCATAAATTCTTCCTCGGCACCGACTCCGCGCCGCACGCCAAATCCGCCAAAGAAAA 

CGCCTGCGGCTGCGCCGGTATGTTCAGTGCGATGACCGCTATCGAGCTTTACGCCGAAGT 

ATTTGAAAAAGCAGGCGCGTTGGACAAACTCGAAGCCTTCGCCTCAAAAAACGGCGCAAG 

GTTCTACGGCATTCCTGAAAATACCGACACGATCACCCTCGTCAAACAAAGCCAAACCGT 

TCCCGCAAGTGTTCCCTACGGCGACGGCGAACTTGTCCCGATGCGCGCGGGCGGCGAAAT 

CGGCTGGACGGTGCAGTATTGATGGGCTGGAAACAAAATGCCGTCTGAAGGGAGGGCTTT 

CAGACGGCATTTGTGTTGCTGACTGATTGATACGTCAACGGCGTTTGAGTTTGTTACGTT 

TCGGTTATTTCCGATAAATTCCCACAATTTTCAAATTTCGCCATTCCCACGAAGGCAGGA 

ATCCAGAAATTCGATGCGACCAGAGTTTATCAAAAACGGCAGCAACTCAAAAAACCGGAT 

TCCCGCCTGCGCGGGAATGACGAGATTGAAGTTTCAGAATTTATTTGAAATACCCAAAAT 

TCAAAAAACCAAATTCCCACCTGCGTGGGAATGACGAAACAAAGAAAGCAGAAATAAGGA 

CATAGAACTTTCTTTAAATTTGTGATGCATCAACGGCGTTTGGGCTCGTCGGGGCGGATT 

TGGGCGGCGAGTTTGTCGAGGATGCCGTTGACGAATTTGTGCCCGTCCGTGCCGCCGAAG 

GTTTTGGTAACTTCGATGGCTTCGTTGATAATGACGGGGTAGGGCGTTTCGGGCATGGCG 

GACAGCTCGTGGCAGGCGGTCAGCAAAACGGCGCGTTCGATGGGGTTGAGGTCTTTTTCG 

TCCCTGTCAAGTAGCGGGCGGATTTGTCGGATATACTCTGCCGCATTGGTTTGCGTGCCG 

AAGAAAAGTTTGTTGAACAATTCTTCGTCTGCCTTGGCAAAGTCGGACATTTCGCGGATG 

tttttagcaatttcgggcgcggcggtgcggttgataaqggattggtaaacggcttgtacg 
gcaagctcgcgggaacggcggcgggctgttttcatgatttttccttgaaacggttgggcg 
gcacggtatgccgtctgaaacggaaagggtgtattggtgtacgccctgtttgttattctt 
cgtcttcaaactgttcttggagcaggaggttgacgaggtt<;gggcattcgacggcgactt 
tggcggcatccgaggctttttcttcaatccgttcgattgcctgcgcgtcgttttcggtgg 



wo 00/66791 



PCT/USOO/05928 



Appendix A -159- 



TTAGGACGGCATTGGCAATCGGGATATTGTAGTCGAGTGCGACGCGGCTGACGCCTGCTC 

CGGATTCGTTGGAAACCAGCTCGAAATGGTAGGTTTCGCCACGGATGACGACGCCGATGG 

CAATCAGTGCGTCAAACTTTTCGGAAGAGGCAAAGTTCATCAGCGCGATGGGGATTTCAA 

GCGCGCCGGGTACGGTGGCGACGGTAATGTTTTCGTCTGCCACGCCCAATTCTTGGAGGG 

TGCGGCAGCAGACTTTGAGCATTTCGCTGCCGATTTCGTTGGTGAAGCGTGCCTGTACGA 

TGCCGATGCGGAGGTGTTTGCCGTCGAGGTTGGGGGCGATGGTGTTCATTGGGTGTCCTT 

TGGTATTCGGAGGTTTCGGAATGCCGTCTGAAGGTTTCAGTCTTGCGGCTGCCAGTCGGC 

GACGGTTTGGAATGTGCCGTCTTCGGCAAGCTCCCATGCGCTGCCTTCGGGTTGGGAGAG 

CAGTGCGGCGGTTTCAGGGTTGGTTTTGGCGATGTCGGCGAGGCTGACGATGCTGAAGTT 

GTCCGGATCGTCGGTGTATTCGTCGGTCTCGTCGCCGCTGAAGAAACGCCAGCCGCTGTC 

GTTTTCAAA7UVCGGGGGCTTCGCGGTAGAGGAAGCCGACGGGCCGGTTTTGTTTGGCGAC 

GGTGTTGGTGGCGATACAGCGGTCGAGTGCCGAGGAAAGTGCTTGTGCAAATGCGTTCAT 

TACGGGAATACGTTGGGGGAAAACTTACGGATTTTACCACGATTCGTGCGTTGTCGGCAG 

ACGGCGGCGGTTTGGTGGTACAATGTGCGCCGTTTGCAGCCTTAAGGTGTTTCTGTATTT 

TTGGAGTATGGAAACGCATTCGGGCTGTTTTTTGCGGAAGACGGTAATGAAAGACGATGT 

TTTGAAACAGCAGGCACACGCGGCGATACAGAAGAAACTGGGCTACGCGTTCCGCGATAT 

TTCGCTTTTGCGGCAGGCTTTGACGCACAGGAGCCATCATGCGAAGCACAACGAGCGGTT 

CGAGTTTGTCGGTGATTCGATTTTGAATTATACGGTGGCGCGGATGCTGTTTGACGCGTT 

TCCGAAGTTGACCGAGGGCGAGTTGTCGCGGTTGCGGGCAAGTCTGGTCAATGAGGGCGT 

GCTGGCGGAAATGGCGGCGGAAATGAATGTCGGCGACGGCCTGTACTTGGGGGCGGGCGA 

GTTGAAGAGCGGCGGCTTCAGACGGCCTTCGATACTGGCAGACGCGATGGAGGCGATGTT 

TGCTGCCGTCAGCTTCGATGCCGATTTCAACACGGCGGAAAAGGTGGTGCGCCATTTGTT 

TGCCGATCGCGTCCGGCGCGCCGATTTTCAAAATCAGGCAAAAGACGGCAAAACTGCTTT 

GCAGGAGGCGTTGCAGGCGCGCCGTTTCGCCTTGCCGAAATACCGTATCGAAGAGCAAAT 

CGGTTATGCCAACGACAGTATGTTTGTCATTTCCTGCGATTTGGGCGAACTGGGTTTCGT 

GTGCCGTGCCAAAGGGACGAGCCGCAAGGCGGCGGAGCAGGAAGCGGCGAAAGAGGCTTT 

GAAATGGCTGGAAGAGAAGCTGCCGCTGAAGAGGAAAAAGAAATGAGGCGGCGCGTGAAT 

ATGCCGTCTGAACATATGGATACGAAAGCAAATATGGATATTGAAACCTTCCTTGCAGGG 

GAACGCGCCGCCGGCGGATACCGTTGCGGCTTCGTAGCGATTGTCGGCCGTCCGAACGTG 

GGCAAATCAACGCTGATGAACCATCTCATCGGTCAGAAAATCAGTATTACCAGCAAAAAG 

GCGCAGACGACGCGCAACCGCGTAACGGGGATTTATACCGACGATACCGCGCAGTTCGTG 

TTTGTCGATACGCCCGGCTTTCAAACCGACCACCGCAACGCGCTCAACGACAGGCTGAAT 

CAAAATGTTACCGAGGCGCTCGGCGGCGTGGATGTGGTGGTTTTCGTCGTGGAGGCGATG 

CGCTTTACCGATGCCGACCGCGTCGTGTTGAAACAACTGCCCAAGCACACGCCGGTCATT 

TTAGTGGTCAACAAAATCGACAAGGACAAGGCGAAAGACCGTTACGCGCTGGAGGCGTTT 

GTTGCCCAAGTGCGCGCCGAATTTGAATTTGCGGCGGCGGAGGCGGTCAGCGCGAAACAC 

GGATTGCGGATTGCCAACCTGTTGGAGCTGATTAAGCCGTATCTGCCCGAAAGCGTGCCG 

ATGTATCCCGAAGATATGGTTACGGACAAATCGGCGCGTTTTTTGGCGATGGAAATCGTG 

CGTGAAAAATTGTTCCGCTATTTGGGCGAGGAATTGCCTTATGCGATGAACGTCGAAGTG 

GAGCAGTTTGAAGAGGAAGACGGTTTGAACCGCATCTATATCGCCGTTTTGGTCGATAAG 

GAAAGCCAAAAGGCAATTTTAATCGGTAAAGGCGGAGAACGTTTGAAGAAAATTTCCACC 

GAAGCGCGGTTGGATATGGAAAAACTGTTTGATACCAAAGTATTTTTGAAGGTCTGGGTC 

AAAGTCAAATCCGGTTGGGCGGACGACATCCGCTTCCTGCGCGAGCTGGGTTTGTAGTTT 

TTCTTGCTGAACTTTACGCAAATGCCGTCCGAACAGGTTTCAGACGGCATTTTGTTTCAA 

TCGGGAATATCTTT6TTAAAAACGGGTTGATATTATCTGTGCATATTATAGTGGATTAAC 

AAAAACCAGTACGGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTGA 

AGCACCAAGTGAATCGGTTCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCT 

GATTTTTGTTAATCCGAGACCTTTGCAAAAATAGTCTGTTAACGAAATTTGACGCATAAA 

AATGCGCCAAAAAATTTTCAATTGCCTAAAACCTTCCTAATATTGAGCAAAAAGTAGGAA 

AAATCAGAAAAGTTTTGCATTTTGAAAATGAGATTGAGCATAAAATTTTAGTAACCTATG 

TTATTGCAAAGGTCTCAATCCACTATAAAGACCGTCGGGCATCTGCAGCCGTCATTCCCG 

CGCAGGCGGGAATCTAGTCCGTTCGGTTTCGGTTTTTTTGGCTAGTGCCGCAACATTAAA 

TTTCTAGATTCCCACTTTCGTGGGAATGACGCGATTAGAGTTTCAAAATTTATTCTAAAT 

AGCTGAAACTCAACGCATTGGATTCCCGCCTGCGCGGGAATGACGAATTTCAGGTTGCTG 

TTTTTGGTTTTCTGCTTTTTCCAATAAATGCCCCCAACCTAAAATCCGTCATTCCCGCGT 

AGGCGGGAATCTAGACATTCAATGCTAAGGCAATTTATCGGAAATGACTGAAACTCAAAA 

AACTGGATTCCCACTTTCGTGGGAATGACGAAGTGGAAGTTACCCGAAACTTAAAACAAG 

CGAAACCGAACGAACCGGATTCCCACTTTCGTGGGAATGACGGGATGCAGGTTTCCGTAT 

GGATGGATTCGTCATTCCCGCGCAGGCGGGAATCTAGGTCTGTCAGTGCGGAAACTTATC 

AGGTAAAACGGTTTCTTGAGATTTTGCGTCCTGGATTCCCACTTTCGTGGGAATGACGCG 

ATTAGAGTTTCAAAATTTATTCTAAATAGCTGAAACTCAACGCACTGGATTCCCGCCTGC 

GCGGGAATGACGAATTTCAGGTTTCTGCTTTTTCCAATAAATGCCCCCAACCTAAAATCC 

GTCATTCCCGCGTAGGCGGGAATCTAGACATTCAATGCTAAGGCAATTTATCGGAAATGA 

CTGAAACTCAAAAAACTGGATTCCCACTTTCGTGGGAATGACG7VAGTGGAAGTTACCCGA 

AACTTAAAACAAGCGAAACCGAACGAACCGGATTCCCACTTTCGTGGGAATGACGGGATG 

CAGGTTTCCGTATGGATGGATTCGTCATTCCCGCGCAGGCGGGAATCTAGGTCTGTCAGT 

GCGGAAACTTATCAGGTAAAACGGTTTCITGAGATTTTGCGTCCTGGATTCCCACTTTCG 

TGGGAATGACGCGATTAGAGTTTCAAAATTTATTCTAAATAGCTGAAATTCAATGAACCG 

GATTCCCGCCTGCGCGGGAATGACGAAGTGGAAGTTACCCGAAACTTAAAACAAGCGAAA 

CCGAACGAGCCGGATTCCCGCTTGCGCGGGAATGACGGGATTAAGTTTTCAAAATTCATC 

AGAAATTACTGATTTAATAGCATAAATTTTTTAGATTATAGTGGATTAACAAAAATCAGG 

AC7U%.GGCGACGAAGCCGCAGACAGTACAAATAGTACGGAACCGATTCACTTGGTGCTTCA 

GCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTTTTCTT 

AATGGACTATAAGTGATTCCGGCGGCMTTTTTGTTGCTTTAAGGGGATAGGCGGTTGGC 

GGTTGCGATAAAGGCGGCGACTTTGGCGGCATCTTTTTTGCCTTTAGACGCTTCCACACC 
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GCCGGATACATCGACCGATTCCGCTCCGGTGATGCGGACGGCTTCGCCGACGTTTTCAGG 
GGTCAGCCCGCCGGCAAGCACCCACGGTTTGCCCGAATATTCCGCCAGCAGCGTCCAGTC 
GAAGCGGTTTCCGGTGCCGCCGTATTCCGAAGGATGGTAGGCATCGAACAGCAGTGCCTG 
AGCGTCGGGGAAGCGCGTGGCGGCGTTTCGGATGTCTGATGCCGTCTGAACACGAATGGC 
TTTGATATAGGGGCGGTGGAACTGGCGGCAGAATGCGTCGTCTTCGTCGCCGTGGAATTG 
GATGATGTGTATCGGCACTTCGGCAAGGATGCGGCGGATGTTTTGCGCGCTTTCGTTGAC 
GAAAAGGGCGACAACGCTGACAAACGGCGGCAGTGCGGCGGTGATTTTTTTGGCGCGGGC 
AATATCGACGGCCCGGCTGCTGCCTTGGAAAAAGACCAGCCCGACGGCATCCGCACCTGC 
CGCTGCGGCGGCAGCTGCGTCTTCCGGTGTGGTGATGCCGCAGATTTTGGTGCGGATTTT 
CCTCATTCGGTATTCCTTTATTTGGGAAACGGCGCGCTTTTGCCGTTTCAGACGGCATTC 
CCGATCAGTCGATTTTGATGTATTCGACAGAAAGGATTTCAATTTCCTCACGCCCTTCCG 
GCGTGTTCAAAACCACTTCGTCGCCTTCGCGCGCTTTAATCAGACAACGAGCCAGCGGCG 
AAATCCAAGAAATTTTGTTTTGCGCGGTATCGATTTCATCGATGCCGACGATTTTGACGG 
TTTGCTCGCGCCCGTCGTCGCGCAACAGTCCGACCGTCGCGCCGAAAAACACTTGGTCGG 
TCGCTTCGCGCAATTCGGGATCGACGACGACGGCAGCCTCCAAACGTTTGGTCAGGAAAC 
GGATGCGGCGGTCGATTTCGCGCATACGGCGTTTGCCGTAAAGATAGTCGCCGTTTTCGC 
TGCGGTCGCCGTTGCCTGCCGCCCAGTTGACGATTTGGACGATTTCGGGGCGTTCTTTGT 
TGACCAGTTGATAAAGCTCGTCTTTCAATGCCTGCCATCCGGCGGGCGTAATGTAGTTTT 
TGGTTTCGGTACTCATATTGTGTGCGGATGAAACGGGAAATGTGATGCCGATATGGGAAA 
TGCCGTCTGAAAACCCGGCGTTCGGATTTCAGACGGCATCGCGGTTTGGGAAGCCTTATT 
CTTCGTCGCCCGCATCGCTGATGCTGATGCTGTGTTCCyiTCCTGCTCGGGTGGATTTTCA 
GACCGCCGCAGCCGGATTTCTCGGCAGACAGGCGGTCGAGGTAGGCATCATCGATGTCGC 
CGGTCTGATAAATGCCGTTGAAACAGGACGAATCGAAGGATTCGATTTTCGGATTGAGTG 
CTTTGACGACGGCTTCCAAATCGCCCAAGTCTTGAAATACGATGCCGTCCGCGCCGATTT 
CGGCGGCGATTTCCGCCGCGCTGCGCCCGTTGGCAATCAACTCTTCGCGCGTGGGCATAT 
CAATGCCGTACACATTGGGATAGCGCACTTCGGGCGCGGCGGAGGCGATATAGACTTTGC 
GCGCGCCCGCCGCGCGTACCATTTCGACGATTTCGCGGCTGGTCGTCCCGCGCACGATGG 
AGTCGTCCACCAGCAACACGCTTTTGCCTGCAAATTCGGTTTCCATCGGGCTGAGTTTTT 
GGCGCACGGATTTTTTGCGCGTCGCCTGTCCGGGCATAATAAAGGTGCGGCCGATATAGC 
GGTTTTTAATCAAACCCTCGGGGTAGGGTTTGTCGAGATGGACGGC/IAGCTCCATCGCGC 
TGGGGCGGCTGGTGTCGGGAATGGGCATCACGACATCGATGCCGTCCACGGGCAGCTCGC 
GTTTGATTTTTTCCGCCAGCGACACGCCCATATCCAAGCGCGATTGGTAAACGGATACGC 
CGTCAATCACAGAGTCGGGGCGGGCAAAATAAACATATTCAAAAAGGCAGGGGCTGAGTT 
TGGCACGGTCGCTGCATTGGCGGGCAATCATTGTGCCGTCAAAGCCGACAAATACCGCTT 
CGCCCGGCCGGATGTCGCGTTCCAAATCGTAGGTAAGCGCGTTGAAGGCGACGGATTCGG 
AGGCGACGGCATAGGATTTTCTGCCTTCGCTGTCGGTTTGCGAACCCAATACCAGCGGGC 
GGATGCCGTAAGGGTCGCGGAAGGCGAGCATACCGTAGCCCGCAATCATGGCAATCACAC 
CGTATGCGCCGCGCACCAGGCGGTGGACTTGGGCAACGGCGTTGAAAATATTGTCGGCAT 
TGAGCCGGTGCGGGTCGGCGTTTTTAGAGACTTCGCGGCGTAATTCGTGCGCGAATACGT 
TGAGCAAGACTTCGGAATCGGAGCTGGTGTTGACGTGGCGCAGGTGTTTGTTACACACGT 
TTTCATACAGTTCGGCAGTGTTGGTGAGGTTGCCGTTGTGCGCCAAAACGATGCCGAACG 
GCGAGCTGACGTAGAAAGGCTGCGCCTCCGCGCTGCTGCCTGCGTTGCCCGCAGTAGGAT 
AACGGACGTGGGCGATGCCGGCGTTGCCGGTCAAATCGCGCATATTGCGTGTGCGGAACA 
CTTCGCGCACCATGCCTTTGCCTTTGTGCATATGGAAGGTACCGCCTTCCGCCGTTGCAA 
TGCCCGCCGCATCCTGCCCCCTGTGCTGCAACATCTGCAAGCCGTCGTACAGAAGCTGGT 
TCACGGGTTCATGACTGACCAAACCTAATACGCCGCACATATCGTCTTCTCCGATTCGAG 
GTTTAAGGGTAAAACGGAATTATAAAGTAAACGGTGGTTTTTTGCCTGAATTGTTGACAA 
TATTTGAGCGAAGGACAGATAGGTGGGTTTATGGAGAATAAGATTTATAGTGGATTAAAT 
TTAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAATAGTACGGCAAGGCGAGGCA 
ACGCCGTACTGGTTTAAATTTAATCCACTATAATCTGTGATATGGCTGAGGAAAGGAAAA 
AACATTTCAGACGGCATAAAAGAGGATGCCGTCTGAAATATCCGTATGGCAATCAATCGT 
CTTCCGGAGTTTCCGCCGTGCCGCCGCTATGGTTCAACACGGCTTCGGAAAGCGATACGA 
AAAACGGCAGTGTGTAAGATTGCCGCCATTCTTCGGTATCGGGCAGGTCGGTTTTTGAAG 
CAAGCATGACCAGCAGGGTAACAATCAAAACGCCTTTCAATGCACCGAATACGCCGCCCA 
AAATGCGGTTGGCAAAGCCCAAACCGACCGCGGAAACTGCGCTGGTCAGCAGGGAAGGGA 
GCATTTTCTGGATCAGACAGGCAATGACGAACAGGGAAATGAACGACAGAGCCAATGCAA 
ACAGGCGGGGTTGGAACGAGGCAAAGGCGAGGTCGGCGAAG6AGGCGGCAAAGAGTTTGG 
CGAAAAAGAAGGAAACCACCCATGCCGCCATTGAGCCTGCCTCCGCAATCACGCCGCGCA 
TCGCGGATAGCACGATGCAGGCGGCGATGACGGCGGAGACGAGGAGGTCGGCAATGGGGA 
GGCTATTCATTCGTTACCTGACCGGCGATACCGTGTACGCGCAATTTGTTCAAATCGCGT 
TCGGCATCCCTTGCGTTTTTATAGTTGCTTGATTTGACGCGGTAAACTTTGCCGTTGTCG 
GTCATAATTTCGGTGATGGTCGAATCGATACCCGCCGCCTTCATTTTGCGCTGGAGGCTT 
AAGGCGCGTTCTTTTTCGGCATAACCTGCCTGAATGGCGGCTTTTTTACCGGATTTTTCC 
TTCTCGGCGGTTTTGGTCTTGTCCGCTTTGTCGGTTITTTGTGCCGTTTCGTGTTTTTTG 
CCGTCCGAACGGTCTTTTTCGGCTGTTTTTTTGCTTTCAGCCTTGTCGGCTTTTTTCGCT 
TCTTTTACCGCGCTGTCGGATTTTGCCGTATCCGGTTTGGTTTTTTCGGCGGCAGTTTTG 
GGTTTGTCGGCAACTTTTTCGGCGGTTTTGGTTTCTTTGGCTTTGGGCTTGGCTTTGGCA 
GTGCGTTCCGCTTTTTGCGGTTTTGTTTCGGCAGTGCGTTTCGGTTTTTGAACCGCTACC 
GTATCCGTACTGTCGGCAGTTGCCGGCACTTTTTCGGCAGCGCGTTGTTTTGCCTGCTTC 
GGTGCGGTTTTGGCGGTTTCTGCCTGTTGCA G TTTCTCGGATGCTTCCAAACCTTTGATG 
TTGCTGTCTTCGAGGCGCTCGTTAATCAGCACCAGCGGCGCGCCTACGTTTTCAGGCTCG 
CTGATTTCGCTGTCGGCGGCAGAAGGCTTGTCTTCGCCTGCCAAGTCCTGCGGTTTGTCG 
GCGGCGGATTTCAAGGCAGGGGTTTGTGCCGCACCTGCCGCTTTGTTTTCTACGCCGCTT 
. *GT.TTCGCCGGGAGTCTGTTCGGGAGGGCCGGAACTGAGGGCGGCTGCCAGC AGGATGCAG 
GAGGCGGCAACCAGGCAACTTGCCGTTACGAGGCGGCGGCGGTTGCGCCGTTTGAGTTGT 
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TCGTAACCGCTCAGGACTTCGTTTTGTTTGTTTTCGGACATAGAAGTTTCCTTTTAAAGT 
ACCGACATGACATCGGCAACGGTATGAAATGAGCCGAAAACGACGATTCTGTCGTTCTCG 
CCCGCTTTTGAGGCTGCCGCCCGGTATGCTTCGCGGACGGCGGCGAATGTTTGTATGTTT 
TCGATGCTGTGTTCGTGCAGTTTGTTTTGCAGGCTCTCGAGCGTCATGCCGCGCGGTACA 
TCCAACGGTGCGATATACCACTCGTCAAACTGGTCTTTAACGGTTTCCAACACGCCGTCT 
ATGTCTTTGTCGGACAACATGCTGAACACGGCGGTGCGTTTTTGCGCAAACGCCAAATTA 
ATCAGGCTGCGGCGCAGGGCGCGGGCGGCGTGGGGATTGTGTCCGACATCCAAAACGGTC 
AGCGGCCGGCCGGGCAGGACTTGGAAGCGTCCGGGATTTTCAACCAGCAACAAACCGCGC 
TTGATGGCACCGATGTCCACCGGCAATTTGTCGTTCAAGCATTCCAATACGGTCAGCGCG 
CAGGCGGCATTGGAAAGCTGGTATGTGCCGCGCAATGCGGGGAAGGGCAGGGCATTGCGG 
TTGCGCGCGGGGTCGTCTGAATGTTGCGGCCGGAAGCGGTAGTTCCATTGGATGTTTTCC. 
ATCGCGTGAAACTCGAAATCGCGCTGCACCATCAGCAGTTTCGCGCCTATGGGTTCGGCG 
TGTGAAAGCAACGATTTGGGCGCGGGGTTTTGACCGCAGATGGCGGGTTTGCCGCTACGG 
AACACGCCTGCTTTTTCAAAGCCGACCTGCTCGACCGTATCGCCCAAAAATGCCTGATGG 
TCCAAATCCACGCTGGTAACCACCGCGCAATCGCCGTCAAACGCGTTGACCGCGTCCAAG 
CGGCCGCCCAAGCCGACTTCCAATATCATCACGTCAACCTGTTCGCGCATGAAGATGTCG 
ACAGCCGCCAAGGCATTGAATTCAAAATAAGTCAGTGATATTTCGCCGCGCGCGGCTTCG 
ATGCGCTCGAAAGAGGCAATAATCGTATCGTCCGAAACGGGTTCGGCGTTGATGGCGATG 
CGTTCGTTGTAACGCAATAAATGCGGGCTGGTCAGCGTACCGATTTTGTAGCCCGCCTGT 
TTGTAAATCTGTGTCAGGTAGGCACAGACCGAACCTTTGCCGTTGGTTCCCGCGACAACG 
ACGACGGGGCATTGCGGCTCGAGCTTCATGCGTTTTTTCACTTCGCTCGTGCGCTCCAAA 
CCCATGTCGATCAAACCGCCGCTGTGGGCGGTTTCCAAATGCGAGAGCCAGTCTTGTAGT 
GTTTTCATGAGTGTTTCGTTTTCAAATGCCGTCTGAAATCAGTCTGATGTATCGGTTTCG 
GCGGTTTTTTTCGGCTGCCGCCAAAGTACCCAAACTTTCAGCTTGCGGTAGGATTCTTTG 
TCCGTCATGTCGGGCATGATGCATTGGCGGACGGTTTTGCCGCCGGTGTCCCATTGTAAG 
AATAAGGCATAAGGCGTAACCATACTGCTGCCCGACAGTGCCGCCGCCTTTGCCGTTTTG 
TCTTTGCCGGATACGATTTCCGCCTGTCCGTCGCGGTCTATGGTAATCGCGGTTATGGCA 
TGGCGGTGTTTCAGATTCGTTATCCTGAGCGAGTATGCGTAACTTGCCACCAAAGCCGCC 
AAACCGAACCACATCATCCGGCCGTAAAACCAAGTCAGGCAGACGGCAAGGGAGGCGGCG 
TGAAGCGATACAGTCAGGATGTTCAGGATGCGGGACGGCCTCAATGCCGTCTGAAAGGCG 
CGCACAGCCTTACATCATGTTGTCGAflCACGGGGGTAATGTTCAATTCCGCTTCTTCCAT 
GTTCAACACTATATCGTGGATTTCGATGTCGAAAAATTCCCAAAAGGCCTTCAGCCCCAT 
ATCTTGCGGCCATTTATCCTTATCGATGTCCCAACCTGCCAGCTCCGCCTCGAAAATCTG 
CCGGTAGCGTTCGTCGAAGTAGGAAACGACGGCTTCCGGTTCGTCGAACTGCGGAACGAG 
GAAGACGGAACAGTTGGCACGAAGCTGCTCTATGGTCAGGTCGGGCATATTTTCGTCGGT 
GCTTTTGAGCCATTCCAAAAAGCGCGCGGTCGGCTTGAGGACGACGGCGGTGCGGTCAAC 
AAAATACATGGTTTTCTTTCTCAATCATCTTGCGGTGTCGGGATATGCTGTCTGAACGTT 
CGGTTTTCAGACGGTATAGCATCAGTGGGTCATGACCTGTTGCAGGAACTGCTTGGCGCG 
TTCGTGTTTCGGGTTGGTAAAAAACGCTTCGGGCGTTTCGTCTTCGAGGATTTGCCCTTT 
ATCGACGAAAATCACGCGGTCGGCAACTTCGCGGGCAAACCCCATTTCGTGGGTTACGCA 
CATCATCGTCATGCCGCTTTCTGCCAAGTCTTTCATCACTTTCAACACTTCGCCGACCAT 
TTCGGGGTCGAGTGCGGAGGTCGGTTCGTCAAACAACATTACGCGCGGTTCCATCGCCAA 
ACCGCGTGCAATCGCCACGCGTTGCTGCTGGCCGCCGGAAAGTTGGGAAGGGAAGGCGTC 
TTTT TTGT GTGCCAGTCCGACGCGTTCCAAAAGCTCCATTGCCTTTTTCTCCGCCTGTTC 
CGCATTTTGCCCTTAACCTTCATCGGTGCGAGGGTAATGTTTTCCAACACGGTCAGGTGC 
GGGTAGAGGTTGAAGCCTTGGAATACGAAGCCGACTTCTTCGCGGATTTTGTTCAAATCG 
GTTTTGGGGTCGGCAACGTTGACACCGTCCACCCAAATCTCGCCGCTTTCGATGCTTTCA 
AGCTGGTTGACAGTGCGGATGAGTGTGGATTTGCCGCTGCCCGAAGGCCCGCAGACGACG 
ACCACTTCGCCTTTTTTGATTTCCAAGTTTACGCCGTTGATGACGTGCAGGTCTTTGAAA 
TGTTTGTGTACGITTTTGAATTTGATCATGTCTTTTCTTTCAGACGGCATTTGCCGTTGC 
AGGTTGTCGTTACGGGAGCTCCATATGATGAAGCGTGTAGCGTCTGCCGTCAAAAAAACG 
GTCGTTCGGATTGGTCAGGCAGGCTGCAAGCGGCAGTATCAGGGGTAAAAGCAGGTATTT 
CGTCATCGGCTTACTCCCTTTTCAGACGACCTTGCCCGCCAGATAATTGCTCAACGCCAC 
GTATTTCTCTGGCGCGATATGTTCGGCGCGGTCTTGCGGATTGATGCCGACTGCCTGCAA 
ATCAT CGT CGCCTGCAAGCTCTTTCAGATTGTTGCGTATGGTTTTGCGGCGTTGGTGGAA 
GGCGAGTTTCACGAGTTTGGCAAAATGCTCGAAATCGTCCGCCTTGCCGATGCGGTGTTT 
CACCGGAATCATACGGACGACGGCGGAATCCACTTTCGGCGCAGGGTCGAACGATTCGGG 
CGGTACGTCAATCAGCATTTCCATATCGAAAAAATATTGCAGCATCACGCCCAAGCGGCC 
GTAGTCGTTGCTTTTCGGCGCGGCAACCATACGCTCGACCACTTCTTTTTGCAGCATAAA 
GTGCATATCGACGACATCGTCCGCCACCTCCGCCAGCTTGAACAAAAGCGGTGTGGAAAT 
GTTGTACGGGAGGTTGCCGACGATTTTCTTTTTGCCTGCGATGCCGTTGAAATCAAACTG 
CAATACATCGCCTTCGTGAATCACCAGTTTATCCGCAAACGGCAGCGTTTTCAGACGGCA 
TACGATGTCGCGGTCGATTTCGACAACGTGCAGGCGGTTCAGCTTTTTCGCCAAAGGTTC 
GGTAATCGCCGCCAAACCCGGGCCGATTTCAATCACGACATCATCCGCCTGCGGGCGCAC 
GGCGTTGACAATATCGCTGATAATCCGCGTGTCCTGCAAAAAATTCTGCCCGAAACGCTT 
GCGGGCTTTGTGTTCTTTCATCGTGTTTCCTTTTCGGTTGAAACCCCGCCCTTTAGGGCG 
GTAGAATCAGACTCTATTTGGGAGGGGCGTAACTCTTTCCAAATCAGGATGGCACATAGG 
GCGGTGCTTTATGTGTCGTCCTGTGTGTTGAAACATAAATGTGTTTACAGTATCCGTTTG 
ATGTCGGCATTGTAACCGAAAACGGCAGGGCGTGATAATGCTGTTTGAAGGCTTGCCGTG 
TTTGGCGGTTTGGTGCAAAAACCGGCTGTCTGCCGTTTTGCCTGTTCGAGGATTGAACGT 
GTCTGAAAATCTGCTTGAAATCGAAACCCATCCCTTCGATCCCGTGTTGCCGCCGAAGGC 
TGCTGTCATGATGATGGGGACGTTTCCGCCCAAGGAAGACAAACGCGCGATGCAGTTTCA 
TTATCCGAATTTCCAAAACGATATGTGGCGCGTTTATGGGCTGGT G TTTTTTAATGATGC 
- GGCGCATTTOCAAAGGTTGTCTGAAAAAGCGTTTGATGCOyiGAAAATCAAGGCGTT^^ 
GCACGAACGGGGGATTGCGTCCTGTCCGACCGTTTTGAAGGCGGTACGTCAGCACGGCAA 
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TGCGTCCGACAAGTTTTTAAAGGTAGTTGAAACCGTCGATTTGGCGGCGGTGTTGGCAAA 
AATACCCGAGTGCCGCCATATTTGTACGACAGGCGGCAAGGCGACGGAAATCCTGCTCGA 
TATTCAGGGCGGCGGTATCAAAATGCCGAAAACGGGCGAAACCGTGCCGTTTCCGTTTGC 
CGGACGGGATTTGACGCTGACGCGCCTGCCTTCGACTTCGCGCGCCTATCCTTTGAGTTT 
GGCGAAAAAAGCGGCGGCGTATCGGGCGTTTTTTGAAATGGCGGGCTTGTGTGAAAAACA 
GTTATAATTGCCGACAATTTCCCGTTCAGACGGCATGTTTGCAAAAACGGAAATGCCGTC 
TGAAAATTTGAAGCACAAGGAAGAATCCGATGAAGAACTACCACGCGCCCGACGAGAAGG 
GCTTTTTCGGCGAACACGGCGGGCTTTATGTCTCCGAAACCCTGATTCCCGCCTTGCAAG 
AGCTGGCGGATGCCTATAAGGCAGCGAAAAACGATCCTGAATTTTGGGAAGCGTTCCGCC 
ATGATTTGAAACATTATGTCGGCAGGCCCAGCCCCGTTTACCACGCCGCGCGGTTGTCCG 
AACATCTGGGCGGCGCGCAAATCTGGTTGAAGCGCGAAGACTTGAACCACACCGGCGGGC 
ACAAAGTCAACAACACCATCGGTCAGGCACTGTTGGCAAAACGCATGGGTAAAAAACGCG 
TCATCGCCGAAACCGGCGCGGGTCAGCACGGCGTGGCGAGTGCCACCGTTGCCGCACGCT 
TCGGTATGACTTGCGACGTGTATATGGGCGGGGACGAeATCCAACGCCAAATGCCCAACG 
TGTTCCGTATGAAATTATTGGGTGCGAACGTGGTCGGTGTAGAAAGCGGCAGCCGCACGC 
TGAAAGACGCGATGAACGAAGCCATGCGCGAATGGGTCGCCCGCGTGGACGACACGTTCT 
ACATCATCGGTACCGCCGCCGGCCCCGCGCCGTATCCCGAAATGGTGCGCGATTTCCAAT 
GCGTGATTGGCAACGAAGCTAAAGCGCAGATGCAGGAAGCCATCGGCAGACAGCCCGACG 
TTGCCGTTGCCTGCGTGGGCGGCGGATCGAACGCCATCGGTTTGTTCCACCCGTATATCG 
GCGAAGAAAACGTGCGCCTCGTCGGCGTGGAGGCTGGCGGTTTGGGCGTGAACACCCCCG 
ATCACGCCGCGCCGATTACTTCGGGCGCACCGATTGGCGTATTGCACGGTTTCCGCAGCT 
ATCTGATGCAGGACGAAAACGGTCAGGTTTTGGGTACGCACTCTGTTTCCGCAGGCTTGG 
ATTACCCCGGCATCGGCCCGGAACACAGCCATCTGCACGACATCAAGCGCGTCGAATACA 
CTGTTGCCAAAGACGACGAAGCACTCGAAGCCTTTGACTTGCTCTGCCGCTTCGAGGGCA 
TCATCCCCGCGCTCGAATCCAGCCACGCCGTTGCTTGGGCGGTGAAAAATGCGCCGAAAA 
TGGGTAAAGACCAAGTGATTTTGGTCAACCTCTCAGGTCGTGGCGACAAAGACATCAATA 
CCGTCGCGAAGCTCAAAGGGATTAAACTGTAACCTCGTCCGTCTGATATAGTGGATTAAC 
AAAAACCAGTACGGCGTTGCCTCGCCTTGCCGTACTATCTGTACTGTCTGCGGCTTCGTC 
GCCTTGTCCTGATTTTTGTTAATCCACTATAAAAATGCCGTCTGAAGCCTGAGTTCAGAC 
GGCATTTTATTTTGCTATGAATTTAGTATTTTAGAAACGAATCTGTATTTTAATTTGTCC 
GGATTTTTGTTTTTCCAATTGTTTTCCTTTTGTAATACTGCCATTTACGTTTAATGTAAC 
ATTACGGTACAGTAACGCGGCACCTGCTGAATATTGCTGTTGATTATCTGCTTTATAGAC 
GAAGGAATTACCGCCCACATTCACGCCGCCTTTGCCATAATTGGCAAAGTAAGCTGCAGA 
TAACAAGGGTTTTACGGTAAGGTTGCCGACTTTAAACCGATAAGCAAAATCCAGTGCGGC 
CGTTAGTGTTTTCACTGACATAGAACTTACTTTAACACTGTCGTTACCCAACTTGTAATC 
TGCAGATGACAGGCGGCTGTAACGGATCCCCGCACTGGGGACAATCTCGAATTGATTGAT 
TTTCAGCGTATTGCCCAAAGTAAGGCCGGTTTGGATGCTTGCTCGGTTAAAGTTTGCTTT 
' TTGCTGCGTTTGTAACCGGCTTCTCAAGCTGCCTGCACCAATATCGCCGGCCACATACCA 
AGCATCATTTAAATAATACTTACCATAAAGGTTGGCTTGCACAAAAGTATTTTTGCCGCT 
CGCCTGATCAAAAGTATGCTGACTGTCAGAGTAAGTCAATACGCCGCCTATCTGCATATT 
TTCGGACAAGCTGCGGTCAATGCCGATTTGTGTTTGCGTGCGTTTCGAACTAAACCGGCG 
ATATTGTGCGGAAGCATAATCACGACCATAACCGGTGTTCGACATCCAAACACTGTTTTT 
TTCGGCATCAGCGCGTGATTTTTGTGCAATGTGCCGTGTTAATGAAGCACCTGTATCCAA 
CAAGATAGATTGCGTGCTTGCCATTGCGTCAGATAAAGCCGAGTTGGTATTGGTGCTGAG 
TGCATCGGCTTGCGCGGCGGCTTGGGCTTGCAGCTGAGTGGCGGCTTGGGCTCGCGGCTG 
CGCGGCTCTTGGTTGCAAACTCACTGTCTCAACTTTTTCATGAAGTTCCGTATTGTCTTG 
AGGCTGTTTGTCTGATGTGTCAACCGATTCGGATACATCTTCATCTTCCAACGCATCCAA 
GGGGATTTCTTCATAATCATTTTCATATTTTTCATGAAGTTCCGTATTGTCTTGAGGCTG 
TTTGTCTGATGTGTCAACTGATTCAGATACATTTTCATCTTCCAACGCATCCAAGGGGAT 
TTCTTCATAGTCATTTTCATACCAGTCCGGATTATGCAAGGCCCTGGGTGCTGCGTAAGC 
TGACGAATCAAATGATGGCGAGGGCGGTGCCGGCAGAGTAGATCTGCGTCCGCGACGTTT 
CGGACGATTTTGGGAAGCTGCCATATAATCCTGAGGTGCGGCACGGCGTTTTCGGCGTTG 
CGGCTGGGATTGGGCTGCTTGACGGTGCTCTTCTTCCTCAGCTTTTCGTTTCGCCGATTC 
TGCCGCTTCTCGATCTGTTTCGGCTTTTT G TTTTGCCGACAACTCTGCTGCTTGGCGTTC 
CGCTTCTTGACGACGTGCAAGTTCGGCGGTCTGGCGAGCTTCrrGCTGGCGTTTTGCTGC 
TTCGGCTGCTGCCCTTTGCTTGGCMGTTCGGCGGTTTTGCGTTCGGTTTCCGCTTTTTG 
TTTGACGGCTAACTCTGCAGCTTTTCGTGCTTCTTCCTGTTGACGCGCAAGGGCTTTTTG 
TTGGCGTGCCGCCAATGCTTGGGCTTCAGCTGCGGCTTTTTGGTTTGCCGACAATTCTGC 
CGCTTTGCGTTCTGCTTCCTGGCGATGTGCAAGTTCGGCAGCTTGGCGTTTTGCCTCTTC 
GGCTTCTGCTTTTCGGCGCGCAGCCAATGCTTGAGCTTCACGTTCGGCTTCTGCCCTTTG 
TTTTGCCAACAACTCTGCCGCTTTGCGTTCTTCCTGCTGTCGGCGCGCAAGTTCTGCTTG 
GGCTTGGGCAATTTCCACATTGTTTTGCTGTACCGAACGGTGTCCGCGGCGTTTAGGACG 
GTCTTGGGAAGCTGCCATATAATCCTGCGGTGCGGCACGGCGTTTGCGGCGTTGCGGCTG 
GGATTGGGCTGTTTGACGGCGTTCCTCTTCCCCGACCCTTTGTTTTGCCGACAACTCTGC 
CGCTTCGCGTTCTTTTTCATGCCGGCGTGCAAGCTCTGCAGCTTGGCGTTTTGCCTCTTC 
GGCTTCTGCTTTTCGGCGTACCGCCAATGCTTGAGCCTCACGTTCGGCTTCGACTTTTTG 
TTTTGCCGACAACTCTGCCGCTTCGCGTTCTTTTTCATGTCGACGTGCAAGTTCGGCGCT 
GCTGCGTTCTTGTTCTGCTTTTTGGCGGGTCGCCAGCTCTCTTGCTTCGCGTTCGGCTTC 
TGCTTTTTGTTTTGCTAACTCTGCCGATTTACGCTCTGCTTCTGCTTGCTGACGCTTCAC 
TTGCTCCGCTTTTGCTTGCTGGCGTTTTGCTTCTTCGGCTTGATTTGCCTGCGGGCTAGG 
CGGTGCGACGACGATATTTTGAGGCTTGGCAATTTGTGCACCGTCCGTTTCTGTTGCCTT 
TTGTGCTTGAGAAGCCGTGTTTGTGGCAGGAGACGGGGCCGGTTTGACTCGGCGGCGGTT 
CTCGGCATAAGGATTGTACAATCGGGTAATACCCTTTTCTGTTTTGATTGTATAACGCAA 
-TGCCCCTAAATCTACATGGTTATTCGCCAAGGAAACAGAAAGGCGGGAGCGGTCTTGTAC 
GGATGATGCATCAAAGAGATTCAGCCCTTCCTGATTGGGTTCGCCTGTTTTATCTTGAAC 
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ATGGAGCTGATAATGACCGGATGCGGATTCCTTCACAAGCACTTTATCCCCAAGATTTTT 
CGCCAGGTGCGTCAGATAATG7y\AATGCCCGTTACCGGATAAATGATTGATTTTGAGCGT 
GTGGTATTTATTTGCACTTTGCGCATCGGAGGCATTGTTCAAATGAATATGGCTATCCGC 
CAATGACAGATTGTGTACTTGGCTGTCGCCGGTCAAATGCCATTTGCTATGTTGGTTTAG 
GCTGACACGGCTGTTTCCTTGCCCTTGAATTTGCCCCCATAATGGAGCCTTGCCCAAGAC 
' CAATGCCGCATTCTGGTTCAGATTCACATTGCCGTTAATCTGTGTCGCTCCAAAGCTGTT 
TAAAGCCTTATCGGATAAGTTGCCTGTGTTGCAGGTAACGTAACCGGTATAGTCCGAGCG 
CACGCAAACCTCATCGCCGTTTTTGTAACCCAAATTTACTTTGGCGTTGTCTGTTGCGGT 
GATGTTGGCGGTGATGTCGGATACATTTCTGCCGGAAGAGAATGATGCGGATTGATTAAC 
CGCAATTTCTGTGGCTTTGAATGTGCGGTTTATCCAGTCGTCTTCAAATACGACTTCATT 
GTTTTTGGAGAAATGTGCGTCTTTTCGGGCTGAAGATTTGTTCACAAAATCTCTTGCGTG 
TGGTGTTGGACGACCTGATAACAAGACATTGCCTTGAGTTACGCTTATTTTTCCGTTTAA 
ATTAGTGCCGCCTGTTAACAAGAAACGGTTTTGCGCGCTTTTGCCGTTGAAATTAAGGTT 
TAATGCACCGTTATGTCCTTTTCCGTTTTCTTCGCCAAAGAAACCGCTAAAACCGCTAAT 
ACGCTGATTGTTTTTGTGGTTCATCGCGTTTTTCTTGGCTTCTTCTTGTGTGCTGCCCAT 
TAAAATCCAGTCGTTATTTTCCGTTTGTCCGTTTTCGGGCATCGGTGCGTTCACGCTGCC 
GCCGGATTTTAGGGCGTAATAACGGTAGTTTTTGAAATAAAGATCTTTGCCTTGTGGAAT 
CGGTTTCCTAGGGCGGTAATAGTAATAACCAGGATCGTCATCATCATTATTTTGAATATA 
ATGAATAGAGATGGTTTTGGGATCGGTAATCAAAGATTTACCCGTTAGCGTGATTGTGGA 
GGCGTGGCCTGTGTTGTGGTTGACAATGCGCGCGCCTTCATCCACGTTGCGGATGTGTTC 
AAAAGTCAAGTCATTGCCATTGGCATCCAAACGACCGCCACGGAAACCGAAATATAGGTT 
ATCGGGATTAATCTGATTTGAACTATTTAATACCAATGTACCGCGTCCGCTGACAATGCC 
GACTTGGGAGAAAGCCTGGACTTTTTTGTCGGCATCGG C TT G TTGATTCAGAATAACCGT 
ACCGTCGCCGACTTTTAATTGCCCTTGGTTAACGCCTGTGCCGTTTATTTCTAATGTGCG 
TTTGCCGATTTTTGCCAATCTGTCGCCATTCGGATTTTTGACTTGCCAAACGACTTTTTT 
GCCGTCGGCAACATCAATCCCCGCACCTAGCCAAGTGATGTCATTATTTATACCTTTGAC 
TGTGTAATCGCCTTTGAAAAACAGACCGCCCGCGCCTTGGTTGATGTTTTGATCCAATAC 
CAAAGTGCCGTTGTTTTCAAAGGTAACATTCTGTCCGTTGTTTGCATCCCTTTCATTGTT 
GGCAAGCCTTACCGCTGTCGAACCGATATGGCTGTTTGTGCCCGTGGTTTTCCAATGATG 
TTCTCCATTACCTTTGATGGTGCCGGCGTTATCGCGTTGTTTGATTTCATCTGCAAATTC 
TTTTTTATAGATATTCCATTCTTGCCAAGAGTTTTTTTGATAGCCTGCCCAATAATCGTA 
AGCACCTAAAAAGACCCAGCGTTTTTCTTGTTTATCATAAGCAAATAATGGTGAACCGCT 
ATCGCCTAACACAGCATAGTTAGTCAATGCGTTTTGAGATAAAACTTCTTTGAGTTTTTC 
TGGGGAATGATGTTTTGAATTATCACCGAAGCCAATCAAGCCTTCTTGATTTAGATTCGA 
TGTGACATTCACGTCTTGATAAGGCGTACCTGCAATGGCATAACGATAAGCTCGTGAAAG 
CTCTGTCATATTGTAGCGGCTGTTATATTCAAATTGCGTACCTGCTCCAACTCGCACAAA 
CTCAGAAAAACGGTTTTTATCTTTATAGGTTTCAACGCCGCCGCCTGCACTGGTTGGTGC 
AATAGGTGCGACTTCTGTTACGAATTTATTAAGGCGTGCCATGTTGTAGTCTTCAAGACG 
ACCTTGATTACCGTGATGCCAATTTTTATTTGGTTCGTAGTCATTTTGTGCAACTGAACG 
ATATTCGTTTTCATCATTGCTAACATCTAAGTGCCCATTGTGATGCCCGTAATAAGAGAT 
TTCGTCTCCTTTTACATGTTTGACGCTGACGGCATACTGGGGATCGATGACGGTTAATGT 
ACGTCTGTTGACATCTGCAACGCTAAAATCAATCATCGGTACGTTGGATAATGCGTTGCG 
GATGTTTTGACCTTGTTTGTTTTTCACTGATAAATCGGTTGCGCCGACAAAAAATTTGCC 
TTTGTTTTCTGCAAAGTCACGGAATATTTGATAATCGACATCGTCTCTGACCAATGCCGC 
TTCTGAGTATGGCGTAAGGGCATAGGCAAGAAAGATGGATAAGGATATGGCGTTAATTTT 
AAAACGTTTGGTTTTCATAAGGTTTTACCGTTTTAAGGGTGATAATGTTTTGTATTTTAC 
GCCGGTTTGGTGGTGTTGACTATTTTTTGTTGTGTAAATCATTCATTTTGGTGTTTTATT 
GCCAATTTAAAAAAAGAATCCCGATGTTTTTATTTCCGCTTCCTTTGTTCTGTTATTCAA 
GCGAAGGCGGGAAGCCGATTTTCGGGGTTCGGTTCTTCCGTTAAATTTCTGCGGCTTTTT 
GTTTTTGGATTCCCGCTTTTGCGGGAATGACGGGATTTTAGGTTTCTGATTTTGGTTTTC 
TGTTTTTGAGGGAATGACGGGATGTAGGTTTTCTTAACCCTGAGTCCTAGATTCCCGCTT 
TCGTGGTAATGACGAGATGGGGGTTCGTGGGAATGACGCGGTGCAGGTTTCCGTACGGAT 
GGATTCGTCATTCCCGCGCAGGCGGGAATCTAGACCTTAGAACAACAGCAATATTCAAAG 
ATTATCTGAAAGTCCGAGATTCTGGATTCCCACTTTCGTGGGAATGACGGGATTTTAGGT 
TTCTGATTTTGGTTTTCTGTTTTTGTAGGAATGATGAAATTTTGAGTTTTAGGAATTTAT 
CGGGAGCAACAGAAACCGCTCTGCCGTCATTCCCGCGCAGGCGGGKATCTAGACCTTAAG 
GCAGCGGCAATATTCAAAGATTATCTGAAAGTCCGAGATTCTAGATTCCCGCTTTCGCGG 
GAATGACGAAAAGTGGTGGGAATGACGGTTCAGTTGCTACGGTTACTGTCAGGTTTCGGT 
TATGTTGGAATTTCGGGAAACTTATGAATCGTCATTCCCGCGCAGGCGGGAATCTAGAAC 
GTGGAATCTAAAGAAACCGTTTTACCCGATAAGTTTCCGCACCGACAGACCTAGATTCCC 
ACTTTCGTGGGAATGACGGGATTTTAGGTTTCTGATTTTGGTTTTCTGTTTTTGAGGGAA 
TGACGGGATGTAGGTTTTCTTAACCCTGAGTCCTAGATTCCCGCTTTCGTGGTAATAACG 
GGATGTGGGTTCGTGGGAATGACGATGGAAAGTTTGCCGTTGTCTCGGATAATACTGAGG 
CTTTTCGTTTGCATTCTTATAGTGGTTTAACAAAAACCAGTACAGCGTTGCCTCGCCTTG 
TCGTACTGCTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTAAATTTAAACCACT 
ATATCATTTTCAAATCTTGTTATGACGGTTTTTCGGATTTGCTTTATTATCCGTTTATTT 
TTGAAATATCTGGGGTGGGGAGACGTGTTCCGTCGTTGGTTTTTGCCGTGTTGGGTTGTC 
GGCGCGGOSGCTTCGTTTGCGCTGCCGGTCGTGCCGCATTGGCTGTTTTGGCTGGCGGCT 
TTTGCGGTTTTTGCTGTGTTTGCAAGGCGTTTTGCGTTTGCCGGTCTGATGCTGTGCGTG 
TTGGCGGGCGCGGCTTACGGCGTATTCAGAACGGAAGCGQCACTGTCTTCGCAATGGCGG 
GCGGAGGCGGTTTCAGGTGTGCCGTTGACGGTGGAAGTGGCGGATATGCCGAGGTCGGAC 
GGGCGGCGCGTGCAGTTTGCGGCAAAGGCTGTGGACAGCGGTGGTCGGACGTTTGATTTG 
CTGCTGTCGGACTACAAACGGCGCGAATGGGCGGTCGGGAGCAGATGGCGGATAACGGCA 
CGTGTGCACCCCGTCGTCGGCGAATTGAACCTGCGCGGTTTGAACC6TGAGGGGTGGGCA 
TTATCCAACGGGATAGGCGGCGCGGGGACGGTCGGTGCGGACAGGGTTTTGCTGCATGGC 
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GGAAGCGGTTGGGGGATTGCGGTTTGGCGCAGCCGCATCAGCCGTAATTGGCAGCAGGCG 

GATGCGGACGGCGGGCTTTCAGACGGCATCGGGCTGATGCGCGCGTTGAGCGTGGGCGAA 

CAGTCGGCATTGCGCCCCGAATTGTGGCAGGCGTTCCGACCGTTGGGGCTGACGCATTTG 

GTCAGTATTTCGGGTTTGCACGTTACGATGGTGGCGGTGATGTTTGCGTGGCTGGCGAAG 

CGGCTGCTTGCCTGTTCCCCGCGCCTTCCTGCCCGGCCGCGCGTGTGGGTTTTGGCGGCG 

GGGTGTGCAGGCGCGCTGTTTTACGCGCTGCTTGCCGGTTTTTCCGTGCCGACGCAGCGC 

AGCGTTTTGATGTTGGCGGCGTTTGCGTGGGCTTGGCGCAGGGGAAGATTGTCGGCGTGG 

GCGACGTGGTGGCAGGCGTTGGCGGCAGTGCTGCTGTTCGACCCTTTGGCGGTCTTGGGT 

GTGGGGACTTGGCTGTCTTTCGGTTTGGTGGCGGCCCTGATATGGGCGTGTTCGGGGCGT 

TTGCACGAAGGGAAACGGCAAACCGCCGTGCGCGGGCAGTGGGCGGGTTCGGTGTTGTCG 

CTGGTTTTGCTCGGTTATCTGTTTGCTTCGCTGCCTTTAATCAGCCCTTTGGTCAATGCG 

GTGGCGATTCCGTGGTTTTCTTGGGTATTGACGCCGCTGGCGTTGCTGGGTTCGGTCGTG 

CCGTTTGCGCCTTTGCAACAGTTGGGGGCATTTTTGGCGGAATATACTTTGCGGTTTTTG 

GTGTGGCTTGCCGATGTGTCGCCCGAGTTTGCCGTTGCCGCCGCACCTTTGCCGCTGTTG 

GTGTTGGCGGTGTGTGCCGCTTTGCTGTTGCTGCTGCCGCGCGGCTTGGGTTTGCGTCCG 

TGGGCGGTGTTGCTGTTGGCAGGGTTTGTGTTTTAGCGTTCACCCGGCGTGCCGGAAAAT 

GAGGTTGCGGTTACGGTTTGGGATGCGGGGeAGGGTTTGTCGGTGTCGGTTCAGACGGCA 

AATCATCATCTTTTGTTTGACACTGGAACTGCATCGGCGGCACAGACGGGGATTGTGCCG 

AGTTTGAATGCGGCGGGTGTCCGCCGTTTGGACAAGCTGGTTCTGTCGCATCACGACAGC 

GACCACGACGGCGGTTTTCGGGCGGTGAGGAATATTCCCGCCGGCGGGATTTATGCCGGG 

CAGCCGGAATTTTATGAGGGGGCGCGGCATTGTGCGGAACAGCGTTGGCAATGGGACGGC 

GTAGATTTCGAGTTTTTGAGGGCGTCTGAACQCAAAAACATCGATGATAATGGGAAAAGT 

TGTGTTTTGCGTGTTGTGGCGGGCGGTGCGGCACTGCTGGTAACGGGCGATTTGGATACG 

AAGGGCGAGGAAAGCCTGGTCGGCAAGTATGGAGGCAACCTGTACAGCCAGGTGTTGGTG 

TTGGGGCATCACGGCAGCAATACGTCCTCGTCGGGCGTGTTCCTCAATGCCGTTTCGCCC 

GAATATGCCGTTGCTTCAAGCGGTTATGCCAACGCCTACAAACATCCGACCGAAGCGGTG 

CAGAACCGTGTCCGCGCACACGGCATTAAACTGCTGCGTACCGATTTGTCGGGTGCGCTG 

CAATTCGGCTTGGGACGCGGCGGCGTGAAGGCTCAACGTTTGAGAGGGTATAAATTCTAT 

TGGCAGAAAA/IACCGTTTGAGTGAGGTTTGAAACATAAAATGCCGTCTGAAACGGATTCA 

GACGGCATTTTGGCGTTAACGCCGGTTCGTGCTGGCAAGGCATATCGTTTGATTTTCAGT 

GTGCGTCAAAAACAGAAAGGGCGTTGCGGTTAACGGCAGGGAGAACCGTTTGAATGAACG 

GAAAGGTTTGCGCCAGAAGGGGAAATGCCGTCTGAAAGGGCTTCAGACGGCATCCGGACA 

TCGGTGCGGAATCAGTGCCAGTAACGCCACCAGGGCATATCGTCAGATCGCCACGGCTGC 

TTTAAGAACGGGCTTTTCGGGAAGTTGGTTTCCAACACGCGGCGCGTATCGGCGGCAAGC 

CGGGGCTTGTCCAACTTCTTGTAGGCAAGTTCCAATATGGCGAGCGATTCTTCGACATAG 

CGTGTATTTTGATAGCTGCCGATAATTTTTTGGGCGCGGTTGGCGGCGGCGATATATGCG 

CCGCGTTTCATGTAGTAACGCGCTACCGACATTTCATTGCCGCCCAAAGCATCGACCAGT 

TTGACCATGCGTGCGGTCGCATCGGCGGCGTATTTGCTGTTCGGGAAGCGTTGGACGAGT 

TCCGCAAAGGCCTGATACGCTTCGCGGTTGGCTTTCGGGTCGCGGTCGGACCAGTCTTGC 

GAGGCCAGCTTGTTCAAGAAAGATTGATCTTCGTTGAACAGTACCAAACCGCGCAGGTAT 

AGCGCGTAGTCCATATTCGGGTGTTGAGGGTGAAGGCGGCGGAAGCGGTCAATGGCGGCC 

AGCGCCTTATCCTTCTCATCATCTTTATAGTAGGCGTATGCCGTATCCAGTTGGGATTGC 

TGGGCATGGCGGCTGGTAGGGAAGCGCGATTCCAAGATTTCGTATAATTTGACAGCTCGC 

GTATAATTGCTGCTGTTCAGCTCGTCCTGGGCTTCGGCATAGAGTTTTTCCACACTCCAG 

TCTTGGGTAATCTGGGCATCTTTATCTACCGTACCTTGAGTGGCACAGGCACTCAGTGCC 

AAACCTAATGAAACCGTTAAAAGAATTTTTTTCATGCAGAATACTTCCTTTGATAATGAA 

TCCGATTATAGCGACGATTCAGACTTTGCGTCAGCTTCCGAAACTGAAAACCGTATCGGT 

CTGACCGTTCCGCTCGAGCTTGCAGGCGGGCGGTTGGATGCGGTATTGGCGAAACTTCTG 

CCCGACTACTCGCGCAGCCGCCTGACATCATGGATTAAAGAAGGCGCGGTTATTGTAAAC 

GATAAACCTTCGCAACCCAAAGACAAAATGATAGGCGGCGAGCAAATTTGTGTAACCGTC 

CGTCCGAGTCAGGAAAATCTGGCGTTTGTTCCAGAGCCTATGGCTTTGGATATTGTTTAC 

GAAGACGATACCGTCATCGTCGTCAACAAACCGGCCGGACTGGTGGTGCATCCGGCGGCG 

CGCAACTGGACGGGGACGCTGCTCAACGGCCTGTTGGCGCACTGTCCCGAATTGAGCCAA 

GTACCGCGCGCGGGCATCGTACACCGTTTGGACAAGGAAACCAGCGGGCTGATGGTGGTT 

GCCAAAACCCTGCCGGCGCAAAATTCCCTCGTGAGGCAGCTTCAAGAGCGCACGGTCAAA 

CGCATCTACCGCGCCGTCGCCAACGGCATCGTCCCCTTCGACGGTAAAATCGAAACCCAA 

ATCGGACGCGATCCGCACAACCGCCTGAAAATGGCAGTCGTCAAATTCGGCGGCAAACCA 

GCCGTTACCCACGTCAAAGTGTTGGAACGCTATCTTACCCACAGCTATATCGAATGCTCG 

CTCGAAACGGGCAGGACGCACCAAATCCGCGTCCATATGCGCGAGGCCAACCATCCGCTT 

GCCGCCGACCCGGTTTACGGCAACCCGCGCCATCCGTGCGGCGACACGGTGAAAGAAGCC 

GTTAAAAGTTTGGGTGCGCGTCAGGCGTTGCACGCCTACCGCTTGAGTTTCACCCATCCG 

Gi^AAGCGGCGAAACCGTTTCGTTTGAAGCACCGATTCCAAACGACATATATCATTTGTTA 

TCCGTCCTCCGTCTTGAAGCCGGTTTGGATTCGTCTTTGAGCAATGAAGAAGAATGGCAG 

GACAAATTCGGCGCGGACGACGACGATGATTGGAACGAAGACGACTATGATGTCGAAGTG 

GTTTATGTAAGGGAGTGAGGCGGCTTGAAAGGCGGGGCGAACGCAGGCAGCCGAATCGGA 

GCAGCCGGGCAATCGTCCCCGCCGATTTCAAACAAAGGCCGTCTGAAGGGACCGGGCAGA 

AACCGCCGGTTTTGTTTGCCCCGTTCAGACX3GCATTATGATAAAAGGCGTTTAGGGTTTT 

TTATGTTTACCGGCTTTGGCCGCCCAATAAGTTGCCAGCAGCGAGCCGGAGATATTGTGC 

CACACGCTGAACAATGCGCCCGGAACGGCAACGACCGGCGCGGCGGCAAAGTGTGCGGCG 

GCAAGCGCGGCGGCCAGGCCCGAGTTTTGCATACCGACTTCGATGGTCAGCGTTTTTTGT 

GCATCATAAGGCAGGCCGGTCCATTTGGCGGCAAAGAAGCCGAGCAGGTAGCCGATGCCG 

TTGTGGAGTACGACAACCGCAAAAATCAGCy^GGCCGCTTTCCATAATCTTGCCTTTGCTt 

GCCCCAACAACCGCGCCGATAATCAGCACGATGGCGGCAACGGAAACCAGCGGCAGCGCA 

TCGGTCAGCTTTTGGGTTTTACTGCCCAAAACCTTATGGAGAATCMAGCCAAAACAAT 

GGGAGCAAAACCACTTTGACGATGGACTlTCAACATACCGGCCGCrTGGATTTCCAGCAT^ 
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TCGCCGGCAAGCATCAGGAAGATGGCGGGAGTCAGCAATGGGGAAATCAGGGTGGAAACA 

GACGTAACGGCAACCGACAAAGCCACATTGCCACGCGCCAGATAGGTCATCACATTGGAA 

GCCGTACCGCCCGGGCAGCAGCCGACCAAAATCACGCCGACCGCGATTTCGGCAGGCAGG 

TTCAACAGTTTGGACAGCAGCCAGGCGGTTGCCGGCATAATGGCGAATTGTGCGATTACG 

CCGATGATGACGACTTTGGGATGTTTGAACAAAATATCGAAGTCGGAAGGTTTGAGCGTC 

AAACCCATACCGAACATAATAATGCCCAACAGCCAAGGAATATAAGGCCCCGCCCATTTG 

AAGGTGTCGGGCGCGAAAAAAGCGGCGGCGGCAAAGAGCGCGGCCCAGAGGGAAAATGTT 

TTTCCGATAAAGCTGCTGATTTTACTGAGGATATTCATAAATAATGCGTTGCGTGTTTGT 

TTTTAAGGGAAGGCAAGCATACACGCCTTAACCTTAATTTGCAAAATGACCGTGCCTAAA 

CAATGCCGTCTGAAAGTGGAGATTGGTTTTCAGACGGCATCGCCCGAGAGATGTCGGAAA 

TGGACTTTATCCCCATTCCTTTTCGGTTGAAACCCGTCTGTTTATGGCGATAGAATCTAA 

TCGGAGGGTAGTCTCGTTCGGGCAACACGCAGTGCGGTGCTTGATGTGCCGTCCCCTGTT 

GAAACATATAAAGCTCGGAGAAAGTATAGTGGATTAAATTTAAACCAGTACGGCGTTGCC 

TCGCCTTGCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTAAATTT 

AATCCACTATATATAAGGGCATCATTCCTGCACCGGCAAGAATCCGAACCCGAACGTTTG 

AAAACAATCCCGAATCTCCGAATTCCCGCCTGTGTGGGAATGACGAAAAAACAAGCATTC 

ATTTGCCCCGAAGGCAGTTAATCAACCCTTTCCGCCACACACCTATTCCAATATCCAATG 

AAAACCATCACAGAAACCCTAAATCTCGCCCCGAAAGGCAAAAACTTCCTGACCGCCGAT 

TGGCCCGCGCCCGCCAATGTGAAAACCCTGATTACCACGCGCAACGGCGGCGTGAGCCAA 

GGTGCGTATCAGAGTTTGAACCTCGGTACGCACGTCGGCGACAATCCCGAAGCCGTGCGC 

CGCAACCGCGAAATCGTGCAACAGCAGGTCGGACTGCCCGTTGCCTACCTCAATCAAATC 

CACAGCACCGTCGTCGTCAATGCTGCCGAAGCGTTGGGAGGCACACCCGATGCGGACGCT 

TCCGTAGACGACACGGGCAAGGTTGCCTGTGCCGTGATGACCGCAGACTGCCTGCCCGTT 

CTATTTTGCGACAGGGCGGGTACGGCGGTTGCCGCCGCACACGCGGGCTGGCGCGGTTTG 

GCGGGCGGCGTACTGCAAAACACCATAGCCGCAATGAAGGTTCCGCCCGTCGAAATGATG 

GCGTATCTCGGCCCCGCCATCAGTGCGGATGCGTTTGAAGTCGGACAGGATGTGTTTGAT 

GCGTTCTGCACGCCCATGCCCGAAGCCGCCACCGCATTTGAAGGCATAGGCAGCGGCAAA 

TTCCTTGCCGACCTTTACGCGCTCGCCCGCCTGATTCTGAAGCGCGAAGGCGTGGGCGGG 

GTATATGGCGGCACGCATTGTACGGTTTTGGAACGGGATACTTTCTTTTCCTACCGCCGC 

GACGGAGCGACAGGGCGTATGGCGAGCCTGATTTGGCTGGACGGCAATCCCGTCTGAACA 

CGCCGCTGATATAATCTACCGACTTTGTGTTTTTGAGAAAGGCAAGCCATGAACAAACTG 

TTTCTTACTGCCGCAGTGCTGATGCTGGGCGCGTGCGGTTTCCACCTGAAAGGTGCAGAC 

GGCATTTCTCCGCCGCTGACCTACCGGAGCTGGCACATCGAAGGCGGACAGGCATTGCGG 

TTTCCTTTGGAAACCGCGCTGTATCAGGCTTCGGGCAGGGTGGACGATGCTGCCGGCGCG 

CAGATGACCCTGCGTATAGACAGCGTTTCCCAAAACAAGGAAACCTACACCGTTACCCGT 

GCGGCAGTCATCAACGAATATCTTTTGATATTGACGGTTGAAGCGCAGGTATTGAAACGC 

GGCGAGCCGGTCGGTAAACCGATGACCGTGTCCGTCCGCCGCGTCCTTGCTTATGCCGAC 

AACGAGATCTTGGGCAAACAGGAAGAGGAAGCGGCATTGTGGGCGGAAATGCGGCAGGAT 

GCCGCCGAACAGATTGTCCGCCGCCTGACCTTTCTGAAGGCGGAATGACGTGGCGGCACA 

TATCGGACGCATTGATACGGACGCGCCTTTGAAACCCCTGTACGTCATCCACGGCGAGGA 

AGAACTGTTGCGTATCGAGGCATTGGACGCATTGAGGGCGGCGGCGAAGAAACAAGGTTA 

CCTTAATCGGGAAGTTTATACGGCAGACAATGCCTTCGATTGGAACGAGCTGCTGCAAAC 

CGCAGGCAGTGCGGGTCTGTTTGCCGATTTGAAGCTGTTGGAACTGCATATCCCTAACGG 

CAAGCCCGGCAAAACCGGCGGCGAGGCGTTGCAGGATTTTGCCGCCCGATTGCCGGAAGA 

TACGGTAACGCTGGTTTTGCTGCCCAAACTGGAGAAAACCCAGCTCCAGTCCAAATGGTT 

TGCCGCATTGGCGGCAAAGGGGGAAGTGTGGGAAGCCAAACCGGTCGGCGCGGCGGCTTT 

GCCCCAATGGATACGCGGACGGCTGGACAAAATCGGTTTGGGTATCGAGGCAGACGCATT 

GGCACTGTTTGCTGAGCGCGTGGAAGGCAATCTGTTGGCGGCGCGTCAGGAAATCGACAA 

GCTCGGGCTGCTGTATCCGAAAGGGCATACCGTCAATATCGATGAGGCGCAAACCGCCGT 

TGCCAACGTCGCCCGCTTCGACGCGTTCCAACTGGCAGGCGCGTGGATGAAGGGCGATGT 

CCTGCGCGTATGCAGGCTTTTGGACGGATTGCGGGAAGAGGGCGAAGAACCGGTGCTGTT 

GCTGTGGGCGGTTGCCGAAGACGTGCGGACGCTGATCCGGCTTGCTGCCGCCCTGAAGCA 

GGGGCAGAGCATCCAATCCGTCCGCAACAGCCTCAGGCTTTGGGGCGACAAGCAGACGCT 

CGCACCGCTTGCGGTCAAGCGGATTTCCGTCGTCCGCCTGCTTGACGCGCTCAAAACCTG 

CGCCCAAATCGACCGAATCATCAAAGGTGCGGAAGACGGCGACGCATGGACGGTATTCAA 

ACGGCTTGTCGTGTCGCTGGCGGAATAAAGCGGTAATCCCCAAAATCCGAAAATACTGTA 

AAATACCGTTAATCCTGAAAAGTATTCACCAATCCGTCCGAAAACATTTCAGACGGCACG 

ACCACCTCAATAAAGGAACATTAACCCTATGGACAATAAGACCAAACTGCGCTTGGGCGG 

CCTGATTTTACTGACCACCGCCGTTTTAAGCCTCATTATCGTATTGATTGTCGATTCCTG 

GCCGCTTGCCATCCTGCTTGCAGCCGTCATTGTCGCTGCCGCTGCGGGCGGTTTTGTTTG 

GACATCCCGCCGACAGCAACGCCAGTTTATCGAACGCCTGAAAAAATTCGACATCGATCC 

CGAAAAAGGCAGAATCAACGAGGCAAACCTGCGCCGTATGTACCACAGCGGCGGACAACA 

CCAGAAAGATGCGATTACCCTGATCTGCCTGTCGCAAAAATGTTCGGTGGACGAGGCGCA 

CGCTATGTTCAAAAAACGCCCGACACGTCAGGAAATCAATCAAATGGCGGCAAAACAGTC 

GCGCGGTCAGAAACGTCCGCACCGTTAACCGCCGCAAGGCATCTTTGCATAAATGCCGTC 

TGAAGCCTGTTGGCGTTTCAGACGGCATATTCTGATTGAAAAGATGATGACACTGAAAAC 

CGCCCCGCTCAAACGCCGCTTTGCCGCCATGCTGTACGAAATGCTGCTGGTCGGTGCGGC 

AACCTGTTTGGCAGCATTGATTGCCGGTATTGCCGCCATTTTTCTGAATCCCGTTTCTAT 

CGCGGTTTCTGCATTGGTAACAAGTATCCTGATAATGGGAGCATGGTGGCTTTATTTCCG 

CGCCAACTGGCATGGTCAGGGGCAGACCTTGGCGATGAGGACATGGAAAATCGGCTTGTG 

CGACCTTAACGGCATACAGCCGTCTTTGCACCTGCTGCGCCTGCGCTTTATTTGGGCGTG 

CATATTTATCGTATTTATCCCTATGTTAGCCTATGCCGGATTACGCCACTTCCTCGGCAT 

TCCGCCCAAGGGCGCGGCCGGCGCGGCATTGATTTGGCTGATTTTACCGTGGGGGTTCGC 

AGTGCTGAATCCGGATCGGCAGTTTCTGTATCATTTTCTTGCAGGAACAAGATTGGTGGC 

GGTCAAAGGAAAGCCTTAAGCCTTTATACCGCAAAGGTTTCAACCTGAAAAAATGCCGTG 
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TGAAAGGGCTTTCAGACGGAATTTGCTTATCGGGGAAACCGATTATTCGATATTCTGCAG 

TTGTTCCCGCATCTGCTCGATTAAGACTTTCAGTTCGACCGAGGCTTGGGTGCATTCGGC 

GGCAATGGATTTGCTGCCCAAAGTGTTGGCTTCGCGGTTTAATTCCTGCATCAGGAAGTC 

CAGCCGTTTGCCGCTGCTGCCTTTGTGTTCGGTAACGATACGGCGCACTTCGGCAATGTG 

GGTGCGTAGCGGCTGAACTCTTCGTCGATGTCGGATTTTTGGATAAAGAGGGCAAATTCC 

TGTTGCAGGCGGTCGTTGTCGATGCTGCCGACCGCTTCGACGAGGCGGGCGCGGATTTTT 

TCTTTATGTGTTTCCAACAGGGTAGGAAAGAGTTCGCTTAATGCATCTATGATTTCTTCC 

ATAGCCTCAAGGCGTTGCAGCAGGTGCTCGCCTAATTTCTTACCTTCCCGCTTGCGTGCG 

GCAGTAAAGTCTTTTAACGCTTTTTCGGTCAGTTCGGTAATGCTTTTTGCCAATTCTTCC 

GTATTTTCCCTTTGGCTTGCCAATACGCCGGGGAAACGCAGGATGTCGGCAACGCCCAGT 

TTTGCCAAATCGTGATGCTTGCGGAGGTCTTTGTTGATTTCGGCAAGCTGTCCGACCAAG 

TCGCGATTCAGTTCCAAGGACTGACTGCCGTTTTCCGCATCTTGAATTTGGATTTTGCAT 

TCGACTTTGCCGCGTGCGATATGGGATGAAATTTTCTCGCGGATACCGCTTTCCAAATAG 

CGCAAATCGTCGGGCATCCTGATTTGAATATCTAGAAAACGGTGGTTGACCGCACGCAGG 

TCGAGATTGATGCGTTTGCTGCCGCACTCTGCCGCCGCGTTGGCAAATCCGGTCATGCTG 

TGGATGTGGATATTTCCGCTGCTCATGTCGTTCTCCGAAGCCCGTTAAAATGGAATCAAT 

ATATCACATCTGTATGGCGGCAAGCGTTTTCGGGTGTGAAAAATTGAAGATTTTGCAGCG 

GCAGATTGGAATCACGCGCTTTTGTTGCTGCAAGGAAGGGAAATGTATAGTGGATTAACC 

AAAACCAGTACGGCGTTGCCTCGCGTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTGAA 

GCACCAAGTGAATCGGTTCCGTACGATTTGTACTGTCTGCGGCTTCGCCGCCTTGTCCTG 

ATTTTTGTTAATCCACTATATCAATTCCGCCAATCTGTCGGAAAAGCAGCTGATGCGGCA 

GTGTCTGGTGCATGTCTGCTTTTTGATTTCGGCAATTGCAACGGCGTGGACGGATAAAAT 

CGTGTACAGCACGACGCACAAACCGCATTGATGTTTACCAAATAAAATACCCGACAAAAC 

AATTTGTCGGGTATTTTATTGCGTATATTTCATUVCCGCTTCGGCTTCTTCGGTCAGGAAA 

CCACGCAGTTTCTGCATGGCTTTTGCTTCGATTTGGCGGATGCGTTCGGCAGATACGCCG 

TATTCGGCGGCAAGCTGGTGCAGCGTCAGCCCGCCGTCGTCTTGAAGCCAGCGGCTTTCC 

ACAATACGGCGGCTCCTGTCATCCAGTTGCGCCAAAGCGTTTTGTAAACCTTCTGTTTGC 

AGGGCGTAATGCGCCTGTTTCGATAGTTGTCGGCTCGGTTCGGAATCGTGGTCGGCAAGC 

CAGTCGATGGGGGCGAAACTATCCTCGTCGTCGCTGTTGTCTGCCATGATGGCGATGTCG 

TGTCCCGTCATTCGCTGTTCCATTTCCAGAACTTCGGAAAGTTTGACACCCAAATCGTCG 

GCGATGTCTTGTGCCTCTTTGGGAGACAGGGCGTTGAGGTTTTTACGCATGCTGCGCAGG 

TTGAAAAACAGCTTGCGTTGCGGTTTGGTGGTGGCAACGCGAACCAAACGCCAGTTTCTC 

AAAATAAACTCGTGGATTTCGGCTTTAATCCAGTGTACGGCAAATGAAAACAGACGCGCG 

CCTCTACCGGGCTCGTAGCGTTTGACCGCCTTCATCAGTCCGATATTGCCTTCCTGAATC 

AGGTCTGCCTGATTCAGCCCGTAGCCGTCATAGCCGCGCGCGATGGAAACGACGACGCGC 

AGGTGGGACAGGATGAGTTGTTTGGCGGCGTTGAGGTCGCCTTTGTGTTGGCGTTCGGCA 

AGGCGTGTTTCTTCCTCTTGGGTCAGCATGGGAATTCTGTTGACGGTGTGGATGTATTGT 

TCGAGGCTGCCGTTGCCGCTTTGGATGGCGGGTAATGCGAAAGGGTTATTCATTTGGGAC 

ATTTCCTTTCGGCTGAAACTGCGTATCGGCGGTTTGCTGTGTTGGGATGCAGTATATCAC 

TGCTTGGCTTGTATTTTGTATATTTGGCAGGAGATATGCGCTAAGGTTTGAAAGACAGGA 

AAAATTTTGTAAGGCAAGTTTGATTGATTTTGTAAACCTGATGGCTCAATTCGATTTTGG 

AATTATATTACATACGTGGTTGTATGTAAATAGCCGTTTTGAAAAAAGACAGCCCGTCCG 

GACGGGCTGTGCAGGTATCAGTGTTCTTTGTTTCGGAAGATGAAAAGAATCAGTGCGGCT 

AGGGCCAATATGCCCATCAACCACCATGAACTGCCGGTTTTCATATAGGGCGTTTCGCCG 

ACATAGCCTTTGATGTGTCCTTCCAATACGGTTTCCGTATCGGGTTGGGCTTGGGCGATG 

ATGTTGCCTTTGGGGGAGATGATGGCGGTTGCGCCGGTGTTGGTGGCGCGGACCATATAG 

CGTCCGAGTTCCATAGCCCGCGCCTGCGATTGTTGGAGGTGCTGGTACATGGCGTTGGAT 

TTTCCGTACCACGCCATATTGCTGGCATTGGCAAGCAGGGTGGCATCTTTTGCGGCGGCA 

ATCAGTTCGTCGCCGAATCCGTCTTCGTAACAGATGTTGAAGGCGATT T TTTG G TTTTTC 

ATCAGCAGGGCGGATTGCTTGCCGCCGCCTTTGCGGAAGTCGGAAAGGGGCATATCCATC 

ATTTTGTAAAGCGGCGTGGTCAGGAAAGGCAGCGGTTTGTATTCGCCGAAGGGGACGAGG 

TGGTTTTTGGCGTAGTAGGGGATACCGTCCTGATTGTTTTCCTGATAACCGGTCAGGTTG 

ATGACGGCGTTTTCGTAACCGTTGCCGTCCGAAGTGTATTGGCTGATGCCGACGGCGAGC 

GCGCTGCCGTTGTTTTGCGCCTGTTCGGCAAATTTCGCCAGTATGTTTTCCGGCAGGTTT 

TGGCGCATAAGGGGGATGGCG G T - TTCGGGCAGGATGACGATGTCGGCGGTGGTTTTGCCG 

ACTTGTTCGTAATATTTCTGTATGGTCGGGATAACTTGGTCTTCACGCCATTTGAGGGTT 

TGGTCGATGTTGCCTTGAAGCAGGGCGACGGTGCTGCGGCTGCCGTCGGGGCGGGTGAAG 

TCGGTTTGTCGGGCGGTGTAGCCTGCGGCAAGCAGGGCGGCAATCAGGATAATCGGAAGC 

AGGCGTTTGCCCGAACGTGCGGTGTTATTACTCGCCAAAACCAGCCAGACACCGAGAAAG 

GCGGTTGCCAGTGTAACCATGTGGATGCCGCCCAAT6GGGCAAAGCCGGCGAGCGGGCTG 

TCCGGGGTGATTTGGGAGTAGCCGATTGCGCCCCAGCCGAATCCGGTCAGGAAACGTTCG 

CGGGCAAACTCGGTCAGCGTCCACAGGATGGGCAGTACCAAACCGATTTTTATGCCCCGA 

GGCAGGGTAAATTTTTTCCACAGCCAGAAACACAGTGCCGGATAAAGGGCAAGGTAGGCG 

GGGAGTAGGAAGGTCAGCGGTACGGCATAGAGGTCGGGCAGGCCGGAAACGTCGTGCAGG 

GCGGTGTGTATCCAGTAGAACTGTGTCGTGTATGCGGTCAGGCCGAACAGGTAGGCGGAA 

GAGACAGCAAAACGCGGACGCAGTTCGATGAGGCGGACGAAGGCACCGAAAATCAAGGGC 

ATCAGCCAAAAGTGGTAGTAGGGTGCGAAGGTAAAGGGGGTGGCGGCGGCAAAAAGGATG 

AGCWUVGGCCAGTAGAGGGCGGGGTGCTGCCAGTATTTGTCCAGTTTGGAAACCATATTC 

ATCTGTCTGTTCGGAAGATACCGTCTGAACATCTTTCAAACGGCATCGGTATTTGAAAAA 

GGAATCAATGCCTGCCGAAACGATTCATCAGCGGCAAGGCGGGGGCGCAGGCAATCGAAC 

CGGAAAGCAGCCCGACAACGAGGTTGGCGAAGTACTCCGCCCAGCCAGCGTCCCAGTGTT 

GCGCGTGCAGGAAATCGTGCAGAAGGCCGAGGTTGTGGGCGACCAGTACGCCGCCGATAA 

GAAACATGGCAAGCGTGCCGACCACGCTCAAACCGCGCATAAAGCAAGGCATAAAGGCAG 

.TCAGCATTTGCCCCAAACTGCGCGAAAAGGTTTGTGGGCGGCGCATCAGCAGCATGCCTA 

AGTCGTCGAGTTTGACGATGACGGCAACGATTCCGTACACCAAAACAGTCATGCCGATGC 
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CGATTGCCGCCATTACGAGCATGCGCGTCATGTCGGTGCAGAAACTTGTGCAGCAGCTTT 

TCTACGCCTTCAAAGCACAGATAAATGCCGCCTGCCGTCAAAAGCGGCGTAATGAGTTGC 

GGCAGGAAGGCGGAAAGCAGCAGGGCCGCAGGCACCAAAACCGGCTTGTTGGAAAAAGAA 

CCTTTCGCCATCGACCAAACAATCGGCAACTCGCGTTCTGCCGATACGCCCGTAACCCGG 

TTGGCATTGGGTGCCA/LATCGTCGCCGACCACGCCGGCGGTTTTCTTTGCGGCGGCTTTG 

GTCATCAGGGCAACATCGTCCAAAACGGCGGTGATGTCGTCCGGCAGGGTAAATAGTGAG 

GCAAATGCCATTAAAGAATCCTGAAATGCGGCGCAAAGTCCGACATTATATAGGAGAACG 

CGGATTTGGGCGGTTTCAGGCGGCATGAAACAGGAAAATGCCGTCTGAACGCTGTGGGGG 

ACGTGAAGTAAAGTTTCGTGAAAAGAAAATACCGTGTTACAGTCTTTCGATTTTAATTTC 

ATGAATTTTAAGGGAGAATCGTTAGCGTGGATTGGATGGGCAGTCTGTTCCTGCCGGGTG 

GCGCACTGTTGTTTCTGAGCGTGGTTTCGACCACTTTGTCCGCACGTTTGGGAATGCCTT 

TGCTGCTGGTTTCTCCTGCCAACGTGTTGGACAGGGCGGCGGAAGCCTTGGCGATTGCGG 

CGTTCCTGATGCTGGTCGCGCGTCCGTCGGCAGTGTTCGGCGGTTTGTGGAAATTCAATT 

ACAGCCTGCGTGAAAAGGCGTATAGCCGAATAGAAATGCAGTCCGACACCGTGCTTCAGG 

CGGGGATTTGGCGTGGTACATCCTGCCCGACGGCAAGGTCGATATAGTGAATTAAGAAAA 

ATCAGGACAAGGCGGCGAGCCGCAGACAGTACAAATAGTACGGAACCGATTCACTTGGTG 

CTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTT 

AAATTTAGTTCACTATAAAATGGCGAAATACTTTACCGAGACGGGTATTAGCGTCCGTGA 

GCATTTTGATTTCTTCGGTGAGTTTGTCGTTTCGCCGGCAGCACGTTCGGGTGATTTGGC 

ACTTACTTACGGTTTGAGGCTGGAAGCGGGCGAAGAGGGTTTGAGCCTTGCCGAGCTTTT 

CGATAAGCGTTCCGATAGTCAGGAGCCGGTCGAGGGCGGCCGTATTGACATCGGCGGCTT 

TATGCTGACCGCAAAGGAGGTTGACGGTGGCGGCAATATCGGGTCTATGGGGCTGAAAGT 

GCTGCGTTAGAAAGGTTTGATTTGAATGCCGTCTGAAGCCGGATTGCCGGTTTCAGACGG 

CATTTTGTCTGTTTAGTTTTTTTTGCTTTTTGCCTGTTTTACGTCTTTTTCGGTAACGCT 

TCCGCCGCCGTTGTCAAAGGCGTTCATGATATAAGTGGCGACGGCGGCAATGTCCGCATC 

GCTGATGGCGGTTGCGGGCATGAATCCGTTGTAGGTTTTGCCGTTGACTTTGATTGTACC 

GTTGATGCCTTTGACCATGCTGTGCAGCAGCACCTGCGGTTTTTTCATGATGAAGTCGGA 

GCGGTAGAGCGGCGGAAACATGGTTCCGCGGCCTTCGCCCTTTTTGCCGTGGCAGGCGAC 

GCAGTTGGATTCGTACACTTTTTGCCCTTTTGTCATGATGCTGTTGTCGGCGGCA6AAGC 

GGCGGCGCAGAAGCAGCCCAAGACGAGGGCGGTCGGCAGTCGGGTTGTGTTCATTGGTGT 

TTCCTTCATGTTTGAAACCTTGTTGTTGATTTTGCGTAGCGGGTGAAAGATTTTTTTGCC 

GAATCAGTAGTATAGTGGATTAACAAAAATCAGGATAAGGCGACGAAGCCGCAGACAGTA 

CAAATAGTACGGCAAGGCGAGGCAACGCCGTACTGGTTTAAATTTAATCCACTATAAGGT 

TGCACTTGATGTTGTTGTCCAGCATAGATGCCATCATACGCTAAAGTAGCGGGAAAATGC 

CGTCTGAACACGGCGTTCAGACGGCATTTTAGACATGGGTCAAACAGTtTCAACGCCAGC 

TGCCAAGGTTTTCTTCGGCAAGTGCGACGAGTGCATCTATCCAGTCGGGGTTGTCGTTGA 

GGCAGGGGATGTAGCGGTAGCTTTTGCCGCCTGCTTCATAAAACTGTTCCCGCCCCATCA 

GGGCGATTTCTTCCATGGTTTCCAAACAGTCTGCCAAAAAGCCCGGGCAAAATACGTCCA 

GCTCGGTTACCCCCTGTTTGGGCAGTTTGCCGAACAAATCCTGCGTGCTCGGTGTAACCC 

ATTTTGCCCTGCCGAATTGGCTTTGGAACGATACGACATATTGGTCTTCGGTCAGTTCCA 

GTGCTTCGGCAAGCAGTTTGGCGGTGTGGCGGCACTCGTCGGGATAGGGGTCGCCGAGGT 

CGTGGTGCTTCTGCGGTACGCCGTGAAAACTCAACATCAGTTTTTTCCCGCGCCCGTGTT 

CCGCCCAATATCGGAGGATGTGGTTTTTCATCGCATCAATGTAGCCGGTATCGTCATAAA 

AGCGCGAAACGGTGCGGACGCTCATTTGGTTCCGTTGCAGCAGTAATTGTTCGCACACCT 

TATCTACTGCCGCTCCGCTGCTGGAAGCGGCATATTGCGGGTACATCGGGATGACCAGCA 

GTCTGCCCGCGCCTTGCGCCTTCAGTTCCGACAATACGTCTGCCACCGAAGGATTGCCGT 

AGGTCATGGCGTGGCGGACGATGAGGTCGGGCATACGTTTGGCAAGCGCGGCAGCTTGGC 

GTGCTGTGTAAACTTCTAAGGGCGAACCTTCCTTAAACCAG A TTTTTTCATAGGCGTGCG 

CGCTTTTTTTGGGGCGGAGCGTCAGTACCAGACCATGCAGAATGGGATACCACAGCCATT 

TGGGCAGTTCGACGACGCGCCGGTCGGTCAGAAAGGACTTCAGATAAGGTCGTACCGCCT 

GCGCGGTCGGCGCGTCGGGCGTGCCGAGGTTCAACAGCAAAACGGCGGTACGGTTTTGTT 

GCGTATAGGAAAGGGAGGGTTCTGGAAAGAATGGAAGCATGATCGGTTTCTGAAAAATAG 

TGCGGGTAGGGTAAAGCGGCAAAATGCCGTCTGAAGCGGCTTCAGACGGCATTGCAGGGA 

ATCAGTCTGTGCCGCGTGCGCGGTTTTCGTGGAATCGCGCCTGCCAGTCGGCAAATTTCC 

CTTGTTCGACGGCTTCGCGCATTTCCGCCATAATGACTTGGTAGAAATGCAGATTGTGGA 

TGGTGTTCAACTGTGCGCCCAAGATTTCGCCGGTGCGGTGCAGATGGTGCAGGTAGGCGC 

GGCTGAAGTTTTGGCAGGCGTAGCAGGTGCAGCTTTCGTCTATCGGACGCTTGTCGAGCT 

TGTGTTTGGCGTTTTTGATTTTCAAATCGCCGAAACGGGTAAACAGCCAGCCGTTGCGTG 

CATTGCGGGTGGGCATCACGCAGTCGAACATATCGATGCCGTGTGCCACGCCGTACACGA 

GGTCTTCCGGCGTGCCTACGCCCATCAGGTAATGCGGCTTGTGTTCCGGCAGAATCGGAC 

CGACGGCGCGCAGCATACGGTACATTTCGGGCTTGGGTTCGCCGACGGACAAACCGCCGA 

CGGCAAGGCCGGGAAAATCAAACTGTTCCAAACCGCGCAGCGATTCTTCGCGCAAATCCT 

CATACATCGCGCCTTGCACGATGCCGAACAGCGCGTTCGGGTrrTTCMATCTTCAAAGG 

CTTTTTTGCTCCGTTCCGCCCAGCGCAGGCTCATTTGCAGCGATTTTaK:GCCTGTTCGC 

GCGTCGCCTCGCCCGGCGTGCATTCGTCCAACTGCATCGCGATATCCGAGTTCAAAACCG 

TTTGGATTTTCATGGAAATTTCAGGCGATAAAAACAGCTTGTCGCCGTTAATCGGGCTTT 

TGAACGTACAGCCTTCTTCCGTCAGCTTGCGCATATCCGACAAAGAAAAAACCTGAAAAC 

CGCCCGAGTCGGTCAGAATCGGTTTGTCCCAGCCGATAAAACCGTGCAGGCCGCCGAATT 

GCCCGATAACTTCCAAACCCGGACGCAGCCACAAATGATAAGTGTTCCCCAAAATAATTT 

GTGCCTTGATATCGTGCAGGTTTTGCGGGTTCATCGCCTTAACCGAACCGTAAGTACCGA 

CAGGCATAAATACCGGCGTTTCAATTTTGCCGTGGTTCAACTCCAGCGTGCCGCGTCGGG 

CGAGACCGTCTTTTTTGTGTAAGGTAAATTTAAGCATAAGATTGAATGTCAGTTGGGCGA 

CAGGGGTCGAAATATATTTTAAAAGACGGCATTATAAATGATTTCCCACGGTTTTTCAGA 

CGACATCCCCAAATGTTGCCGGAATGTTGCATAAAGAAACGCAGATACCTCTTGCAAAAA 

TTAAAACGACCCGATAAAATGCAAAAATTCTTTGAAGGCACGTAGCTCAGTTGGTTAGAG 
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caccaccttgXcatggtgggggtcgttggttcgaatccaatcgtgcctaccaaattccca 

TAACGGCATTTATGCCGTTATTTTTTAATCTTTCGGAGCGTTTGATGTTGAATATTACCT 
TGCCGGACGGCTCAGTCCGCCAATACGAATCCCCCGTTACCGTGGCTCAAATTGCTGCGT 
CTATCGGTGCCGGTTTGGCGAAGGCGACGGTGGCAGGCAGGGTAAACGGCAAATTGGTCG 
ATGCGTGCGACCCGATTGTTGAAGATTCTGCTGTTCAAATCATTACTCCGAAAGATCAGG 
AAGGCATCGAAATCATCCGCCATTCCTGCGCGCATCTTGTCGGGCATGCCGTCAAGCAAC 
TCTATCCTAATGCAAAAATGGTTATCGGCCCCGTCATTGAAGAGGGCTTTTATTACGACA 
TCGCCACGGAAAAACCGTTTACACCGGAAGATGTTGCCGCCATTGAAGCGCGTATGAAAG 
AATTGATTGCCCAAGACTATGATGTGGTCAAAATCATGACTCCGCGTGGGGAGGCGATTA 
AAATTTTTCAAGAGCGCGGCGAAGAATACAAACTGCGCCTGATTGACGATATGCCCGAAG 
TGGAAGCGATGGGGATGTATCATCACCAGGAATATGTCGATATGTGCCGCGGCCCGCACG 
TTCCGAATACCCGTTTCCTGAAAAACTTCAAACTGACCAAGTTGGCGGGCGCATACTGGC 
GCGGCGACAGCAATAATGAAATGCTGCAACGCATATACGGTACGGCTTGGGCGACAAAAG 
ACGAATTAAAAGCCTATATTCAACGTATCGAAGAAGCCGTIAAAGCGCGACCACCGCAAAC 
TTGGCAAGCAATTGGATCTGTTCCACCTGGAAGACGAAGCGCCGGGCATGGTGTTTTGGC 
ATCCTAAAGGCTGGGCTTTGTGGCAAGTGATTGAACAGGATATGCGTAAAGAGCTGAACG 
CCGCCGGTTATAAAGAGGTCAAAACGCCTCAAATCATGGATAAAACCTTTTGGGAAAAAT 
CCGGCCATTGGGACAACTACAAAGATAATATGTTCGTAACCAGTTCGGAAAAACGCGAAT 
ATGCGGTTAAACCGATGAACTGTCCGGGTCATGTTCAAATTTTTAACAACGGTTTGCGTT 
CGTATCGAGATTTGCCGATGCGTTTGGCGGAATTCGGTTCTTGCCACCGCAATGAGCCGA 
GCGGTGCGCTGCACGGTCTGATGCGGGTTCGCGGTTT*TGTGCAGGATGATGCGCATATTT 
TCTGTACCGAAGATCAAATCGTCAGCGAGGCTCGTGCGTTCAATCAATTGTTGATTCGCA 
TCTACAAACAGTTCGGTTTCCATGATGTATCCGTCAAGCTTTCTCTTCGCCCTGAAAAAC 
GCGCAGGTTCAGATGACGTGTGGGATAAGGCAGAGCAGGGTTTGCGCGAGGCATTGACTG 
CCTGCGGCGTGGAATGGGGCGAATTGCCGGGCGAGGGTGCGTTTTACGGGCCTAAAATCG 
AATATCATGTCAGAGATGCCTTGGGTCGTTCTTGGCAATGCGGTACATTACAACTGGATT 
TCGTATTGCCGGAGCGTTTGAATGCCGAATATGTAACTGAAAACAACGACCGTGCGCGTC 
CTGTTATGTTGCATCGCGCCATTTTAGGTTCTTTGGAGCGGTTTATCGGCATTCTGATTG 
AGAACCATGCAGGCTCATTCCCGTTATGGTTGGCTCCGGTTCAATTGGTAATTATGAATA 
TTACCGAAAATCAGGCAGATTATTGTCGGGAAGTGGCTGCCAAATTGCAGGCGGCAGGAT 
TCCGCGCCGAGTTGGATTTGCGTAACGAAAAAATCGGTTACAAAATCCGCGACAACAGCC 
AATACCGTTTCCCTTATCAAATCGTTGTCGGCGATAAGGAGAAGCAGGAAAACAAAGTGG 
CGGTACGCCGCAAAGCAGAAGATTTGGGTTCTTTGGATTTGGATGATTTCATTGCGCAAT 
TGCAGCAAGAAATCACTGATGCCCTCGTCAATCATTAATTTTTATAGGAGTATTCATCAT 
CGCTCAAGAACGCGAAGCACGAATCAACGGCGAAATTACCGCCAAAGAAGTGCGTTTAAT 
CAGTGAGTCAGGCGAACAGCTTGGTGTCGTTTCAGTTCGTGAAGCTTTGGCTATGGCCGA 
AGGGCAGGATGTCGATTTGGTAGAGATTTCCCCAACTGCTAAACCGCCTGTGTGCAAACT 
GATGGATTACGGTAAATACAAATACCAGCAGGCCAAGAAACGCGACGAAGCCAAGAAAAA 
CCAAAAGCAGGTGCAAATCAAGGAAATCAAATTCCGTCCGGGTACGGATGAGGGCGATTA 
TCAAATCAAGATGCGCAACATTAACCGCTTCCTTGCCGACGGCGATAAAGTCAAAGTGAC 
• ATTGCGTTTCCGCGGCCGTGAAATGGCTCACCAGCAACTCGGCGCGCAACTTTTGGAACG 
TGTAAAAGAAGATTTGGCTGAAGTGGCGCAAATCGAGTCCTTTCCCAAAATGGAAGGTCG 
CCAAATGGTGATGATGATTGCGCCGAAGAAAAAATAAAGCTATAATTCTCCGGTTACTCC 

gattgccgcttcggagtaagttttcaattgcggcaaaaaaccgtgtcattgtgggttcaa 
gtgtttgaaaccgatgttttaaaaccccctaatgccttatccgataacgaatggagtttt 
cccatgcctaaaatgaaaaccmgtctagcgcgaaaaaacgctttaaagtactgggtaac 
ggcggtgtgaaacgcgctcatgcgttcaaacgccacatcttgactaaaaagaccaccaaa 
aacaaacgccaactgcgcggtacctctatggtaaatgatcgcgatttggcttctgttgct 
aaaatgttaccctacgcttaaggagtttagaatatgccacgcgtaaaacgcggtgttacc 
gctcgtgcccgtcaccaaaaaatcttcgcgttagccaaagisctaccgcggccgtcgtaaa 
aacgtttaccgcgttgccaagcaggcggtaatgaaagccggtcaatacgcgtaccgtgac 
cgccgccaacgcaaacgccaattccgtcaattgtggattgtccgtatcaatgcaggtacg 
cgtgaaaacgggttgtcttacagcaaatttatgaacggtctgaaacgcgcctctattgaa 
atcgaccgcaaagtattggctgatttggccgtgttcgataaagccgcttttgcacaattg 
gttgaaaaagccaaagctgctttggctgcttaatccaaaaaattgaaaaggaagctgcgg 
cttccttttttctttgtttgcagaaattctatgtgattgattttetttctttaaactcta 
tttttttaaataaatttgcgttaaaatatagtggattaaatttaaatcaggacaaggcga 
cgaagccgcagacagtacagatagtacggcaaggcgaggcaacgcx:gtactggtttaaat 
ttaatccactatacagaaaatttatccaatggattgaccgtgaagaaaataaggtcgtct 
gaagagtctgatatgtcaggctatacaggcggcctcgttgtttcaggtggtatatcatta 
attgacagacttgatattatggaaaatgtaaaccgcatcgttgcagaaggcattgccgca 
gtagaagctgcgcaagacttcaacgctctagaacaaatcaaagcccgttatcttggtaaa 
accggcgagttgaccggacttctgaaaactttggggcaaatgtcgcctgaagagcgcaaa 
accataggtgcgcatatcaatgaatgcaaaaaccggtttcagacggcttttaatgccaaa 
cgcgaagccctcaacgaagtcaagctgcaagcccgacttgccgccgaagccctc6atatt 
accctgcccggacgcgctcaggaaggcggcagcctgcatcccgtaaccctgaccttgcaa 

CGTGTGGTCGAACTCTTTCACGGAATGGGTTTCGAAGTGGCGGACGGGCCTGAAATCGAA 

gacgattttcacaatttccaagccctgaacatccctgcaaaccatcctgcccgtgcgatg 
caggatacgttttacgttgaaaacggcgatgttttgcgtacgcacacttccccgattcaa 
atccgctatatgctcgataaaaaagagccgcccatccgcattatcgcccccggccgcgtt 

TACCGTGTGGACyVGCGATGCCACGCACTCGCCTATGTTCCATCAGGCGGJU^GGTTTGTGG 

gtagaagagggcgtaacttttgccgacttaaaagcagtgttcacggattttatccgtcgc 
ttctttgaacgcgatgatttgcaagtacgtttccgcccgtctttcttcccgttcaccgaa 
. . ccgtgtggcgaaatcgacattatgggcgaaaacggcaaatgggtggaagtaggcggttgc 
ggtatggtacatcctaacgtgttgaaaaacgtcaatatcgaccctgaaaaatataccggt 
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TTCGCCTTTGGTATTGGTCTCGACCGCTTCGCTATGCTGCGTTACAACGTGAACGACTTG 

CGCCTGTTCTTCGATAATGATTTGAACTTTTTGAAGCAGTTTGCGAAATGATCGTGCAGA 

CTGCCTGAATATGGAAAAGCAGCCTACTCTTGGTTTTCAGGCTGCTTAGGAAAATTCAAA 

TGTAAGATATAAAACATTTGATATTTTGTTGTGAAATTACATTCCTAATTTTGTTTAAAG 

AGGCATAATTTATTGCTTTGTAGAGATTATATAGTTAATTTGGGTTTGGTTCTATGATGA 

TAGGGGCTTCTTTGTTTTCGAGTGCAGGGATTGCAGAAACCTACTTGCATAATGCGGGTA 

TTAAGATTATAGCTGCAAATGAATTGGTGCCAGAACGTGCTAATTTATATAAAGCTCTAT 

ATCCCGAAAGTAAAATGATTATAGGTGATATACTTCATGAGGAAGTGTTTCAAAATTTAA 

TACAGAGCGTGCCGAATCGATTAGATTTTTTAATTGCTTCTCCTCCTTGTCAAGGCATGA 

GTGTTGCAGGGAAAAATCGTAACATTCAAGAGATGGCTAATGATAAACGTAATCATTTAA 

TATTCAGAGTAATCGAATTTATTTTATTAAAACGCCCAACTTTTGTTTTGATTGAAAATG 

TTCCATTTTTTTTAAAAATTAAGTTACCTTATAAGGGGACATTACAAACAGTAGAAGTAA 

TTTTGCAAGATTTATTTGGTTGCGAATATTATATTCAAACTCATATTTTTGATTCTGCCG 

ATTATGGTGTTGCACAACATCGTAAACGAGCTATTATTCGTATGAATAAACATTCAACTA 

TTTGGGGAATGCCGGAAAAAGTTACAAAAACCATTTCTGTTCGTGATGCTATTAGTTTTT 

TGCCTAGTATTGAGTCTGGACAAAAGTCTAATGTGAAATGGCATTTTGCACGTACACATG 

CTCCGGAGCACATTATATGGCTAAAAAATACGCCAACAGGACGATCTGCTTTTGATAATA 

TAGAACATTATCCAAAGAAAAAAAATGGTGAAAAAATTAAAAGTTATAATACAACTTATC 

GCCGTATGGAGTGGGATGCTCCTGCCCCT^CTATTACTATTCGTAATGACGCTATCAGTT 

CACAATTAAATGTTCATCCTGGACGGTCTATGCCTGATGGAACATATTCAGATGCAAGAG 

TTTTAACACCATTAGAGTTAATGCTTTTAACATCATTACCTATTGATTGGAATATTCCCG 

ACGATACATCAGAATTATTAATTCGGCAATGTATTGGTGAATCTATTCCTCCATTGTTAA 

TTAAAAAAATTGTAGAGAGAATAGGAAAATAGATATGACAACTGCGCGCTGGGTAATAGA 

TAAACATTTACAGAATTTTCATATTTTATGTAAATTTGCAGGTATTTTGAAAACAAATTC 

TTTTATATCTGTAGAGGATAAAGCTAAGTTATCTGAAAAATTGGAAAAACTAGATTTATA 

CCATAGACGAAATACAGGTAAATCATTGGATGCTACTACTCATAAAATAAAAGAATTATC 

ATTCTATATGTTTGGTTATCGTGATGTGTGTGGGCAAGTTACACAGAAATTCCTGTTCAG 

TCCATTGGGTAATTTATTTTTGAAACACTTGGATAATAATGAATATATTCAAAAAATTTT 

TCTTACTATGTTGTGGGCGATACCATTTCCTCATCCGTACATTAAGACTGATGAAAGTAT 

TCAATTATATCCCATGAGACTAATATTTAAGTTGTTATCTGATGAAAGATTGGATTGTAA 

ACTATTTTCTTATGAATATATCTATTTAATTTCATTTGTGAAATCTGCTGATCAGAATAG 

CTATGAAAAATTAGTACAAGACATTTTGGTGTTACGAACATGTGCTGAAGTAAAAATTAA 

ACATCAATTAACTGCGGAAAATAGTCGTAGTCATGCTTATGTAAATGCAGCACATGAGTG 

GGAATCTTATTTTTCAAAAACATTGACTGATGCAGGTGTTTTGCAAAAAACAGATGGTAA 

AATTATTTGCCGTCTAAAGCATGGTAAGACCGAAACATATCGTAAAGTAACATCAAGTGA 

GTTTTCGATTCCTAAGCAACTTCAGGAATTTGTGAAAAAATTGCAAAGTGCTTATTCGTT 

TTCAGAAATGCCATTAAATCTGAACGATAGTGATCGTTTGAAAATTGATGTCATTAAGGA 

AATTTATAGCTTCTATCCAAAAGAGTTATTGGAGGAAATTGGTGAGCTTAAGGATGAAGC 

AGCATATGAATTATTGCACTTACCTAGGTTGATTGAACAATATGCAGATAATAATAATGG 

AACAGAGGCATATCTATTTGAAGATGTTCTAGAAATGGGGTTCAATATGTTTTATAACGT 

AGAAGCTAAAAAAATTGGTGGACCAGGTAATACGGATTTAGAGTGCTTATATATTACGCA 

AAAGAGAAAATTTGCAGTGGAGGCAAAATCAACTAAAAATAAGTTATCAGGTATTAATTC 

AGGAAGATTGGAAGATCATAAAAATAAAATTAAGGCCATTTACACAATTGTTGTCACACC 

ACGTTATGTCCCTGCCGTATTATCCGATATTCGTAATTGCCCAATTGTAATTATTCGTGC 

CAATACATTTGCTGAATTTTTATATAATTGTTTGATTAATCGCTCCAGTATTCCAGAGAT 

TGATTATCGGTATTTTGATGAAATTATTATTAAAAATCTTGGAAAAGATATTAGTTCAGA 

AATTTCC/UVTTTGACTATGCAACAGTTTGCAAGTAACACCACAATGGAAGCGTATAGTAC 

ATGATAACTATTTCAAATGAAGATAACATGATCTTAATGTCTCGGTATCCTGACAAGTAT 

TTTGATTTGGCAATTGTAGATCCTCCTTATGGGATTTTGAATAAAACTAAACGTGGTGGT 

GATTATAAATTCAATATGAATGAATACTCACAATGGGATATTAAGCCAGACCAAACTTAC 

TTTAATGAATTATTTCGCGTGTCAAAAAATCAAATTATTTGGGGTGGGAATTATTTTGGC 

GAGTTATGGTTGAGAAGTGAATATAATAAAGGATTTATTATTTGGGATAAGAATCAACCA 

GAGACATTAAATAATTTTTCTATGGCGGAAATGGCTTGGTCGTCATTCGATAGGCCATCT 

AAAATTTTCCGGTTTAGTGTGCGGAAAAATCGTAATAAAACTCACCCAACACAAAAACCA 

GTCGAATTATATCAGTGGTTGTTAAAAATGTATGCAAAGCAGGGTGATAAGATTTTAGAT 

ACACATTTAGGAAGTGGAACTCTTGCTATTGCATGCTGCaTTGCACAGTTTGATTTGACA 

GCTTGTGAAATCAATTCCGATTATTACCAACAATCGATTGAGAAAATAAAAAATAATTTA 

CCTGAAGCTAGAATCAGTTTTGGGCATCCAGGTTATTGTATTATTGAATAACTTAAAAAT 

ATAGAGAAATTAACCATGCAATTCTCCTACTCATGGCTGAAAACCCAAGCCGATACCGAA 

CTTTCCTCCGATAAGCTGGAACATCTGTTAACGATGTCCGGCTTGGAAGTGGAAGAGGCT 

GAAACTGCCGCGCCTGCGTTTGCGGGCGTGGTGATTGCCGAAGTGAAATCCGTTGAAAAA 

CATCCGGATGCAGACCGTTTGAACGTTACCCGAGTTGATGCGGGTACGGGCGGGTTGGTG 

CAGATTGTGTGCGGTGCGCCGAATGTGAAAGCGGGCATCAAAGTGCCGTGTTCGCTGCCG 

GGTGCCGTTTTGCCGGGTAATTTCAAAATCAAGCCGACCAAAATGCGCGGCGAGGTGTCG 

GACGGGATGTTGTGTTCCACCGACGAACTCGGTCTGCCCGACGACGGTGTGAACGGCCTG 

CACATTCTGCCTGAAGATGCGCCCGTCGGTACCAATATCCGCGAATACTTGGATTTGGAC 

GATACGCTGTTTACGTTGAAAATTACGCCTAACCGCGCCGACTGCTTGAGCATCAAAGGC 

ATTGCGCGCGAAGTGTCCGCATTGACGGGGTGCGCGTTCAGGCAGCCCGAAATCCATACC 

GCGCCGATCACGGGCAGTCGAAAACAGCCCGTGCAGATTAACGCGCCTGCCGATTGCGGC 

CGTTTTATCAGCCGTGTGATTGAAAACGTGAACGCGCGCGCTACTACGCCGGATTGGATG 

AAACAACGTTTGGAGCGCAGCGGCATCCGCAGTATTTCCGCGCTGGTGGACATCGGCAAT 

TATGTGATGCTGGAAATCGGTCAGCCGATGCACGTTTTTGATGCCGACAAACTTTCCGGC 

AGCCTGCACATCCGCCGCGCGCGCGAAGGGGAAACGCTGGAATGCCTGAACGAGAAAACC 

GTTTCCCTGTCTGAAAACACGCTGGTCGTGGCGGACGAAAAAGGCGTGTTGAGTTTGGCG 

GGCTTAATGGGCGGCGCGGCGAGCGCGGTTTCAGACGGCACXSCAAAATATCGTGCTGGAA 
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GCGGCTTGGTTTGCGCCCGAAATCATCGCCGGCAAATCGCGCCAATACGGTTTCGGTTCG 
GATTCGTCGTTCCGCTTCGAGCGCGGCGTGGATTACCGTTTGCAGGCGGATGCCATTGAA 
CGTGCTACCGAATTGGTGTTGCAGATTTGCGGTGGTGCGGCAGGCGAGATGGTGGAAGCG 
CAAGGCGAATTGCCTGAAGCGAAGCAGGTTGGATTGCGTTTGGACCGTCTGAAAACCGTG 
TTGGGCGTGGACATTCCTGCCGAACAGGTGGAAACCATTTTGCAACACTTGGGCCTGCAG 
CCCGAGAAAACGGCGGAAGGCTTCCGCGTTACCGCGCCGAGCTTCCGTTTTGACATCGAA 
ATTGAGGCTGATTTGATTGAAGAAATCGGACGCGTTTACGGCTATGAAAACATCCCCGAC 
GATTACACGTCAGGCCGTCTGAAAATGCTGGAACTGCCCGAAACACGCCGCCCGCGTTTT 
GCCGTTTACAACGAAATGGCGGCTCGCGGTTACCGCGAAGTGGTCAGCTATGCCTTCGTT 
GACGAGCAGTGGGAACAAGATTTTGCCGCCAACGCCGACCCCATCCGCCTGCAAAACCCG 
CTGGCGGCGCAGTATGCCGTGATGCGTTCCACGCTCATCGGCGGCTTGGTGGAAATTCTG 
CAAAACAATCTGAACCGCAAACAAAACCGCGTGTGCGTGTTTGAAATCGCCCGCGTGTTC 
AGCAAAGGTTCAGACGGCCAGTTTGTCCAAAACGAACGCATCGGCGGATTGTGGTACGGC 
GCGGTCATGCCGGAACAATGGGGCGGGAAAACGCGCAATGCGGATTTTTACGACATCAAG 
GCGGACGTGGAAAATCTGTTGAAAAACAAAGCAGTCGAGTTCGTTAAAACCGGACATCCC 
GCCCTGCATCCCGGACGTGCCGCCAATATCGTTTCAGACGGCAAAGTCATCGGGTTTGTC 
GGCGAACTGCATCCGAAATGGCTGCAAAAATACGACCTGCCGCAAGCGCCGCTGGTATTT 
GAAATCGATATGGCGGCCGTGTTGGAATGCGGGAAAACGCGCTATCGGGTCGTATCGAAA 
TTCCAGCCGGTGCGCCGCGATTTGGCGTTTGTGATGCCGGAAGCTATGAGCCATGATGAT 
TTGCTGCTTGTCTTGAAAGGCGCGGCAAACAAGTTGGTACAGGAAATCAGCGTGTTTGAC 
GTGTATCGCGGCACGGGACTGCCCGAAGGGATGAAGAGCGTGGCGGTCAAAGTGATTTTG 
CAGGATATGGAAAACACGCTGACGGATGAGGCAGTCGAGCCGCTTATCGGAAAACTGATT 
GGCGCGGCAACGGCGGCAGGGGCGCGGCTTCGCAGTTAAAAAATAAATATTCGCTTGAAT 
TTTAAATAAAAATTGGTAATAATCCACAACTGTTACAACAGAAGGTAATCATATGACTCT 
CACTAAAGCAGAACTGGCCGATATTTTGGTAGACAAAGTCAGCAACGTCACCAAAAACGA 
TGCCAAAGAAATCGTCGAACTCTTTTTTGAAGAAATCCGCAGCACTTTGGCAAGCGGCGA 
AGAAATCAAAATTTCCGGTTTCGGAAATTTCCAGTTGCGCGACAAGCCGCAACGGCCGGG 
TCGTAATCCTAAAACCGGCGAGGAAGTGCCGATTACCGCCCGCCGCGTGGTAACTTTCCA 
TGCCAGCCAGAAACTCAAAAGCATGGTGGAACACTACTATGACAAACAACGTTGATTTGA 
AGGTTCCCGCAAAACGCTATTTCACGCTGGACGAGTTGTGCGGACTGTTGCAAATCAGCC 
CCTATGGTTTTGCGCAATGGCAGCATGATCACGGTGTGGTTGTCGGTTACGGCGGCGAAC 
. GCTACACCCGTTTGGATGTGGTGAAACTGTTGAAATTGCAGAGCACGTTTGCACCGTATG 
CAGAAGGTGCGGAATCGGGTTCGGACGGCAACCGTCCGGTTACGCTTCAGGAAATCGGAG 
ACGCTCTGAAAGACCTGTTGGCGGATTTGGATAAGGAATTGTGCTGATTTGAGGCCGGTT 
GCAGGTATGCAGCCGGTTTTGTTTTACACGCTAAAAAATAATTATAGTGGATTAACAAAA 
ATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAATAGTACGGAACCGATTCACTTGGT 
GCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCTGTACTGGTT 
TTTGTTAATCCACTATATTGCGTGATTTCACATTGTTTCGGCTTGAAGCACATGGTTTTG 
TAATCATTTACAGGCAGCTCGCTTGGAGTCCTGTTCGGGCGGTTTGCTGTTTACTTAAAT 
ATAAGGATGACGGTCAATGAGATTTTTCGGTATCGGTTTTTTGGTGCTGCTGTTTTTGGA 
GATTATGTCGATTGTGTGGGTTGCCGATTGGCTGGGCGGCGGCTGGACGTTGTTTTTGAT 
GGCGGCAGGTTTTGCCGCCGGCGTGCTGATGCTCAGGCATACGGGGCTGTCCGGTCTTTT 
ATTGGCGGGCGCGGCAATGAGAAGCGGCGGGAGGGTATCCGTTTATCAGATGTTGTGGCC 
TATCCGTTATACGGTGGCGGCTGTGTGTCTGATGAGTCCGGGATTCGTATCCTCGGTGTT 
GGCGGTATTGCTGCTGCTGCCGTTTAAGGGAGGGGCAGTGTTGCAGGCAGGAGGTGCGGA 
AAATTTTTTCAACATGAACCAATCGGGCAGAAAAGAGGGCTTTTCCCGCGATGACGATAT 
TATCGAGGGAGAATATACGGTTGAAGAGCCTTACGGCGGCAATCGTTCCCGAAACGCCAT 
CGAACACAAAAAAGACGAATAAATATGAATGGAATGCCGTCTGAAGGTTCAGACGGCATT 
TTTCCGGTTTGAAAATATAGTAGATTAACAAAAACCAGTACGGCGTTACCTCGCCTTAGC 
TCAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATTTG 
TACTGTCTGCGGCTTCGTTGCCTTGTCCTGATTTTT G TTAATCCACTATAAAATAGGGCT 
GTAACCTTCAATCGGAATTTGTTGCCTGCGGGATATACGGTATGAATGTTTGGTATATAT 
GGGACAGGATGGTGGAAATCTATCATAAGTATAAGAAGCCGTGCCTGGTTTTGGCGGTGG 
ATTTTGTGATGGGTATGGTATTCATAGAGCCGAATGAGGAGCCGTGCATCGGTAGGTGCT 
ATGCGCCTATGTCGGAGTCCCCTGATTTTGCTAACGCTGTTGCGATGGCTGTTGCTATGA 
TCTGTATCGTATGGATTGCCGTTTTATAGTGGATTAAATTTAAACCAGTACGGCGTTACC 
TCGCCTTGCCGTACTATTTGTACTGTCTGCGGCTTCGTTGCCTTGTCCTGATTTTTGTTA 
ATCCACTATATCTATGACTGATTGAAGCGTTGGGCGGAGGCTGCGTGAAACGGTATTGGG 
CGTTGGGCCGTCTGATTCCAATCGGGCTTGGGGAATGCGAAACGGTGTGCGCTTATACTG 
CGGACGATTTGTTTCGCGGTTTTGCGCCCGAAACGGATGGAGAGGTGTGGGAAACGGTCT 
GTCGGAGTAGAATACGCGTTTTGCGTTTGAATACAGTAAGAAGAAAAGAGAGAAACTTAT 
GCCGTCTGAACATCAACACATATCATCATTGCTTGATTTCGACCGTACCCATCTGCTTCA 
TCCCTATACTTCCATGACCGATCCGCTGCCCGTTTATCCTGTCAAACGTGCAGAAGGGGT 
GTTTATCGAATTGGCGGACGGCACGCGGCTGATTGACGGGATGTCCTCCTGGTGGTGTGC 
GATACACGGCTACAATCATCCTGTTTTGAATCAGGCGGTTGAGACGCAGATGAAACAAAT 
GGCGCACGTGATGTTCGGTGGTTTGACGCACGAGCCAGCGGTGGAGCTGGGCAAGTTGTT 
GGTCGGGATtTTGCCGCAGGGGCTGAACCGTATTTTTTATGCGGATTCGGGTTCGATTTC 
GGTGGAAGTTGCGCTGAAGATGGCAGTGCAATACCAGCAGGCGCGGGGTTTGACGGCGAA 
GCAGAATATCGCGACGGTGCGCCGCGGGTATCACGGCGATACTTGGAACGCGATGTCCGT 
CTGCGATCCGGAAACGGGGATGCACCATATTTTCGGCAGCGCGTTGCCGCAGCGTTATTT 
TGTCGATAATCCGAAAAGCCGTTTCGACGATGAATGGGACGGGGCGGATTTGCAGCCTGT 
CCGCGCCTTATTTGAAGTGCATCATGCGGATATTGCCGCCTTTATTTTAGAGCCGGTCGT 
GCAGGGCGCGGGCGGCATGTATTTTTATCATCCGCAGTATCrTCGCGGATTGCACGATTT 
-GTGCGACGAATTTGATATCATGCTGATTTTTGACGAAATCGCCACTGGATTCGGGCGCAC 
GGGCAAGATGTTTGCCTGCGAACACGCGGAGGTCGTGCCGGATATTATGTGTATTGGCAA 
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GGGTTTGAGCGGCGGCTATATGACGCTGGCGGCAGCAATCACTTCGCAAAAAGTTACCGA 

AACGATTTCGCGCGGCGAAGCGGGCGTGTTTATGCACGGCCCGACGTTTATGGCAAACCC 

GCTGGCGTGTGCCGTTGCCTGCGCTTCGGTCAAACTGCTTTTGTCTCAAGACTGGCAGGG 

AAATATCCGCCGCATTGAAAGCATCTTAAAAGGCCGTCTGAAAGCCGCGTGGGACATTCG 

CGGCGTGAAAGACGTGCGCGTTTTAGGTGCCATCGGGGTGATCGAGCTGGAAAAAGGCGT 

GGATATGGCGCGTTTTCAAGCGGACTGCGTGGCGCAGGGCATTTGGGTGCGCCCGTTCGG 

CAGGCTGGTGTATCTGATGCCGCCCTATATCATTTCAGACGGCGTTTTGACCAAACTTGC 

CGACAAAACCGTGCAAATCTTGAAGGAACACAGCAAATGAAAGGCGTTTACTTCGTCAGC 

GGCATAGACACGGACATCGGCAAAACCGTCGCCACCGGCGTGTTGGCAAAACAATTGTTG 

CAGCAGGGCAAAAGCGTGATTACGCAAAAGCCCGTGCAAACCGGTTGGCAAAACATTGCC 

GACGACATCGCCGTCCACCGCAAAATTATGGGCATACCGATGCAGGAAGCCGACAAACGG 

CGGCTGACTATGCCCGAAATCTTCAGCTATCCCGCTTCGCCTCACCTCGCCGCCCGACTG 

GATGGCAGGGCTTTGGACTTGGACAAAATCCGCACCGCCACACAAGAATTGGCGGCGGAG 

TACGAAGTCGTTTTGGTGGAAGGCGCGGGCGGATTGATGGTTCCGeTGACGGAAAAGCTG 

TTAACCATTGATTATATCCGTCAGCAAGGCTATCCCGTCATCCTCGTTACCAGCGGACGG 

CTCGGCAGTATCAACCACACTTTACTCAGTTTCGCCGCGCTCAAACAATACGGCATTCGC 

TTGCACAGCCTCGTGTTGAACCACATCCACGACAGCCGCGACGCACACATCGCCCAAGAC 

AGCCTGAGCTACTTGAAATGCCGTCTGAAAGCCGATTTTTCCGAAGCGGAATGGATGGAG 

TTGGCAAAAACAGACGCGGTATAAAGATTGGGAAAAATATGGAACACCTATTTGGGAAAT 

GGCTGCCCGACTTGCCCGCCGCCATTTCAGACGGCATCAGCCTGCCGATGGTGeGGCTGC 

TGCACACCCGGTCGCTGACCGCCGCATTGCGCGCCTTGCCGCATACATTTTCGGTGGAAC 

TGCTGAAACTGGGCGAATTGGAGACGGAATGCGGAGGGAGGCTGGTGCGCGAAGTTTTGT 

TGAAGCTGGACCGTATCCCTGTTGTTGAGGCAAGGAGCGAATGCCGTATCGGTTCGGCGT 

TTTGGCAAAACATTTTGGACTGCGGCACGCGTCCTTTGGGCGAGCGTCTGTTTCAAGCCG 

ATTTGGAAGGGGCGCGTTCGGCGTTTGAGTTTGCCGTTGCCGGCX3AAGGATGCGGACGGT 

ACTTTGCCGCGCGGCGTTCTCGGTTTTCCCGTCACGGCGAGGAAATGCTGCTGACCGAGT 

ATTTTCTGCCCGAACTGAAACGTTTTATCGGATAAAATACCGTTTTTTCAAGCTGCGCGG 

CAATATGAATCCTAAATCCCCTTTATTTTTACGCCTGTCCGACCGTTTGGATGTGTACCT 

GCGCCTGATGCGGGCGGACAAGCCCATTGGGACGCTGCTTTTACTGTGGCCGACCTACTG 

GGCATTGTGGCTGGCTTCAGACGGCATTCCCGATTTGGCGGTATTGGCGGCGTTTACAAT 

CGGCACGTTTTTAATGCGCAGTGCCGGCTGCGTCATCAACGACTTTGCCGACCGCGATTT 

TGACGGTGCTGTCGAGCGTACAAAAAACCGTCCGTTCGCACAGGGCAGGGTCAAGAAAAA 

AGAAGCGCTGCTGCTGACGGCATTTTTGTGCCTGCTTGCCGCATTGTGCCTGATTCCGCT 

GAATCATCTGACTTGGCTGATGAGCCTGCCCGCGCTGTTTCTTGCGCTGACTTACCCGTT 

TACCAAACGTTTTTTTCCGATTCCCCAACTCTATCTCGGGCTTGCCTTTTCCTTCGGTAT 

CCCGATGGCGTTTGCCGCCGTTGCCGGAAACGTGCCGCCTCAAGCGTGGATACTCTTTGC 

CGCCAATGTGTTATGGACTCTGGCGTATGACACGGTTTATGCAATGGCGGACAAAGAAGA 

CGATTTGAAAATCGGCATCAAAACCTCCGCCGTCACGTTCGGGCGTTACGACATCGCCGC 

CGTTATGCTGTGTCACGGAGGCTTTACCCTGCTGATGGCAGTATTGGGTGCGGTTATCGG 

TGCGGCATGGGCATATTGGACGGCAATCCCCATCGTCCTGCTGCTGCAATACCGCCAATA 

TGCCGCCATCAAAAGCCGCGTCCGGCAAATCTGTTTTGAAACGTTTTTGGCAAACAACAG 

AATTGGTTGGGTGTGGTTTACCGCCATTTTTGCCCATACGTTTTTCGCGAAATAAGGCAG 

GGCAATGCCGTCTGAAGAGCCGTAAACTGCTTTGGACGGCATTTCTATCTGTGCCGAAAA 

GCGTTAAAATATGTTTTTAAAACGCTGTGTTATGTCAGCCCGTACCGTATGCGGGATTGA 

GATTTGCCCCGGCAGTCGGTACAATCTTTCTGTTTTGCGATGTCTGAAAAGAGAAGCTTA 

TGAGCCTTATCGGCGAAATTTTGCCTTTGTCCCATATTGTTTTGGATATGGAGGTAGGCA 

GTAAAAAAAGGCTGTTTGAGGAAGCAGGCCTGCTTTTGGAACGCGAATCCTCATTGTCCC 

ATGCTGATGTTTTCGAATGTCTTTTTGCCCGTGAAAAACTCGGTTCGACCGGTTTGGGGC 

AGGGCGTTGCCATCCCGCACGGCCGTCATGCCGGCGTGAAGCAGGCGACGGGCGCGTTCA 

TCCGCACGCGCGAACCCGTCGGATTTGACGCACCGGACGGCAAGCCGGTTTCCCTGATTT 

TTATCTTGCTGGTTCCGGAAAACGCAACCGGCGAGCATTTGGAAGTCTTATCCAAACTGG 

CCGGCAAGTTTTCCCAAAAAAGCATCAGAGAATCGCTGATGACGGTTTCCTCTGCGGAAG 

AAGTCCGTGCCATCCTGACTGAAGAATAATATGCCCAGTATCTCCGTCCGCCGCCTGTTT 

GATGACAACCAATACAAACTGCAACTCGCTTGGGCCGCCGGCAATTCGGGTGCGGACAAC 

CGTATCGGCGTAGAGGCGGACAAGCCCGTCCTCGCCCTAGTCGGACACCTGAATTTCATT 

CATCCCAACCAAATCCAAGTGGTPGGTTTGGCAGAGTCGGAATATCTGAACCGCCTCGAA 

TCGGGGGAAACGGGTTATCAGTTTGGCGACCTGTTCGATATTTCTATGTCTTTGGTTATT 

GTGGCAAACGGCTTGCCGGTTTCCCCGGGACTGCGCGACTATTGTCATAAAAACGATATT 

CCACTGCTGACTTCCAAACTCGAAAGCCCCTATCTGATGGACGTGTTGCGGATTTACCTG 

CAACGCACCTTGGCGGCATCGTCCGTCAAACACGGCGTATTTCTCGATGTGTTTGAAATC 

GGCGTGCTGATTACCGGGCATTCCGGCCTGGGTAAGAGCGAATTGGCATTGGAACTGATT 

TCGCGCGGCCACAGCCTGATTGCCGACGATGCGGTCGAGCTGTTCCGCATCGGCCCGGAA 

ACGCTGGAAGGGCGTTGTTCGCCTATGCTGCGCGATTTTTTGGAAGTGCGCGGCTTGGGG 

ATACTCAATATCCGCCATATTTTCGGCGAAACTTCCATCCGCCCCAAAAAAATCCTGCAA 

CTCATTATCAATTTAGTCGAGGCGGACGACGAGTATATGAAGCAGCTTGACCGGTTGAGC 

ATCCGCACCGAAACCGAATCCATCCTCAACGTCAACGTCCGTTCGGTTACGCTGCCCGTC 

GCCGTCGGACGCAACCTCGCCGTTTTGGTTGAGGCGGCGGTACGCAATTACATTTTGCAG 

TTGCGCGGTAAGGACAGTACGCGCGAATTTTTGGAACGCCATCAGACGCAACTTAAAGAA 

AACGAACAACACAATGAAGATCGTCCTGATTAGCGGCCTGTCCGGTTCGGGCAAGTCCGT 

CGCACTGCGCCAAATGGAAGATTCGGGTTATTTCTGCGTGGACAATTTGCCTTTGGAAAT 

GTTGCCCGCGCTGGTGTCGTATCATATCGAACGTGCGGACGAAACCGAATTGGCGGTCAG 

CGTCGATGTGCGTTCCGGCATTGACATCGGACAGGCGCGGGAACAGATTGCCTCTCTGCG 

CAGAeTGGGGCACAGGGTTGAAGTTTTGTTTGTCGAGGCGGAAGAAAGCGTGTTGGTCCG 

CCGGTTTTCCGAAACCAGGCGAGGACATCCTCTGAGCAATCAGGATATGAGCTTGTTGGA 

AAGCTTAAAGAAAGAACGGGAATGGCTGTTCCCGCTTAAAGAAATCGCCTATTGTATCGA 
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CACTTCCAAGATGAATGCCCAACAGCTCCGCCATGCAGTCCGGCAGTGGCTGAAGGTCGA 
ACGTACCGGGCTGCTGGTGATTTTGGAGTCCTTCGGGTTCAAATACGGTGTGCCGAACAA 
CGCGGATTTTATGTTCGATATGCGCAGCCTGCCCAACCCGTATTACGATCCCGAGTTGAG 
GCCTTACACCGGTATGGACAAGCCCGTTTGGGATTATTTGGACGGACAGCCGCTTGTGCA 
GGAAATGGTTGACGACATCGAAAGGTTTGTTACGCATTGGTTACCGCGTTTGGAGGATGA 
AAGCAGGAGCTACGTTACCGTCGCCATCGGTTGCACGGGAGGACAGCACCGTTCGGTCTA 
TATTGTCG7VAAAACTCGCCCGAAGGTTGAAAGGGCGTTATGAATTGCTGATACGGCACAG 
ACAGGCGCAAAACCTGTCAGACCGCTAATTCCGTCAAACCATTATGCCGTCTGAAACCCG 
GTCCTCCGTTTCAGACGGCATTTCAAATATTGAAAAGAAAGAACAGACATGGCAATCCAA 
TGGTTTCCCGGCCATATGAACAAGGCGAAAAAAGCCATCGCCGAGCGTGCAAAAAGCGTT 
GATATGGTGATTGAAATGCTGGACGCGCGTATGCCCGCCTCCAGCGAAAACCCCCTGCTT 
GCCCAGCTTTCCAAAGGTAAACCCAAACTTAAAATCCTCAACAAACAAGATCTTGCCGAC 
CCCGAGCGCACCAAAATCTGGCTCGAACACTATAACAGCCGCCCCGACACCTGCGCCATC 
GCCCTCGATTCCTCCGAAACAGGCGCACACGGCAAAATTACCCAAGCCTGTCGTGCCATG 

• ATTCCCCACCGCCAAGGCATAGATAAACCCCTGCGCGTCCTCATCTGCGGCATCCCCAAe 
GTTGGCAAGTCCACCCTCATCAACGGCATGATAGGGAAAAAATCCGCCAAAAGCGGCAAC 
GAACCCGGGATCACCAAAGCCGAAGAACGCCTCTTCGTCGCCGATGACTTCTGGCTCTAC 
GACACCCCCGGAATGCTATGGCCGAAAATCATCGTCGAAGAAGGCGGCTACAACCTTGCC 
GCCGGCGGCGCAGTCGGACGCAACGCGTTGGACGAAGAAGAAGTCGCCCTCGAACTTTTA 
GACTACCTCCGCCGCCACTACCTCCCTATGTTGCAAGAACGCTACCAAGCCGACAAAGAC 
CCCAGCAGCCACTGGGACGAAAACGTTTGGCTCGAATGGATAGCCAAAAAACGCGGCGCA 
GTCCTCAGCGGCGGACGGATCAACTACCAAAAAGCCGCCGAAAACATCCTCACCGACTTC 
CGTGAAGGCAAAATCGGCAGAATCACCCTCGAAACGCCGAACCAATGGGAAACTTGGCTC 
AAAAAAGCCCGTCAGAAAGAAGCCGAACTCAAAGCCATACGCGAAGCCAGAAAAGCAGAG 
CGTAAAGGGCAGAAGCTTCGGAAGCATAAAGAATGCCGTCTGAAAAATATTTTTCAGGCA 
GCTTCTCTCTACTCCAACCGATTTCAGACGGCATATCCAAACCCATGCCGTTTCAGCACG 
GATACCCGTATGACCGACAAAATTTCTCCCGACGCGCTGATTGAAGCCGCACTGCTGACC 
CAAACCGAACCGCTGACCGAAAAATCTATGCGCGAACTGTGTGTGCCGCCGTTGTCGCAA 
GACAAACTGATTGATGTGTTGGCGCAGTTGAAAACGCGTTGGCAGGATAGGGCGTTGCAA 
CTGGTGCATACGCAAGAGGGCTGGCGTTTTCAGATTGTTCAGACGGCATTCGAGCGGCTG 
GGCAGCCTGCAAGAACAGCGTGCGCCGCGCTACTCCCGCGCCGTGATGGAAACACTGGCG 
ATTATCGCCTACCAGCAGCCCGTAACGCGCGGCGACATCGAGGGCATACGCGGCGTGGCG 
GTGTCGCAGAACGTGATGCAGAGTTGCAGGATCGGGGGTGGATTGAAGTCATCGGACATC 
GGGAGACATTGGGAAAAGGGGGATTGTGGGGGACAACGGGAACGTTGGTCAGCGATTTGG 
GTTTGAACAGGTTGGAAGAACTGCCGCCGCTGACGGAACTGGGCGAACTGGTTTTGCGGG 
ATTTGATAGAAATGCCGCGTACGGATGAAGTAGAGCGGGAAACGGTACGGTCCGATAGGC 
TGCCCAACTGAAATTCCAAATGGGGTCTGAAACGCACATTGCTTCAGAGGGCATTGCAAC 
AAATAAGGAGATAAAAAGAAGCACTAAGAAAAATTAAGGAAAAACTTATTTTTAATTTAA 
AAAATGTTAGTTATAATTCGTATATCTAAAGTTGATATTGCTTTTGTCGGTAGAATTGCT 
AAGGAATCCTGACGATGGTTCTAAGACTTTCTTTGCGTGATTTTGTCATTGTTGAAAATG 
TGAATCTGGATTTTGAAAGGGGCTTTAGGGTATTGAGGGGAGAAACTGGCGGGGGCAAGT 
CCATTACTTTGGATGCGATTGGTCTGCTGTTGGGGGATAAAGCCGATTACAGCCAAGTGG 
GCAGGGGCGCAAAAGAAGCGCAGTTGTCGGCGTTGTTTGATATTTCCCATTTACCTGTTT 
TAAAAGGAGAATTGTATGAACAGGGGCTTTTAAAGGACGGAGAAGAAGAAGTCAGTATCC 
GCCGCATTATGGATGGCAAAGGGAAAAGGCGCAGGTTTATCAAGAATCAGGCCGCTACGT 
TGGCGGAAGTGAAAGGGGTGGGTAGCCAGCTTATCGACATCGACGGGCAAAACGCGGATG 
ATTCGCTTAATCAGGAAGCGGCGCAGCGCGAATTGTTGGAGGGATTTGGGGGTAGGAGGG 
AGCAGGCGGAAACCGTCAGGCAGCTTTATCAAAATTGGGCCAATGCGAAAAAAGCCCTCC 
AAGAGGCGCAGGAACACGCCGATGGCGTCATTATGGAGCGGGAGGGTCTGGAATGGCAGT 
TTAAGGAATTGAATCAGTTGGAGATTAAACAAGGGGAGTGGGAAGCCCTCAGGCAAAGGC 
ACGAGAGGCTTGGCGATTGTGCGGAGGTGTTGGAGGGTGCCGAAGAAGTCGGAAGGAAGA 
TTGAGGGCGAGAACGGCATCCAACGCCATATCTATCAATGTCAAAAAGTATTGGCGAATG 
TGCAAAACATGGAGGGGCGGTTTGCCGAGAGCGTGAATATGTTGGCAAGCATGGAAGGCG 
AATTGGGCGAAATCAGTGCGAATATGGGCGATGTGGCAGGTCGCAGCGACATCAATCCCA 
ACGAACTTGCCGCACAAGAGCAGCGCATGGGCGAGCTGATGGGGATGGCGCGGAAATACC 
GGATGGAGCCTGAAGAGTTGCCTGGCAAGTTGGCAGAAATCGAAGAACGCCTGCAAAGCG 
TGGAAGGTGCGGGCGATTTGGACGGGCTCGAGGATAATGTTGCCCACAATTTTGCCGAAT 
ATCAGGAAGCTGGCCAGATCCTTTGTGCCATGGGCCATCAGGCGGCAGAGCGTTTGAGGG 
GCGAAACGACGGAGCATATGCAACACCTTGCCATGAAAGGCGCGCGTTTCGACATGGTGC 
TGTTGCCTTCGTCGGC6ACGGCACACGGTTTGGAGCAGGTTCAATTTCAAGTTGCCGCCA 
ACAAAGGCAATCCGGGCGGTCTGCTGAATAAAGTTGCCTCCGGCGGCGAATTGGCGCGTA 
TCAGGGTTGCCTTAGAGGTTGTTGGCAGCCAATATACCCAAGTTCCGACCCTGATTTTTG 
ATGAGGTCGATACCGGTATTGGAGGGGGAGTGGCTGAAATGGTCGGCAAGGCATTACGTG 
CGTTGGGCAGAAAACATCAGGTGCTTGCCGTTACCCACCTTCCGCAAGTCGCATCCTGGG 
GAGAAAAGGAGTGGGGGGTGGGGAAGCACAGGGAGGGAGAGGAAACCGTCAGCGAAATGA 
GTATATTGGATGAAATGCAAGGGATCGAAGAGGTTGCCCGTATGTTGGGCGGAGAAGTCA 
TTACCGATACGAGGGGGCAACATGGGGCAGAATTGCTGCAAGTTGCGTGGAAAAATAGTT 
TATTTTAAAATCAATCAGTTAAAAAATAACTAAAAATAAAAGTCTAAAACAATAGACAGA 
ACTCAGATAAATGCGTATTATCACGCTT TC TTAATCACTTGAACAAGTGATTGTGCTGCA 
CCGGTAGGTCAGTTGGATAGAGTATCTGGCTACGAACCAGAGGGTCGGGCGTTCGAATCG 
CTGCGGGTGCGCGAGTAAGAAAATACAATATGCGCCCATCGTCTAGCGGTTAGGACATCG 
CCCTTTCACGGCGGTAACGGGGGTTCGATTCCCCGTGGGGGTGCCAATTCAAAATGCCTC 
CGATTATATCGGAGGCATTTCrCATTTCTCATTTCTCATTTCTCATACTGAGACCTTTGC 

-AATAACATAGGTTAC-TAAAATTTTATGGTCAATCTCATTTTCAAAATGCAAAACTTT^ 
GATTTTTGCTACTTTTTGCTCAATATTAGGAAGGTTTTAGGCAATTGAAAATTTTTTGGC 
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GCATTTTTATGCGTCAAATTTCGTTAACAGACTATTTTTGCAAAGGTCTCGGATTAACAA 

AAATCAGGACAAGGCGATGAAGCCGCAGAGAGTACAAATAGTACGGAACCGATTCACTTG 

GTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGG 

TTTTTGTTAATCCACTATATTGAGTCCTCGAGAAGGGAAATAAAAATTAACATCCTTATA 

TATTGAGTTCCTGAGAAGGGAAGATTAACAAAAATTAACGCCCTTTACTTCATACAATCA 

ACAGGGCTTTTTCATTCCTTCCTTATCTAACAGGGGGTACAGAAACCGAAACGGCTGGCA 

GGGTTAAGGAAGTCTTCGAATGTTACGGAACATTCATCTTGGACAGCAAAGGCAATTTGT 

TAGGCATTCCTTACTCCTTATTTTGGGAAGAAAACGTTATGGGTGTTTTCGATATTTTAC 

CGTCAGGATTGGTATGTTTATTTGAATATGATTTTCTGTGGTCGGGACGGCATGCGGGAA 

AGACTTAAGGGGTTAGATCCTTCCTTCTGACGATGGCGCGGATGATGGTGCGGTTGGGGT 

GTAGGGCGTGGCGCAGGCGTTGTGAAAAGGGATGGGGCAAGCCTAGGATTTGGGCTGCAA 

TGGCGGCGGCGCAGATGGGGGCGGTGGCGAGTCCGCGGGTGCCGTGCGCGGTGTTGACGT 

AGGCATTAGGCAGGTATGGGCATGGGGTGTCGATGCGGTAGTTTTTGTCCAGCGCGAGTT 

TGGTGTAGGTCTGCCGCATGGCGGCAATGTCGCCGAGTGCGCCGACTAGGGGAAGGTGGT 

CXySGGCTGTGGCAGCGTATGGCGGCGTGCCCTTGGT G TTTTTGGGGGTTTGGGTTGGCGG 

CAAACAATGATTCC^AAAGGGCGGGGTTAAGGTGTGCCyiATGCTTGGCGGTTTGAGGGTT 

CTTCGGCTTCGTTCCATCCGGTATGGCTGCTGTTGGGAATAAAACTCXSCGCCGTAGCAGT 

GCAGTCCGTGCCACGACGGGCTGATGTAGCTTTCGCCTGAAACGGCGCAACGGAGTTGTT 

CGGAAAACGGGGTGGACGGTGTGAGGCCGGTTTGTCCGCGTATTTGCCTGAGAGGCAGGG 

CGGCGAGGTTGGTTTCGGGTAGGTAGGGGCTGTTCGGACCGGTGCAGTAGATGATGTGTG 

TGGCGGTAAATGTGCCGTTTGGCGTGCTTGCAATCCACTTTTCCCCGTCGTGGGAAATGT 

CGGTCAAGGGTGTGTCTTCGTGTAGTCCAATGAGCGGATGGTTGAGGAGGGTGCGGACGA 

ATGCGGGTGGATTGAGCCATACGCCGTGTTGCCAGTAGAGTCXGCATGAAGGGTGGTCGT 

ATGGGACGGACAGTGGGATACCGGCGATTTTTTCGGCTTCTGCAGATGTGATGCTGCGGT 

AGAGGTGGTTATGGTGTTTTTGCAAACCCAATTCGTGATTGCGTTGTTGTTCGGTGCGGC 

TGTAATTGAGGTGGATGATGCCGTTGCCGCCCCAGGTTTCGGATTCGGGCAGGATGTGTC 

CGAGCAGGCGTTTGGTGTAGCCGTAGCCGGCAAGCAAAAGTTCGGTCTGTTCGGTGTCGT 

GCGGCGAGATTTTGGCGTAGAGCAGCCCTTGGCGGTTGCCGCTGGCGGCTTGGGCGGCTT 

TTCGGGCTTCCAATACGGTAACGGAAATGCCGTGTGATGCTAAGGCGTGGGCGGTTGCCG 

cgccggatatgcccgcgccgataacgaggatgtgttcx:ggtttttgccgttcggatgttt 
gtggaagtggaaaccagggtttgtcgggcttgctttcggtttgcgggatggcttcggtct 
gccaggaaatgtggtggaaatgttcgtgcaggtggtgggtgcgtgaagggggaaccagcc 
agaagcggacatcgggcaggatgtgttcgatgaggttgatgctgtcgaactggaggcact 
gcattgcctgatccaaacggtgcttcagacggcattccgcgtccgaagcatcttgtgcgg 

TTTGAAAATCGGGAATCTGATTATCGGGGAGGCAGATAATCAGGTTGAGCGGGGGTGCGT 

gtttgcggatggcttggtcgagtgtgcggatgtcgggaatgccgtcccatacgagattgt 
ccatatc^tgccgtttaaagtgtgggtttgaatatcggtatcgggataaagctgttaaa 
atacgcgccgtttgaaggcacgcctgcgcctgccggatattgtatgccgaaccgaggtgt 
tttttgaataatattcctgttgaaatccgtttgttgaaaaaccgtaccgtgttggttttg 
acttatggggacgaacctaaaaatctgcctgccgaatttttacgcgtctattcgccgagt 

GCGGAAGTGCGCGGACACGGCGTGGGACAGGATGTTTTGCAGACCGGCAAGGCGGATGTC 

caaatcgcggatttgcagcctgtcggacagtacgcgctgaaaatcagtttttcagacggg 

cacgacagcggtctttacgattgggcgtatctgcacagactggcatacggatacgatgcg 

atgtggcaggaatatttggacaaattggcggcggcgggcgcgtcgcgttttgaagagaaa 

taagaccggtcggatggtaatctgacgggcaaaggtatcagagaggtggttagaatatgg 

gcggacagaaaacgcatttcggattcagtacggtcaacgaagatgaaaaagccggcaaag 

tggcggaagtgttccactccgtcgccaaaaactacgacattatgaacgatgtgatgtcgg 

cagggctgcacagggtgtggaagcatttcaccatcaacacggcgcacctgaaaaaaggcg 

ataaagtgttggacattgcgggcggtacgggcgatttgtcgcgcggttgggcgaaacggg 

tcggcaaggaaggcgaggtttggctgaccgatattaattcctctatgctgaccgtcgggc 

gcgaccgtctgttgaacgaaggcatgattttgcccgtatcgcttgccgatgcggaaaaac 

tgcctttccccgacaattatttcaacttggtttccgtggcgttcggcttgcggaacatga 

cgcataaagatgccgcgctgaaagagatgtaccgtgttttgaaaccgggcggcacgttgc 

tggtgttggagttttccaaaatctacaaacctttggaaggcgcgtatgatttctattcgt 

tcaagctgctgccggtcatgggcaggctgattgcgaaagatgcggagagttaccagtatc 

ttgccgaatccatccgtatgcaccccgatcaggaaactttgaaacagatgatgctggatg 

cgggcttcgacagcgtggattatcacaatatgagtgcgggcatcgtcgcgctgcataagg 

gcgtgaaattttaaacggactggctgtgcagccaatgccgtctgaacacgtttcagacgg 

catttttgtgtttttttgagaaagagattttaaatcttaaaattaattcacatatccatc 

aataatttataaattttttaaaaaataggaacaattatcatttgcaagattgggagatgt 

ctgtataatgcagtcaatccagtaaacaacgcagcagacgaaaggagggaaaaatgccgg 

aaagtattttcaaacagatttcccttgatattttgaaactgcatcgggattctgtttatt 

cgctgcttgccacttccggctgcaactgtcaggtgcatgaagcggcgtatgtcaacatcg 

acggcaaatattatattgcgctttcatgcgagcccgaggtgggggaagtcaaaacaggca 

ttttgctgattgaggatgaaagccgcaaccttcgtttgagctgggtcggcagtgcgcggg 

agcttgactgcaaggataatgcctacaaacgcgccctgtccgcgttgtccagaaagctgg 

ggcggtgtaaggacaggctgcatacggcggttcaaccgtttctgttggagctggtaccgg 

agaaaggcagattttctgtcggcgatgaagaagtttggatttctcgaaacgatttagtga 

gggctttatatcctgtcggatacagtatgcggcaggcagtgtttcagatttaaagttttg 

gtagtggtttgtgttccttttgcgcccccttttccaaggggcgatttttttgcacgcgtg 

ttggcggcaaaggaaaaatgccgtctgaaaggctttcagacggcatccgcgtgcggaatt 

acctgtccggtaaaagacggataccttgattgcccagcogttttgacaattcggcaacct 

ttccgtgttttcctaaaacaaaatcagggaggatttctgccaaagggcggatgacgaaac 

tgcgttcgtgggcgcgcggatgcggcagggtgagtcgggtgtcgtcgctggagatgccgt 

caaagtcgataatgtccaaatccaatgtgcgcsggcgcgttgcggaagctgcgttcgcgtc 
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CGAAATCAGCCTCGATACGGTTGAGTTCGGCAAGCAGGGCAATGCCGTCCAGAGTGGTGG 

AAACGGTGCAGACGGCATTGACAAAATCGGGCTGATTGTCGTAACCGACGGGCGCGGTCA 

TATACAGTGAGGAAGCCTGTTTAAGACGGATGTCAGGATGGGACGACAGCGTGTCCAATG 

CGGCGCGTACCTGTTGGGCAGGGTTTTCAAGATTACTGCCCAGGGCGATGACGGCAAAAT 

GTCTGTTGTTCATAACGGTGTTTCAGAAAGGCAGGACTTTGGTTTTGGCAAGGTAAACGA 

TGCAGGCGACGCAACACATGGCGAGCAGGTAAACGGTGTAGAACTTGGTCGAACGCGGAC 

GGGCGCGCATCATCATCATACCCAATGCGATATAGGCGAGCAGAAGCAGGATTTTTGTAC 

CGAGCCAAGGCGCGTTGAACGGGGAGAAATGGGTAATTTTCATCAGCCACAATCCCGTAA 

ACAGCAGCATGGTGTCGTTAAGGTGGGGCAGTGCCTTCCAAAAGCCCGCCAAGGGCTTTT 

CTGGATTTTTCCAAAGTAGGAAAAAACGGATGTTGAATACCAAAATGGTGATGGTAACGA 

AGATTTGGTGGGTGTATTTGACAATCAGATACTGCATGGTCGGCTCGTATCAAAATAAGG 

GTTAGAATCGGCTTATTTTACCGCAAACAGTTATTTTTGACGGAGTTTTTGAAATACCAA 

AAGATAGGGTGGGCTGTTTTTCCGGTTGGTAAAGCCGTAACGCAAAACGGGAAACTGTTC 

TTGAGGCAGGTTTTTTGCCCATTGTTCGATTGCTTCTGCCTCCTGTTTGCCGTTTTCGTG 

TCCCGGATAGAGGACGGCAATAAGCATACCGTTTTCTTTCAGTAGGGATAAGGTGGCAGA 

AAGGGCGGCAATGCTGGTTTCCGTGCGGGTGGTAAGGCTTTTGTCCCCGCCGGGCAGCCA 

GCCGAAATTGAAAATGGCTGCATCCAGCGGCTTTGGAATATATTGCTTCAGGTTTTCATG 

TCCGTCCAAGATGAGCCGTACATTGCTGTAACCTGCTTCCTGCAGACGGCATCGGGTGTT 

GTTCAGGGCTTGCGGCTGGATGTCGAATGCCCACACTTTCCCCCGGATGCCTGCGGTTTG 

TGCGAGGAAAAGGGTGTCGTGTCCGTTGCCGGCGGTGCCGTCCAAAGCATTGCCACCTTC 

GGGAAGTGCCTTCCGCAAAAGGCAATGGGCGAATGGAAGGATGTTTTGCAATAACATTTT 

TAAATGCTGTCTGAAAATAAAAATACCTTACCGTTGTCCGGTAAGGTATTGAAAGATATG 

ACACGTCATGCTTCGTGCGGATTATTCGGCAGGCTGCTGGACGGTTTCCACTTGGACGAG 

GGTCGAAGTCGGTGCGGCTTGGGGTCTGTTTTCATGTTGTAGGTTGACGGAGCGTGCCGG 

TACGATGGTGGAAATGGCGTGTTTGTAAACCATTTGGGTGACGGAAGTGTTTCTCAGGAG 

AACMCGTATTGATCGAAAGACTCAACCTGACCTTGTAATTTGATACCGTTAACTAAGTA 

AATCGAAACCGGAACGTGCTCTTTACGCAGGGCGTTCAGGAAGGGATCTTGCAACATTTG 

TCCTTTAGCTGTCATATTTTTAACTCCGTTATTATGATTGTGAAATCGGGCAGACGCCCT 

GTGCGTGTCGAATTGTAGCCTTGAATAGGAAAAATTACCAATTTTTTTTGTGTTTGGGCG 

GTTTTCCGCCGGGCATTTGTATGTOVGGAGCGTTGCTGCAGCATCCACGATTCGATTTTG 

CGGGCGTCGTTGACGCGTGTGGCGGATGTGGGCGAGTTCAGCAATACGATGGTAACGGGT 

TGGTTTTGAATGTTGGCTTTGACAACCATAGACCTGCCTGCTTCGCGTATGTAGCCGGTT 

TTCTGCAATTCGATGTTCCACATGCCTTCTCTGACCAGGGCATTGGAGTTTTTGTAGTTC 

TGCTGCCCGTTTTTGGTCTGTACCGAGGCGTAGTTGGAAGTCGAGTTGGTGCGGATTTGC 

GGATATTGGGCGGCGGCGTTGACCATAAGGCTCAGGTCTTTGGCGGTAGAAACGTTTTGG 

AAGTTGAGTCCGGTCGGTTCGTAAAAGCGGCTGCCGTACATACCGAGGCTTTGGGCTTTG 

CGGTTCATGGCGGCGACAAATGCGCCCATGCCGCCGGGGTAGGTTCTGCCCAATGCATGG 

GTGGCGCGGTTTTCGCTGCTCATCAGGCTCAGGTGCAGCAGTTTTTTGCGTGTAAGTGCG 

GTACCTATGGCAAGACGGCTGCCGGTCCCTTTGATGCGGTCGATTTCGTCGGGCGTAATG 

GTAACGGTTTCGTTCATGTCCAAGTTTGCATCCAAAACGACCATCGCGCTCATCAGTTTG 

GAAATGGAGGCGATGGGCATAATCCTGTCGGCGTTTTTCTGATACAGTATCTGTCCGGTT 

TTGTTGTTGACGACCAGGGCAGACTGTGAGGAGAGAATCAGACCGCCTGTAATGGCTTGG 

GTGTTGGTGGGGTGTATCGTGCTTTCGGCGAATATTTCTATCGGATCGGAGGAGGTAAGC 

ATGTTCTGTTCTAAAAATTGCCCTAAAATGTCGTTGTCGGCAAAAAGGTGGGCTGACGGC 

AGGGAAAGGCAGAGACCGAGCAGCAGCGATGAGGGCAGGCGTTTCAGAGTATGGATGGAC 

ATTTTTGATTCCATATTTTTGAGTATTGGCGTTATTTTGTTGAAAAAACAGCCATCTGTA 

AAGTATGTCGTCTGACAGGAGACTGCCCGTAGGCGGGCGGTCTTGTTGTGTTTTGGGGAT 

TGG GTTTTATAACATTCrGTTTTTAAATCGGAACATATTTTGTGGTTTGACATG^ 

TTTCATGCCGTCGTGTGTGGGTTTGGATGTTTCCGGCGGTTGAATCCTTGTCCTTTGGGG 

CGGTAGAATCGGGGTTGGTTTGGCAATTGCGGCGGTGCGTCTGOGTGCCGTTTTGAATAA 

TGGGAATATCGGGAGTAGGACTATGGATGTGAAATATGAATTTACCCTGCCTTCGAGCAG 

CGGTGCGGATTTTCATTCGGCAGAACATCTGCCTTTGGTCGTGTATTTTTATCCGAAAGA 

CAGTACGCTGGGCTGTACGACGGAAGGCTTGGATTTCAATGCGCGTTTGGAACAGTTTGA 

GGCATTGGGTTATACCGTGGTCGGTATTTCCCGCGACGGCCTAAAGGCGCATCAGAATTT 

TTGCGCCAAGCAGGGTTTCCGGTTCGAGCTGTTGAGCGACAAGGATGAAACAGTGTGCCG 

CCTGTTTGATGTCATCAAATTGAAGAAACTGTACGGGAAAGAGTCGTTRGGTATCGAGCG 

CAGTACGTTCGTCTTGAATAAGGATGGAGAAATCGCCCATGAATGGCGGAAAGTCyVAAGT 

GGCGGGTCACGCGCAGGAAGTATTGGAAACGCTTTCCCGATAATGTGAACCATGCCGTCT 

GAAGAAGATTCAGACGGCATTTGTTTGGAACGGTATGGAAGAAGGTTTGATCGACAGGCT 

GCTTGAAACGCTGTGGTTGGACAGGCGGCTCAGTCAGAATACTTTAAACGGTTACCGGCG 

CGATTTGGAAAAAATCGCCCGCCGCCTGTCCCAATCGGGCAGAATGCTGAAGGATGCGGA 

CGAAGCGGATTTGGCGGCGGCGGTTTATGTTGACGGAGAGCAACGGAGTTCGCAGGCGCG 

CGCATTATCGGCATGCAAACGCCTGTATATATGGATGGAGCGTGAAGGCATAAGGACGGA 

CAATCCCACCCGTTTGCTGAAACCGCCCAAAATCGACAAGAATATTCCGACCCTGATCAC 

CGAGCAGCAGATTTCCCGACTGCTTGCCGCCCCGGATACCGACACGCCGCACGGTTTGCG 

GGACAAGGCTTTGCTCGAATTGATGTACGCGACCGGCTTGCGCGTCAGCGAGGCGGTCGG 

GCTGAACTTCGGCAATGTGGATTTGGACAGGGGCTGTATTACCGCGCTGGGAAAGGGTGA 

TAAGCAGAGGATGGTCCCGATGGGGCAGGAGTCGGCGTATTGGGTGGAACGCTATTATAC 

GGAGGCACGCCCACTTCTGCTGAAAGGCAGGAATTGCGACGCATTGTTTGTCAGTCAGAA 

AAAGACGGGCATTTCCCGTCAGTTGGCATGGATGATTGTCAAAGAATATGCAAGTCAGGC 

AGGCATCGGGCACATCAGCCCGCACAGCCTGCGa:ACGCCTTTGCCACGCATCTGGTGCG 

GCACGGCTTGGATTTGCGCGTGGTTCAGGATATGTTGGGACATGCCGATTTGAATACGAC 

GCAGATTTATACCCATGTTGCCAACGTATGGTTGCAGGGTGTAGTGAAGGAACAGCATTC 

CGGAAACTGAGGCTTCTACTTTGGTTTAATAAGAAATCAATCGAAAATGCAAACTTGATA 

AAAAATTACCAAGACAAACCGTGTATACCGACCTTGCAATGCGAACCGTTTTTATTTATA 
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TTCGCATACGATAATAAAAGCCGCTATCGGTACGATAGTTTGAGAACACACGGAGCACAA 

AATGTTTGTCTGCATCTGCAATGCCGTTACCGACCATCAAATCAAGGAAACCATCGCCGC 

CGGCGCGACCACAATGGGCGATTTGCAGTCGCAATTGGGCGTAGCGAGCTGCTGCGGCTG 

CTGCGGGGAGCTTGCCGCTTCGTTTCTGACGGCGCACAATGCGCAACCGACGGTTACGGC 

GGGTATCAACGTTCAAGCGTAAAACGGTTTTCGAAATGCCGTCTGAACTGTTCAGACGGC 

ATTTTTACTGTTTTTGGCAGGACTTGAGTATCATCTTCCTCGAAAACATTGTTTTTTCCC 

AAATAGACCATGATTCTGCTGCGTCTAAGGCTTTGGCGTGTGCAAATTGACAGATAAGGA 

AACGCGGATGAAATTGACCTTGATGTTTCGTGAATATTGCAGCTTGTGCCACAAAATGCG 

CGACGAACTCAAACCTTTTCAGGATGAATACGGGTTCGGGCTGGAAGTGGTCGATGTGGA 

TGAAAATCCTGTTTTGGAAGAAAAATACAATGAGCTGGTTCCCGTTTTGTTGGCGGGAGA 

TGAGGAAATCTGTCACTGGTTTTTGGATGAGGACAGGTTGAAACAGTTTCTCGAACGGTA 

AAAAAATGCCGTCTGAAGCAGGACTTCAGGCGGCATTTTTTTCAAATCAACGTTCTTTAC 

GTTTTTGCGGGGCGGATGACCTGCCGGTAAAGGAAGCACGTTTGGATGCTTGGTAAATTG 

CTAGTCTTCTTCGATGTTGCATATTAACCCTTTCTTTATTTTATTTGTCGGTTGGGAGGA 

TTCTTATTTATTGATTTTTTCAATAAAAATTAGAAAATTTATTGTGAGATGTTATTGTTG 

GCAATCATATCATGTTTTACTGTTGATGGAAGCATGATTGTGTAAAGATGATATGTGTTT 

GTGTAATCGGTAGATTTTATAGTGGATTAACAAAAATCAGGACAAGGCGACGAAGCCGCA 

GACAGTACAAATAGTACGGCAAGGCGAGGCAACGCCGTACTGGTTTTTGTTAATGCACTA 

TATAAGAAAACCGCCAAGGCGGTGCTTGACGGCGGAAACAGAGGGGCGGGCGGCATCAGA 

GCAGCTTGGAAACGACCTGTGCAAGGCTTTTTGCCAGTCTGACGGTTTGATGCCGAAGTC 

GTTTTCGATTTTGCGGCAGTCCAAAATGCTGTATGCGGGCCTGGGGGCGGCGGTCGGATA 

TTCCTTGTCTGAAACGGCAGTCAATTCGGGAACGGGGAAGGATGTCTGGTGTTGCGATGC 

CGCTTGGAAAATATGTTGGGCAAATTCGTACCAGGATACGGATTTGCTGCCGGCGTAGTG 

GTAAATGCCGCGAACGGGATTGGAGTGCTGCAACAGGCGGATGATGGTGGeGGACAAGTC 

GCCGGGATAGGTeGGGCAGCCGATTTGGTTGTGGACGGCGGACAGCGGGGAACGTTCCCG 

CGCAAGGTTCAGCATCGTGCGGATAAAGTTGTCCCCGTATTCGCTAAACAGCCAAGAAGT 

CCGCAGGATAAGGGTGTCGGGATTGGGAGACAGTGCGAGCAGCTCGCCTGCGGTTTTGGA 

TTGTCCGTATACATTGGAAGGATTGGTAAAGTCGCTTTCCTGATAGGGTCTTTTCCCTTT 

ACCGTCAAAGACATAGTCGGTTGAGATGTGGATGAATCGGGCATGGGCGCGATGTGCTGC 

CAAGGCAAGGTTGTAAACGGCGGAAGCATTGACGGCAAATGCCGCTGCCGCATCGCCTTC 

CGCCTTGTCGACGGCAGTATAGGCAGCCGTGTTGACAATGGCGTCGGGTTGGAAACTTTT 

GACCATGTTGCAGACGGCATCGGCATCGGTAATGTCTAGGGATGCGGAATCCGTCGCAAT 

GGTTTCCCAGTCTTCCGGAAGACGGTCGCGCAGGCAGCGTGCCAGTTGGCTTTTCGAGCC 

TGTCAATAGGATTCTCATGAGGTATTTCCTTTGGTAAAAGTGTATTGTAGGACTTGCTGT 

CGGTATTATAGTGCCAAAATTTTGCCGACGGTTGACGGGTTGGCTTTTTGTGCCATGGGT 

ATTGTTTTGCGCCGACTTCGGCTAGAATATCGGTTTGTGATTCAAACCTGTCGGGTGTCG 

GGTCGGTATTTTCAAGATATTTTCAGGGGGGGGCGAAATGAGTGAGATTGGTTTGGTAAA 

GATCTATTTTGGAAAAGTGCGCGATTTATATGAAATCGACGATAAACGTATGCTGATGGT 

CGCTTCCGACCGCCTGTCCGCGTTTGATGTGATTTTGGACGACCCGATTCCGAGCAAAGG 

GGAGATTCTGACGCAGATTTCCAATTTTTGGTTTAAAAAACTGGCGCATATTATGCCCAA 

CCACTTTACCGGTCAAACGGTTTACGATGTTTTGCCTGAAAACGAAGCCAAAGCTTTAGA 

GAAACGCGCCGTCGTGGCTAAAAAGCTCACTCCGGTGAAAGTAGAGGCGATTGTGCXSTGG 

TTATCTGGCAGGCAGCGGTTGGAAAGATTATCAAAAAACCGGCTCGGTTTGCGGTATTCA 

ACTGCCTGAAGGTATGCAGGAAGCGCAACAACTGCCTGAAGTGATTTTTACGCCCTCAAC 

CAAAGCCGCAGTCGGCGATCACGATGAAAACATCAGCTTTGAAGAATGCGGACGCATTAT 

CGGCAAAGAATTGGCGGAAGAAGTGCGCGCCAAGGCGGTTCGGCTTTACACCGAAGCGGC 

GGAATATGCCAAATCGCGCGGTATTATTATTTGCGATACCAAATTTGAATTCGGTTTGGA 

TGAAAACGGTACGCTGACGCTGATGGATGAGGTATTGACTCCCGATTCGAGCCGTTTTTG 

GCCTGCCGACCAATACAAAGTCGGCACCAATCCGCCGTCTTTTGACAAACAATTCGTCCG 

CGACTGGCTGGAACAAAGCGGTTGGAACAAAAAAGCCCCTGCGCCGAAAGTGCCTGCCGA 

TGTGATTOVGAAAACrrGTCGAGAAGTATCGGGAAGCATTGACTTTGCTGACTCAGGATTG 

ATTTTTAAGTTTGAAGGCCGTCTGAAAGAAATATGGTTCAGACGGCCTTTTTATTGTATG 

AATACTGGATTTTAAGGATGGTTGCCTTTATAATCCGCAATTGCTTTCAGCGTCCGAAAT 

GCCGTCTGAAAGCTTGTTTATAACCTGCCGCACGGTCTGAAACCCTAACTATGCACATTC 

GGATTTTAGTGTGCATTATTAGTGTTTTAGCAGTGCGGTATTTTGAAAGGAACAATGATG 

TTCGACAAACACGCTAAGACCTTCCAATACGGTAATCAGACCGTTACTTTGGAAACCGGC 

GAAATTGCCCGCCAAGCCGCCGCTGCCGTTAAAGTCTCTATGGGCGACACCGTTGTTTTG 

GTTGCCGTTACCACCAACAAAGAAGTGAAAGAAGGTCAAGACTTCTTCCCCCTGACCGTC 

GATTATTTGGAACGCACTTACGCCGCAGGCAAAATTCCCGGCGGTTTCTTCAAACGCGAA 

GGCAAACAAAGCGAAAAAGAAATCCTGACCAGCCGTCTGATCGACCGTCCGATTCGTCCG 

CTGTTCCCTGAAGGTTTCTACCACGACATCCAAATCGTAGCGATGGTCGTGTCCGTCGAT 

CCTGAAATCGATTCTGATATTCCTGCAATGTTGGGTGCATCTGCCGCGCTGGTGTTGAGC 

GGCGTACCGTTTGCCGGCCCGATCGGCGCGGCACGCGTCGGTTATGTAAACGGCGTGTAC 

GTTTTGAATCCGACTAAAGCCGAATTGGCGAAATCGCAATTGGACTTGGTGGTCGCCGGT 

ACTTGAAAAGCCGTGTTGATGGTGGAATCCGAAGCCAAAATCCTGCCCGAAGACGTGATG 

CTGGGCGCGGTGGTTTACGGCCACGATCAAATGCAGGTTGCCATCAATGCAATCAATGAA 

TTTGCCGACGAAGTCAATCCGGAACTTTGGGATTGGAAAGCACCTGAAACCAATGAGGAA 

CTGGTTGCCAAAGTCCGCGGGATTGCCGGeGAAACCATTAAAGAAGCGTTCAAAATCCGT 

CAAAAACAAGCGCGTTCTGCCAAATTGGACGAAGCTTGGAGTGCGGTAAAAGAAGCCTTG 

ATTACCGAAGAAACCGACACTTTGGCAGCCAACGAAATCAAAGGCATTTTCAAACACTTG 

GAAGCCGATGTCGTCCGCAGCCAAATTTTGGATGGCCAACCGCGCATCGACGGCCGCGAC 

ACCCGCACCGTCCGTCCGCTGAACATCCAAACCAGCGTATTGCCGCGCACGCACGGTTCT 

GGATTGTTTACCCGTGGCGAAACCCAAGCTTTGGCCGTTGCAACTTTGGGTACTTCGCGC 

GACGAGCAAATCATCGACGCGCTGTCCGGCGAATACACCGACCGCTTTATGCTGCACTAC 

AACTTTCCGCCGTACTCTACCGGCGAAGTGGGCCGCATGGGCGCACCGAAACGCCGTGAA 
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ATCGGTCACGGCCGTTTGGCTAAACGTGCATTGTTGGCCGTATTGCCGAAACCTGAAGAT 

TTCAGCTACACCATGCGCGTGGTCTCCGAAATTACCGAATCCAACGGCTCTTCCTCTATG 

GCTTCCGTCTGCGGCGGCTGCCTGAGCCTGCTGTCTGCCGGCGTGCCTTTGAAAGCACAC 

GTTGCCGGTATCGCGATGGGTCTGATTCTGGAAGGCAACAAATTTGCCGTCCTGACCGAC 

ATTTTGGGCGACGAAGACCACTTGGGCGATATGGACTTTAAAGTGGCCGGTACGACCGAA 

GGCGTTACCGCGCTGCAAATGGACATCAAAATCCAAGGCATTACCAAAGAAATTATGCAA 

ATCGCTTTGGCACAGGCGAAAGAAGCGCGTCTGGACATCTTGGATCAGATGAAAGCCGCC 

GTTGC GG GCCCGCAAGAGCTGTCCGCACACGCGCCACGeTTGTTCACGATGAAAATCAAC 

CAAGACAAAATCCGCGAAGTTATCGGTAAGGGCGGTGAAACCATCCGTTCGATTACCGGT 

GAAACCGGTACGGAAATCAATATTGCCGAAGACGGTACGATTACCATTGGGGCAAeCACT 

CAAGAAGCCGGCGATGCGGCGAAAAAACGCATCGAGCAGATTACTGCCGAAGTGGAAGTG 

GGCAAAGTGTACGAAGGCACTGTGGTGAAAATCCTCGATAACAATGTCGGCGCGATTGTC 

AGCGTGATGCCGGGCAAAGACGGTTTGGTACACATCAGCCAAATCGCCCACGAGCGCGTA 

CGCAATGTCGGCGACTACCTGCAAGTCGGTCAGGTGGTGAACGTGAAAGCATTGGAAGTG 

GACGACAGAGGCCGTGTCCGTCTGTCCATCAAAGCCCTGCTGGACGCX^CTGCCCGTGAG 

GAAAATGCCGCCGAGTAACGCTTAGGGTGAAAGTGCCGTCTGAACAGGTTTCAGACGGTA 

TTTTTTACGGGTATCGGGAATGAATGGGGCTTACAGCCACAGGACGGCAAGTTTCCATAA 

TGCCCATAATGATACGGATAATCCCGTACACAGGCGGATATATCGGTTTTGCATGATTTT 

TTTCAGTTGCAGGGAAAAAATGCCGATTGCTAAAAGATTGGGCAGCGTACCCAGTGCAAA 

GGCAAGCATATATAACCCGCCCGTTGCCGCACTACCGCTTCCCAGCGCGTAAAGCGACGC 

GCTGTAAACCAGTCCGCACGGCAGCCAGCCCCATAATATTCCGACCGCAAGGCAGGCGGG 

TATGGATTTTATGGGTAACAGCCGGTTGAGTATCGGGTTCAGGTTCCGCCATATCGGTTT 

GCCGATTTTCTCGATTTTTGCCGCCAAGGAAGAAATACCGCTCAAGTATAAGiCCTAAAAA 

GAGCAGCAGGAGGTTGGCGGCCGTGTATAAAATATTCTGCAGGACGCGGGTTTGGTCGAG 

TGAAACGCCGACCTGTCCGATTAATCCGAGTATCAGGCCGATTGCCGTATAGCTGCTTAC 

CCGTCCTGTGTTAAGCAGCAGGATCAGCCAAAAGCGGTTGATATGCGGGGGGAGTTGGAG 

CGCAAACGCGCTGCTTAATCCGCCGCACATACCGATGCAGTGCGTTCCGCCGAAGAAACC 

GAGTAGGAACAGGGTGAGGAAAGTGATGTCGTGGTTCATAGGCAGTTTGAAGTCAAATAT 

TTTTCGGGAAAAGGGATGATTTGCGGCAGTCCGGCACATAGGATCCGCCGAGGGCATTGC 

CCGTGCTGTTAAAGTCTTGAATAAGGATGCAGTTTGCACCCTGTATTTCGATAATTTTGT 

AAAATCCGCCCTTTACTGCGCCGTCGGCGGGTTTGCCGTGTGCGTCAAAATACAGGATGG 

TGCGGTTTTGAAGATGCGCGCAATTTGAAACGGCCGGGTTTGCCGGTATGTTTCGGGTGe 

AGGCGGCAAGGATTGCACAAGGGAAAAGCAACAGTAATATGCGGAACATGGTGTTTCTTG 

TAAGGGGTAACAAACAGTATAATGGCTGATTTTAATCCTCAGGCGGCGGGAGATGGAAGC 

ATTTCCCTTCGGTGCGGGGGATTTCGGATTCGGAAGCAACAGACGATACGGGATTTCGGA 

ACAATATGAACACTTTGAAATTTACCAAAATGCACGGTTTGGGCAACGATTTTATGGTGA 

TTGACGCGGTCAGTCAGGATTTTACCCCCGAGGACGCGCCGATTGCGGAATGGGCGGACC 

GCTTCCGGGGCGTGGGCTTCGACCAGCTTTTGGTGGTCGGGCGTTCGGAAACCGAAGGCG 

TGGATTTCCGTTACCGTATTTTCAATGCCGACGGCAGCGAGGTCGGGCAATGCGGCAACG 

GAGCGCGTTGTTTTGCCCGTTTTGTTGCAGACAAGGGTTTGACCGATAAGAAAGAAATTT 

GTGTTGAAACGGCAAATGGCGTTATTTTTCCGAAATTGTCCGATAACGGTATGGTTACGG 

TCAATATGGGCAAACCGAAGTTTATGCCGTCTGAAATACCGTTTGTCCCCGAATCGGGCG 

AGGGGGATGATGCCTGTATTTACGGGGTGCATCTCGAATCCGGCATTCAGCCTGTCAGCT 

GCGTCAATATGGGCAACCCCCATGCGGTGATTGTGGTCGATGACGTGGAATGCGCGCCGG 

TGCGC^SAAACCGGTTCGCTTATCGAACCGCACAGGCAGTTTCCCGAACGCGTCAATGTCG 

GCTTTATGCAGGTTGTCGGCCGAACCGCGATTCGTTTGCGCGTGTTCGAGCGCGGCGTGG 

GCGAAACCCAAGCTTGCGGTACGGGCGCGTGTGCGGCTGTGGTGGCGGGTATCCGTCTGG 

GGCTGTTGGATGAAGGGAAAACGGTAGAGGTGGTTTTGCCGGGCGGGACTTTATATATCG 

AATGGGCCTGCGGCGGCGATGTGATGATGACCGGCCCTGCGGAAGCGGTGTTTGAAGGTG 

AGTTGGCGTATTCATGATTTTGCTGCATTTGGATTTTTTGTCTGCCTTACTGTATGCGGC 

GGTTTTTCTGTTTCTGATATTCCGCGCAGGAATGTTGCAATGGTTTTGGGCGAGTATTAT 

GCTGTGGCTGGGCATATCGGTTTTGGGGGCAAAGCTGATGCCCGGCATATGGGGAATGAC 

CCGCGGCGCGGCCTTGTTCATCCCCCATTTTTACCTGACTTTGGGCAGCATATTTTTTTT 

CATCGGGCATTGGAACCGGAAAACAGATGGAAACGGATGGCAGGCAGACCCCGAACATCC 

GCTGCTCGGGCTTTTTGCCGTCAGTAATGTATCGATGACGCTTGCTTTTGTCGGAATATG 

TGCGTTGGTGCATTATTGCTTTTCGGGAACGGTTCAAGTGTTTGTGTTTGCGGCACTGCT 

CAAACTTTATGCGCTGAAGCCGGTTTATTGGTTCGTGTTGCAGTTTGTGCTGATGGCGGT 

TGCCTATGTCCACCGCTGCGGTATAGACCGGCAGCCGCCGTCAACGTTCGGCGGCTCGCA 

GCTGCGACTCGGCGGGTTGACGGCAGCGTTGATGCAGGTCTCGGTACTGGTGCTGGTGGT 

TTCAGAAATTGGAAGATAATACGGTGCGGCCGTATCGGAACAAAAAGTTATAAAGAAAGA 

AATTTTGGATATTGGTTTTTTAGGCGGCATAGGTTTAGGATAAAGCCATATCCGAAATTT 

GTTTATGTTTCGGCGCAAATCCCCTGCAATCGGACAGGATGCCTATGGGGATTGCGCCTT 

ACTGTCGAAACCTTATTATTCAGGAGCAGAAGATGAAAATTGCAAACAGCATTACCGAAC 

TAATCGGCAACACGCCTTTGGTCAAACTGAACCGTCTGACCGAAGGTTTGAAGGCAGAGG 

TTGCCGTGAAACTGGAATTTTTCAATCCGGGCAGCAGCGTCAAAGACCGCATTGCCGAAG 

CAATGATTGAGGGTGCCGAAAAAGCGGGCAAAATCAACAAAAACACCGTCATTGTCGAAG 

CAACCAGCGGCAATACGGGTGTCGGTTTGGCAATGGTATGTGCCGCACGCGGCTACAAGC 

TGGCGATTACCATGCCGGAAAGCATGAGTAAGGAGCGCAAAATGCTGTTGCGCGCGTTTG 

GTGCGGAGCTGATTCTGACCCCTGCCGCCGAAGGTATGGCGGGCGCGATTGCCAAAGCGA 

AATCCTTGGTGGACGCGCATCCCGACACTTATTTTATGCCGCGCCAGTTCGACAATGAGG 

CAAACCCCGAAGTCCACCGCAAAACAACCGCCGAGGAAATTTGGCGGGATACGGACGGCA 

AAGTCGATGTCTTCGTTGCCGGCGTCGGCACGGGCGGTACGATTACCGGCGTGGGCGAAG 

TGTTGAAAAAATACAAACCCGAAGTTAAAGTGGTTGCCGTCGAGCCTGAAGeTTCACCCG 

TATTGAGCGGCGGCGAAAAAGGCCCGCACCCGATTCAAGGCATCGGCGGAGGCTTTATTC 

CGACCGTTTTGAATACCAAAATTTACGACAGCATTACCAAAGTGTCGAACGAAGCGGCTT 
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TTGAAACCGCCCGCGCAATAGCGGAAAAAGAAGGCATTTTGGTGGGTATTTCTTCCGGTG 

CGGCGGTTTGGAGTGCGTTGCAGCTTGCCAAACAGCCTGAAAACGAAGGCAAGCTGATAG 

TCGTGCTGCTGCCTTCTTATGGCGAACGCTATCTCTCTACGCCACTTTTTGCAGATTTGG 

CATAATGCTTTAATCGGATTGTCGAAACATTCAGACGCATTTTTCGGTATCGGTGTAACG 

CCGTGCCGGAAAATGCGTTTTTGCATATATGCCGAAAAGGCCGGTTGTGTTTTAATCAGG 

TGTTGGTGTCGCCGCATCGCTTGAGGGAAATATTTTTTATAGTGGATTAACAAAAATCAG 

GACAAGGCGACGAAGCCGCAGACAGTACAAATAGTACGGAACCGATTCACTTGGTGCTTC 

AGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTTTTGT 

TAATCCACTATATTCGGGTTTTATTTGGCAGGACGGTTTTTTGCCCCAACGGAAAATAGC 

CTGCCTGCCCGTAAAATCAGCCGTTTGTCCGGGTGCAGCCGGGGCTTTGGGCTTCAGACG 

GCATATTTTCGGAATGGCGGCATTCTTGCCGTCGGCGCGGCAGCCGTATGGGGAAGGGAG 

GGGATATTGTGGTCGGTAACGGCAAAAAATATGCCGCACCATTGCTGGTGCTGGGTTGGG 

TGGTGTTCGGTCTGGGCAGTCTGATTGTCAGATCCGTCCCCGTCGGTTCGTATGCAATCG 

CATTTTGGCGGTTGCTGATTTCGGTGTTCGTATTTTGGTTTTTAGCACGGTTTTTCAGGe 

AAAAATTCCCAAAAAACAGGAAAACCGTCCGATATGCCCTGACGGCGGGCGTGTTTCTCG 

CTTTCGATTTGGCGTTGTGGCACGAAAGCATACACGCGGTCGGGCCGGGTATTTCCACCC 

TGCTCAACAGCCTGCAAATCTTTTTCTTGTCGGCAATCGGTGTTTTCTTTTTGGGCGAGG 

GTTTGAGCGGGGTGAAAAAGGCAGGCTTAATATCGGCAGTTGCCGGCGTGGCGATGATTG 

CCGGTGCGGAATTCGGCTACAACGGTAATGCGGTTTGGGGATTCGCCAGCGGTTTGGTAT 

CGGGACTGATGCTCGCCCTGTCGATGGTGTTTGTCCGCAAAACCCATGAAATCGAGCCGG 

TGGCGCrTTTCCCTTCAATGATGATTTTGAGTTTGGGCGGCGCGGTATCGCTGGTTGTTG 

CGGCATTGCTGATGGATGGCGGCGCGCTTTATCCGACGACTTGGAAAGATGCGGGTTTGG 

TGCTTGTGTACGGGGTGGTGATGCAGTGCTTCGCGTGGGCGATGGTTGCCTATGCGATTe 

CGCTGCTTTCGCTGTCGCTGACGGGGCTGCTGCTTTTGTCCGAACCGGTTGCCGCCCTGT 

TCATCGATTATTTCGGGTTGGGCAAACCGATTGAAGGCGTGCAGTGGGCAGGGGTGGCGC 

TGACGCTTTCGGCAATTTACCTCGGTTCGCTGAAACGGCAGTCTTCACATTGATTTCATC 

AGGGCAATATTGGCAGTTCGCCGTGCAAAACCTGCGTATATTGGACTGATAGGTAGGAAA 

ATCCGACAACGTTAGACTCGCCTGTAAAAGTGAGGAATAGCAAATGCCGTCTGAAACTAT 

TTTCAGACGGCATTCTTGGCTTCCTGGCCTAACGGATTGCCGTACCGGACCTGCCGAAAT 

CGCCGAAGTTCATCAAAATGAACATTGCCTTGCCGACAACCAGCTTGTCATCCACAAATC 

CCCAGTAGCGCGAATCGGCACTGTTGTCGCGGTTGTCGCCCATAGCGAAATAGCGTCCTT 

CGGGAACTTTGCACACGAAACCGCTGCCGTCGTCGGCATATTGGCAGTGTTCCAAACCGC 

TTTGCTCTATGGAATATCGGTTTTCAGACATAATATCGGAGGTATATTTGCCCAATACGG 

GCAGGGAAACGGCAGGCTGTCCTTCTTTTTTCAGAATATTGAAGGATTTGCCGTCTAGAC 

CGCTGCGGAACATATCCGTGTTGTGGATTTCGGAAGGGTCGGTGTCGTCGGGATAACGGT 

ATGTGCCGTCAGGAATGTCGGAAGTGGGTTTGCCATTTACCGTCAAAATCTTATCCCGAT 

ATTCGACCACATCGCCCGGAATGCCGACAATACGCTTGATGTAGGTCATCTCCGGCTGCA 

GAGGATAATTAAAAACAACGACATCGCCCCGTTCGATTTTGCCTGTAGGAATAAATATAT 

TGTTTAAAACGGGTACGCGCAGGCCGTAGGAAAATTTGCCGACCAAAATGAAATCGCCCT 

TGATCAGGCCCGGGCGCATCGAGCTGGACGGGATTTGGAACGGTTCGGCGATAAACGACC 

GGATGAGGAACAATACCAAAACGGTAGGGAAGAAACTGCCGAAATAATCGCCGAAGTGGC 

TGCTTTCCGAGATTTCGGGATGAGTCTTCAGGCGGTATTTATATACCCCCCAAGCCGTAC 

CGCACAATACAACGAAAATCAGGAAAACGGCGGTAAAGCTCATAAACAGGGACAAAGCGG 

CAAACACGCCGACCGCTGTCAGGATATAGGCGTATTCAAGGCCGGAACTCCATTCCCCGT 

TTTCCTGCCGCTTCTTGTCGCTTTTGAAATAAAGGATGATGCCGGCAAGCAGCGCGGCAG 

CCGCGCCCGACATTAGCATTGTGTTCATTGTTGTTCCTTAATGCTTAAAAACCCGCCTGT 

CCGTGCAAC CGTT TTAAGGCGGCAAATTGCAAAATTT G TTTGCGGGCGCGTGCCCCTGAA 

ATCAGGGCGGTTTGAGGGGTGTTCCCGACGCGCCGCCCTGTGTGCCGGAGTTATTTGTCG 

CTCACCTGCAAAATCGCCAAGAACGCGGTTTGCGGAATTTCCACATTGCCCACTTGTTTC 

ATACGGCGTTTACCTGCCTTTTGTTTTTCAAGCAGTTTTTTCTTACGCGTAATATCGCCG 

CCGTAACATTTCGCCAAGACGTTTTTACGCAGTGCTTTGACGTTTTCGCGGGCGATAATC 

T GGCT GCCGATGGCGGCTTGGACGGCAATGTCGAACATTTGGCGCGGAATCAGCTCGCGC 

ATTTTCGATGCTAGCTCGCGGCCTCGGTGAACCGCGCTTTGACGGTGCACAATCAGGCTT 

AAGGCATCGACTTTTTCGCCGTTGACCATAATATCCAGCTTAATCAAATCAGACGGTTGG 

AACTCTTTGAAATGATAATCCAACGAAGCATAGCCGCGCGAAGTGGATTTGAGTTTGTCG 

AAAAAGTCCATCACCACTTCGTTCATGGGCAAATCGTAAGTCAGCATCACTTGGCGGGCC 

ATGTACTGCATATTGACCTGCACGCCGCGGTTTTGGTTACACAAAGTCATGACGTTGCCG 

ACGTATTCCTGCGGCACAAGGATGGTCGCGGTAATAATCGGCTCGAGTATGSTTTCGATG 

CTGGCGATGTCGGGCAGTTTGGACGGATTTTCGACTTCX3ATTTTTTCGCCGCTTTTCAAC 

ACGACTTCATAAATCACCGTCGGCGCGGTGGTAATCAAATCCATATCGAACTCGCGCTCC 

AAGCGTTCCTGCACGATTTCCAAGTGCAACAGACCCAAGAAGCCGCAACGGAAGCCGAAA 

CCCAATGCTTGGGAAACCTCAGGCTCAAATTTOUVayUlGCATCGTTAAGCTGCAATTTT 

TCCAAAGCATCGCGCAAAGCTTCGTAGTCGTGGCTTTCTACGGGATAAAGTCCGGCGAAT 

ACCTGGCrTTGCACCTCTTGGAAACCGGGCAGCGGCTCAGTGGCAGGGTTGGCAACCAAA 

GTAACCGTATCGCCGACTTTCGCCTGTCCCAATTCTTTTACGCCGGTAATCAAAAAGCCC 

ACTTCGCCGGCTTTTAGTTCTTGTTTTTGAACTGATTTCGGTCTGAATACGCCCAGCTGC 

TCGACCTGCGTTTCCGCCTTGGTGCTCATAAAGCGCACTTTGTCTTTCAGTTTGATGGTG 

CCGTTTTTCACTCGAATCAGCATAACCACGCCGACATAGTTGTCAAACCACGAATCGACG 

ATAACCGGTTGCAGCGGCGCGTTTTCGTCGCCGGTCGGTGCGGGGATTTTGGCAACGATT 

TCTTCCAAAACGTCTTCXyvCGCCGATGCCGCTTTTGGCGGWWIATTGCACCGa^CC 

GCATCGATGCCGATGATGTCTTCGATTTCCTGTTCCACGCGTTCGGGGTCGGCGGCGGGC 

AGGTCGATTTTGTTCAAAACCGGCACGACTTCCACGCCCAAATCAATCGCGGTGTAGCAG 

TTCGCCACGGTTTGCGGTTCCACGCGTTGCGACGCGTCAACGACCAAAAGCGCGCCITC 

CAAGCCGACAGCGAACGGGAAACTTCGTAAGAGAAGTGGACGTGTCCCGGCGTGTCAATC 

AGGTTGAGTTGATACACCTGCCCGTCGCGTGCTTTATAGTTGAGCGCGGCGGTTTGCGCT 
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TTGATGGTAATGCCGCGCTCTTTTTCGATGTCCATGGAATCGAGCACCTGCGTACTGATT 

TCGCGCAJWVTCCAAACCGCCGCAGTATTGGATGAAGCGGTCGGCAAGCGTCGATTTGCCG 

TGGTCGATGTGGGCAATGATGGAGAAATTTCGGATATTTTTCATTAGAGTTGTTTTGAAT 

GTCGGACAGTGGGTTTGGGAAATGCCGTCTGAACAAACGGCGTTGCGTCCGAATATCGGG 

TGCAACGTGGAAATAGCCCGTTATTCTAACGGAAAACCGCTGTTTTGGCATAAGTTTGAT 

AAAGGTCTTATAAAGATTTGACGATTTCTGCCACCATTTTTGCGGAATTTGCCGCCGCCG 

TTTTCAAGAAGTCGTCAAAGCTGATGTCTGCTTTTTCATCTGCCGAATCGGAAACCGCGC 

GGATGATGACGAAAGGCGTTTCCAACTGATGACAGGTTTGGGCGATTGCCGCCGCTTCCA 

TTTCCACTGCTTTGACTTCGGGGAAGTGCTTGCGGATTTCCGCCACGCCTTCGCTGCTGT 

GGACAAAGCGGTCGCCGCTGACAATCAGCCCTTGTTCTACCGCCGCGCCTTCAAACGTCC 

GCGCCGCCCGTTTTGCCGCCTCAATCAAAATGCCGTCTGAAGCAAACCTTGCCGGCAGTT 

GCGGCACTTGTCCCCAGGCATAGCCGAATGCGGTTACGTCGACATCGTGGTGTGCGGTTT 

CCGTGCCGATGACTACGTCGCCGACTTTCAAACCCTTGCCCAAACCGCCCGCGCTGCCGG 

TGTTGATGACGeAGTCCGCTGCGAATTCAeGGATAATCCAAGCCGTTGCAACCGCCGCGT 

TGACCTTGCCGATGCCGCTCAATGCAAGGACCATGCGTTTTCCCGCCAATTCGCCTTCAT 

AGGCGGAAAATCTGCCGAAAGAGACGGCTTTGACATTTTCCATCATCTCGCGCAAAAGCT 

CGATTTCTTGTTCCATTGCGCCGATAACGGCTACTGTTTTCAAAGACATATTGCTGACCT 

GTTGTGAATTTCGGATAGAATGCCTGATTATACACGCTAACACGGCAGGATTGAGTGGAG 

GTGGTTTGTCCGTGCCGTCTGAAACGGTTTCAGACGGCACGGCGGGTTTTTGGTAGAATG 

GG AAGGTACAGATTGTTTGAAGATTAGGGGACGAGGATGTTTACCGATGAAAATATGACC 

GCAAAGGAAGAACTGTTCGCATGGCTGCGCCATATGAACCAAAACAAAGGTTCCGACCTG 

TTCGTGACAACCCATTTCCCGCCCGCAATGAAGCTGGACGGCAAAATCACCCGCATCACG 

GACGAACCGCTGACGGCGGAAAAATGTATGGAAATCGCCTTTTCGATTATGAGTGCGAAG 

CAGGCGGAAGAATTTTCATCGACCAACGAGTGCAACTTCGCCATCAGCCTGCCGGACACC 

AGCCGCTTCCGCGTCAATGCGATGATACAGCGCGGCGCGACGGCGTTGGTATTCCGTACG 

ATTACCAGCAAGATTCCCyUVGTTTGAAAGCXTGAACCrGCCGCCAGTCTTGAAGGATGTC 

GCGCTGAAAAAACGCGGGCTGGTTATTTTTGTCGGCGGCACCGGCTCGGGTAAATCGACT 

TCGCTTGCCTCGCTTATCGACTACCGCAATGAAAATTCGTTCGGACACATCATCACCATC 

GAAGACCCGATCGAGTTTGTCCACGAACACAAAAACTGCATCATCACCCAGCGCGAGGTC 

GGCGTGGATACGGAAAACTGGATGGCGGCGTTGAAAAACACGCTGCGTCAGGCGCCTGAT 

GTCATCCTTATCGGCGAAATCCGTGACCGCGAAACAATGGACTACGCCATTGCCTTTGCC 

GAAACGGGGCATTTGTGTATGGCGACGCTGCACGCCAACAGCACCAATCAGGCACTCGAC 

CGCATCATCAACTTTTTCCCCGAGGAGCGGCGCGAACAATTGCTGACGGATTTGTCGCTC 

AACCTTCAGGCGTTTATTTCGCAACGCCTCGTTCCGCGAGACGGCGGCAAGGGCAGGGTG 

GCGGCAGTCGAGGTGCTGCTCAATTCGCCCCTGATTTCGGAGTTGATTCACAACGGCAAC 

ATCCATGAAATCAAAGAAGTGATGAAAAAATCCACTACCCTGGGTATGCAGACCTTCGAT 

CAACACCTTTACCAATTGTATGAAAAAGGCGATATTTCCCTGCAAGAAGCATTGAAAAAT 

GCCGATTCCGCACACGATTTGCGTTTGGCGGTACAGTTGCGCAGCCGCCGCGCGCAAAGT 

TCCAGCCCCGATTTGGAACTGCTCTGATGGCGGTATGGATTTCCGGACGGATGGTTTGAA 

ATGATTTATCCGTGGCATAATGAGCAATGGCGGCAGATTGCGGAACATTGGGAGCGTCGT 

CCCAATGCATGGCTGTTTGCCGGCAAAAAAGATACGGGGAAAACTACATTTGCCCGCTTT 

GCGGCGAAGGCACTGTTGTGCGAAACCCCTGCACCGGGCTGCAAACCCTGTGGCGAATGT 

ATGTCCTGCCATCTGTTTGGACAGGGAAGCCATCCCGATTTTTACGAAATCACCCCCTTG 

TCGGACGAACCCGAAAACGGACGCAAACTGTTGCAGATCAAAATCGATGCCGTCAGGGAA 

ATCATCGATAATGTGTACCTGACTTCGGTACGGGGCGGTTTGCGCGTGATTCTGATTCAT 

cctgcggaaagtatgaatgtccaagccgccaacagtttgttgaaagtgttggaagaaccg 
a:gccacaagtggtctttttgcrggtavgccaak:ggcggacaaggttttaccgaccatt 
aaaagtcgctgccggaagatggttttgcccgctccttcccatgaagaggcattggcatat 
ctgcgtgaaaggggtgtggcggaacctgaggaaogtctggctttccattccggagcgccg 
ctgtttgatgaggcggacggtgtccgtgcgtt<kx;gattaaactgttggatattttggca 
gaaccaaggttgttgaagatrrtggattacgccgcgcttttcgataaggaaaaacttccg 
ctcgccgtatttgtcgggtggatgcagaaatggctggtcgatttgggattgtgcctgcaa 
cacatgaaacccgtctattatcccgcttatgaagacaggctgcttcagacggtatcxggt 
ttccgtccgcgcaatgtatttgcggcggaggatatgctcaaacagcttgccccctacggg 
tttcatactttaaatgtcaaaatgcagatcgagcatctgctcatcaactatttggaattg 
aagaaagagaacgggtgaattatgtcagacggacaaaatattccggcaaaaatgatgtcg 
ttgcagctgaaagacatgaatctgctgtacagctcctacatgccgtttttggaacacggc 
ggtctgtttgtgcagaccaacgacgtattttccatcggggacgatattctgcttgccgta 
gaaatcctcaacttcccouuictgttcctgcxgaccaaagtcgcctggatcaatcctgcg 
cgtacttcctccaaacccaaaggggtggggctggcattcacaaaacacgaaaactgcctg 
aaagtcaaagaccagatcgaagtcgaactgggcaacacaatcggcggcagcagacctacg 
tttaccatgtaacgccatgcatatcatcgattcgcactgccacctcaattttgaaggttt 
gaaagaacgcctgcccgaagttttgtccaacatggaagcaaacggcgtggggcaggcact 
cgccatc agcgtcagtagggaaagcttctccgaagtctttgccatcgccgaagcgcacga 
acacatctattgcaccataggcgtacatcccgacagcaaggaagccgaagaattttccat 
tgcggaaatggtcgaagccgccgcccatccgaaagtggtcggcatcggcgagacgggttt 
ggattattactggtgcaaaggcgatttgtcctggcaacacaaacgctttgcagaccacat 
cgaagcagccaatcaaaccggactgcccgttatcgtccatacgcgtgatgcggcggcgga 
caccttgtctatcctgaaagaatgccgggttaattcgggcgttatccactgtttttccga 
agacatcggttttgcccgtgcagcaatggattttoggctttatatttctttctc 
cgttacctttaaaaacgcacccttggttcaggaggcggcgaaatatgtgccggacgaccg 
cattttggtggaaaccgatgcgccgttcx:tcgcccccgttcccaaacgcggcaggcagaa 
cgaaccggcttttgtgcgccataccgccgaacatatcgccaaattgcggaaccaaacatt 
«ggaacaggttgcggcatatacgacggaaaacttttaccggotgtttaaaaaagtacccga 
tatgcggaccgtctgaccctgtaccgacgataaggaaaaccatgaaggcaattcatccgt 



wo 00/66791 



PCT/USOO/05928 



Appendix A -179- 



ATGCATGTCCGCGCTGCTGCCGGCTGCCTGCCAACACGTTTCGGACAGGCATGGCAAATT 
CCGCTTCCAAATTCTGCATTGCCAAAGGCGGCAGACGGGAAGCAAAAAAAGACGAAAGCG 
GCGGCGGATATGCCCTGTGCCATTTGCCGGACAGCAGGATTGTCGAGGAGTGGGAATATT 
TCCGTTCACAATATTGATACTGCGCGATATACGGCAAATATTGTGGGAAGTTTCCGCTTT 
TGCGTATAATGCGCCCTACCTGACAAATTTTGTCAACTTTATCAAAAGGAATAAGCGATG 
GCTTCCATCCACGACCAAATTAAAGAAGTAGTAACGACACACCGCGTCGTATTGTTTATG 
AAAGGTACGAAGCAGTTTCCGCAATGCGGTTTCTCTTCCCGCGCCGTGCAAATCCTGAAC 
GCGGCAGGCTGCACCGATTACGTTACCGTCAACGTATTGGAAAATCCCGAAGTGCGCCAA 
GGCATTAAGGAATACAGCGACTGGCCGACCATCCCCCAACTTTATGTGAACGGCGAGTTT 
GTCGGCGGTTCGGACATCCTGATGGAAATGTATGAGGCAGGCGAGCTGCAAGAGCTGCTG 
AAAGCCTGATGGATTCGGCAATGCCGTCTGAACGTGTTTGAGACGGGATTTTCTTTTCCG 
GCAAATCAAAAAAAAGTATAATGGCGCGTGTGAAAATCACATTGGAACACCGCGATGAAC 
GTTAATGTTATCAACCATCCGCTCGTCCGCCACAAATTAACCCTGATGAGGGAGGCGGAT 
TGCAGCACCTACAAATTCCGGACGCTTGCCACCGAGCTGGCGCGCCTGATGGGATACGAG 
GCAAGCCGTGATTTTGAAATCGAAAAATACCTTATCGACGGATGGTGCGGTCAGATTGAA 
GGCGACCGCATCAAGGGCAAAACATTGACCGTCGTTCCCATACTGCGTGCAGGTTTGGGT 
ATGCTTGACGGTGTGCTCGACCTGATTCCGACTGCCAAAATCAGTGTAGTCGGACTGCAG 
CGCGACGAAGAAACGCTGAAGCeTATTTCCTATTTTGAGAAATTTGTGGACAGTATGGAC 
GAACGTCCGGCTTTGATTATCGATCCTATGCTGGCGACAGGCGGTTCGATGGTTGCCACC 
ATCGACCTTTTGAAAGCCAAGGGCTGCAAAAATATCAAGGCACTGGTGCTGGTTGCCGCG 
CCCGAGGGTGTGAAGGGGGTCAACGACGCGCACCCTGACGTTACGATTTACACCGCCGCG 
CTCGACAGCCACTTGAACGAGAACGGCTACATCATCCCCGGCTTGGGCGATGCGGGCGAC 
AAGATTTTCGGCACGCGCTAACTGACTGATTTTCGGAGTTGATATGAATTTTCAAGACTA 
TCrrCGCCACATTTCCTTCAATCGACCATCTGGGCGGTTTGGACGTTCAGGATGCCGACGG 
CAAAACGGTTCACCACATTCCTGCCGTTCAGGGTAAGCTCGGTTCGCTCAAGCTGTACAA 
TGCTTTGGCGGAACGTTTTGACGGAAAATTGGGTAAAGAAGCGGCAGAACAGGGTTTGAT 
ATGGTTTGCCGAACACGTTGCCGACGCGCGTGCCCATCCGGGCAAGCATCCGAACATCGA 
TCTGCTGGAAAATGTCGTGCAAAGCGGTGAAACCTGGTTGCTCAAGCCGCTTTCCGCGCA 
ATAATTTTCGACCATGCCGTCTGAAATCCGTTTCAGACGGCATTTTGTCGGAAAGAAGAC 
CGTAAAACGGGCATTTTCTTTTCTATTTCAGGATACGGGCAATGATGTTTCAACACACAG 
GACGACACATAAAGCGCCGCCCTATGTGTTGCCCTAATTTGGAAGGGGTTACACCCTTTT 
CAAATAAAATCTGATGCTGCTGCCACGAAGGACGGATGTCCGAGTGGCGGGGTTTCAACC 
ATTAAGGAAATACGATGAAAAAAATGTTCCTTTCTGCCGTATTGCTTCTGTCGGCTGCCG 
CCCAAACCGTGTGGGCGGATACGGTGTTTTCCTGTAAAACGGACAACAACAAATACATAG 
AAGTCCAAAAAATCAACCGCAATCTTTACGAATATTCGTTCGGCAGTGCGGCAAAAAAAG 
AAATTGCCATACGCAACAGCAAAGCTGACCTGTTGGGGCGTTCCGACAGGTGGCAAGGTA 
TGGGCAGCGGTCGTTGGGCAACGATGAAATTCCAAAACGGCGAATTTATGTACACCATAT 
GGACAGGCTTCGATTCCGTGACTCATACGGAAAGCAGCGGTGTCGTTGTGGAGCGTAGGG 
GCAAGGAAGTCGCACGGGTCGGCTGTACGCCGAAAACCGCGCAGGCGAATTTCAACGATG 
ACGATTTTTCCTAGTAATCGGGGCGGATAAGGCGATGGAAACAGCGAAACCCGTCATGGT 
GATTGTCCGTCCGTCGGGCAGGGCCGCAGAAGATGTCGAAACTTGCCTGAATGCCGGTTG 
GCGCGCGGAAGTATTGAGTCCGGTCGAAATCGAAGCAGATGCTGCCGGACTGGAACTTTT 
GTCCGAACAATATGCCCGTGCGGATGCCGTGTTTTGGGTCAGTCCGACCGCCGTTGAAAC 
CGCCGTCCCGTACCTTAACCTTTCAGACGGCATAAAGGCGCAGATTGCCGTAGGGCAGGG 
CAGCCGCCGCGCATTGGAACGCTGTTTGGTCAGAACGGTCATCGCGCCTGATGACGGCAA 
CGACAGCGAGGCGGTTTTGCGCCTGCCGGTTTGGAACAGTCTGCCCGAAGGTGCGCGCGT 
ATTGTTTGTGCGCGGACACGGCGGGCGGGATTTTTTGATGAATGCCTTGCAGGAGAAAGG 
TTTTCGGACGGAGGTGGCAGAAGTCTATTTCAGACGGCATAAACCTTTGAACTTTCAAAA 
TTTCCAAACCGAAAATATTGCCGCCGCCTATATTACGTCGACCGAGCTGGTGCGCTTGCT 
GTTCGGGCAGCTTCCGCCGCAATTTTCCCGATTCTTCAAATCCTTGCTATACTTTACCCA 
TCATGGGGGCATTGCGGAGGCATTGAAGCGCGAAGGCGTGTGTTCGGTCGAAACCGTCCC 
TACGCTGGAAGCCGCGCTTTCCCATTCTTCCATTTCCGTTTCAGACGGCATGGTCTTTCC 
CGGAACeTCAAATTAATAAGGAGCAAAACGGTGGGCGAACCTGAAAACAAATCATCCGAA 
CCCGTACGCGAGATACAGGCATCAAAAGAAATGCCGTCTGAAACCTCTTCCCCACGCAAA 
GAAAAGGAAACAGAAGTACACATTCCTGCCGCTCCTTTTATCGTCAAACAGTCCGGCAGC 
AACGCTTTGGCAGTCTGCGCCCTGGTATTGGGGGCATTGGGTTTGGGTACAAGTGGTTTT 
TTGTTTGTeGAAGGAGAGAATGTGTTGAAAAACCAAGAGCTGGCATTCAACGAAAAAATC 
GACAAAGCCGCCTTGGGCGAGTCGGAAAACGCCGCCGTGTTGAAAGAeAACCTCAACCGG 
CAAGCCGCCATACAATCAGAGCTCGACCGTTTGGAGGGAAAeGTCAAAGCAAACGGCGAA 
CAAATCTTGGAAATGCAAAAATCCTATCGCGAGTTGAeCAAAGGACGCGCGGATTGGCTG 
GTGGACGAAACCGAGACCATACTCAATGTGGGGGCGCAACAGCTGGTGTTGACTGGCAAT 
ATCCAAACGGCAGTCGGCGTATTGGAGCATATCGACAGCCGCCTGTCCCGTTTCAATCAG 
GCAGAGCTTCTGCCGATCAAGCAGGCGGTGAGCAGCGACTTGGCGGAACTGAAAAACCGT 
CCCTATGTCGATATTTCCGGCACGGCATTGeGCCTCGACAGGCTGGAAACCGCCGTATCC 
GGACTGCCGGTGATGGTCGACGGCGTGCTGAAACCGGGCGTACAGGTGAAGAAGGAAGCC 
GCTTCCGCTTCATGGTGGCAGAACGTATGGGAAAAATCCCTCGGGACATTGAAGGGGCTG 
GTCGAAATCCGACGTTTGGAAAACAACGATGCCATGCTGATTTCTCCCGAACAGGCATAT 
TTTGTGCGTGAAAACCTGCGCCTCCGCCTTTTGGATGGGCGCACTGCATTAATGCAGGGC 
AACAGCGAAGTCTATCAGGGCGATTTGAACAATGCCGAAGGCGeCGTCAGACAGTATTTC 
GATGCCAAGTCTCCCGCCACGGAGTCGTGGCTGAAAGAACTGGeGGAATTGAAGGCGrrG 
GATGTGCGGATGACTGCGGATGACGGTTTGAAAAACAGGCTAAATGCGGTCCGCGCCTAT 
CGCGACGGTACGCGCATGACGGCGGCGGAAAATCAAGAAGeGGAAGAGGCGGCrTCGGAA 
CCGGGAAACGAAAAAACAGGTTGCGAAGGGGGTGCCGCATCGGATGTGAAGACCATAGAA 
- GCACCGTGCGTGCGTTCGGAACGCAAACCGGAAGAGCCTGCAAAAAAACAGACCGTACCG 
GAAAAGGGAGGGCGTTCGGCGTCCGCTAAAGGAGAACGGGCATGAAAACGGTAGTCTGGA 
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TTGTCGTCCTGTTTGCCGCCGCCGTCGGACTGGCGCTGGCTTCGGGCATTTACACCGGCG 

ACGTGTATATCGTACTCGGACAGACCATGCTCA<3AATCAACCTGCACGCCTTTGTGTTAG 

GTTCGCTGATTGCCGTCGTGGTGTGGTATTTCTTGTTTAAATTCATTATCGGCGTACTCA 

ATATCCCCGAAAAGATGCAGCGTTTCGGTTCGGCGCGTAAAGGCCGCAAGGCCGCGCTTG 

CC TTGAAC AAGGCGGGTTTGGCGT ATTTTG AAGGGCGTTTTGAAAAGGCGG AACTAGAAG 

CCTCACGCGTGTTGGTCAACAAAGAGGCCGGAGACAACCGGACTTTGGCATTGATGCTGG 

GCGCGCACGCCGCCGGACAGATGGAAAACATCGAGCTGCGCGACCGTTATCTTGCGGAAA 

TCGCCAAACTGCCGGAAAAACAGCAGCTTTGCCGTTATCTTTTGTTGGCGGAATCGGCGT 

TGAACCGGCGCGATTACGAAGCGGeGGAAGGCAATCTTCATGCGGCGGCGAAGATGAATG 

CCAACCTTACGCGCCTCGTGCGTGTGCAACTTGGTTACGCTTTCGACAGGGGCGACGCGT 

TGCAGGTXeTGGGAAAAAGCGAAAAAGTTTGGAAGGCGGGCGCGTTGGGCAAATCGGAAA 

TGGAACGGTATCAAAATTGGGCATACCGCCGCCAGCTGGCGGATGCTGCCGATGCCGCCG 

CTTTGAAAACCTGCCTGAAGCGGATTCCCGACAGCCTCAAAAACGGGGAATTGAGCGTAT 

CGGTTGCGGAAAAGTACGAACGTTTGGGAGTGTATGCCGATGGGGTCAAATGGGTGAAAC 

AGCATTATCCGCACAACCGCCGCCCCGAGCTTTTGGAAGCCTTTGTCGAAAGCGTGCGCT 

TTTTGGGCGAGCGCGAACAGeAGAAAGCCATGGATTTTGCCGATGGTTGGeTGAAAGAAC 

AGCCCGATAACGGGCTTCTGCTGATGTATGTCGGTCGGGTCGGCTACGGGCGeAAACTTT 

GGGGCAAGGCAAAAGGCTACCTTGAAGCGAGCATTGCATTAAAGGCGAGTATTTCCGCGC 

GTTTGGTTCTAGCAAAGGTTTTCGACGAAATCGGAGAACCGGAGAAGGeGGAGGCGCAGC 

GCAACTTGGTTTTGGAAGCGGTCTCCGATGACGAACGTCAeGGAGGGTTAGAGGAGCATA 

GCTGATTTTGGGAAATATCTTTATCTGGGAGAATTTGATGGGGTCTTCAGATTCCTTTAA 

GGAAAAGAAAGAAATATTTGAAATTGGAACGCCTGCTTATCGCCAAAAGTTAATTGATGT 

TTGGAAAAAGAGGATTAATGGAAACGAAAAATCTTGGGTGCTGTTTGAAAATGGGAGTTG 

CGTCATTTTACTTGAACCGGAATIAAGATTTGGCGAAACAAGCTAAAGAGATGTTAAGCAA 

ATGGGGCAAGGTTCAAATAGGAACAGCATGTGCAGATTTTGGCATTATGAGTTTAGATAG 

TGGCGATGGATATGGCGTTTCATGCCATCATCCCGAAATTTTTACGGTAATCGTAAAAGA 

AGAAGGATTGGATGAAGATTTCAAAATCGGTATCGAAGGGGGGTGTGATCGCGATTGTGA 

TGCTGAAGAAGGCAAAGTTATCGATATCGAAGATAAACGGAGCATTGAAAGCCCATGAAA 

ACCTGCTGCCGTTTAATCATCTACTGATGATTACTTAGGCAAATGTGCCCGTCCCTCCCT 

TTTCAGACGACCTTTCATTGCGGAAACCGCCGCAAAGGTTGTCTGAAAACCGTTTTCCTT 

CCCCGTTTTACAAACAAACCGAAflGCCCCACATGATCTCTTTGAAAAACGaO lC 'rr'i' CC T 

CCGCGCCCTGCTCAAACAACCTGTCGAATACACGCCGATTTGGATGATGCGCCAGGCGGG 

GCGTTATCTGCCCGAATACAAAGCCACACGCGCGAAAGCGGGCAGCTTCCTCGATTTGTG 

CAAAAACACCGAATTGGCGACCGAAGTTACCATCCAACCTTTGGAACGTTTCGATTTGGA 

CGCGGCGATTTTGTTTTCCGACATCCTGACCGTCCCTGACGCAATGGGCTTGGGACTGTA 

TTTTGCCGAAGGCGAAGGCCCGAAATTCAAACGCGCCCTGCAACACGAGGCCGACATCGG 

CAAGCTGCACGTTCCCGATATGGAAAAACTGCAATACGTTTTCGACGCGGTAACTTCCAT 

CCGTAAAGCATTGGACGGCCGCGTACCGCTCATCGGCTTCTCCGGCAGTCCGTTCACGCT 

CGCCTGTTATATGGTCGAAGGCGGCGGCAGCAAAGAATTCCGCACCATCAAAACCATGAT 

GTACTCGCGCCCCGATTTGCTGCACAAAATCCTCGATACCAACGCCCAAGCCGTTACCGC 

CTACCTCAACGCCCAAATCGACGCGGGCGCGCAGGCGGTGCAGATTTTCGACACTTGGGG 

CGGCGTGTTGAGCGATGCGGCGTTTAAAGAATTCAGCCTCAAATACATCCGCCAGATCGT 

CGCCGGACTCAAACGCGAAAGCGAAGGCCGCCGCGTGCCTGTTATCGTATTTGCCAAAGG 

CGGCGGGCTGTGGCTGGAAAGTATGGCCCAAATCGGCGCAGACGCATTGGGCTTGGACTG 

GACGTGTAACATCGGCGAAGCACGCCGCCGCGTCGGCAAGCAAGTCGCCCTGCAAGGCAA 

CTTCGACCCGTTCQCCCTCTTCGGTACGCCGGAATCCATCCGCACCGAGGTCGCACGTAT 

CCTAGCCGACTACGGACACGGCAGCGGCCATGTCTTCAACCTCGGACACGGCATCAACCA 

ACACGCCGACCCCGAACACGCCAAAATCTTAGTCGATACCGTACACGAGCTGTCTCGGCA 

GTATCACGGCGGGTAAGCCGGCAGGAAACCGCCCGATATGCCGTCTGAAGCCGAGAGATG 

GCCGGTTAGGGTAAAAATAAGGCAATGCGGCAATATCCGCCGTGTACGGATAGTACATGA 

CGGCGGCGTTGTCGTATTGGCGCAATCCCAACCGTCCCTATGTTCAGACGGCATTTTTGT 

TTTCAGATGCAGGGAAAACCGATGGCAAAAACGCTTAAAACCCTTTACCAATGCACCGAA 

TGCGGCGGCACTTCGCCGAAATGGCAGGGCAAATGCCCGCATTGCGGCGAGTGGAACACG 

CTTCAGGAAAGCCTTGCCGCGCCCGAGCCGAAAAACGCCCGTTTCCAATCTTGGGCGGCG 

GATACCTCGACCGTCCAATCCCTCTCCGCCGTTACCGCCACCGAAGTGCCGCGCAATCCG 

ACCGGTATGGGCGAACTCGfiCCGCGTATTGGGCGGCGGTTTGGTCGATGGTGCGGTCATC 

CTGCTCGGCGGCGACCCCGGCATCGGCAAATCCACGCTGCTGTTGCAAACCATCGCCAAA 

ATGGCGCAAAGCCGTAAAGTGCTATACGTTTCCGGCGAAGAATCCGCCCAACAAGTCGCC 

CTGCGCGCGCAGCGTTTGGAACTGCCGACCGACGGCGTAAACCTTCTTGCCGAAATCCGC 

ATGGAAGCGATTCAGGCGGCCTTGAAACAGCATCAGCCCGAAGTTGTCGTCATCGACTCT 

ATCCAAACCATGTATTCCGACCAAATCACGTCCGCCCCCGGCTCCGTGTCGCAGGTGCGC 

GAGTGTGCCGCCCAACTGACGCGCATGGCGAAACAGATGGGCATCGCCATGATACTGGTC 

GGACACGTGACCAAAGACGGCGCGATTGCCGGCCCGCGCGTGCTGGAACACATGGTTGAT 

ACCGTGCTGTATTTCGAGGGCGACCAACATTCCAACTACCGCATGATACGCGCCATCAAA 

AACCGCTTCGGCGCGGCAAACGAACTGGGCGTGTTCGCGATGACGGAAAACGGTTTGAAA 

GGTGTGTCCAACCCGTCCGCCATCTTCCTCGCCAGCTACCGCGACGATACGCCCGGCTCG 

TGCGTTTTGGTTACACAGGAAGGCAGCCGCCCGCTTTTGGTCGAAATTCAGGCATTGGTC 

GATGACGCGCACGGCTTCACGCCCAAACGCCTCACCGTCGGACTGGAACAAAACCGTCTT 

GCGATGCTGCTTGCCGTGTTAAACCGCCACGGCGGCATCGCCTGTTTCGATCAGGATGTG 

TTCCTCAACGCCGTCGGCGGCGTGAAAATCGGCGAACCGGCGGCGGATTTGGCGGTCATC 

CTCGCGATGCTTTCCAGCTTCCGCAACCGCCCTATGCCTGAAAAAACCGTGGTTTTCGGC 

GAAATCGGCTTAAGCGGCGAAGTCCGCCCCGTCGCACGCGGGCAAGAGCGGCTCAAAGAA 

GCGGAAAAACTCGGCTTCAAACGCGCCATCGTCCCCAAAGCCAATATGCCGCGCAACGCC 

AAAGAGTTTCCGAACCTGAAAATCTAGGGCGTTTCGAGTTTGCAGGAAGCCATCGATATT 

TGCCGCGACAGCAGGGAATAAACGGAAATGCCGTCTGAAATCGGGTTTCAGACGGCATTT 
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GGTTTGTGGCGGATTGAAACAAGAAGGCATACCGGCGACAGATAAGATTTGCGGCAAAGT 

TGCCTGTGATGTGGCAAAAACACACACGCCCGTCATCCCCGCAAGGGTGGGAATCCGGAA 

TCGTCCGTTTCGGCAATGATTGAAAATCACGGTAACCCAACCGATTGGATTCCCGACTTC 

GTGGGAATGAGGGGCGTGTGCATTTGATTTCCATCCGCCATATGTCGGCGACGGGCTTAT 

TCGCCTACGGTTTTTTGTATCAGTTTTTCGGCGTTTGCCAAAGTGTTTGCCACTTCGTCG 

AAACCGATGCGGCTGCCGGCGATGAGGGCGCGCGTATCGGTATAGGCGGCGCGTACTTTG 

CCGTCCGTTTCGGTAACGAGGACGCGTAGGGGCAGTTGCAGGGCGAAGGCGGGGTCTTTG 

ACCATCAGCGGCGTGCCGGCTTTGGGCGTGCCGAAGACGATGACTTTTGCCGGCTGCATC 

GTTAAGCCGTTTCGGCGGGCGGCTTCGTGATGGTCGATGACGGCAAAAATGTCCATCCCT 

TTGCTTTTTATGGCGGTTTCAAGGCGGCTGACGGTTTCGTCAAAACTGTATTTTGAGGTG 

AGGGTATGCGTGGTCATAGCGGTTTCGTTTTGGGTGGACGGTTGGGTGGCAGGATGTGCC 

GAAGCGGTTGAAATGCAGAGTGCGGATGCGGCAATCAGGGGGAGTATGTGTTTeATCGTA 

TTTCCTTTTTCGTTTTTGGTTGAAACGGTAGAATCAGACTTTATTCGGGAGGGGTGTAAC 

CCTTTCCAAATCAGGGCAACACATAGGGCGGTGCTTTATGTGTCGTGAAACATCATTGTT 

CCTTATCGGTTTGTTTATGAGGGTTCGGACGGGGGGGCGCGCGGGGCGCCCGATGTTGCG 

CCGCGTGCCGGAACGCCGTATGCCGTCTGAAAGCCTGTCCTTTCAGACGGCATTGCGTCA 

TTTCATCCCTTTTTTGAGCAGGTCTTCATAACCGCCGTGATTGGCAACATTTGTATAACC 

TGCTTTTTTCAGCTCTTGAAGGGCGGCTTCGGCACGCCGTCCGCTGCGGCAGTAGAGGTT 

GACCGGCGTGTCTTTGTCGGGCGCGGCTTCGTGTATGCGGCGGACGATTTGGTCGACGGG 

GATGTTGACCGCGTTGTGCAAATGCCCTTCGCTAAATTGCTGTTCGGAACGGACATCGAT 

CCAAACGGCCGGATGTTGCGCGGTTTGGGCGGCGGATACGGGTTTTTGCGGGGCTGCGTG 

CGCGGCAAAGGCGGCTGAGGCAATGAGTGCGGCGGTAATCAGGTGTTTGATATTCATAGG 

GTTTTCCTGCGGTTGTTGTCCGAAAGGACGGGAAGTTATTTTATCTGTTCCAAAGCGGCG 

GCATCTATGTCCCAACGCCAAACGCCGCCGCCTTTGCCATCCAATCCGCGCAAAAACAGG 

TAGCGGACGGAAACGGCGGCGGGCGGTTGTCCGCGCAGCTTGAAGTAGCGTGCGGCGGCA 

ACGGCGTAAATCAGTGCCTGAAGGTAATAGTGGTGGTGTGCGACGGCTTCGTCCATTGCC 

TGTTGCGTGTAGGCGGATGCGTCCGTACCGAGGTGGTTTGATTTGTAGTCGATGACGCAG 

ATATTGCCGTCGGGGTCTTGGCAGACCATATCGACAAAGCCGTTTAAAAAGCCGTTGACG 

GTGTGGAAGTCGAGCGTTTCGGCAGCGGCACGGCAGACTTCGGGCAGCCTGATGTCGTCG 

CGGGCAAACCAGTCGCGCAGGCGTTTGAGGCTGAAGTCTTCGGTGTGGAGGGTAAAGCCC 

ATTTCGGGAGAGCGGCACTCGGGTGAGATGTCGGACAGGTCGTATGCCCCCGTCAGCGGC 

GTTTTGCGGCAGGCTTCCGCCATTTCGGCAACGGCGGGCAGCCATATTTCTTCAAAACCG 

TATTTTTTCAGCTTGTCGGCAATGAGGGTTTCCTGTCCGGCGGCTGCTTGTCCGAATTTG 

AAATCTTCAAGAATTTCGTGCAGGCACAGCCCCGCCTGCGTGCCTTTCGGAAAATCGTGT 

ATCGATATGCCGTCTGAAGCCGTCGGCGTTTCAGACGGCATCGCCGGCACCGAGGTTTCG 

GCGGCATCCAAGGACGGGCAGGCATCTTCTTCGCCGCCGTCGGGCGTTTGGGTATGGCGG 

CTTAAGGCGGTAAAGCTAGTGTGGCGGACAAATCGGAATCCGCGTTCGGGAATGCTGTTT 

GCGGCAAATTCGGCGGTTTGACCGGCGTTGCTGCGATAGGCGGCAGGGGGCGGCGCATTT 

TCGGTGAAGGCGAAATTTGTGCCGGAAGGGGCGTTGTCCGCCACGCGCCGCCAGTTGCGT 

TTGAGCATCGCGATGCCGTCTTTTTCACACGCATAGGCACGGCGGACGGTTTCACGGCTG 

TCTTGGGGCGAGCCTTCAATCAGGTAGGCGAGGGGGTTGTCGGCAGTATTGGTGGAGTAC 

GCGGCGTAGATGTTGAGCTGTTCCTCGGCACGCGTCAGCGCGACATAAAGCAGGCGCAGG 

CGTTCCGCCATTTCTTCATCGGCGTATTGTTTCTGTTCGTCTTCCGACAGTTGCGCCTTT 

GCCAACAGTTCGGTTCGGTTTGCGCCTTGGTGGAGGATTTGCCAGTCGGACGGTCCGGTA 

TCTTGCGCGTCCCACGCAAACGGGCAGTACACCAGCGGATACTGCAAACCTTTCGAGGCG 

TGCATGGTAACGATTTTGACCAAATCTTCGTCGCTTTCCAGACGGATGGCGCGGTTGTCG 

CCGCTGTTGTTTTCGGCAAGGCTGATTTGGTCGCCCAGCCATTTGTGCAGCGCGGCGGGG 

TTGCGGTTTTGCGCGTCTTCGGCGGCAAGCAGTTCGAGCAGTTGGAAATAATTGGTCAGA 

CTGCGCCCGTTGTTCCGGCTTAAGAGGCGCGTTTCGATGCCGTGTGTTTGGGAAAATTGC 

TGCATAGCGGCGAAAATGCCGTATTTATTCCAGTTGTCGAGTGCGGTTCGGGCAGATTCC 

GCCCAATGCAAAATCTCGCOTTCGTTTTGGTTGAAGTCGTGCAATTGCTGCGCGTCATAA 

CCGAATATGCTGCTTGTCAGGACAAAACGCAGCGTTCCGGCGCGGCGCGGTTCGAGCCAG 

AAGCCGATGAGTGCGGACAGGGCGGCGGCTTCGGGCGAGGCGAACACAGATTCGCGCGAA 

AGCAGGACGCTTTGCACCTGCCGTTTTTTCAGGGCGGCGGAAACCATCACCGCCTCGTTG 

TGCGTGCGTACCAGCACGGCAATATCGCCCGACTGCAACGGGCAGCCTTTGAAATTCAGA 

CGGCCTCTGGCGGCTTCGTTGAGCGCGTGGGCGATTTCGTCGGCGCAATAGTCGGCGGCA 

CGGCGGCGCAAAACGTCTTTGTTGGCTTTTTCATTGTC G TTTTCGTGCAGCCAACGAACC 

TGTACGGCAGGACGTTCGGGGGACAGCCTGCTTTCGGCACGCGCCGCACCGACTTCCGAA 

TAGCCGATGTTTTCCAAAACGAACGGGCGTTCTTTGAGGCGGAACAGCGCGCCTATGCTG 

CCGATAAGCGCGGCGTGGCTGCGGTAGTTGGTGGCGAGCGTGTAGCGGTGCCGCGCGTCT 

TCCGCCGCCTGAAGGTAGGCGTAAATGTCCGCTCCGCGAAAGCTGTAAATCGCCTGTTTG 

GGATCGCCGACGAGGAACAGCGGTCGGTTTtGGGCGATGAAAATCTTTTGGAAGATTTCG 

TATTGCAGCGGGTCGGTGTCTTGGAACTCGTCGATCAGCGCGGTTTCCCAGTTTTCGGCA 

ACGGCGCGGGCGAGAGTGTCGGCGTGCGGATTGTCGGTCAGCGCGGTGTGGACATCGAGC 

AGCAGGTCGTCGAAACCGCGTTCGCGGCGCGATTTTTTCATCTCGGCAAGGCTGCGGTTG 

AGGTATTCGATTAAATCCAGTTGCAGCCGGATCATTGTTGCTTCTTCCGCTTCTTCGAGT 

GCGTTCAAATCGCGCCCGAAGTCTGCCAGTTTCTGCAATTCGGCAAATACTGCCGCATCG 

GGCGTTTTGCCTTTTTTCAGTCCGGCTTCGAGTTTGTCGGATGCAAGTTTCAAGAGTCTG 

TCGTGTGTGTCTTTGTCCAGAAAGGGCAGTTGTCCGGCGGCGGATTTTTGTGCCAGTTCT 

TTAAAAAGGTTGCCGAAGCT G TTTTTGCGGTAACTGTTGCCGTTGAGGTCGGGATGAATG 

CGCCAAAAGCCGGCTTCCAGTTCTGGCAGCAGGCGGCAGATGGTTTGCCATGAGCTTTCG 

GCGTTGCGCTGCGCCTGTTTCAAATCCGCCTGCGGACGGCGGAAATTCAGGTACGGGCGG 

GAAAGATAGCGCGAAATTTGGGCAAGGACGGTTTGCGGCACAGCTTTGCGTTTAAGCGCC 

AATGCGGCAAGCACCGGATCATTGCTGACGCGTTCCCGGGAAAAATCTTGCGCCGGGATA 

AGCAGGCGGTCGCCGTCTTCTTCGGTCATTTCGACATCGAACGGTGCTTGGCACAGGAAG 
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GCGTAGTCGCGCAGGATGCGCTGGCAGAAGCCGTGGATGGTATAGATGGCGGCGTTGTCG 
AATTGCCCGATGGCGGCCTTGAGGCGGACAATCAGACGCGTCCGGCCCTCTTTTTGCAAA 
GCCTGTTTTAAGAGTTCGGGCAGGAAGGTGTCGCCTTCGTGGTGTTCGGCGCAGTAGGCG 
GCAATGCCGTCTGAAAGCGTGTCGTCTCCAAGTTTGGCAATTCCTTTGCTTTCTAAAACT 
TGTAACACATCGTCCAAACGCCCGCGCAGGCGTGTTTTCAGCTCGGCGGTGGCGGCTTTG 
GTGAAGGTTACGACCAATACGCGTTCGACGTTTTTTTGTTCTAATACGATCAGGCGTGTA 
AACAGGGCGGCAATGCCGTAGGTTTTGCCGGTGCCGGCAGAGGCCTCAATCAGGTTGGTG 
CCGGAAATGGGGACGGTTAGCGGGTCGAATGCTTGGATGCTTGCAGACATAGTGCGCGCT 
CGGAAAACGGTTGGACGGTAAAACGGGAAAATGCCGTCTGAAAAATGGTTTCAGACGGCA 
TCGTCCGGCTTAGAGGTTTTGCAGGCGTTCGACAGACGGCGCGTAGTAGTATCCGCCCGA 
AACGGCGGCGGAGAGATGTCGGAGCAGCAGGTCGGTTTTGCCGTCCGTATCGCCGAACAT 
ACTCAATAATTGCGCTTCGATATTGTGCAGCGTGCGGCAGTATGCGGTAAACATCAAACC 
GTGTTCGCCGCTGATTTTGCCGAAGGGCAGGCTGCGGCGGACGATTTTCAGGCCGACTCC 
GTTTTCTTTGAGGTTGACGCGGCCGAGGTGCGAATCGGGCAGGCGGACATCGCGGCCGAA 
TTCGTCGTCGGTTTCCTTGCCGCGTCCGACCGAGGCCTCCTGTTCGGCGACGGGGACGGC 
ATCCCATTTTTTCAAATCGTGCAGGTATTTTTGGAGCAGGACATAGCTGCCGCCCGCATC 
GGGTTTTCCTTCGGGGATGATGGCGAGTTCGCGGACATTTTCATCGCCCTGCGGGTTTTC 
CGTGCCGTCGACGAAACCGTCCAGCCCGCGATCCTGATACAGGCGCAAACCGTGTTCTTC 
GGACGCGACGCATATGCTGTCGCCGAACGCGCCCAAAACGGATTGGGCAAGCGCGTAGGC 
GGCGTTTTGGCGGAAGGATTGGATGTGGATGGACATATCGTGCTGCGTGGACGGCGCAAG 
CCCGTTGCCCATTTCGGAGAAGGGTTTGATTTCACTGCCTTCGTCCGTATGTCCGAATGT 
TGCCCAGGCTTTGCTGCCGAAGGCGATGGTCAGACCCAAAATATCGTCCGGAAAGCGGGC 
TTTCAAGGCAGTTAACGCGTCGAGCGAAGCGCGGCAGGCGGCTTTAATATCGTTGAGGCG 
ATTGGCGGCGAAGTCGGCTTCGATAAAGATGCCGGCTTGGGCGTGGTCGGGAATGATGGC 
GGATTGGGGCGTGTTCATGAGATGTTCCTTTTTGGTGTCATCTGTTTCGGATAGATTATA 
GCACCGAATCGGCAGGCGGATTTTTGCCGGAACGGCGTGCGTGAATCCGCCGTTTACATA 
CCTGATGCCGCTTTTCGGTTTCGTGCCGCCCGCCGCCTTTCCCGCCCCCTTTATTTCCGC 
TTCCGGCGGCTTCGGCATATCTTTTCCATTCCGATTTGGAATAACCATATAAAAAAAGTA 
TTCTTTGTGTTTGCCGCAATTTCACTTAGAATGCCGCACTTGCACACTTTTTACAGGAGA 
GGATGATGTTGAAAAAATTCGTACTCGGCGGTATTGCCGCATTGGTTTTGGCGGCCTGCG 
GCGGTTCGGAAGGCGGCAGCGGAGCATCTTCCGCGCCTGCACAATCGGCAGTTTCCGGTT 
CTTTAATCGAGCGCATCAACAATAAAGGCACGGTTACCGTCGGCACGGAAGGCACTTACG 
CACCGTTTACCTACCACGACAAGGACGGCAAACTGACCGGTTACGATGTGGAAGTAACCC 
GCGCCGTGGCGGAAAAACTGGGCGTGAAAGTCGAGTTTAAAGAAACGCAATGGGATTCGA 
TGATGGCGGGTTTGAAGGCGGGGCGTTTCGACGTGGTGGCAAACCAAGTCGGTCTGACCA 
GCCCCGAACGCCAAGCGACATTCGACAAATCCGATCCTTACAGCTGGAGCGGTGCCGTAT 
TGGTTGTCCGTAACGACAGCAACATCAAATCTATAGCCGACATCAAAGGCGTGAAAACCG 
CACAATCCCTGACCAGCAACTACGGCGAAAAAGCCAAAGCTGCAGGCGCAGATTTGGTGG 
CTGTTGACGGTTTGGCGCAATCGCTGACCCTGATTGAACAAAAACGTGCCGATGCAACCC 
TGAACGACGAATTGGCGGTTTTGGACTATCTGAAGAAAAACCCGAATGCGGGCGTGAAAA 
TCGTTTGGTCCGCACCTGCCGATGAAAAAGTCGGTTCCGGCCTGATTGTCAACAAGGGCA 
ATGACGAAGCCGTGGCGAAATTCAGTACGGCAATCAACGAGCTGAAAGCCGACGGTACGC 
TGAAAAAACTGGGCGAACAATTCTTCGGAAAAGACATCAGTGTTCAATAATTTCCTTGCT 
TCGCTGCCGTTTATGACGGAAACACGCGCCGATATGATTGTCAGCGCGTTTTTGCCTATG 
GTCAAA<k:CGGCTTCGCGGTCTCTCTGCCTTTGGCGGCAGCTTCTTTCGTTATCGGTATG 
ATGATTGCGGTAGCCGTGGCTTTGGTGCGGATTATGCCCGCCGGCGGCATCGTGCGGAAA 
ATCCTGCTGAAATTGGTGGAATTTTATATTTCCGTCATTCGCGGTACGCCGCTGTTGGTT 
CAGCTTGTGATTGTGTTTTACGGGCTGCCTTCCGTCGGCATCTATATCGACCCGATTCCT 
GCCGCCATCATCGGCTTTTCGCTCAATGTCGGCGCATACGCTTCCGAAACCATACGCGCG 
GCAATTTTGTCCGTACCTAAAGGCCAATGGGAAGCAGGTTTCTCCATCGGCATGACCTAT 
ATGCAGACGTTCCGCCGCATTGTCGCGCCGCAGGCATTCCGCGTTGCCGTGCCGCCTTTG 
AGCAACGAGTTTATCGGTTTGTTTAAAAACACCTCGCTCGCGGCAGTCGTGACGGTAACG 
GAATTATTCCGCGTCGCGCAGGAAACGGCAAACCGCACTTATGACTTTTTGCCCGTCTAT 
ATCGAAGCCGCTTTGGTTTACTGGTGTTTTTGTAAAGTGCTGTTCCTGATTCAGGCGCGT 
TTGGAAAAACGTTTCGACCGCTACGTCGCCAAATAAGGAGTTGTCATGATTAAAATCCGC 
AATATCCATAAGACCTTTGGCGAAAACACTATTTTGCGCGGCATCGATTTGGATGTGTGC 
AAAGGGCAGGTGGTCGTCATCCTCGGGCCTTGCGGCTCAGGCAAAAGGACGTTTCTGCGA 
TGCCTAAACGCGTTGGAAATGCCCGAAGACGGACAAATCGAGTTCGACAACGAGCGACCG 
CTGAAAATCGATTTTTCTAAAAAACCAAGCAAACACGATATTTTGGCACTGCGCCGCAAA 
TCAGGCATGGTGTTTCAACAATACAACCTCTTTCCGCACAAAACCGCCTTGGAAAACGTA 
ATGGAAGGACCGGTTGCCGTACAGGGCAAGCCTGCCGCCCAAGCGCGCGAAGAGGCTCTG 
TIAACTGCTGGAAAAAGTCGGCTTGGGCGACAAAGTGGATTTGTATCCCTACCAGCTTTCC 
GGCGGTCAGCAGCAGCGCGTCGGCATTGCCCGCGCATTGGCGATTCAGCCTGAACTGATG 
CTGTTTGACGAACCGACTTCCGCGCTCGATCCTGAATTGGTGCAAGATGTTTTGGATACC 
ATGAAGGAATTGGCGCAAGAAGGCTGGACCATGGTTGTCGTTACGCATGAAATCAAGTTC 
GCCTTAGAAGTGGCAACCACCGTCGTCGTGATGGACGGCGGCGTTATTGTCGAACAAGGC 
AGCCCGCAAGATTTGTTCGACCACCCCAAACACGAACGGACGCGGAGATTTTTAAGCCAA 
ATCCAATCTACCAAGATTTGATTAAGCATTTTTCCTGTGTTTACAGAGGCCAGATTAGAT 
TCGGATTGCTTTCGATGACGGCTTTGAATTGGTTTTGAATCCGCTCGATGGCTTCTTGCG 
TATCCGCCTCAAAACGCAACACCAGAATCGGCGTGGTATTGGAAGCACGCATCAGACCGA 
AGCCGTCGGGAAATTCAACGCGCAGACCGTCGATGGTGATGATTTCGGTTGCGCCTTCAA 
ATTCGGCTTTGGCGGCGAGTTCGTCGATAACCTGATGGCCGTTGCTGCCTTCGGGCAGGG 
CGATGTTGAGTTCGGGCGTGGAAATGCTTTGCGGCAGGTTGTTTAACACTTCGGACGGAT 
. -TATCGGAGGCAGACAGGATTTCCAAGAGGCGTGCGCCGGCGTACAGACCGTCGTCGAAGG 
CGAACCAGCGTTCTTTGAAGAAGATGTGTCCGCTCATTTCGCCGGCAACCGGCGCGCCGG 
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TTTCTTTCATGGCGGATTTGATAAAGCTGTGGCCGGTTTTTTCCATTATGGCTTTGCCGC 
CGTGTTCTTTAATCCAAGGCGCAAGCAGGCGGGTGGACTTCACGTCGAAAATGACTTTCG 
CGCCGGGATTGCGGTTCAAAACGTCTTGGGCGAACAGCATCAGTTGGCGGTCGGGATAAA 
TAATGTTGCCGTCTTTGGTAACCACACCCAAGCGGTCGGCATCGCCGTCAAACGCCAAGC 
CGATTTCGGCATCACCGTTTTTCAGCGCGGCAATCAAATCTTGCAGGTTTTTCGGTTTGG 
ATGGGTCGGGATGGTGGTTGGGGAAAGTGCCGTCCACGTCGCAGAAAAGCTCGGTTACTT 
TGTTGCCCAAGCCTTTGTAGAGTTTGCCGGCAAACGCGCCGCCCACGCCGTTGCCCGCGT 
CAATGGCGATGTTCATCGGGCGTTTGAGCCTGATGTGTCCGGTAATGTGTTTGAGGTATT 
CGCCGGAGATGTCTTTTTCGGTGACGCTGCCTTGTTTGCCGGCGGCAGCAAAACCGTCTT 
TTTCAATGATGGACAAAAGTTCTTGGATGGCTTCGCCGGCAAGCGTGTCGCCGCCGAGCA 
TCATTTTAAAGCCGTTGTAATCGGGCGGATTGTGGCTGCCGGTAATCATCACGCCGCTGC 
CGCCGCATTCGTTGACGGCGGCGAAGTAGAGCATAGGAGTGGCAACCATACCGAGATTGA 
GGACATTGATGCCGCTGTCGGTAAAGCCGCGCCGGATGTGTTCCATCAGTTCGGGACCGC 
TCAAGCGTCCGTCGCGTCCGAGCGCGATGCGGGTAATGCCTTTTTCGGCGGCTTTGGCGG 
CGATGGCTTTGCCGATAAGGTAGGCGGCTTCGTCGGTCAGGGTTTTGCCGACAATACCCC 
GGATGTCGTAGGGTTTGAAGATGTCGGGGGCGATGCTTGCCATAAGGTTTCCTTTGTGTC 
CGTTTAGGAAAAACGGGCATATTTTAACATAGCGGTATGCCGTCTGAAGGCTTGCGTCCG 
GTTTTCAGACGGCATAGCACGGTTACATCAAATAACATGCCGTCTGAAATAAAAGCAGCC 
TTTGTGCAGGCTGCTTTCGGATTGTCGGTTTATACCGCTTCGGCTTTAATGATGACGACA 
GGTTCGCTCGGTACGTCGTCGTGGTAACCATGACGTTTGGTAGAAACGCCTTCGATGGCA 
TCGACAACGTCAAAACCGTCAACGACTTTACCGAATACGGCATAGCCCCAGTCTTGGACG 
ACGGTTTTGCCGTACAGCTCTTTAGAACGGAAGTTCAGGAAAGCGTTGTCGGCAGTGTTG 
ATGAAGAATTGCGCGCTGGCGGAATGGGGGTCGGAAGTGCGTGCCATGGCGATGGTGTAT 
TTATCGTTGGGCAGGCCGTTGGACGCTTCGTTTTGAATCGGATCGCGGGTTTCTTTTTCG 
TTCATGTTTTCATCCATGCCGCCGCCTTGAATCATGAAGCCTTTGATGACGCGGTGGAAG 
ATTACGCCGTCGTAGAAGCCGTCTTTGACGTATTGCTCGAAGTTTTTGGCGGTAACAGGG 
GCTTTGTCGAAATCGAGTTCGATTTTGATGTCGCCTTTGTTGGTGTGCAGGATAATCATG 
GGTTTCCTTTCGTTAGAATCTGGTTTTGAATGATTCGACAAATTGTGTCTGAACGACAAA 
CTTCAAGGTCGTCTGAAAAATATTCTTTCAGACGGTCTTGTTGTTTAGGTCGATGGTTTA 
CATCAGTACAGCATAAGCCCACAGAGCAACCAATACTACGCAGAGGATGTTCAGCAGTAT 
GCCGACATTCATCATTTCGCGTTGCTTGATTAAGCCCGTGCCGAACACAATCGCGTTAGG 
CGGTGTGGCAACCGGCAGCATGAAGGCACAAGATGCGCCGATGCCGATGACGAATACCAA 
GACTTGTTCGGGCAGCCCCATCTGCATAGCGATGCCGGAGAAAATCGGTACAAGGAATGC 
GGCGGAGGCGGTGTTGCTGGTGAACTCGGTCAGAAAAATAATGAAGGCGGCGACGATGAG 
TATCACCAAAAATGCGGGCGCGCCGGAAAAGGTGGCGGCAACCTGCTGTCCCAAGGCTTC 
.GGACGCGCCGGATGTTTTCAACAGCGTGCTCAGGCTGATGCCGCCGCCGAAGAGCATCAA 
CACGCCCCAGTCGGTATTGCGGGCGACTTCCTTCCATTGCGCCACGCCGAAGACGACGAC 
GGCGACGGCGGCACTCAGGGCGATAACGGTGTCGGGATTGGAAATGCCGAAGGCGGTTTT 
GATTTTGGAGCTGAATATCCACGCGGCGGCTGTGGCAAGGAAAATCAACAGCGCGATCAC 
GCGGTGCAGCGTCCAAGGGATGGATTCGGCTTTGATTTCCACGCGTTCGTTCAAATTAGG 
TTTGAGGATGACGTACAGGGAGAGCAGCATCAAGGGCAGAATCAACAGCATCATCGGCAG 
GCCGAGCTTCATCCAGCCGACGAAGTCCAGATTTAGGGCTTTGGCGGCAATCAGGTTGGG 
CGGCGAGCCGACGAGCGTGCCCAAGCCGCCGATGCTGGCGCAATAGGCGATGCCGAGCAG 
GAGGAAGACGTAGGTTTTGTGTTCTTTTTCCTGGTCGAGGTGGCTCAGCATACCCATTGC 
TAGAGGCAGCATCATCGCGGCGGTGGCGGTGTTGCTGATCCACATGGACAGAAAGGCGGT 
AACGAGGAACAACATCAAAACCGCCACTTTCATATTGCCGCGCGACAGGCGCAACAGGCT 
GACGGCGATTTTACGGTCCAGCCGCTGCATATGCAGGGCGGTGGCAAGCGCGAAGCCGCC 
GAAAAAAATGTAGATAATCGGGTTGGAAAAATCAGCCATCGCCTTTTTGATGTCCATGTC 
GGGGAAACCGAGTACGACGGCGAGAATCGGCACCATCAGTGCGGTTACGGTAATGTGGAC 
GGCCTCGGTAAACCAAAGTGCGGCAACGAAAATCAGCAGCGCGATACCTTTATTGGCATC 
GGGGCTGTAAGGCAGGATGTGGTAAATGCCGAAACAGACGACGGCGGAAATAATGGTGGT 
CAGCAGGCCCTTAAAGTCGGTAATCGGCTTCTGCGCACTGAGCAGCTCGACGTTTTCGGG 
ATGCTGG GTTT TGTCCTTTGCATGCAGGTTCATGAATACTCCTTTAAGGCAACAAAATCG 
GTTTTTCTTTTGTGTCGTGCAATCCGAAACGGTTTGTGGAATCGCCGCTTCTGCAACTGG 
TTCGAGTATATTTGTAATCTGATGTAGTGTAAATATATTGTAAACGATTTGTCGGTTTTG 
TTTATGAGATGGGATTGATATGTAAGGGGAAAAATAGGATATATCGGGAAGAGGTGCATC 
CTGTTTGGGGAAAATAAACCGATTTAGTCCGGGCGGCAGGCAGCTCGCGCGGTAAAGAGG 
GCAAGGGCTGCGCCCGTCAGGTCGGCAAGGACATCGCCCAAACTGCCGGTTCTCGTTGCG 
GTAAACCATGCCTGCGCGCATTCGCTGAAGAGGGCGAAACAGAGGGCAAAGACCATCAGG 
CTGCGATAGGGGATGGGGCGGTTGTCGGTTCTGAATGCTTTGGTCAGAAGCCAGATTTGT 
GCGAAAAACAGGGCGAGGTGCGCCACTTTGTCAAAATGCGGAAAAGGCGGTGGCGCGGTT 
TCGGCAGCTTTGAAAAGCAGTGAGTAAATGCTGCCTGCAAACCACAATGCCGAGAGCAGG 
ATAAAGCGGTTGCGTGGCAGATTCATGCTTGTTCCTCTTCAAGCCATGTCTGGCATAGTT 
TGGATAGGCGCAGGAATTTTCCGCCGCGTGCGGCCAGCATATCGCGCCAAACGGCAATTT 
CTTCGGCGGAGGGGGCATCGTCTATGCTGCATTCGTAGAGCAGGAAATCGAGGGTTTCTT 
CGATGACGGGGATGGATTCGGTTTGGATAAGCTGCTTGAGTTCGGTCATGACTGTTCGGA 
TATGGAAATCGGGAACATGCCGTCTGAAAGGGCTTCAGACGGCATCGGGTCATTTGCTGT 
GCAGGAAGCGGGTTGCTTCTTCCCATTTGCCGGCAAGGATGTCGGGTATGGCTTGCAGGG 
ATTTGGCGACGGCATCX3TCAATCTGTCGGCGGTGTTCCGTACTGGGTTTGTTCAGGACAT 
AGCCGACGACGAGGTTGCGGTCGCCCGGGTGGCCGATGCCGAGGCGCAGGCGGTAATAGT 
CTGCCGTGCCGAGTTTTGCCTGAATGTCTTTCAAGCCGTTGTGTCCGCCGTTGCCGCCGC 
CGAGTTTGAATTTGATCCGTCCGCAGGGAATGTCGAGTTCGTCGTGGACGACGAGGATTT 
CTTCGGGTTTGATTTTGTAGAACTGTGCAAGCGCGGCAACTGCCTGTCCGGAACGGTTCA 
TGAACGTGGCAGGTTTGAGCAGCCAAACGTCGCCGTCGGGCAGQGCGGCACGGGCGACTT 
CGCCGAAGAATTTTTTTTCTTCTTTAAATGAAGCCTTCCATTTCXACGCCAGTTCGTCGA 
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GGAACCAAAAACCCGCATTGTGGCGTGTCTGTTCGTATTCTTTGCCCGGGTTGCCCAAGC 

CGACAACCATTTTGATTGTGTTTGACATGATATTTTCCGTGTTTCTGTCGAATGCTGTCT 

GAAGGCTTCAGACGGCATGGTTATTCTTCTTGATTTTGAACGCGTTTGCGGCGCGCTTCT 

TTGGGGTCGATCAACAGCGGGCGGTACACTTCGATGCGGTCGCCGTCGCGCAGCGGCGTG 

TCGTCTTTGACGGCTTTGCCGAAAATGCCCAAAGGCGCGGAATGCAGGTTTAAATCTTCA 

AATATGCCGTCCAAACCGCTTTGCAGTGCGGCGGCGCGGACGGTTGTTCCCTCGGCAAGC 

TGCATGGTTTTCAAAACCTGTCGGTCGGGCAGCCCGTACACAATCTCAATTTCAAGCATA 

ACGGCGGTCTGCCTCTTTGACGAACGCTTCGACCAGCGTGGTGGAAAGGTGGTTGAAGAC 

GGGGGAAATTAAGGCGGACAAAACGGCATTGGAAAAATCGTATTCCAAATTGAATTCGAT 

TTTGCACATATCGTCGCCCAAATCGATAAATTTCCACGTTCCACGTAAGGTTTTGAACGG 

ACCCTCGAGCAGTTCCATACGGATTTCCCTGCCCGGAATGTTGCGGTTGTGCGTGGCAAA 

CGATTGGCGAACGTGCATATAATCCATAAACAGCCGCGCCTTCAGTTCGTTGCCGCTACG 

CCCGATGACTTCGGTCTTGCTGTACCACGGCAGAAAGTGCGGATAGTCTTCAACCTTGTC 

GACCAGCTCGAACATTTTGTCCGCGCCGTGCAGCACCAAGATGTTTTTTTCAACTTTTTT 

CACGGGCATeACCAATGCGGGCGTGTATTCGAAGGGCGGTATTATAGCGGTTTAATTTTA 

AACCGGTACAGCCTTGCCCCGTTCTGATTTCAATTTAAACCGCCATATCGCAGATTCGTA 

AAAACCGATACGGCTTTGGCGTTTGAGACGGCATTGAGTGGAAAATGGCGTCTGAAAACG 

GGATGGGAAAACGGCAGCTTGGGGGGTGGCGTTTGTTCGGGAAGTTAAGCCTTGTTTTCA 

GGCTGCTGCTCGGACTCTGTCGAAGCGGTGTCTGCCGGGGCAGGTGCTTCGGTTTCTTCC 

CGAGTCGGAGCGTGCGGCGCGTTATCTTCCGCCGCGTCCGCATTCTCGCGCAGGTTGTGG 

CTGTAATCTTTGGGCGGGCTGGGTTGTTTGCCCGCCATGATTTCCAGTACCTGATCGCGG 

TCGATGGTTTCCCATTCCATCAGGGCTTTGCACATCGTTTCCATCTTGTCGCG G TTTTCA 

TCGAGGATTTTGTAGGCAACGTGATATTGGTCGTCCAAAATCCGGCGGATTTCCGCGTCG 

ATGTCCTGGTGGGTTTTGTCGGAAATGTTTTGCGAACGGGTTACGCTGCGTCCCAAGAAG 

ACTTCGCCTTCGTTTTCCGCATAAACCATCACGCCCATTTTGTCGCTCATGCCGTAGCGC 

GTTACCATTTCGCGCGCCATTTGGGTTGCGCGTTCAAAGTCGTTTGATGCGCCGGTGGAG 

ATGCGTCCGACGAAGATGTCTTCGGCAATCCGTCCGCCGAACAGGATGGAGAGCTGGCTC 

AACATCTGATCTTTATACATACTGATGCGGTCGCGCTCCGGAAGCTGCCAAGTCAGACCC 

AGCGCACGTCCGCGCGGCATAATGGTTACTTTGTGGACGGGGTCGGTAAAGGGCAGGCTT 

TCGGCAACAATCGCGTGTCCGGATTCGTGATACGCCGTCGCACGTTTTTCGTCTTCGTGC 

ATCACCATACTGCGGCGTTCCGGACCCATATAGATTTTGTCTTTGGCGTCTTCAAAATCG 

CTCTGATCGACTTTGACTTTATTGCGGCGGCCGGCAAACAGGGCGGCTTCGTTGACCAAG 

TTCGCCAAATCCGCGCCGGAAAAACCCGGCGTGCCGCGCGCGAGGGACAATAAATCCACA 

GATTCGTCCAAAGGCACTTTTTTAGAATGGACGTTCAAAATCTGTTCGCGCCCTCGGATG 

TCCGGCAGGGGGACAACCACTTGGCGGTCGAAACGGCCGGGGCGTTGCAGCGCAGGATCG 

AGTACGTCGGGGCGGTTGGTTGCCGCAATCACAATTACAGTCTGATTGCTCTCAAAACCG 

TCCATTTCAACCAACAATTGGTTTAATGTTTGCTCGCGCTCATCATTGCCGCCGCCCAAA 

CCTGCGCCGCGTTGGCGGCCGACTGCGTCAATCTCGTCGATAAAGATGATGCAGGGGGCG 

TTTTTCTTCGCCTGCTCGAACATATCGCGGACGCGGCTCGCACCGACACCGACGAACATT 

TCGACAAAGTCGGAACCTGAAATGCTGAAGAACGGCACGCCGGCTTCGCCTGCAATCGCT 

TTCGCCAAAAGCGTCTTACCCGTACCCGGGCTGCCCGCCAGCAGGATGCCGCGCGGCACG 

CGCCCGCCCAGGCTTTGATAGCGGTTCGGCGCTTTGAGGTAATCGACGATTTCCTGTACT 

TCTTCTTTGGCTTCGTCGCAGCCGGCGACATCGGOUUVGGTCACTTTGTTGGCATCTTTG 

TCCAGCAGGCGGGCGCGGCTTTTACCGAATGAGAATGCGCCGCCTTTTCCGCCGCCGCCC 

GTCTGCATACGCATGAAGTAGAACCATGCGCCAATCAGCAGCAGGACGGGCAGCAGGCTG 

TAAAACAGGGCAGCCAGCGCGCTCGGTTTTTCTTCCGGCGTTACTTTTACGCGGACGTTT 

TTGTCGAGCAGTGTTTTAATTAGGTTGTCGTCCAAAGGCGCGTTGGTGAAGAAAGTGCTT 

TTGTCGGTGCGCTCGCCCTTAATCAGGTAGCCGCTGACGACGGATCCTTCGATGTTGACG 

CCGGATACTTCGCCGTTGTTGACCTGTTGGATGAACTGAGAGTATTCGATTTGCCCGTTG 

TCTTCTTTTTTACCGTCTAAAGCGTTGAACGCAGCCATCAGGCCGATACCCAAGGCGACC 

CAGACAAGGATTGATTTAAAGGTGTTCCCCACTTAGCAAGGCTCCATAATTGAGGTGTAA 

AACGGAAATGATTGTAAAGCACGCCGTCTGTATTGTCAGCGTTTATTTTTGCCCAATAAA 

TAAATCTCACTGGAGCGATTGCGCGAGGCTTCGGGTTTGCGCGTCTGCACCGTGCCGAAA 

ATTTCGCGCATGGCTGCCATGTATTCCTGATAGCCTGCACCCTGAAAGACTTTGACCAAA 

AAGCTGCCGCCGGTTTTCAGGTGTTGCGAGGCGAAGTCTAAAGCCAGTTCGCACAGATAA 

AAGCTGCGTGCCTGATCGCTTACGGCGTTTCCCGACATATTGGGCGCCATATCGCAAATT 

ACAAGGTCGAGCGGGCGGTTGTCCJUVCAAGGTTTCGAATTGTGCCAGTACGTCGTTCTCG 

CGGAAGTCGCCCTGAATGAAGGAGACGCCCCCTATGGCTTCCATAGGCAGGATGTCCAAG 

GCGAAAACTGCTCCGGAAGTACCCGTCAGCTTGGCGGCAACCTGCGACCAGCTTCCCGGC 

GCGCTGCCCAAGTCGGCAAGTACCGTGCCGGGTTTGATTAATTTGTCTTTTTCGTTGATT 

TCCAAAAGTTTGTATGCGGCACGGGCGCGGTAGCCGTCTTTTTGCGCCATATGGACGTAG 

TGGTCGTTGACGTGTTCGTGCAGCCACGCTTTTGAGGATTTGGAACGTACAGCCATAGTG 

GTTCGCGGGTCGGAATGGAAACCGCGTATTGTACGTTAATTTTGCCGATGTCGTGCCAAA 

TCGCGTACAATGCCGCATTATTCTTTTTATTCAAGCAGTAGGAAAATGACGGATACCAAA 

TTGAACACCAAAGAAATTTTGGAACTGAAAGCGCGCGCGCACCATCTCCATCCTGTTGTG 

ATGGTCGGTCAGCAGGGTCTGACGGACGCGGTCATCAAGGAAACCGATGCGGCATTGACG 

GCGCATGAGCTGATTAAAGTGCGCGTATTCGGCGACGACCGTGCCGAACGTATCGAAATC 

TGCACTGCCTTATGTGAGGCGGTTGATGCGCAACTGGTTCAGCATATCGGAAAACTTTTG 

GTATTGTGGCGTAAGAATATCGAAGCCTGACAGCCTGAAGCAGTTGTTTTGCTATTGTTC 

TTTAACGGGCGGGACGCCGTCCTTCGGCGCGGCATTTCGGCGGGCCGAAACCCTTTCCGG 

TGAAAACGGATTTTGATTGCCGCCCGATGCTGTCTGCAAGTTGCGGCGGCTTCCGTATGG 

TTTGAATTGTTGACAGGATGATTGGAGGGCTTATGCAGTTTCCTTACCGCAATGTTCCGG 

CTTCGCGTATGCGCCGTATGCGCAGGGACGATTTTTCACGCCGCCTGATGCGCGAACACA 

CGCTGACCGCCGATGAT-TTGATTTATCCGGTGTTCGTATTGGAGGGGTCGGCGCGCGAGG 

AGGATGTGCCTTCTATGCCGGGTGTGAAGCGTCAAAGTTTGGACAGGCTGCTGTTTACGG 
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CGGAAGAGGCGGTAAAGCTCGGTATTCCGATGTTGGCACTGTTCCCCGTGGTTACGGCAA 

ACAAAACCGAGCGTGCGCAGGAGGCGTACAATCCCGAAGGACTCGTGCCGTCAACTGTCC 

GCGCCTTGCGCGAGAGGTTTCCCGAACTGGGCATTATGACGGATGTCGCGCTCGATCCTT 

ATACGGTTCACGGTCAGGACGGGCTGACGGACGAAAACGGTTATGTGATGAACGATGAAA 

CCGTAGAGGTTTTGGTCAAGCAGGCTTTGTGCCACGCTGAAGCGGGCGCGCAGGTGGTTG 

CCCCTTCCGATATGATGGACGGGCGTATCGGTGCGATTCGCGAGGCGTTGGAGGATGCCG 

GGCATATCCATACGCGGATTATGGCGTATTCCGCCAAATATGCTTCTGCATTTTACGGCC 

CTTTCCGTGATGCGGTAGGCAGTTCGGGCAATTTGGGCAAGGCAGATAAAAAGACCTACG 

AGATGGATCCGGCAAATACCGATGAGGCGTTGCACGAAGTGGCGTTGGACATTCAGGAAG 

GTGCGGATATGGTAATGGTCAAGCCCGGTTTGCCGTATTTGGACGTTGTCCGCCGCGTAA 

AGGACGAGTTCGGTGTGCCGACTTATGCCTATCAGGTTTCGGGAGAATACGCGATGTTGC 

AGGCAGCGATTGCGAACGGCTGGGTGGAGGGCGGCAAAGTGGTTTTGGAAAGCCTGCTGG 

CATTCAAACGTGCGGGTGCGGACGGGATTTTGACCTATTACGCTATTGAGGCGGCAAAGA 

TGTTGAAGCGTTGATTTTCGGCCGGGTTAATTGAAATGCCGTCTGAAACCATGGTTTCAG 

ACGGCATTTTTACAGTTTACAAAGTTGTATCGAGTGCGGCGGAAATATCGTTCCAAATAT 

CGTCCGCGTCTTCGATGCCGATGGAGAAACGCAGCAGACCGACTTTGATGCCCATTTCCA 

TTTTCACATCATGCGGTACGCCGCTGTGGGACTGGGAATAGCAATGGTTGACCAAACTTT 

CCACACCGCCGAGGCTGGAAGCCATTTTGACCAGTTTCATGTTTTTAATCACGCTGTTTG 

CCGCTTCACGCGTGTCGTTTTTGAGATAAACCGTAACCACGCCGCCGATGCGTTTGGGCA 

TTTGTGTTTTCGCCAGTTCGTAATGTTCGTGAGACGGCAGGCCGGGATGGAACACTTTTT 

CAATGGCAGGATGGGCTTCCAAACGGCGCGCGATTTCGAGTGCGTTTTGGCAATGGGCGT 

TCATGCGCAGAGCCAGTGTTTTGATGCCGCGCAACACCAGCCAGCAGTCCAGCGGGCCGG 

CAACCGCGCCGGTATGCACCATCATATCGTGCAAAGGCTGCGCCAGTTCTTTGGTTTTGG 

CAACGACGATGCCCATCAACACGTCGGAATGGCCGGACAAATATTTGGTAGCGGAATGGA 

ATACAAAATCGCAACCCATATCCAACGGCTGTTGCAGATACGGCGTGGCAAAAGTGTTGT 

CGATACCGACCAGCGCACCGGCTGCTTTGGCTTTTGCGGCAAGGACTTTGATGTCTACCA 

AGCGTAAAAGTGGATTGGACGGCGTTTCCAGCCAAACCAGTTTGACCTTGTGCGCTTTAA 

GCAGTTCGTCCAAATTATCCGGATTGCCTAAATCGGCAAAAACAACGTTCACCCCCCATT 

TTTGATAAACATCGACCAATAAATCATAAGCGCCGCCGTAAATATCGGCGACGGCGACAA 

TGGTATCGCCCGGGCGCAGGAAAGTGCGCCATACGGCATCAATTCCCGCCATACCGCTGG 

aaaacgcaaaacctgccgcaccgtgttccaaatcggcaacggtgtcttctaaaatctgac 
gggtcgggttgctcaggcgcgaataacggtaaggcacattttcgccaatctcgtgcaacg 
caaacatactgttttgataaatcggcggcatcagcgcgcggttgtgttcgtcgcaatcgt 
agctggaatgaatggctttcgtggcgaatttcatttggtctctgcctatgtagatgtgaa 
taatcgaagattttatcactatctgaaaaatagaaacaatcaatgcagctgctaaaagcg 
agtgatataatctcgcatttgcagattgacggtatattccccggcggaaacgccatacca 
tgcacacatctcaacaattacatgaatattaaggaaaaacaactcatgaacactattgca 
gacgtgcaatccagccgagatttgcgcaatctgccgatcaatcaggtcggtatcaaagac 
ctgcgctttccgattaccctgcaaactgcagaaggcatccagtccaccattgcccgtctg 
accatgacggtttacctgcctgctgagcagaaggggacgcatatgtcgcgttttgtcgca 

TTGATGGAGCAACATGCCGAAGCCTTGGATTTTGCACAATTGCGCAAGCTGACTACCGAA 

atggtcgcgcttttagattcccgcgccggcaaaatcagcgtttctttcccatttttccgc 

AAGAAAACCGCCCCGGTTTCCGGTATTCGGTCCTTACTGGATTATGATGTCTGTCTCACG 

ggcgaaatcaaagacggggcatacggccacagtatgaaggtcatgattcccgtaacctcg 
ctttgcccgtgttccaaagaaatttcccaatacggcgcgcacaaccagcgttcgcacgtt 
accgtcagcctgactgccgatgccgaagtcggtatcgaggaagtcatcgattatgtggag 
gcgcaggcgagctgccaactctacggcctgctcaaacgccccgatgaaaaatacgttacc 
gaaaaagcctacgaaaacccgaaattcgtggaagatatggtgcgcgatgtcgctacttcg 
ctgattgccgacaaacgcatcaagagtttcgtcgtcgagagcgagaatttcgagtctatc 
cacaaccattcggcttatgcctatatcgcctacccgtaggcgcgtttgcgatgaaccaaa 
tgccgtctgaaaggcgtttgggcgttattggcgaatgtgccgccgtatcggaaatcaatt 
tgcaatacaagtaataaaaggatgcacgatgacagtattaagcaaagagcaggttctatc 
cgcatttaaaaaccgtaaatcatgccggcattacgatgcggcacgcaaaatcagtgccga 
ggattttcagtttattttagaactcgggcgtttgtcgcccagttcggtcggttcggagcc 
ttggcagtttattgtggttcaaaaccctgaaatccgacaggcaatcaagccgttttcttg 
gggtatggcggatgctttggataccgccagtcatttggtggtgtttttggcgaagaaaaa 
tgcccgctccgacagcccgtttatgttggaaagcctcaaacggcgcggcgttaccgaacc 
ggatgccgtagcaaaatctttggcaaggtatcaggcgtttcaagctgacgacatcaagat 
tttggacgattctcgcgccttgtttgactggtgttgccgtcagacctatatcgcgttagc 
caacatgatgacgggtgcggcgatggcaggtatcgattcctgcccggtggaaggtttcaa 
ctatgccgagatggagcgcatattgtccgggcagtttggtttgttcgatgcggcagaatg 
gggcgtgtccgtcgccgcgacattcggctaccgcgttcaggaaatcgccacgaaagcggg 
taggcccttggaagaaaccgttatttgggcataaggcaatgccgtctgaaaacgcaagga 
ttttcagacggcattttttaatgcttggcggattcgcatttgaagtgcaactttccctaa 
cagaaaaaggccagtatgcggtagcatacggcctttcctgcaagaaagattgccatgagc 
cacacgcaactgacccaaggcgaacgataccacatccaatacctgtcccgccactgcacc 
gtcaccgaaatcgccaaacagctgaaccgccacaaaagcaccatcagccgcgaaatcaga 
cggcaccgcacccaagggcagcaatacagcgccgaaaaagcccagcggcaaagccggact 
atcaaacagcgtaagcgacaaccctataagctcgattcgcagctgattcagcacatcgac 
ccccttatccgccgcaaactcagtcccgaacaagtatgcgcctacctgtgcaaacaccac 
cagatcacgctccaccacagcaccatttaccgctacx:ttcgccaagacaaaagcaacggc 
agcacgttgtggcaacatctcagaatatgcagcaaaccctaccgcaaacgctacggcagc 
acatggaccagaggcaaagtacccaaccgtgtcggcatagaaaaccgacccgctatcgtc 
. gaccagaaatcccgtatcggcgattgggaagccgacaccattgtcggcaaaggagagaaa 
agcgcattattgaccttggtcgaacgcgttacccgctacaccatcatctgcaaattggat 
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AGCCTCAAAGCCGAAGACACTGCCCGGGCAGCTGTTAGGGCATTAAAGGCACATAAAGAC 

AGGGTGCACACCATTACCATGGATAACGGCAAAGAGTTCTACCAACACACCAAAATAACC 

AAAGCATTGAAAGCGGAGACTTATTTTTGTCGCCCTTACCATTCTTGGGAGAAAGGGCTG 

AATGAGAACACCAACGGACTCATCCGGCAATACTTCCCCAAACAAACCGATTTCCGTAAC 

ATCAGTGAT CGGG AG AT ACGCAGGGTTCAAGATGAGTTGAACCACCGACCAAGAAAAAC A 

CTTGGCTACGAAACGCCAAGTGTTTTATTCTTGAATCTGTTCCAACCACTAATACACTAG 

TGTTGCACTTGAAATCCGAATCCAAGCTTATTTAAAACGATTCGCCGGGAGCGAGATAAC 

GCCATTTGCCGGGCGGCAGCCTGCCGAGTTTGACCTTGCCCATGCGGATGCGTTTCAGCC 

CGACGACGCGCAGTCCGACCAGTTCGCACATACGGCGGATTTGCCGCTTTTTACCCTGTT 

TCAACACGAAGCGCAGTTGGTCTTCGTTTTGCCATTCTACTTGGGCGGGACGCAGTTTCT 

CGCCGTCCAAACTCAATCCGTGATTCAGTAAGGCAAGTCCTTTTTCGTCCAATTTGCCGC 

GC ACGCGC ACC AAAT ATTCTTT T TCACT GCCGCTGTTTTCGCCGAT AAGCTGCT TGGCGA 

TACGGCCGTCCTGAGTCAATACCAGCAATCCGACCGAGTCGATGTCCAGCCTGCCGGCGG 

GGGCGAGGCCGATTTTGTGTTTCGGATCGAAACGGATGCGGCCGGTATCGCCTTCCCAGT 

GATTTTCAGGGGTAATCAGTTCGGCGGCGGATTTATAGCCTTTTTCCGCTTGTGCGCTGA 

CATAGCCGACGGGTTTGTTCAACAGGATGGTAATGCGTGCCGCCTGCTGTTCGTGGGCTT 

TCTTGTTCAGTTCGATACGGTCTGCCGGTGAAACTTTCTGACCGAGTACGGCGGTTTTGC 

CGTTGACCGTTACCCAACCCTGTTCGATATAGCCGTCGGCTTCGCGGCGTGAACAAAGCC 

CCAGTTGCGCCATGCGTTTGGAGAGGCGCACGGCATCTTCTGTATGGTCGGAGGAAATTT 

TGGGATTCATGGATACTTTCGGGTAAAGGCCGGCTTAGACTAATTGCTCGCCCCAGTGCA 

GTTTTTGGCGCAGGGTTTTGAAATATTGGTAGTCGGTCGGGTGCAAAATGCGTAAGGGAT 

TTCGGTAGCGGCGGATGGTGATGCGGTCGAGGTTTTGCACGTCGATATGGGTTTGACCGT 

CGAAATGGACGCGCGCGTCGCCGCCTTGGGTAACGAGGATTTCGATTTCGGACGTGTCTG 

GAATGGCGATGGGGCGGTTGGTCATGGATTGTGGGCAGATGGGGACGAGCGTGAAGGCGT 

GTAATCCTGCCTGCATGATGGGGCCGCCGGCGGCAAGCGAATAGGCGGTCGATCCGGTGG 

GGGTGGAGACAATCAGCCCGTCCGAACGCTGGGTATAGACGAATTCCCGATTGACGAAGA 

CTTCAAACTCAATCATCTGTCCGGCACCGCCACGGGAGAGGACGGCATCGTTGAGGGCGA 

TGGCGCGTTCGGCGGTTTTGCCTTCGCGGATGAGTGCGGCCTCAATCAGGATGCGCTCTT 

CGGCAAGGTATTTCCCTTCTAAAACGGGCAATAGCTTGTCCGTCATATATTCGCGGGGAA 

TTTGGGTCAGGAAGCCCAAATGCCCTTGGTTGATGCCGATAATCGGAACGGCGCGCAGGG 

CGATTTCGCGGGCGACGGAGAGAAAGGTGCCGTCTCCGCCTAAAACGGCGACCAGGTCGC 

AGTATTGCCCCAGTTCGGTCTTGTTGAGGATATGGCAGCCGACGGTGTCTTGGGTATAGA 

TGCAGCCTTCCTTTATGCCGACTTCGTCGAGATAGACGGTAAAGCCGTGCTGCTTCAAAA 

AGGTAATCAGCGTGTGTGCGGTGTCTTGGATGTCGGGCGTGTTGGGGCGGGTTACGATGC 

CGATGTTGTGAAAAGGGCTGTTCATGTCGGATGCCGTCTGAAGGTTAGTCTATCCAAATG 

TCGCGTTCGAGCCGGTCGAGGCGTTCGTTGAGGCGTTCCACGCCGTCGCGCAGTCTGCTT 

ATTTCGTCGAGGCAGTCGGCAAGGGCTTCGTTGCCGATGTTTGCGGACTCGGATTCGCGG 

GAAAATCCGCCGATTTGTTCGGCGATGTTCCTGCCGATTTGTTTGATGCCGTGTCCGATG 

TCGGCGGCACGGCTGCCGATGTCTGCCTGCGTGCCGAAAATCCGTGCCAATTCGTCCGAT 

GCGCGGGAACGCAGGCTGCCGAGCAGGGACAGTACCGCGATGCCGAGGATGAGGTCGCCT 

TCGAGCCCGATGTCGCCCGCCCCGGGTTCGCCTCCTTGGAGGATTTTCTGTACCGCGCTG 

TTGCGGAAGGTAATTTCGGTGTCTGCAAAGCCGTTTCCCGCCGAGAGCAAACCGTCTTCC 

GTGATGCGTCCCGCCAGTTTCAGCCCGGCAATGTTCAGGGTCAGTGrrTTGCCTGCAAAG 

GCGGCAAGTTCCGAGCGGCTGTCCGGGCTTTGCAGAATCAGGCGGTTGATGATGGGGAGG 

AGGGCGGACATATTTTCTGATCGGGGCGGAGAATGCCTGTTTGTTGCTGTTGCCGCTTAT 

TTTACAGGCTTAAGCCGTTATCGCAAACGGTACGGATGATTTTGCCCACGCTGTCGTCGG 

GTGCAAAATCCGGCGCGGGCAAGCCGAGTTTGGCGGCTTCTTCCGTATAGAATTCGCGTC 

GTGTCGGGTGGCGCGGTTCGATAATGTTTTTCAGCCGCCTGCCGCCGGGGTTAAATGCCG 

TCTGAAACAGGCTTTCGACGGCGATATTACGGTGGACGATGTTGATGGGGCGGTTGCCGC 

CCGGGATGTTTTGCTTTTGAACAAGGCGGCCGACGGGATGGCGTTCGGCGCAATAAAGCC 

CGCCCAGCCGCAGGATGTCGATGTTCGGAACGCCGCTGTCGAGCAGGTGTTGTTCGGCGG 

CGAGGATTTGGCGGGCGGACTCGGTTTGCGGATCGGGTAGGGCGATTTCGTCGCATTCGC 

GCGCTGTATCGCCGTAAACGCTGGTACTGCTTGTGAAAATCAGGTGTTGCACGTTGCACG 

CCCGGGCAAGTTCTGCCCATTGTTTGACGGTATCGGCGTAATGTGTCAGCGATGATGGCG 

GCAAGAGGCAGAACCAAACGGGTTTCTTGGCATGGTGCCGCCAAAAGCTTGTATCTCGGG 

CAAGGTTCGCGCTTTGAAACGCGCTGTCTTGATTGAGGTCGATGGTATCGAGGTGTATGG 

GCAGATTGATATCGTCCGAAGTCAGGCTGCGTTTGACGGCGGCAACGCGGCTGCCGTGTT 

GGTAAAACTTTTGTGCCAGCGGCAGGCCGAGGTAACCTAGGCCTGTGATGGAGATATGGG 

GCGGGGGGACTGCGCGCATTCGCTGATACCGTCGGGTAAGTGCCGTCTGAAGGCTGATTC 

GGACGCTGTGGGTTTACGGGTTGCCGTTGCCGATTTTCCGGTCGTATTTCTTGCGGTGTT 

CGGGCAAAAGATAAGGACGAAGGAGGCTTAAGGTGCGGCGGATGCCGCGTGCTTTGGAGT 

CTTCGGTCAGCTTGGTGCGGCCGCGCAGGGAGCTGTCGAAGTCGAACCAGTATTTCGTGA 

CCATCCACATATTGACGGCGAGATCGTTCATGGCGGTTTGGTCGGCTTGGATGATGTTCA 

GACCGTTGAGTTGGGTGAGCAGGTTGACCAAGAGCGGGGAGACTTTGGCTTGGGTGAAGG 

TATTGTGTTCGCCCAACAATTCGGCACTGCGTGCAAGCAGGGTGTTCACGTCGCTGAATA 

GGAAGCGGTATTCCXACATCACATCATAAATACCGGCCATATAATTGATGGAGTCTTCCA 

CATCAGACGGCAACACGGCTTCATTCAGGTATGCCAGCAGGGCTTCGCTGTAACGTTTGA 

ACAGTTGGACGATGATTTCGTCTTTGTTGCGGAAGTGGTAATAGAGGTTGCCCGGACTGA 

TGCCCAAGTGGGCGGCAATATGGTTGGTGCTGATGTTGCGCTCGCCTTCCTCGTTGAAAA 

GCGCAAGGCTGGCGTCGATGATGCGTGTGTAAGTATTGATTTTGGCGGGGCGGGTCACGG 

GCATACTCCTTGGATTTACAGGCTGAACGAAGCAGGCAGCCAATTAGGTTCGGCGTGCAA 

TTCTACCTGAAACCGAGCAAATACTGTAAATTTGATGTGTTGCGCCAACTGCCGGACATC 

GTTTGCCXSAGGCGTTGTTTTTGTTCACTAAGACCAAAGCCTGCCTGTCATGTACCGCCGC 

GCCGCCGAT.TTGGAAGCCT.TTCAGACGGCATTGGTCGATCAGCCAGCCGGGGGCGAGTTT 

GACCGAACCGTCGGGCTGCGGATAGCGCGGCATATCAGGATGCCGCTGCAACAAGGTGGC 



wo 00/66791 

Appendix A 



-187- 



GGCTTTTTCTGCGCTGACGACGGGGTTTTTAAAGAAACTGCCGACATTGCCAAGCACGTT 
AGGATTAGGAAGTTTACTGTTGCGGATTGCACACACTGCATCGGAAACATCTTTCGCCGT 
CGGGACCCTGCCCGCGCTCAGTTCGGCAACGGCGGCCGCCAAATCGCCGTAACCCAAAGT 
CGGCACAAAATGCGTTTTTAATGCAAATACGACCGAAACAATCACATAACGCCCTTTACC 
CTCCTGCTTGAACAGGCTTTCGCGGTAGGCGAAGCGGCAGTCGGCATTGGCAAGCTCGAC 
AAAGGTCTCCGTATCCAAATCAAAGCAGCGCACGCTGTGAATCACGTCTTTCGCCTCCAC 
GCCGTATGCGCCGATGTTCTGCACGGGCGATGCGCCGACCGTACCCGGAATCAGGCTCAG 
GTTTTCC7UVACCGCTCAAACCCAGCGCAACGGTGTGCAGGACAAAATCGTGCCAAATTTC 
GCCCGCCTGCGCTTCAATCAGAACCATGCCGTCTGAACGCGCAATCTCGCGTATGCCTTT 
GTTTTCCATGTGTACGACCAGTCCGGCGTAATCCTGCATCAAAAGGATGTTGCTGCCGCC 
GCCCAGCCATAAAACAGTATCGCGGTCGAACTCCAGCAGTCGGACGATGTCGCGCAACTC 
GTCGGCATGTTCGAGCGCGATAAAGGCCCGGGCTTGGGCGCGAAGACCGAAGGTGTTGTA 
GGGGGTAAGGTCGGTTCGGTATCGGATGGGTTGCATGGTTTGAACTTTAACTGTATTTGA 
ATTGAAGTGTACTGCGTTTTCAGACGGCCTTATGCGATCTGACCATCTCCCTAGTGCACA 
ATTCCAAGCACCACACCAAGGCGATGGCGGCGATGGTGAGCGAGGCAATCAATGCCGTCC 
AGAAGCCGTAAATGCCCATATTGAAACGGTAGGCGAGCAGATAGCCCGGCAGCAGGCCGC 
AGCCCCAAAAGGCGGCGGCGTGGATGAACATCGGCACCTTTGTAACTTTGTAGCCGCGCA 
AGGCGTAGGAGGCGATACATTGGGTGAAGTCTGCCGGTTGGAACAAGCCGGCGAACAGTA 
AGACGGTGGCGGCGATGCTTAAAACCGCCGGATCATTGTTGTACATACTTACCAGCGGCG 
AACGGAATAATACCAAGGAAAGCACGGTAATCACGGCGAGCATCCATCCTAACACCAGTG 
ACACGCCCGAAATATAACGCGCCCGCGAAAATTCGCGCCGCCCAAGCGAAAAGCCGATGC 
GCACCGTCCCCGCCGAGCCGACGCTTTGCGGAATCATATAGAGAATCCCCGACAAACTGA 
TGCCGACCTGCTGCGCCGCCACATAATCCTCGCCGAAAGGCGCAATCAAAAACACGATAA 
ACGAAAACGCGCTGGCTTCCAAAAAATAAGACAGCCCGATGGGTGCGCCGATTTTCCAAA 
TCTGTTTGAACACCGCCCAATCCGGTTTGCCGAATTTCGCCGTCAGTCCGAATGGGCGGA 
AGAAATTTTCCTTGGCGATATAAATCCACAATGCCAGCGCGCTGAACCAAAACACCGCCA 
TCGTCGCCAGTCCGCAGCCTGCGCCGCCCAAAGCGGGCATACCGAATTTGCCGTAAACGA 
AAATATAGTTCAGCGGCACGTTCAACACAAACGCCGCAAAGCTGACCAACATAATCAGGC 
GCGGGCGGTTCAGGCTGGAAGTGTAGGCGTGCAGCGCGCGGTGTACCATTGCCGCCGGCA 
TCGCCAAGCTGGTGAACAACATATACTGCGCCATCGTGCCTTCCACATAATCGCTCAAGG 
TCAGCCAGTTGCGGAACGGCGTAATCGCCGCCCACATCAAGACCATGCCGAACACGCCCA 
AAAACAGCCCGAACCAAATCCCCTGCCGCCCCGTTTCGCCCACTTCGTCGGTTTTACCCG 
CGCCGTAAAGCTGGGCAATCATCGGGTTCAGCGCCGCCATAATGCCCATAAAGGTAATAT 
AAACCGTGGCAAACGCGCTGCTGCCCAAAGCCACCGCCGCCAAGTCTTCCTTGCCCGCAC 
CGCCCGCCATCACAGTATCGACAAAACCGATGCCCACCTGCGCGACCTGCGCCAACAGCA 
TGGGCAGGGCAAGAGTGGTCAGCAGGCGGACTTCTTTCAGGAAGACGGGAAAGGAAAAGC 
GGTTGAGGTCGAGCAGCATAAGTGTTCAATCAACAAAAATGCCGTCTGAAGCAGAAAACG 
GCAGCAGGAAGTGATGAGAAATAATGGTGCACATTATATCGTAAAAAAATGCCGTGCCGT 
CAGACGGCGGATACAGGGTATAAAAGTATATTCAGATTGTGTGTATTTTATGGTAAAGTT 
TGGTTTTAACGACTTGACGGCATTGAGCCGTCGGACAGGGGCTGTTCGGATTCTGAATCG 
GAAAGAAGCACCGCCGTTTTGACAGCGGCGTGATGCGTTGCGGCAAAGATGCCGTCTGAT 
TGCGGATCGGGCAGTCTTTTGTGTTTACAGGATAAAATAGAAGGCAGATTCTCATGCAGA 
CATGGCAGCTTCCGGAACATATCGCCGACGTACTGCCCACGAACGCGCGGCAGCTTGAAA 
GCGCGAGGGAGCAGTTGTTGGCACTGTTCCGCGTACACGGTTATGAACTGGTACAGCCTC 
CGCTGATGGAGTACGCACATTCCCTGCTGACGCATATCGATGCGGGGCTTTCCCTGAAAA 
CCATTTTGGTAACGGACAGGCTCAGCGGCAGGCAGTTGGGCATACGCGCCGACATCACGC 
CGCAGGTGGCGCGTATCGATGCCCATCTTTTATCCGCCAACCAAGGGATTAACCGGTTGT 
GTTATGCCGGTCCGGTGTTGCACGCGCAGCCCGACGGTCTGCTGAATATGCGCGAACCCT 
TGCAGGCAGGGGCAGAAATGTACGGTTTTGCTGACATCCGTGGCGACATCGAGCTGATAG 
ACCTGATGCTGAAAAGCATGAAAATTGCCGATATGGGCAAAGTGCTGCTTTCGCTGGGGC 
ATATCGGCATATTTCGCGCCTTGTCCGATGCGGCACATTTGGATGCGGGGCAGTCCGCAA 
CGCTGCTTGCCTTGATGCAGGATAAAGATACCGGGGCGGTCGAAGCGCAGGTCAAGGCTT 
GGAAGCTGGACGGCATGTGGGCAAAAGCATTCTCGCTGTTGCCGCGCCTGTACGGCGGGC 
GTGAAGTGTTGTCCGACGCGCGCGGACGGTTGCCGGATTTGTCGGCGGTCGGCGGCGCGT 
TGGGCGAATTGCAGGCGGTGTGCGACGCATTCCCCGATTGTGAAATCCATATCGACTTGT 
CCGAGCTGCGTGTCGACAATTACCACACGGGCTTGCTGTATGCCGCCTATGCCGCCGATT 
TCCACGACGCGGTCGCGCGCGGCGGGCGTTATGACGGATTGGGCGGATATTTCGGTAGGG 
CGCGCCCGGCAACGGGATTCAGTTTCGACTTGCGCAGCTTTATCGGGCGTTTGCCCGCCA 
TCGAACGGCAGCCCGCCGTGTTGGTCGATGCGGAAGATGCCGAAGCGGCGCACGAAGCGG 
TCGAAGCCTTGCGTGAACAAGGGCAGTGTGTCGTAATCGATTACGGTATCGGACACAATG 
TTTCGGAAGAGCTTGCAGGCCGTCTGAAAAAGACGGACGGCGTTTGGCAGGTCGTGAAAC 
GCTAAATACCCGTTCATGGCGGATGAAAGGCAAATCGTGGCGGGGCGCAAAGCCGCACCG 
GTTTGGGGATTTCCGCAATAATTTTTAATATCGATAGGTTATATGGCTATGGCTAAAAAT 
GTTGTAGTAATCGGCGCACAGTGGGGCGACGAGGGTAAAGGTAAAATCGTTGACTGGCTG 
GCGGAAGAAGCCGGCGGCGTGGTGCGCTTCCAAGGCGGCCACAATGCGGGCCATACCTTG 
GTTGTCGGCGGCAAAAAAACCATTTTGCGCCTGATTCCGAGCGGCATCCTGCATGAAAGT 
TTGGACTGCTTCATCGGTTCGGGCGTTGTCGTCTCCCCCGAAGCCCTGTTGGGCGAAATC 
GACGAGTTGAACGCGGCAGGCGTGAAAAACGTCGAAGGCCGTCTGAAAATCGCGCCGACC 
TGCCCGCTGATCCTGCCTTACCACATCGCGCTCGACCAAGCCCGCGAAGCATCGCGCGGC 
AAAGGCAAAATCGGCACGACCGGCCGCGGCATCGGCCCTGCCTACGAAGACAAAGTGGCA 
CGCCGCGCCATTCGCGCCGCCGATTTGCTGCATCCTGAAAAACTGCGTGAAAAACTGGAT 
GCCGTCCTTGCCTATTACAATGTCCAACTGCAACATCTGCACAATGCCGAGCCGGTTAAA 
GCGGAAGACGTGATGGCGGTTATCGAAAAAGTCGCGCCGCGCATTGCGCCGATGATTACC 
• GAGGTGTCGCGCGTGTTGAACGAGAAAAACAAAAACGGCGAAAAACTGCTGTTTGAAGGC 
GCGCAAGGTGCGTTGTTGGACATCGACTACGGCACTTATCCCTTCGTTACCTCGTCCAAC 
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TGTCTGGCGGGCGCAGCTTCGGCAGGCGCGGGCGTAGGTCCTCAAATGCTGGATTATGTT 

TTGGGCATCGTCAAAGCCTATACCACGCGCGTCGGTTCGGGCCCGTTCCCGACCGAATTG 

TTCGACGAAGTAGGCGTAGGTTTGGCAGAACGCGGACACGAATTCGGTTCGGTAACCGGA 

CGCGCACGCCGCTGCGGCTGGTTTGATGCCGCCGCCCTGAAACGCTCCATCCAAATCAAC 

GGCATTTCCGGTATGTGTATTACTAAACTCGATGTAATGGACGGCGTTGAAACCATCAAT 

ATCTGCGTCGGCTATGAATTGCCCGACGGCGGCAAAACCGACATCCTGCCTTGCGGTTCC 

GATGCGGTGGAAACCTGCAAGCCGATTTACGAAACCATGCCCGGCTGGCGCGAATCCACT 

TTCGGCGTGAAGGACTACGGCGCATTGCCCGAAAACGCCAAAGCATATTTGAAACGGATT 

GAAGAAGTCTGCGGCGCGCCGGTCGCCATCGTCTCCACCGGCCCCGACCGAGAAGAAACG 

ATTGTGCTGCATCATCCGTTCGCATAAGGTTTTGCAGTAAAATTGCCGTCTGAAGCCCTA 

ATCCGCCGTTGGTCATAAATAGTAGGGTATCAACATTTCGGGCTACAATGGTACGTCAGC 

CAATGCCAAGACGTGCCAGCCTGATTTGTTGATGTGTGTACTATTGCATAGGCGGTTAAG 

CCATGCAGGAGATGAAAGTGTATATGTCGCGCAAAGCCCATTAGCCGGAAGCGAGGGGCG 

GGGTGCGCGAGAGAGAGGGGGGCAGGTGCTAAGTCATTGGTTATCTCCTTACTATCTATC 

TAACTACGGGTGCATTATGCGCCTATGCCTGTTTTTTGTCAAACACTATACAGTTAAAAT 

GTGTAAATATTTAGTAAGGACATATACCCTTTTCTTTACATTTAGCTCCATCGGATACCA 

GTGCGTTCAGAGAAAATTTGAAAATTTCTATATTTTGGTTGTATAATGCTTTCATTTTAG 

AAAGGTCTATAATGCCAAAATCACTCTCGCTACAAGATGTTCAGTTAAGGTTTTCCAGTA 

AATTTCCTGATAAGACGGTTTTGAAGTTCACTAAAAACTACGAACCGGTAACAATCCAAT 

GCCCTTTGCATGGGTCGGTTGTTTACGGGAATCTACAAGCTGCCATGAAATCCTCAACAG 

GATGTCCTGAATGTACTCGAAATCCCGAAAAGCCCTCTCCAAACGCCGTTGCCATTAGGT 

TGGAGGACACAGAGACAGGGGAAATCTACGAGTTTGCAAGTACACTGGCTGCCAGTAAAT 

TTATCGGTTGCTCCAACAGCACTTTAGCTGTACGTTTAAGCGGACGCACTCCGTTTGACC 

GATTGATTAGGTATCGTTATAGGTTGGTAAAGTAAGTTCACAACCACTATGGCACTTACA 

TTTACTCAAGCAGTTTCTAAGCTAACCTCTAAATTTCCACATTTGAATCTTGTGGAGTTC 

AATGGCGTTCGTTACCCGACGGTAATCGTCTGTCCTATACACGGGAGGGTTACTTGCTCT 

ACATTCAAAAGTATGTTGGACTCTAAAAGTGGGTGTCCAAAATGTGCATCTTATGGTGTC 

AATTCCCACAAAATTCCAGAAGATACAATAGATAAATTATCTAAAAATACAGTATTGGAG 

GATACTGTAACTGGCGAAACACTTACATTCCCCTCAAGAGCATCTGCTGCAAGGTCATTG 

GGTATAAACCCAGCAGCTATCACTGACCGTATAAAAGGTCGGGTTCACACAGAGACTTTA 

CTTGCAGGGAGGTATAAGGTTCACATCTGCACTAAATGACGTATACACTTTTTAACAGTG 

TATACCCCTCGCCACTATCAGGTGCTTCTCGAAAAATTTGACATTTTTATAAATTTGCTA 

TTAAATCCATTTGACAATCAATTTTGGAGTCTCAAATGGCCAAATCTTTCAACCAAGCAG 

CTTCTGAACTTACTGATATATTCCCTAATATCTCTCTAACCGGCTTTGACGGTGTGAATT 

ACCCAGTAACCGTTAATTGTCCTATGCACGGGAACGTTCGTTATTCGACATTTAATGCCC 

TTATAAAGTCAAAGTACGGGTGTCCTGAGTGTGCTAAGATGTCAAAAACCCAAACACCTC 

CAAATGTAGGGAAGCCCCTCCTCATCCTCGACACAACGACCAACGAAACACTCACGTTCC 

CAAGCGTTACTGCCGCAGGTGCTGCTTTAGGTGTACATTTCCAACAAATCAATCACAGGC 

TCAAGGGTCGAACGTCGCCCGACAACCTTATTTCAAACAGGTACAAAGTGCTTGGGTACG 

ATAGGTAAGGTTCACAACACCCTAAATCCTACGAACCAAGCTCGACGGACGTTCAAATCC 

CGGTTAGAGTTAATTTATGTAAAGATTTAGTAAAGACGTATACCATTTTTCTTTACATTG 

TGCTTGCGCAGGATTTCAGGTAGGTCTCyUUVAAATTTGAAAATTTCTATATTTTGGTTGT 

GTAATCCATTTGCACATAACCTATGGAGACAAATTATGGGTAAGCGAATGACTTTCGATA 

CCGCCAAATCACGCTTTCAAGAGAAATTTCCACATTTAGAATTGTTGGAGTTCAGTGGCA 

TTTATAAACCTTCCAGTGTTAGATGTCCTACGCACGGGGTTGTCCAACTTTTGTATTACG 

ACACAGCTATAAAGTCAAAGTATGGGTGTCCGGAGTGCGGGAAACTTAAAATGAAGGAAA 

ATACGCCTCCCCAAAACCAAAAACCTGTCTCCATCCTCGACACCGCCACAGGCGAAACAC 

TCACGTTCCCCAGCGTACAAGCTGCCGCCAAAGCCCTAAACACCCCCTACGGCTCTATAC 

GAACCAAGCTCGACGGACGTTCAAATCCCGACAACCTTGTCTGTAACAGGTATAAGGTTC 

TGCTATAATCAACCTATGGAAAATATTGAAGAATACGCACTGCTGTCTCCCGAAGCCCTG 

CTGGAACGCCTGGATACCGTTTTGAGTATCAGAATCGGCGGCAAGGGTTGGGAATCCAGT 

TATGACCGCCAACTTTGCACAGACGCTGGTCGAAATACAGGACAGTCTGTACAGGGTTGT 

GTCAACCGTCCAATACGGGGATGACAACCTCAAGCGGTTGACAGCGGACAAACGGAAGCA 

GTATGAGTTGAACTTCAAGATTTCCGAGGGTTCTACGCGTGTAGAGTCCGACTTTAAAGA 

GACTTTGGTTCGGTTCGGTAGAGATATGCT.TGAAGATATGCCCCCTAAAATCCGTTCGGC 

aacgctggtagcgttgacgaccctgcttgtcggaxk«;gcgttgggttacggttatttgga 
atacctgaagcaggttgcttcggaagggtatcagaccgagcgtctgtataatgccgtcga 
ccgtcttgcagaatcccaagaacggataacgtccgccatcctgaagggtgctagaggtgc 
cgatttcgtgcaaatcggcagacgttcctacagtagggaggatatatcggaggcaaatag 
acgtgcagagcgtgtcccgtatggcgcagagttggtttcagacggcaattttaccgctgt 
tttatctgatataggggattaacaaaaatcaggacaaggcgacgaagccgcagacagtat 
aaatagtacggaaccgattcacttggtgcttcagcaccttagagaatcgttttctttgag 

CTAAGGCGAGGCAACGCCGTACTGGTTTTTGTTAATCCACTATATTTTCTGTCCGGATAC 

ggtttatcagggtatatcaatgcggcgtatccggtgcggaaatggatacggttggtgtcg 

GTATGGAAACCTGATGTTTTCAGACAGCATATACAAAAAACCGTACTGCTTGCGCGTACG 

gtttttgccgtttcaaatcggtttaaagcgatttgaggcgggcgatacggttgtccagcg 
aagggtgggtgctgagcagggagtcgcgcgtatctccggcgatgcccattgcgttcattt 
cttcgggcaaatcgaccgggttgcctttgagcctttgcagggcggaaatcattttcggcg 
cgccgaccagttttgccgcgcccgcatcggcgcggtattcgcgttgtcggctgaaccaca 
tgacaattaagctggcaaggaagccgaacaggatttggaataccatgctgaccaggaaat 
aagttccctgggactggctgccgtc g tt g tt t cgggcaatcaggttgggaataatgcgcg 
acaggaacacgacaaaggtattgaccacgccttgaatcagcgtcagcgtaaccatatcgc 
cgttgccgacgtgtgccatttcgtgcgccaatacggcttccacttcgtcacgcgtcatat 
ggtcgagcaaacgggtgctgacggcgatcagggagctgtttctcgatgcgcccgtggcaa 
aggcattgggttcgggggagtggtagatggcgacttcgggcgttttcaggttccattgcc 
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GCGCTTGGGCTTCGACAGTGTTCAAAAGCCAGGCTTCTTCTTCGGTGCGCGGCGTGTCGA 

TAACTTCCGCGCCGACCGATTGTTTGGCGATAAATTTGGACATCAGCAGCGAAATAATCG 

AACCAGTGAAGCCGACGACGGCGGAATACGCCAACAGGCTGCCCGTGCCGCCCCGGCTGT 

TGATGCCCAAAACCGCCAAAACAATGTTGATTACGACCAAAACAGCGATATTGGTAGCCA 

AAAACAGAAAAATTCGTTTCACGGATGTTCCTTTTTGGTAGGGTGTGATGTTTTGAAATT 

TTGGGGGATTGTCCCAAAAAGTTGCCGGCTTGTGAATATCAGACTCGGCAAAGGTATGCA 

AAACATTTGCTTGCAAATGGCAGTTTGTGCAGTTGGTTTTTGAACTATTGTGCCAAGCCG 

TGTAGAATCGTAAACCATCTGTTTGATTCCAATAAACACATTTCAAAGGATCACTTCATG 

AAAGCATTACTTTTAGGCGCGCCGGGCGCGGGCAAAGGCACTCAGGCGCAATTCATCACC 

GCAGCGTTCGGCATTCCGCAAATGTCTACCGGCGACATGCTCCGTGCCGCGATTAAGGCA 

GGCACGCCCTTGGGTTTGGAAGGGAAAAAAATGATTGACGAAGGCGGCTTGGTGCGCGAC 

GACATCATTATCGGCATGGTCAAAGAACGGATeGCGGAAGACGACTGCAAAAACGGTTTC 

TTGTTTGACGGTTTGCCGGGGAeATTGGeAeAAGeeGAAGGGATGGTTGAAGCAGGCGTG 

GATTTGGATGGAGTGGTTGAAATCGATGTGCCTGACAGCGTGATTGTCGACCGCATGAGC 

GGCCGCCGCGTGCATTTGGGTTCCGGCCGTACTTACCACGTTACCTACAACCCGCXXAAA 

GTTGAAGGCAAAGACGACGTAACCGGCGAAGATTTGATTCAGCGCGACGACGACAAAGAA 

GAAACCGTGAAAAAACGCCTTGCCGTTTACCACGAGCyiAACCGAAGTTTTGGTCGftTTTT 

TACAGCAAACTGGAAGGCGAAGACGCGCCTAAATACATGAAAGTTGACGGCACCCAAGCA 

GTAGAAGCCGTGAAAGCCGAAGTATTGGGCGGATTGGGGAAATAAATCGAAAAGGTCGTA 

CCCACGGGCAGGCTTCGCAGTGTGAAAAGAGAAAAteAGGTTTTtyiGACGACCTGTTTTT 

GATAAACAGCGTGTTGCAACCGAAAAATAATGATTTGGeGTCATTCGCGCGCAGGCGGGA 

ATCCATTTCTGAATTTGGGCAATCGCTGTTTAAATCTGATGAACTGAGTTTTATCAATGG 

ATTCCCGCCTGCGCGGGAATGACGGCTGATGTACCGGTTCAAATTTATCCGAAACAGTTT 

GTCGGAGGCTTGAGTCCGCGTAGGTCGGACATCAATGCCCGACCTACGGTTTGAATTTAC 

GTTGTTATAGTGGATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGGCAGTACAGAT 

AGTACGGAACCGATTCACTTTGTGCTTCAGCACCTTAGAGAAGCGTTCTCTTTGAACTAA 

GGCGAGACAACGCCGTACCGGTTTAAAGTTAATCCACTATACTGCGAAAAAGACGATAAA 

GGTCGTCTGAAAACCCGAAACGAAAACACCATGAATCCTTTAATCTCGGAGTreGAAACT 

CCGCAACAACGCACCCCCGTTATCGTCGCCCTTGATTTTTCCAACGAAAAAGACACGeTC 

GGATTCGTCCGCAACCTTGACCCGACATTGTGTCAAATCAAAATCGGCAAAGAGCTGTTT 

ACCGCGACGGGACGCAATTTGGCAGAAAGCTTAATCAATCJa VGG TT TCAAACTTlT CCTC 

GATTTGAAATACCACGATATTCCCCACACXGTCGCGCAAGCCTGCAAAGTCGCTGCCGAT 

ATGGGCGTTTGGATGGTCGATATGCACGCATCGGGCGGCCGCCGTATGATGGAAGCCGCA 

GCAGAAGCCGTTGCCGGATACGGCACGAAGCCGCTCTTAATCGGCGTAACCGTGTTGACC 

AGCATGGAACAAAGTGATTTGGCGGAAATCGGTTTGAACACCGCCCCTGAAGAACAAGTC 

ATCCGCTTGGCAAAACTGGCGCAAAGTTCGGGCTTGGACGGCGTGGTCTGTTCCGCCCAA 

GAAGCCGCGCCGCTGCGCCGCGAATTGGGACAGGATTTTGTCTTGGTCACGCCCGGCATC 

CGCTTGGACGTTGCCGGCAATAATGATGACCAGCGCCGCATCATGACACCGGCCGAAGCC 

TTGGCTGCCGGTTCGACTTATTTGGTAATGGGTCGTCCTGTAACCCAAGCTGCCGATCCG 

GTAGCCGTATTGCGCGAAGTGAACCGCGTGGCAAACCTTGAAGCAAACTGATTTTCAGAC 

GGCCTTACAGGCTGAGGCCGTCTGAAAAAATACAACGGAGGCAATATGTCCGCCAAGTTC 

CAACAAGAAACCCTCAAATCCCGTTTCGCGCAAGCCAAAGTCCTGGTTGTCGGCGACGTG 

ATGCTCGACCGCTATTGGTTCGGCGATGTGTCCCGTATTTCGCCCGAAGCCCCCGTGCCG 

GTGGCGAAAATCGGACGAATCGACCAACGCGCGGGCGGAGCGGCAAATGTCGCGCGCAAC 

ATCGCTTCGTTGGGCGGCAGGGCAGGGCTGTTGTCCGTAACCGGCAACGACGAAGCCGCC 

GACGCGCTCGATGCGCTGATGGTGCAGGACGGCGTCGCCTCCTATCTGATGCGCGACAAA 

CAAATCGCCACCACCGTCAAACTGCGCGTCGTCGCCCGCAACCAGCAGCTTATCCGTCTT 

GATTTTGAAGAACATCCCAACTGCGAAGTGTTGGAACAAATCAAGCAGAAATACCGCGAA 

ATCTTGCCCGAATACGACGCAATCATTTTTTCAGACTACGGCAAAGGCGGCCTGTCGCAT 

ATCTCCGATATGATCGATTGGGCGAAACACGCCGGCAAAACCGTCTTAATCGACCCCAAA 

GGCGACGATTACGAAAAATATGTCGGTGCAACTCTGATTACGCCTAACCGCGCCGAATTG 

AAAGAAGTGGTCGGCAGTTGGAAAAACGAAAGCGAGCTGACCGAAAAAGCGCAAAACCTG 

CGCCGCCACCTCGACCTGACCGCCGTTTTACTGACCCGAAGCGAAGAAGGCATGACCTTG 

TTCAGCGAAGGCGAACCGATTTACCAGCCCACCCGCGCCCAAGAAGTTTACGACGTATCC 

GGTGCGGGCGACACCGTCATTGCCGGAATGGGCTTGGGTTTGGCGGCAGGCTGCACCATG 

CCCGAAGCCATGTACCTTGCCAATACTGCGGCGGGGGTTGTCGTGGCGAAACTCGGTACG 

GCGGTTTGCTCGTTTGCCGAATTGATCAAGGCATTGTCAGGGCAATCAACAATGTAGTTT 

TCATATTGATAAGATAAACAGAACGATATAAGTATGACTATTTCGACAATGGCACAGACA 

CACGATACTCGATTACAAAAAACTTTGCTCTTTCCCAGTCAACAAGGTTGGAAATCTAAA 

ACTTTTCTTAAACCTGATTCACATATTAGATTAGCAACCGTATTCAGCGGGATTGGTGCG 

GTTGAACAGGCATTCCACCGATTAAATTTAAACCATACCATTGTTTTTTCAGGAGATATT 

GATCCATACGTTAAAAAAAGTTATCTTGGAAACTATAAATTAAATGAAGATTTTTGGCAT 

AACGACATTACTCAATTTGATGCGAGAAAGTTTAGAAATCAAGTTGATATTTTAGTTGGA 

GGCAGTCCTTGCCAAGCATTTTCCATGGTTGGCAAACGTGCAGGATTAGAAGATACACGA 

GGAACATTATTCTATGAATTTGCTCGCGTTGTGGATGAAGTCCAACCAAAGATATTTATT 

TAT 6AAAAT GTAAAGGGCTTGCTTAATCATGATAATGGAAAAACTTGGAAAGTTGTAAAA 

AGTGTTTTTTATTCACTTGGTTATGACTTATATTTCCAAATAATGAATAGTAAGGATTAT 

G GGATT CCTCAACATCGTGAGCGTATTTTTGTTGTTGGCTTTCATACCCCTCCTATAAAT 

GGTTTTCAGTTTCCTGAAAAGATTGAATTAGAACATACTATGCAAGATTTTTTGGAGGAC 

TATACTGATAGCAAATATTTTTTACGTGAAAAGGGTGCGAAATTTGTTACCAGTTCTAAA 

AATAGACAAAAACGTTATACACAGATTAATGGAGAAATTGCCTTATGCCAAAAAGCAAAT 

CAACAATTTAATTGGCATGGTGATTTTATTTTTCAGGCAGCCCGCGAATCTGAAT^^ 

GACTTTATTTTTGATGTAAATAACGTTGAGGAAAAATATTATCTTTCTGAAAAAATCAAA 

AATTATGTTTTGGCAGGAGGAACAAAAAATTTTAAAACCAGTACGGAAAGTGATTTGCCT 

GTAGCTCGCCCATTATTGCAAACTATGCATAAAATGCATCGTGCXGGGGTTGATAATTAT 
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GTTACTCATAATCGTGGACGTATTCGTAAATTAACACCTAGGGAATGTTTGCGGCTAATG 

GGTTTTAGAGATGATTTTAAAATTTTAGTTAGTGATACTCAAATGTATCGCCAAGCGGGA 

AACAGTATTGTTGTTGATGTATTAATCGCTATATTAAAACAAATGGATATTACGCTTTAT 

GGAGAGTAAAATGCCGGATTTTCAAAGAATTACTATTGAAAACATAGAGTATTTTATTGT 

CGATAGTATTCAAAATTTACGTGCGGAAGATAGTTTTATTCACAGGAATAACAAGTTATC 

TGTTTTTGGTGGTAATGGGGAAGCACGCAAATATGTAGGTAGTTATATTGATGATAGTGG 

TCGAAAACTAAGTACATTTTTTGAGTATGAAAATTGGGGGATTACTGAGACAAAAAATGG 

AAGGAGGGTAGAATATCCTTTCATTCAGAAAAATTGTTTTTTTTATAAGAAAAATTTACA 

GCGTTATTTGGTTGATGCAAAAGTTGAATATCACAAACAAGAACAGAAATATCATCATGA 

TATTTCAAGGTTTTATGATGATTACGTTTTAAGTATTAATAATCTGCCTACAGAAAATAT 

TTTCTTTTCAATCCATGATGTATCAGACCATTTGGAAAATTCTAAAGGTTACCGTAGGGG 

TTATATCCGTTCGGAGGATGATATATGGTCAATTTGGCGTAAGATTGTATTGCCCAAAAT 

TAGTTATTTATCAATTCTTAAACTATTGCCTGTCAAAGATATAGAAGATTCAGAACCATT 

ATTTTATTTCCGAATATTTTTGGATTATCAATTTCGCTCTATCGTGCACCCGCAACTCTT 

ATCAAGAGAAAAATTAGAAATACCGGCTTCAGAATTTAATCAATTCGTAGAGCAAGAAAT 

CATTAAACAGAAAAGTAGAAAAGGGCAGCAGAAATATCGCAAGGATGTTATAAATCATAT 

GTCGCAATGTCCATTTACATTAATTACAGATGAGATTTTGTTAAGGGCTAGTCATATTAA 

ACCTTATATGGTTTGTATTACTGAGAAAAATGAGAAAGAGGCATTAGATTATTTAAATGG 

GTTAGCTTTAACGCCGACTTATGATTGGTTGTTCGATCAAGGTTATATTACTTTCTTGGA 

TGATGGTCGTTTGATTTGCGGTACTCGACTAAGCCGTTACACATGGGAAAAACTTAATAT 

CAATCCAAATGCAAAAAATTAAGATGAGAATATATCCCGAAGGAAGAGAAAAATATTTGG 

AATATCATCGCAAATTTGTGTTTCAGGACAATATCGATGATTTCTTGTAACTAAGTTTAT 

TAATTTTACTCAAAACAAAGGAAACCGAATATGACCATCATCGTAACAGGCGCGGCCGGC 

TTTATCGGCAGCAACATCGTCAAAGCACTTAATCAACGCGGTATTACTGACATTGTTGCC 

GTCGATAATTTGAGCAAAGGCGAAAAATTCAAAAACCTTGCCGAGTGCGAAATCGCCCAT 

TATCTCGACAAACACGAATTCATCCGCCAAGTGAGGGAACACATTTTACCTTATCAAAAC 

ATCGAAGCCGTTTTCCATCAAGGCGCGTGTTCCGATACGATGAACCACGACGGTTTGTAT 

ATGATGGACAACAACTACCAGTACACGCTGGATTTGCTGGACTGGTGTCAGGACGAACGC 

ATCCCCTTCCTTTATGCCTCCAGTGCGGCGGTTTACGGCAAAGGAGAAATCTTCCGCGAA 

GAGCGCGAACTCGAAAAACCGCTCAACGTGTACGGCTACTCCAAATTCCTGTTCGACCAA 

GTATTGCGTCGCCGCATGAAAGAAGGTCTCACCGCCCAAGTCGTCGGCTTCCGCTACTTC 

AATGTTTACGGACAACACGAACAACACAAAGGCCGCATGGCATCCGTCGCCTTCCACCAC 

TTCCACCAATACCGCGAACACGGTTACGTCAACCTGTTCGGCAGTAACGACGGCTACGGC 

AACGGCGAACAAACCCGCGACTTCGTCAGCGTCGAAGACGTTGCCAAAGTCAACCTCTAC 

TTCTTCGACCATCCCGAACTTTCCGGCATCTACAACCTCGGTACCGGCCGCAGCCAACAG 

TTCAACGAACTCGCCGCCGCCACCGTCAACGCATGCCGCGCCGCCGAAGGCAAACCTGAA 

ATGAGCTTGAAAGAGTTGGTAGAAGAAGAACTTATCCGCTACATTCCCTTCCCCGACGCG 

ctcaaaggcaaataccaaagcttcacccaagccgacatcaccaaattgcgcgaagccgga 
tataaggaagaatttttcgatgtcaaatcaggcgtcxavccgctacgtcaaatggatgctg 
gaaaatttggcttaatttgaatgcccgtaaaaaaatcgtctgaaaatatcaggcgatttt 
gatttgtttaacttttatatggatttcgatgatgaccgaaatgcaacaacgcgcccaact 
gcaccgccaaatttggaaaattgccgacgaagtacgcggcgcggtggatggctgggactt 
taaacaatacgttctcggcacacttttctaccgctttatcagcgaaaacttcaccgacta 
tatgcaggcaggcgacagcagtattgattacgccgctatgccggacagcatcatcacgcc 
cgaaatcaaagacgatgccgtcaaagttaaaggctatrrcatctaccccggccagctttt 
ttgcaatattgccgccgaagcccatcaaaacgaaga6ctcaacaccaagctgaaagaaat 
ttttaccgcgattgaaagctccgcctccggctatccgtccgaacaggacatcaaaggcct 
gtttgacgacttcgacaccaccagcagccggctcggcagcactgttgccgacaagaacaa 
acgccttgccgccxstcctcaaaggcgtggcggaactcgatttcggcaattttgaaaacca 
ccacatcgaccttttcggcgatgcctacgaatacctgatttccaactacgctgccaacgc 
aggcaaatccggcggcgaatttttcaccccgcaaagcgtatccaagctgattgcgcggct 
ggcggtgcacggacaggagaaagtcaacaaaatctacgacccagcttgcggctcgggcag 
tctgctcttgcaggcgaaaaaacagtttgacgagcacatcatcgaagaaggcttcttcgg 

GCAGGAAATCyUVCCyVCACCACCTACAACCTCGCCCGCATGAACATGTTCCTGCACAACGT 
CAATTACAACCAATTCCACATCGAATTGGGCGACACACTGACCAACCCAAAGCTCAAAGA 
CAGCAAACCCTTTGATGCCATCGTTTCCAATCCGCCTTATTCCATCAACTGGATAGGCAG 
CGACGACCCCACCTTAATOUVCGACGACCGCTTTGCCCCCGCAGGCGTACTTGCCCCGAA 
ATCCAAAGCCGATTTTGCCTTCATCCTGCACGCACTGAACTACCTTTCCGGCAGAGGCCG 
CGCCGCCATCGTCTCATTCCCCGGCATTTTCTATCGCGGCGGCGCAGAACAGAAAATCCG 
CCAATATCTGGTGGAGGGCAACTACGTGGAAACCGTGATTGCCCTTGCGCCCAATCTCTT 
TTACGGCACCGGCATCGCCGTCAATATCCTGGTTTTGTCCAAACACAAAGACAATACCGA 
CATCCAATTCATCGACGCAAGCGGCTTCTTTAAAAAAGAAACCAACAACAACGTCTTAAT 
CGAAGAACACATTGCtGAAATCGTCAAACTCTTCGCCGATAAAGCCGATGTGCCGCATAT 
CGCCCAAAACGCTGCCCAGCAAACCGTCAAAGACAACGGCTACAACCTCGCCGTCAGCAG 
CTATGTCGAAGCCGAAGACACACGCGAAATTATCGACATCAAACAGCTCAACGCCGAAAT 
CGGCGAAACCGTCGCCAAAATCGAACGGCTGCGGCGTGAAATTGACGAAGTGATTGCAGA 
GATTGAAGCATGAGCATCATCCTATACACCGCCAACGACGGCACTGCCCAATTTGCCTTG 
CAGGAATTTGGCGGACAGCTTTGGCTGACGCAGGCGGACATGGCAGAACTGTACCAAACC 
ACCAAACAAAATATCAGCAAACACATTAAAACCATTCTTGCAGAGCAAGAATTGGAAGAG 
AAGGCAACTGTCAACTTCCAGTTGACAGTTCAAAATGAAAACGGGCGCAAGGTAAACCGC 
AAAATCGCCCATTATTCCCTGCCCATGATTATTGCCGTCGGCTACCGCGTCCGTTCCGCG 
CGGGGCATCCAATTCCGCCAATGGGCAACCGAACGCCTGGACGAATATCTGACCAAAGGC 
TTTGCCATAGACGACGAACGCCTGAAAGGCACAGGCGGCGGCGACTATTGGAAAGAACTG 
CTCAACCGCATTCGCGACATCCGCAGCAGCGAAAAAGCCCTATAGCGGCAAGTGCTTGAT 
TTATATGCCACCAGCCAAGACTACAACCCCAAAAGCAGCGAAAGCCAAACCTTTTTTGCC 
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GCCGTTCAAAACAAACTGCACTATGCCGCCAGCCGGCAAACCGCAGCTGAGCTGATATAC 

AGCCGTGCCGACAGCAGCAAAGACTTTATGGGGCTGACCACCTTTCAAGGCGCAATCCCC 

ACGCTGAATGAAGCCAAAATCGCCAAAAACTATCTGACCGAAGACGAACTGTTCCGCCTG 

AACCGTCTGGTTTCCGCCTTCTTCGACCTAGCGGAAATCAAAGCGCAGGAGCAAAGCCCC 

ATGTATATGCGCGACTGGATAGCCGAATTGGACAAATTTTCCGGGCTGTACGGACAAGGC 

ACATTACAGGGTGCAGGCAGCATCAGCCGCAAACAGGCAGAGCAGAAAGCCGAACGCGAA 

TACCGCGCCTATGAAGCGCGCATCCTGTCGCCGGTGGAGCAAGCCTATCTGGAAAGCGTT 

AAAGCGTTGGAAAAAACAGCCGTGCAACAGATCAAACAGAAAAAAGACCGCACAAAATAA 

CTACCATTCAGGCTACCTGAAAAAGCAGCCTGCACACCATTGCAGGCAGCCTGAAAGCAG 

GACGGACTTCAGCCCGCAGAAATAACGGCAAACGGACAGAGTGAGCCGAAGCACCCCGCA 

ACTGCCCCACATCCCGCCGCAACGGGAAAGAAACGGAAAACAACCATGGATATGCAAAAC 

AAAGCGAAAAAATTGATTGAGATGATTCAGACGGCACCGGTGGAGTGGAAGCCGTTGGGG 

GAAGTGGCGAAAGTATTAAGAGGAAAACGTTTGACAAAGAAAGAGCTAATTGAAGGTGGG 

AAATATCCGGTTTTTCATGGCGGATTGATTCCTCTTGGTTGGTTTGACCAGTTTAATCGT 

AGAGCTAATCAAACGATGATTATTAATACGGGAAGTATTGGTGAAGTTATATGGAGTGGC 

GTAGATTTCTGGTCATCTGATGGTACTTTTGTGATTCAAACACCAAACTATCTTGATGAT 

AAGTTTATATTCTACTTTTTAAAAACAAGAGAAGGATATATAAAATCCCAAAAGAGAGTT 

GGTGGAGTTCCTACTATTGATAGATTAGTAGTTGAAAATATTTCGATCCCCATCCCACCC 

CTGGAAACCCAACAAAAAATTGTAAAAATACTTGACAAATTCACAGAGGTGTAAGCTACG 

CTGGAAGCTACGCTGGAAGCGGAATTAACCCTGCGCAAACGCCAATACCGGTATTACCGC 

GACTTTCTTTTAGATTTTAACAATCAAATCGGGGGGGATAGCTGATGGCTATAAAGGCCG 

TCTGAAAGATGTGGTTTGGAAGACGTTGGGGGAGGTATTTAATATTTTTGCTGGAGGCGA 

CGTACCAAAAGACGCTTTCTCTGAAGTGGAAACGGAAGAATTTTGTATCCCCATTTTATC 

TAATGGTATAGGAAGTAAGGCACTATATGGCTGGACTAATGTTGCTAAAATCAATCAACC 

TAGCTTAACTATATCAGCTAGAGGAACTATAGGTTGGGCTAGCTTTCAGAATAAACCTTT 

TTTCCCAATAGTACGCCTGTTAGTGTTAACACCAAAAATTGAATTAAACCTAAAATATGC 

CTACTACTTTATGAAAAGTATTGAATCAAATTATAAAGTTCCTGAAAGCGGTATTCCACA 

GCTAACGAAACCAATGATAAAAGATATTTCAATCCCCATCCCTCCACTCCCCGAACAGGA 

AAAAATCGTCGCCATCCTCGACAAATTCGACACCCTGACCCACTCCATCAGCGAGGGCCT 

ACCGTACGAAATTGCCCTGCGCCGGAAAdAATACGAATATTACCGCGGGCAGTTGTTGAG 

CTTCCCAAAGGCTGCCTGAAAAGTCATAGCTGGTCTTTAAATCATGCCGTCTGAAAAATA 

TTGATAAGGAAATATCATGGGAAAAAGTTTAACCGAAATTGCTGAGGAACTAAAAGGAAA 

CGATAAAAAAGTCCAGCTAATCTATGCTTTTAACGGAACAGGGAAAACACGTTTGTCCAG 

AGAGTTTAAGAATTTAATTGCTCCAACCAGTTCAGAAGAGCCAGACGGAGAGCCAACAAG 

AAGAAAATTTCTCTACTATAATGCATTTACTGAGGATTTATTCTTTTGGGACAATGATTT 

GTTAGCGAACGAAGCTCCAAGATTAAAAATTCAAAAGAATAGTTTTACCGACTGGTTGCT 

TAGGGATAATGGACTGGATGGAGCTGTTATTAAAAACTTTCAATATTATACAGATGATAA 

GTTGACTCCTGATTTTAATGATGATTTTTCAGAAATTGCATTTTATTTTGCTCGTGGTAA 

TGATGAGCAGATTGAAAATATCAAAATTTCCAAAGGTGAAGAAAGTAATTTTATTTGGAG 

CATTTTCTATGTATTAATCAGACAAGTCATCGCTGAATTGAATATTCCAGAAGATAGCGA 

AGAAGGACGTTCCACAGATCAGTTTGACGATTTGGAATATATTTTTATTGATGACCCTGT 

CAGCTCTTTGGATGAAAATCATCTGATTCAGCAAGCGGTTGATTTGGCTGATTTGATAAA 

GCTTAGCAAACCGAGGTTAAAGTTTATCATTACTACACATAATGTTTTATTTTACAACGT 

TCTATACAATGAACTAAAAAAATTAGAAAAGGAAAAGAAAAGTTATCTTCTGTTAAAAAA 

TGAAGATGGTAGTTTTGATATTCTTGAAAAACAAGGTGATTCCAATAAAAGTTTTTCATA 

TCACCTTCACTTAAAAGGAGTTATTGAAAAAGCTATCGAGAATCAGCAGGTAGAACGGTT 

TCATTTTATGTTGCTGAGAAACCTGTATGAAAAAACAGCTAATTTTTTAGGCTATAAGCA 

AAGGTCTGATATTTTGCCCGAAGACAGCAGACGAAACTATTTTCAACGTATTATTAACTT 

TACAAGTCATTCTACATTATCTAATGAGGCATTTGCCGAGCCAACACCACAAGAACAAGA 

AACTGTCAAATTGCTTTTGCAACACTTGCTGGATAACTATAATTTTTTTCAAGATGATGA 

ACAAAGAGATAAGCCATGAACCTCGAAACCAAACCCATCGCTGAAACGCCGAATTTCATC 

GTGCTCGACCAATATGAAAAAATCGAACAGTCGGGCAGCTACCAATCGGAAAACCGGTTG 

GAAGCGGAGTTAATCGCCGATTTGCAGAATCAGGGTTACGAATACCX^CAAGGATTTGAAC 

AGCCAAAGCAGGCTGCTGGAAAACCTGCGCGCGCAGTTGCAGCGGCTGAACGATGTGGCG 

TTTTCAGACGGCGAATGGGCGCGGTTTTTGACGGAATATCTGGACAGGCCGTCTGAAAAC 

ATTACCGATAAAACCCGCAAAATCCyiCGACGACCATATTTACGATTTCGCTTrrGATGAC 

GGTCCTTGGATTCGGATTTCAAGTGCAACACTAGTGTATTAGTGGTTGGAACAGATTCAA 

GAATAAAACACTTGGCGTTTCGTAGCCAAGTGTTTTTCTTGGTCGGTGGTTCAACTCATC 

TTGAACCCTGCGTATCTCCCGATCACTGATGTTACGGAAATCGGTTTGTTTGGGGAAGTA 

TTGCCGGATGAGTCCGTTGGTGTTCTCATTCAGCCCTTTCTCCCAAGAATGGTAAGGGCG 

ACAAAAATAAGTCTCCGCTTTCAATGCTTTGGTTATTTTGGTGTGTTGGTAGAACTCTTT 

GCCGTTATCCATGGTAATGGTGTGCACCCTGTCTTTATGTGCCTTTAATGCCCTAACAGC 

TGCCCGGGCAGTGTCTTCGGCTTTGAGGCTATCCAATTTGCAGATGATGGTGTAGCGGGT 

AACGCGTTCGACCAAGGTCAATAATGCGCTTTTCTGTCCTTTGCCGACAATGGTGTCGGC 

TTCCCAATCGCCGATACGGGATTTCTGGTCGACGATAGCGGGTCGGTTTTCTATGCCGAC 

ACGGTTGGGTACTTTGCCTCTGGTCCATGTGCTGCCGTAGCGTTTGCGGTAGGGTTTGCT 

GCATATTCTGAGATGTTGCCACAACGTGCTGCCGTTGCTTTTGTCTTGGCGAAGGTAGCG 

GTAAATGGTGCTGTGGTGGAGCGT6ATCTGGTGGTGTTTGCACAGGTAGGCGCATACTTG 

TTCGGGACTGAGTTTGCGGCGGATAAGGGTGTCGATGTGCTGAATCAGCTGCGAATCGAG 

CTTATAGGGTTGTCGCTTACGCTGTTTGATAGTCCGGCTTTGCCGCTGGGCTTTTTCGGC 

GCTGTATTGCTGCCCTTGGGTGCGGTGCCGTCTGATTTaX:GGCTGATGGTGCTTTTGTG 

GCGGTTCAGCTGTTTGGCGATTTCGGTGACGGTGCAGTGGCGGGACAGGTATTGGATGTG 

GTATCGTTCGCCTTGGGTCAGTTGCGTGTAGCTCATGGCAATCTTTCTTGCAGGAAAGGT 

CGTATGCTACCGCATACTGGCCTTTTTGTGTTAGGGAAAGTTGCACTTCAAATGCGAATC 

CGCCGTCGTCTGAAAAACATTTATCTGCTGGACAAGAAAAACCTTGCCCGCAACCATGTG 
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CAGGTTATCAACCAGTTTGAGCAGACGGGCACGCATGCAAACCGCTATGACGTTACCGTG 

TTGGTAAACGGCCTGCCGCTGGTGCAGATTGAATTGAAAAAGCGCGGTGTGGCGGTGCGC 

GAGGCATTCAATCAGGTGCACCGTTACAGCAAAGAGAGCTTCAACAGCGAAAATTCGCTG 

TTCAAATTCCTGCAAATCTTCGTGATTTCCAACGGCACGGACACGCGCTATTTCGCCAAC 

ACCACCAAGCGCGACAAAAACAGCTTCGATTTCACGATGAATTGGGCGCGGTCGGACAAT 

CATCCGATTAAGGATTTGAAAGACTTTACCGCCACGTTCCTGCAGAAAAGCGTATTGCTG 

GGCGTTTTGCTGCATTACAGCGTGTTCGATGCGAATGATACGCTGCTGATTATGCGGCCG 

TATCAGATTGCCGCCGCCGAACGCATTTTGTGGAAAATCAACAGCTCGGCGCAGGCGAAG 

AATTGGAGCAAACCGGAAAGCGGCGGCTATGTCTGGCACACCACGGGCAGCGGCAAAACG 

CTGACCAGCTTTAAGGCGGCGCGTCTGGCGACGGAATCGGCATTTATCGACAAGGTTTTC 

TTCGTGGTGGACAGGAAGGATTTGGACTATCAGACGATGAAGGAATACCAACGTTTTTCG 

CCCGACAGCGTGAACGGTTCGGAAAGCACGGCAGGCTTGAAACGCAATTTGGAAAAAGAC 

GACAACAAAATCATCGTTACCACCATCCAAAAGCTGAACAACCTGATGAAGGGCGAAGAT 

AATCTGCCGGTTTACCATCAGCGAGTTGTCTTTATTTTCGACGAATGCCACCGCTCGCAA 

TTCGGCGAAGCGCAAAAAAACCTGAAAAAGAAATTTAAAAAATTCTGCCAGTTCGGCTTT 

ACCGGCACGCCGATTTTTCCCGAAAACGCTTTGGGCGCGGAAACCACGGCGGGCGTGTTC 

GGGCGGGAGCTGCATTCTTATGTGATTACCGATGCCATCCGCGATGAAAAAGTATTGAAA 

TTCAAAGTGGATTACAACGACGTGCGCCCGCAGTTCAAAGCCGTGGAAGCGGAACAGGAC 

GAGAAGAAACTGAGTGCCGCCGAAAACCACAAAGCCCTGCTGCACCCTGAACGCATCCGC 

GAAATCACGCAATATATCCTGAATCAGTTCAGGCAGAAAACGCACCGGCTGAATGCGGGT 

GGCAAAGGCTTTAACGCGATGTTTGCCGTCAGCAGCGTGGATGCGGCGAAGTGCTATTAC 

GAAGCGTTCAAAACACAACAGGCAGGCAGCTTGCACCCGCTGAAAGTGGCCACCATTTTT 

TCCTTTGCGGCCAACGAAGAGCAAAACGCCGTCGGTGAAATTGTCGATGAGACTTTTGAA 

CCGGAAGCGATGGACAGCAGCGCAAAAGAATTTTTGCAGGCTGCCATCAACGATTACAAC 

GCCTGTTTCAAAACCAATTTCGGCACGGACAGCAAAGCCTTTCAAAACTACTACCGAGAT 

TTGGCAAAACGGGTGAAAAATCAGGAAATAGATTTGCTGATTGTGGTCGGCATGTTTTTG 

ACGGGTTTTGACGCGCCGACGCTGAACACGTTGTTCGTCGATAAAAACCTGCGCTATCAC 

GGCCTGATGCAGGCGTTTTCGCGCACCAACCGCATTTACGATGCCACCAAAACCTTCGGC 

AATATTGTCTGCTTCCGCGATTTGGAGCAGGCAACCATTGATGCGATTACCTTGTTTGGC 

GACAAAAACACCAAAAACGTGGTGCTGGAAAAAAGTTACGAAGAATACATGAACGGCTAT 

ACCGACAGCCAGACCGGCGAAGCACGGCGCGGTTATCTGGATGTGGCAAAAGAATTGCGC 

GAGCGTTTCCCCGATCCCGACAAAATCGAAACGGAAAAAGACAAAAAAGATTTTGCCAAA 

CTCTTCGGCGAATACCTGCGGGCGGAAAACGTATTGCAGAACTACGATGAATTTGCCGCG 

CTGCGCGAGTTGCAGAGTGTGGACGCGGCGGACGAAGATGCGATGAAGGCGTTTCAAGAA 

AAATACTACCTGAGCGATGAAGACGTGCAGGTU^TGCGGCAAGTGCCGATGCCGTCTGAA 

AGGGCGGTGCAGGACTACCGTTCCGCCTACAATGACATCCGCGACTGGCTGCGCCGCCAA 

AAAGCAGGCGAACAGAAAGAGCAATCAAAAATCGACTGGGACGATGTGGTTTTTGAGGTG 

GATTTGCTCAAATCACAGGAAATCAATCTGGATTACATCCTGCAACTGGTTTTCGAACAC 

CACAAAAAAATCAAAGGCAAAGCGGAGCTGGTGGAAGTUUVTCCGCCGCATCATCCGCGCC 

AGCATCGGCCACCGCGCCAAAGAGGGTCTGATTGTGGATTTCATCAACGATACGGATTTG 

GACAAAGTACCCGACGTTCCCGCCATACTGGAAACCTTCTACACCTACGCGCAAGAGGTG 

ATGCGGCACGAAGCGGCAGGATTGATTGCCGCCGAAGGCCTGAACGAAACCGCCGCCAAA 

CGCTATTTAATCAGCTCGCTCAAACGCGGCTATGCCAGCGAAAACGGCACGGAACTGACC 

GAAACCCTGCCGAAAATGAGTCCGCTCAACCCGCAATATCTGACGAAGAAACAAAGTGTT 

TTTCAAAAGATTGCGGCGTTTGTGGAGAAGTTTGCCGGAATAGGGACCGATATTTGACAA 

AATGCCGTCTGAAATTTCAGACGGCATTTTTGATTTTATGCGGAGGCGGTTTTTATTTTG 

ACCTTGCTTTTCTTAAACTTCAACACGGCTTCTTCTTTTGCCGCATCCCAGTCTATCCGT 

ACGAAGCCGCCGTCGGATAGTTTGCCGAACAGGAGTTCGTCGGCGAGCGGTTTGCGGATT 

TTTTCCTGAATCAGGCGGTGCATCGGGCGCGaSCCCATTTGCGGGTCAAAACCTTTTTCC 

GCCAGATATTTGTGCAATGCCGACGTGAATTCGGCTTCGACTTTTTTGTCGAGGAGCCGG 

TGTTCGAGCTGGAGCAGGAATTTGTCCACGACTTTGGTGATGACGGGTTCGGATAAGGGC 

GCAAACGGGATAATCGCATCCAAGCGGTTGCGGAACTCGGGCGTGAAGAGCTTGTTGATA 

GCCTGCATTTCGTCGCCGCGCTCGCGTTTGGCGGTAAAGCCGAGGCTGGGTCGGCTGAGA 

CTCTCCGCACCTGCGTTAGTGGTCATAATTAGGATGACGTTGCGGAAATCGGCACTCTTG 

CCGTTGTTGTCGGTCAGTTTGCCTGCGTCCATGACTTGCAGGAGGACGTTGAAAATGTCG 

GGGTGGGCTTTTTCGATTTCGTCCAAGAGCAATACGCAATGCGGCTGTTTGTTGATGGCT 

TCGGTCAAAAGGCCGCCTTGTTCAAAGCCGACGTAGCCCGGTGGTGCGCCGATGAGGCGC 

GATACGGCGTGGCGTTCCATATATTCGGACATATCAAAGCGTTGCAGCGGTACGCCCATC 

GAGTAGGCAAGCTGTTTGGCGACTTCGGTTTTGCCGACGCCAGTCGGACCGGAGAAGAGG 

AAACTGCCTATCGGTTTGTCGGGCAGGGCAAGGCCGGAACGCGACATTTTGACGGCAGCA 

ACCAACGCGTCGATGGCGTTTTCCTGACCGTAAACCATGTTTTTCAAATCGCGGCCGAGG 

AATTGCAGCACCTGTTTGTCGTCGTGCGACACGGTTTTTTCTGGAATCa^CGCGACTTTG 

GCGATGACGGTTTCGATTTGCGCTTTGCCGATGACTTTTTTCTGTTTGGATTTGGGCAGA 

ATCCGTTGCTCCGCGCCTGCTTCGTCCATCACGTCGATGGCTTTGTCGGGCAGGAAACGC 

TCGTTGATGTAGCGTGCGGAGAGTTCGGCGGCGGCTTCGAGTGCGCCTTGAGTGTAGCGG 

ACTTGGTGGAAGGCTTCAAACATCGGTTTCAAGCCGCGCAGGATTTGAACGGTTTCGGAA 

acggtgggttcgaccacgtcgattttttggaagcggcggcttaaggcatggtctttgtcg 
aaaatggtgcggtattcgtcgtaggtggtcgcgccgatgcagcgcagcgaaccttttgcc 
agcgcgggtttgagcaggttggacgcgtccatggtgccgccgctggtgctgcccgcgccg 
atgatggtgtggatttcgtcgataaacaaaatggcgtgcgggattttttcgagctgtttc 
aagacggatttgacccgcgcttcaaagtcgccgcggtatttcgtgccx:gccaacagcgag 

CCCATATCCAGCGCGTACACTTCGGCATCTTTAAGCGCGTCTGGAATGCCGCCGTTGACX; 
ATTTGATGTGCCAAACCTTCa;CCAGCGCGGTTTTGCCCACGCCCGCTTCGCCGACCAAA 
AGCGGATTGTTTTTGCGGCGGCGGCATAGGATTTGCACCAGCGGTTCCATTTCGTGT^ 
CGACCAATCAAAGGGTCGATACGGCCGGCTTTGACTTCGGCGTTGAGGTTGACGGTGTAC 
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GCCGATAAAGGGTTTTTGCCCGGTTTGGTGCGGTTTCCATTATCGTCGTCCATGCCGTCT 

GAAGAATAGTTGCCATCGTCTTCATCTTCATCTTCATCTTCATCTTCATCGGGAGAGCCG 

TGGGCAATACAGCGCAAAACTTCAAAACGCGTAACCGATTGCAGCTTGAGGAAATAGACG 

GTGTGGCTGTCGGTTTCGCTCATCAGCGCGACCAAAACGTCCAACGGTTCGACTGCGGCT 

TTTCCGGCAGACTGGGTATGCACCATCGCCCGTTGCATCACGCGTTGGAAGCCGAGCGTG 

GGCCGGGTTTCGACCGTGTCTAAAAGGTGTTCGGGAATCAGGGGGGTGTTTTCGGCAACG 

CTGGCGGCGAGCTGTTCGGACACCACTTTCAAATCCGCGCCGCAGAGCTTGAGGACGTTG 

TGGACGGAGGCATCTTCTTCGATGAGTACCAAAAGCAGATGCTCGAGGCTGATAAATTCA 

TAATGAGCCTTACGCGCCTCGCGGTAAAGCTGCTGCAAAATCTGTTCCAATTCGGGTGCA 

AGCATATTAAATCTCCTCGACAATACATTGCAGCGGATGCCCTTCGGCTTTTGCCCGCTG 

CATGACTTGTTGTTGTTTGGTTTGGGCAATATCGCGCGTGTAAGTGCCGCACAGGCCTTT 

GCCTTCGTGATGAACCAAGAGCATTACCGCTACCGCCTGTTCTTGTCCGAGCATAAAGAT 

TTCGGTCAGGATTTCGACGACAAATTCCATCGTGGTGTAATCGTCGTTCAATAGGAAAAC 

GCCGTAACGTTTCGGCGGCAGGGTGTTCAGACGGTGCAAGAGCGTGTCGGATTGGTCTTG 

CGCGGTCATAGTGTGTCCCATTTGAAAGCCGCGTTCAGACGGGATTTTTGTTGTATTTTC 

GGTACTTTTGCCTATTTTCCCACTTTTTTGAAAACATAGCTTGACGTTTTGTCTTAACAA 

ATGTAAAAAGACGGTTAAGCAGGATTGGGCATCCGCCGAGTATATCAAGCTGGAAGGAAC 

GCCAGACGGCTCGGTTTGCCGTATGCCTTGTTTTGCTGATTTTGTTAATTTTTGAGTATA 

GGAAGTTTCTAATGGCAACCGGTATCGTAAAATGGTTTAACGACGCTAAAGGTTTTGGTT 

TCATCACGCCTGATGAAGGCGGCGAAGATTTGTTCGCTCACTTCTCAGCAATCAATATGG 

AAGGTTTCAAAACCCTGAAAGAAGGCCAACGCGTCTCTTTCGACGTAACCACCGGCCCTA 

AAGGCAAACAGGCCGCCAACATTCAGGCTGCTTAATTCCTGATGTACGGTCAAATGTATA 

TTTGAAAACGGCGGGACAGGCAATGTCCCGCCGTTTTTGTCTGCCGTTTTGCCGGCGGCG 

GAAAAACCCCAATCCCCGCACGCCTTATCCTGAACTTGTGTGTACCCTGTTGTGGACAAG 

TGGCTTAGTATTTTGACGGATAAGGGAAAATCAGTGCTGATGAAAAAATGTGCAATGTTG 

TCGGCAAAAGGCGGTGCGGCATAAAACGGCAAACGGGTAGGCACGGGGCAAAACGTGCTG 

CCTTCGTCTTCAGACGGCATCGGCAGGGCGTTCAGCTTCCGGCAACCGTCATCCCCGCAA 

TCAGAATCGAGCCGATTTTGTTGGACGAACGCCGCAAAGCGTCATCCGCCACGCCGACAA 

TGTCGCGGTACATATCCTGCAAGCGTCCGGCTACGGTAATCTCGTGGACGGGGTAGGCAA 

TCACGCCGTTTTCCACCCAAAAACCXIGCCGCGCCGCGCGAGTAGTCACCGGTAATGGTGT 

TCGCGCCCTGTCCCATCAGTTCGGTTACCAACAATCCCGTCCCCATTTCTTTCAGCAGGT 

CGGATTGCGTTTCGTGCGTATGGTTCAAATACAGGTTGTGCGCGCCGCCGGCGTTGCCCG 

TGGTCTGCATACCGAGTTTGCGCGCGCTGTAACTGCTGAGGAAATAGCCTTCGACAATGC 

CGTTTTGAATCACGAAGCGCGGTGCGGTGGCAACGCCTTCCGCATCAAAATAGCTGCTGC 

GGAAAGAGCGGGGGATGTGCGGTTCTTCGCGCAGGTTGAGGAAATCGGGCAGGACTTTTT 

TGCCGATGCTGTCGATCAGGAAACTGCTTTGGCGGTAGAGCGCGCCGCCGGAGAGTGCGC 

CGACGAGGTGTCCGATAAGACCGCCCGAAACGGTGGTATCGAAGAGGACGGGGTAGCTGC 

CTGTCGGGATGCTGCGGCTGCCGAGTCGGCGCAAAGTGCGGCGGGCGGCGGTTTGACCGA 

TGGTTTCGGGGCTGTCCATATCCGGATGGCGGCAGGCGGAATCGTACCAGTAGTCGCGCT 

GCATGCCGTTTTCGTCGGCGGCAACGACGCTGCAGGAAATGCTGTGGTGCGTGCCTTGCC 

GGTGTGCGGCAAAACCGTGGGTGTTGCCGTAAACGTATTGGTAATGGCCGGTTTGCACCG 

CCGCGCCTTCGGAGTTTTCGATGCGCTCATCCTCGTTCAGGGCGGCTTGTTCGCATTGTT 

TTGCCA AGCCG ACGGCGGCTTCGGTATCCAAATCCCATTCGTGGTAAAGGTCGGGGTCGC 

CGATGTGTTTTGCCATCAGACAGGCATCGGCAAGTCCGGCGCAACCGTCTTCGGCGGTGT 

GGCGGGCGATGTCGATGGCGGCTTTGACGGTGTCTTGCAGGGCTTTTTCGGAGAAGTCGG 

CAGTACTGGCGCGGCCTTTGCGTTTGCCGACGTAAACGGTAATGTCCAGCGACTTGTCCT 

GCTGGAACTCGATTTGTTCGATTTCGCCCAGCCGCACGCTGACGCTTTGTCCCAATGATT 

CGCTGAAATCGGCTTCGGCGGCGGTTGCGCCCGTCGCTTTTGCCAAGTCGAGCGTGCGGC 

GGCAGAGGTCGAGGAGTTCGGAAGCGGTGTGGTTGAACAGCATAGAAATCTTT C TTGATG 

ATGCTTTGCGGCATTTTAACCGTTTCGGGCGGCAGGGGCAAAAGCGCGCCGTTTGCAGGG 

CGGACGGTGCAAAATGCCGTCTGAACGCGGCGGCATTCTGTTAAAATGCGCTATTGGAAA 

AATTCGAGAATCAAGATGTTTGAACAAGAAGACGAATGGATCAGCAAAACCCAAATGAAA 

AAGCAGATGAACGATTTGCAGGATTTGGGTATGGCGTTGACCAAGCTCTCAAACGATACG 

CTGAAAAAAATCGGTTTGGATGCGGATTTGTACGAGGCGGTAACCGCCTATAAAAAAATC 

ACATCCAACGGCGCGCTCAAACGCCAGGCACAATTTATCGGCAGGCTGATGCGCGATACC 

GATCCCGCGCCCATCGAGGCGTTTCTTGCCAAGCTGCGCGGCGACGATGCGGCGCftCAAC 

GCCTT TTTG CAACGCGTGGAACAGGCGCGCGTACGGCTGTTGGCAGACGACGGCGCGTTG 

ACGCAGTTTATGTCGGATTTTCCGCATGCGGACGCGGGCAAGCTGAGGACACTCATCCGC 

AATACCAAAAAAGAGCAGGAGCAAAACAAACCACCAAAAAATTTCCGCGCCCTGTTTCAA 

GAGTTGAAAACCGTGATGGAAAACGGGGACGCGGAAATTTAGGCATATTTTCAGACGACA 

TCCGCCGTTATTTAGATTGGAGGATAAAATGTTGTTCCGTAAAACGACCGCCGCCGTTTT 

GGCGGCAACCTTGATGCTGAACGGCTGTACGTTGATGTTGTGGGGAATGAACAACCCGGT 

CAGCGAAACAATCACCCGCAAACACGTTGACAAAGACCyuUlTCCGCGCCTTCGGTGTGGT 

TGCCGAAGACAATGCCCAATTGGAAAAGGGCAGCCTGGTGATGATGGGCGGAAAATACTG 

GTTCGTCGTCAATCCCGAAGATTCGGCGAAGCTGACGGGCATTTTGAAGGCAGGGCTGGA 

CAAACCCTTCCAAATAGTTGAGGATACCCCGAGCTATGCTCGCCACCAAGCCCTGCCGGT 

caaactcgaatcgcctggcagccagaatttcagtaccgaaggcctttgcx:tgcgctacga 

taccgacaagcctgccgacatcgccaagctgaaacagctcgggtttgaagcggtcaaact 

cgacaatcggaccatttacacgcgctgcgtatccgccaaaggcaaatactacgccacacc * 

gcaaaaactgaacgccgattaccattttgagcaaagtgtgcctgccgatatttattacac 

ggttactgaagaacataccgacaaatccaagctgtttgcaaatatcttatatacgccccc 

ctttttgatactggatgcggcgggcgcggtactggccttgcctgcggcggctctgggtgc 

ggtc gtggatgccgcccgcaaatgaacagcaatgccgtctgaaaagctttcagacggcat 

TTTAAGCAGACACGGACAGTAAAACCCGACGTTATGTCAGTGAAAATCGAAAGeCGATCC 

gtcaataccgacgtttttaatcatttgctcaccgccggtgcosatcctttaatcgcccag 
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CTTTGTGCTTCGCGCGGTGTGCAAAGTCCTGCCGAATTGGACGACAAACTCGCTTCCCTC 

CTGCCTTATCAATCGTTGACGAATTGCGAAGCCGCCGCCCGCCGTTTGGCGGATGCGGTT 

GGGCGC AAGGAAAAAATCCTGATTGTTGCCGACTATGATGCCGACGGTGCGACGGCGTGT 

GCCGTCGGTATGAGCGGTTTGGCGGCGATGGGGGCGAAAGTGGATTTCCTTGTGCCCAAC 

CGCTTTGAACACGGCTACGGCTTAACGCCCGAACTTGCCGAAATCGCTGCCGCGCAGGGC 

GTGGATTTGCTGATTACGGTGGATAACGGTATCGCCAGCATCGCAGGCGTGGCGAGGGCG 

CAGGCTCTGGGTTTGGATGTCATCGTTACTGACCACCACTTGCCGGCCGAGACCGTGCCC 

GACTGCATCATCGTCAATCCGAACCAAAAAGGCTGCGGTTTTCCAAGCAAAAGCTTGGCG 

GGCGTGGGCGTGATTTTTTATGTATTGATGGCGTTGCGTGCCGAATTGCGCCGCCGCAAT 

TATTTTTCAGACGGCATCAAAGAGCCGAATTTGGGCGAACTTTTGGATTTGGTCGCACTC 

GGCACGGTTGCCGATGTCGTCCCTCTCGACCACAACAACCGCATCCTCGTGTCGCAAGGT 

TTGAAACGGATGCGCTCCGGCAAAATGCGCCCCGGTATCCGCGCCTTGTTTGAAGTGGCG 

CGGCGCGATTGGCGCAAGGCGCAGCCGTTTGATATGGGTTTTGCGTTGGGCCCGCGCATC 

AACGCCGCCGGACGGCTGGACGATATGTCGGTCGGCATCGCCTGCCTGTTGGCGCGAGAT 

GATTCCGAAGCTCAGGAACTGGCGGCTCAGTTAAACAACCTCAATATCGAGCGCCGCGAA 

ATCGAGCAGTGTATGCTGCAAGACGCACTGAATGATTTCCCCGAAACCCTGCCTTCAGGT 

CAGATGACTTTGGTGGCGTATCGCGACGACTTCCATCAAGGTGTGGTCGGCATTGTCGCC 

AGCCGCCTCAAAGACCGTTTTTATCGTCCGACCATCGTGTTTGCGCCTGCCGACAACGGC 

GAAGTACGCGGTTCGGGACGTTCCATTCCCAATTTGCACCTGCGCGATGCTTTGGACTTG 

GTGTCCAAACGCCATCCCGATTTGATTTTGAAATTCGGCGGACACGCGATGGCGGCGGGT 

TTGAGCATACTTGAACACAACATTCCCGCGTTTCAGACGACCTTTGAAGAAGCCGTGCGC 

GAAATGGTGTGCGAAGACGATTTGTCGCAAACCTTCATCACCGACGGCAGCCTGCCCGCC 

TGCGACATCACGTTGGAACAGGCGCAAAACCTTGCCCGTCACGTTTGGGGGCAGGGCTTC 

GCGCCGCCGAGCTTTACCGACGAGTTCCACGTCGTCCGCCAGCAACCTTTGGGCGCGGAG 

GGCAAACACAAAAAAGTCTGGCTGCAAAAAGACGGCTGCGAATTTGAAGCGATGTTTTGG 

CGTTGCAGCGAAGACATTCCCG7UVTACATCCGCACGGTTTACCGCCCCGTTGCCAACGAA 

TGGCGCAACAATCTCGAATTGCAGCTGTATATCGATTACTGGGAAGCCGCGTAGAGGCGG 

CGGAACACTGTTTGAATGTGATTTCTGTTCCTTCATTTGCCTGTTTGTACGACGGGAATG 

TTCCCAATCGGAGAAGGCGCATCAAATTTCAGACTCTGCCACAAAAGCAGGGTCTGATTT 

TTTTGGAGGGCAATCTGTTATAATGACGCGTTGCCGCCGCGAGGGCGGCGTGATTCGGAC 

GGCGTAGTTTCTACGCCTTTTGTTTATGGTTACGGCATCTTGCAAACCGCGCCTGATGCC 

GTCTGAACACGGTTGCCTGTGGAGATGCCGCTCTTCGGGTCAGAATATTTATGCTGAAAA 

AATGGTTGAATAAGATGCTGCCTTCCGGTCGGAGCAGTAAAAAAGCGGAAAGTAAAACGG 

TCATTCCTGCCGAAAGACACAACATCCGTGCCGAAATGTTGAGCTTTGCCGCCGAAAACG 

TCATACGCCGCCTGAAAGGGACGGGGTTTCAGGCTTATGTGGTCGGCGGCGCGGTCAGGG 

ACCTGCTGCTCGGCATCGAACCCAAAGATTTCGATGTCGCAACCGATGCCACGCCCGAAC 

AGGTGCACAAACTCTTCCGCCGCAGCCGCATCATCGGCAGGCGTTTTCAGATTGTCCATG 

TGATGAACGGTGCAGAGACTATCGAAGTAACGACGTTTCGCGGCGGTGCGAAAGTACATC 

AGAATGCACGCGGCAGGATTATGAAAGACAATACCTATGGCAGCATCGAAGAAGATGCGA 

TGCGGCGCGATT-raACCTGCAATGCCTTGrATTACGATCCTGAAAAAGAAGAGATTTrGG 

ATTTCCACAACGGGATTGCCGATGTTGCCGCCCACAGGCTGGTTATGATTGGCGATGCCG 

CCGAACGCTATCAGGAAGACCCTGTCAGGATTTTGCGCGCCATCCGCCTGTCGGGCAAAT 

TGGGCTTTGAGCTGTCGGAAGAAACCGCCGCACCGATTGCCGAATCGATATGCCGTCTGA 

AGCACGAACCGGTAGCGAGGCTGTTCGACGAAATTATGAAATTGCTGTTTTCAGGGCACG 

CTCGCGAGTGTCTAAAACGTTTGAACGGATTTGACATACCGGACGACATCCATCTGCTGC 

TCAATGCCTTGCGCGTTTCAGACGGCATCGCCGGAAAAATGACGGTGCTTGCCCTGAAAA 

ATACCGATGAGCGGCTGCGTGCCGACAAATCGGTTTCGGTCGGTTTTGTATTGGCGGCTC 

TGATGTGGCCCGAGTTGGAACGCCATTGGAAAAGCAATCTGCAACAGGGTTTGAAACCCG 

CGCCCGCCCTGTCCGATGCAATCAATACGATGCGCGAAACCGTCGAACGCGGTTGGGGCG 

TGCOSCAACGCTTTTCCGCCACGATGCGCGAAATTTGGATGTTCCAGCCGCAGTTTGAAA 

ACCGCAAAGGCGCAAGGCCGCACAAACTGTTTGCACAGGCGCGTTTCCGTGCCGCCTATG 

ATTTCCTGCTCTTGCGCGCCGAAACCGGCAATGCGGACCGCGCCCTTGCCGAGTGGTGGA 

CGGCGTTTCAGACGGCATCGACGGAACAGCGGTCGGAGATGACCAAAAACGAAGCCGCCG 

CCCGACACGAAAAAAACGAAGGACAGGCGAAAAAACGCCGCCGTCGCAGGCGCAAACCCA 

AGCCGAAGGTTGTGGGAACGGATTGGGAATAAGGGTCAACAGACATGGAGCAATGAAGTT 

TCAACACATGGGATGAAGCATAAAXmSC CG Tl 'C T A TGCATTATCCTGATTTGTAAGGGGA 

TTCATCCCCGTAAATAAAGTCTAACCCTGCCTCTCGGAAAAAGGATGTCCGGGTGGGCAG 

GGTTCAAGCAACiUVGGAAAAATTGATGAAAAAATGTATTTTGGGCATTTTGACCGCGTGT 

GCCGCCATGCCTGCATTTGCCGACAGAATCGGCGATTTGGAAGCACGTCTGGCGCAGTTG 

GAACACCGTGTCGCCGTATTGGAAAGCGGCGGCAATACCGTOUUUVTCGACCTTTTCGGT 

TCAAATTCCACCATGTATGTATGCAGCGTTACGCCTTTTCAGAAGACGTTTGAGGCAAGC 

GATCGGAATGAAGGCGTGGCGCGGCAGAAAGTGCGTCAGGCGTGCAACCGCGAAACTTCG 

GCAATGTTTTGCGAAGATGAGGCAATCCGATGCAGAAAATTCGATTGATGTATCGGTTGG 

ACGGATAAAGAAACGGATACGGATACGGAGCTTGGCTTCCGTATCTGTTTTTCTCTGCCT 

GATTTTCCATGCATCGGGTTTCAGACGGCATTGGAATGTCAGTCGTGTTCTGCCGATTCG 

TAGGCTTCGACGATTTTTTGCACCAAAGGATGCCGGACAACGTCTTCGCCGGTAAAGGTG 

TGGAAATACAGCCCTTCCACGTTGTGCAGTTTCTCACGCGCATCTTTTAATCCCGATTTG 

ATGTTTTTGGGCAGGTCGATTTGGCTGGTGTCGCCGGTAATGACGGCTTTCGCGCCGAAG 

CCGATGCGGGTCAGGAACATTTTCATTTGTTCGGGCGTGGTGTTTTGCGCTTCGTCGAGG 

ATGAT GTAT GOSCCGTTGAGCGTCCTGCCGCGCATATAGGCGAGCGGGGCGATTTCAATC 

AGGCCTTTTTCAATCAGCTTGGTTACACGGTCAAAGCCCyVTCAGGTCATAGAGGGCATCA 

TAAAGCGGACGAAGGTAGGGATCGACTTTCTGGGTCAGGTCTCCGGGCiGGAAGCCCAGT 

TTCTCGCCGGCTTCGACGGCTGGGCGCACTAAAATGATGCGTTCGACTTGGTGTTTTTCC 

ATCGCATCGACGGCGGCGGCAACGGCGAGATAGGTTTTGCCCGTACCTGCCGGCCCGAGA 

CCGAATACGATGTCGTGGTTGAGCAGGGCGCGGATATAGCCGTTTTGCCGTGGCGTTCTG 
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CCGCCGATGCTGCCGCGCTTGGTGCGGAAATAATAGGCGTGGTCATGGTTTTTTTCTTGA 
TGACCGGCATCTTCGGTTTGGGCTTCGACGGCGGCAAGCCTGATGTCGCCGTCGTTTAGG 
TCGCGCGTCTGCGCCGTTTCCAAGAGTTTGAGCAGTGCGCGTTTGCCGGCGTGTGCAAAT 
GCGCCGTTGAAAGTGAAATGTTCAAAACGGCGGCTGATGTGGATATCGAGTGCTTTGGCA 
AGTAAATCAAGGTTGTTGTCAAAAGAACCGCACAGACGCTGCAACGCCAAGTTGTCGGTT 
TCTTCTAAATGCAGGTGGACGGTATGTGTCATATGAAGGTCCGAATAGTTGGATATTGTG 
TGATTTTAATCTATAGTGGATTAGATTTAAACCAGTACGGCGTTGCCTCGCCTTAGCTCA 
AAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATTTGTAC 
TGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATATTTCACCGGTATT 
TTCTTACCGTATTCTGCGATTGCCTGTCGGAAAATGCCGATCAACCTGCCTATAACGGCA 
TTTTCGCCAAATTCGTTCAGACAGTTTTCTCTAAGTCGGGCAGGTTCGAAATCAGAGTGG 
TGTTCACACATTTTGATGAGTGCGTCGGCAAGGGCATCGTCGTCGTCAACAGGAACCAAA 
TATCCGTTGCCGTCTGAAACAATAGATTCCGCACCGCCGCAGCGTGTTGCAATGACGGGC 
AATCCTTGGGACAGTGCTTCGATATAGACTACGCCGAAGGTTTCTGTGCGGCTGGCAAGG 
ACGAATGCGTCGCTGTTCCTCATCAAATCCAAGACTGCTTCGGGCTGCAATGCGCCCAAA 
AATGTAACGGCATGGGTAATGCCCAAGTCTGCCGCCTGCTGTTTCAGCCGCTGTTCTTCC 
TGTCCGCTGCCGCCGATGTTCAGGCGCAGTTGCGGGCATTGTGCCAACGGCCGGGCAAAG 
GCAGTGAGTAGGACATCGTGTCCTTTGAGACGGCGAAGGTGCGAGACGGTGCAGAACACG 
AAATGCGGTTTGTTGTTTTTTTTCTCTTTGTTCAAACGGTCGGTTGAATATTCCGCCCAG 
TATGTTGGGGGAGGTACTGCCATTCGCAGCCGTATTTGTGTTGCAGGACGTGTGCGAAAT 
GGCGGCTGACGGCGAGACGTGCGGCGGCGTGTGCCGCCGCATTTTTCATAGGCTGCCATT 
GGTGCGGGCGCACCAAACCGCGCGTAATGGTGCTGCTGTGTTCCGTGACGACATAGGGGA 
TGCCGTATTTTTGGGAAATCTTGAAGGCAAGTATGCCGGCATAGTTCATACAGTGGGCGT 
GAATCAGGTCGGGCAGCCCGTTTTCGCGGATGTAGTGTTTGAAAGCTTTCAAACCCGCAC 
ACACCCAGCGGATGCGGTCGAtGTCGATGAACGGAAAGCGGGGGAAGAAATACATGCCGT 
GCCATGCATAGATGTCCAAACCGCTTTGCCGATATAGTGGATTAACAAAAATCAGGACAA 
GGCGACGAAGCCGCAGACAGTACAGATAGTACGGCAAGGCGAGGCAACGCTGTACTGGTT 
TAAATTTAATCCACTATATTTTGCAAAACCGTAAGGGTCGGTCAGGATGCTTGCTGTTTC 
TTTCC^CAAGTAGCGGAACATCGGTGCAAGCACGGCGGTTTTGATGCCTTTCCTCTGCAA 
TGCCAGTGCCTGATTTTGAAAAAAATCCCGTCCACATCCTGTTCGGATTGCGGATACCAT 
GAGGGGATGACGAGGACGTGCAAGGGTTCGGGGATAGTGGGATTCCGTATCGGAAAGGCG 
GTTATTATAAGACAGACGCAGACCGAATATTTAAATTGTTGCCTTACGCTAATGCAATTT 
GGCGCGCCGGTGTGTTAGATTGGCAGTTTTATCGGTAAGGAGGCGGATATGTTGCGTCTT 
GTTTTGGCGGCTTCGCTGTCGGCGGTATCTTTTCCGGCAGCGGCTGAAGCATTGAATTAC 
AATATTGTCGAATTTTCCGAATCGGCGGGTGTCGAGGTGGCTCAGGATACAATGTCCGCA 
CGTTTCCAAGTGACGGCGGAAGGACGGGACAAAAATGCGGTCAATGCTGAGTTTGTTAAA 
AAATTCAACAAGTTCATCAGAAAATCGAAAAATGGTAGCTTTAAAACCGAATTGGTATCG 
CGCAGTGCGATGCCGCGCTATCAATATACCAACGGCAGACGCATTCAAACAGGCTGGGAG 
GAGCGTGCGGAATTTAAGGTCGAAGGTAGAGATTTTGATGAGTTAAACCGTTTTATTGCC 
GATATTCAAGCAGATGCCGCGTTGGAATATACGGATTTCCATGTGTCGCGCGAACGCCGC 
AACGAGGTCATCGATCAGGTCAGCAAGGATGCCGTTTTGCGTTTCAAGGCGCGTGCCGAA 
AAGTTGGCGGGCGTTTTGGGTGCGTCCGGTTATAAAATCGTCAAATTGAATTTGGGACAC 
ATCGGCAGCCATATCGCGGGAGGGGGAGCTGCTCAGGCAAAAATGCTTCGTGCCATGCCG 
ATGGCGGCAAGCGTCyuVTATGGAGGGTGCGGATTCCGCCGCGCCTGGTGTGGAGGAAATC 
AGCATCAGCGTOATGGGACGGTTCAGTTCTGATTTGAGGTGAACGGCAAATGCCGTCTG 
AAACCCGACGATAAGGGTTCAGACGGCATTTATATTTCAGGCTTTGGGCAGGGTAACGCC 
GGTTTGCCCaVTATATTTGCCGTTGCGGTCTTTGTATGAGGTTTCGCAGATTTCGTCGCT 
CTCGAAGAAGAGGACTTGCGCCACGCCTTCGCCTGCGTAGATTTTGGCGGGCAGGGGGGT 
GGTGTTGGAAAATTCGAGGGTAACGTAGCCTTCCCATTCCGGTTCGAACGGGGTAACGTT 
GACGATAATGCCGCAGCGGGCGTAGGTGGATTTGCCCAAGCAGACGGTCAGGACGTTGCG 
CGGGATGCGGAAATATTCGACCGTGCGCGCCAGTGCGAAGGAATTGGGCGGGATGATGCA 
GCAGTCGTCTTCAACGGTAACGAAGTTTTTCGGGTCGAAGTTTTTGGGATCGACGATGGT 
GCTGTTGATGTTGGTGAAGATTTTAAATTCGTTTGCGCAGCGGATGTCGTAGCCGTAGCT 
GGACGTACCGTAGGAGATGATGCGTTTGCCGTCGGCTTCTTTGATTTGGTTCGGCTCGAA 
AGGGTCGATCATGCCGAATTCTTCGCTCATTCGGCGTATCCATTTGTCGGACTTGATGCT 
CATAATGTTTTCCTTGTTTCTTGCAGTGTTCGGACAAAGCATTGGGGGATGCCGTCTGAA 
AACGGGGCTTATTTGTTTTTGGGCAGTTTCACTTCrrTAATCATGCCGTT^ 
ATAATGAAGAGGGTTTCGCCGTTTTGCGAGACGGTAAATCTGCCGTGTGCCAAGCCTTTT 
TTGAACGTGCCCGAGAGTACCATGTTGCGGAArrrGGTACTGTCGGAATTGAACGGTTCG 
ATAAATATTTCGCGGTTGGCGGCAACGGTATAAACGCCTTGCCCGTCGAATTTGCCGTTT 
TTAAACGAACCGGTATAGTTGCGCCCGTCTTGGCAGCGCCATGTGCCTTTGCCGGCGGGT 
TTACCGTCTTTGCCGACATTGCCGTCGTAGGTGCAGCCTGGTTCTTGATAGGAAGTCAGG 
ACGGCGGCCGAAGTGGGGAGGGCGAACATCATGGCGGGCAGTAGGAATGCGAGATGTTTA 
AGCATAAGGGTTATTCCATTGGATTTTGGTTGACXOT'ATTTTGTCGTGAAAAAGCCGTCT 
GAAAAATCAATCTTGCCAGCCGCCCAAATAGGAAACCAGTTCTTCCAACATGGTGCTGAC 
GGATTCCGCCATCAGAATTTGCGAGGCGAAGGCAAGGCCGGCGGCATCGTCGCCGTTGCT 
TTCGGCTTCTTCCTGCAATACGTCGAGGTATTGGATGCGCTTCAGTGTGAAGTCTTGAGT 
GAGGATAAAGGCAATTTGTTCGCGCCACACCAAGCCCAGTTGGGTAACGGTTTTACCGTT 
TTTGACGTGTTGAACCACTTCGTCGGCGGTTAAATCTTGTTTGGATACTTTGACGACGGG 
AACAATATCGCCCGTACCrrTGAGTTOKZAATCGCTGTCTAATTCAAAACCGCCTTCGCA 
ATGCCCTTGCAACAGCCAGCCGGTCATCAA<3GAAGAGGGCGATTGCTTGGTATTCGGCAG 
CGAGGCTTCCAAACCGCCCAAAGCTTCGCGCAGCTTGGTCAGGATGTTTTCTGCTTTGGC 
GGAAGCCGCGTTATTGACGAGCAGGTAGCCGTGGCGGGTGTTAAACACCGCTTCTGTACG 
- GCTGCTGCGGGTAAACGCTGGGGGCAGCAGGTCGTCTGTAATTTGCTCTTTAAGCTCTTG 
TTTTTCTTTACGGCCGACATTGCGGGCTTCATTGTTTTGGATTTCCGCTACCTTCTC^ 
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CAAAATATCGCGGATGACGCCGGCAGGCAGGACTTTTTCTTCTTTTTTCAGGGCGACGCG 

CAAGGTAAAGTCGGCAGGGAAAACGAGTTCAGGGGAGAATGAAACCGGTGCGGTAAAGCC 

TTCGCTGAACCAGTCTAAGCCTTGGCAATGGGTAAATTCAGCTTCAGCAAGTTTGTCGGC 

AAGTACGTCTGCCTCAGGCAGCTTTTCTTTGTTGAGCGGATAAAAACTAATCTGCTTGAA 

CCACATAATGTTTCCTATTGTTTGAAATGTCGGGAATTATTTGCTGAATTGTTTTTTCAC 

ACTGACTTTGGTTTTCTTCTTGAAGCGGTTTTTCTCTTCCTTTCGGCCTTCGCGTTTCTC 

AATACGGTTGCTCAGGCTGACGCGGCGCAGCGGTTTTTTCTTCGGTTTGTCTTCCGCATT 

TTCATACGGGTTTTCCGAAACATTGTATTGAATTCTGAGCGGCGTGCCTTGCAGATTGAA 

GGCTTTGCGGAACGTTTGGGTCAGATAGCGCGTATAGCTGTCGGAAATCGCGTGCAGCGA 

ATTGCCGTGTACCACAATTACGGGAGGGTTCATGCCGCCTTGGTGGGCATAACGCATTTT 

CGGACGCACCAAGCCGGCACGCGGCGGTTGCTGACGCTCGATCGCGCTTTGTAATACGCG 

CGTGATTTTCGGCGTCGGCATCTTAATCATCGCCGCGTTGTAGGCAGCCTGAATGCTGTC 

AAACAAACCGTCTATACCGCGCTCTTTCAATGCGGAAATAAAGTGGAACTTGGCAAAATC 

GAGGAAATACAGTTTGCGGTTGATATCGCGTTTCACTTGCTCGCGACGTTCTTCGCTGAT 

GCCGTCCCATTTATTGACCGCCACCACCAAAGCACGGCCTGCCTCCAAAGCGAAACCTGC 

AATCGTCGCATCTTGGTCGGCGATGTCCTGCTGCGCGTCCAATACCAAAACAGCGACGTT 

TGCCGCTTCAACCGCCTGCATCGCTTTGATAACGGAGAATTTTTCCACTGCTTCATCCAC 

TTTGCCGCGACGGCGCACACCTGCGGTATCGATGATGGTAAACGGTTTGCCTTCGCGCTC 

GAAATCGATATGGATACTGTCGCGCGTCGTACCTGCCATATCGAAGGTGATGACGCGCTC 

TTCGCCGAGAATGGCGTTAACCAGCGTAGATTTGCCGACGTTTGGACGACCGATAACGGC 

AAAAACAGGATGTCTTGCATCGGCTTCTTCGGCTTCCGGCTCGGGGAATTTTTCCAAAAT 

ATCTTCAATCAGATAATACACACCATCGCCGTGTGCACCTGAAATAACATAAGGGTCGCC 

CAAAGCAAGTTCGTAGAACTCGGCGGCAAGTACAGCCCTATTGCCCCCCTCGCCTTTATT 

CACGGCCAAATAAACAGGGCGCGGACTTTGGCGCAAACGGTCGGCAATAATCTTGTCTTG 

CGGTGTTAAACCGGTACGGCCGTCCACCAAAAACACAACTGCATCAGCTTCATCGACAGC 

CTGTAAGGTTTGTTTTGCCATTTCGTGCAAAATGCCGCTGTCCACAACCGGCTCGAAACC 

GCCGGTATCGATGACCAAATAAGGTTTGCTGCCGACTTTGCCGTGTCCGTAATGGCGGTC 

GCGCGTCAGACCGGGCAGGTCATGCACGAGCGCGTCTTTGGTGCGCGTCAAACGGTTGAA 

TAAAGTAGATTTGCCGACGTTGGGGCGACCAACAAGCGCGATGGTTGGTTTCATGATTGA 

GTCTTTCTGTGTCAAGTGCCGTTCGGGAGAACTGAACACGAGCAGGTGTCCGTTGGACAC 

GGCGGATGGGTTTTACGGGAATTGCCGTAGGATAGTGTTGTCTGAAATGCCGTCTGAAGA 

GAGGGTGGCATTTCAGACGGCATTTATTTCAGCGAATCAAGTTTCATTTGAACCAATTCG 

CGACCGACAGAATCTTGAGGCATTTTTTCTAAAGCCTGTCCGTAGTTTTTTAAGGCTTCC 

TGGCTTTTTCCCTGTGCGGCATAGACATCGCCTTTGGTTTCCATCAGCAGGGGGGCGAAG 

TCCGCTTCAACCGGCGTATCGAGCGCGGCAAGCGCGGCATCGTATTTTTTTTGTTGCAAC 

AACACAACGCCCAGACGCTGCGCCGCCAACGCTTGAATCAGGCTGTCTTTTTGGTTGGAC 

AACACCCATTTCAAATGGCCTTCGGCAACATCGTAACGCTGCGCGTCAAATTCGGTTGCC 

GCCGCCATCAGTGTGGCTTGGGCGGCGGAAATGGAATGCGGGTAGCTTTGTTGGAGTTTG 

GTCAATTCGGCATTGATTTCGCTTTGCGGGGCTTTGCTTTGCGCCTTTTCTACGATGTTT 

GCCAGCACCGCCGCCGCTTCCTGATTTTGGGAAACTTTACGGTTTTGGTAAACCGTGTAT 

CCCAAGTAGCCGAGTGCCGCCAAAATCAGCAAGGCAAACAGCCATTTGCCCGTGGTTTTC 

CAAAAATATTTAAAGTTGTCTAACTCTTGTTGTTCTTCGAGATGGGCTGCCATTTATGCG 

TTCTTCCATTGTTGTAAAGTAGGGGTTAAATCCTCGGCGGCGACAGTTTGCTGACCGTGT 

GCGCCGTTCATGTCTTTGAGCGTAACCGTACCGTTCGCCAGTTCGTCTTGCGCGACAATC 

AGGGCAAAGCGTGCGCCGCTGTTGTCGGCTTTTTTCATTTGCGCTTTCAGGCTTTGATAG 

CCGGAATGCTGCATTACATTGAAACCTTGCGCGCGCAAGGCTTGTGCGTATTTCATCACC 

TGCAAGTCCGCCCCTTCGCCTTGGTGCATTGCATAGACATCAGGCGCAGCGTTCACTTCC 

AGAGAGCCGTATTCGCTCACCAAAAGCAGCAGCCGCTCGATACCCATTGCAAAGCCGATA 

GACGGCGCAGGTTTGCCGCCGAGTTCTTCAATCAAGCCATCGTAACGGCCGCCGCCGCAC 

ACAGTCGCCTGCGCGCCGAGTTTGTCGGTCGTCCACTCAAAAACCGTCTGATTGTAATAA 

TCCAAACCGCGAACCAAGCGCGGATTTTCAATATATTGGATACCCAAACCATCCAACATC 

GCCTTGAAGCGTACATAGTGGTTTTGCGAATCCTCGCCCAAGTAATCCACCAAACGCGGC 

GCCGCGTTGCAGATTTCCTGCAAATCTGGGTTTTTCGTATCCAAAACGCGCAAAGGATTG 

GTTTTCAGACGGCGTTTGCTGTCTTCATCCAATTTATCTTCATAACGGGTCAGATATTCA 

ACCAATGCCGCACGGTGTGCCGCGCGTTCCTCACGGTTGCCCAAGCTGTTGATTTCCAAA 

GTCAGGTATTCGCGGATACCCAATTTTTCCCATAAGTCGGCAGACATCGCGATGATTTCC 

GCATCAATATCCGGCCCTTCAAAACCCAAAGCCTCGATACCGACCTGATGGAACTGACGA 

TAACGGCCTTTTTGCGGACGCTCGCGGCGGAACATCGGCCCCATATACCACAGCTTTTGC 

GGGCTATTGTACAGAAGGTTGTGTTCGACCACCGCACGCAGGCAGGAAGCCXSTACCTTCA 

GGACGCAAGCTCAAACTCAAAGAATCGTTTGAATCGGAGAAGGTGTACATTTCCTTGCCG 

ACCACATCGGTTTCCTCGCCGATGGAGCGGACAAACAAACCGGTTTGCTCGACAATCGGC 

GTACGGATTTGCTGATAACCGTAAGCGCGTGTCCAGCGGCCGACCGTATCTTCAAACGCC 

TGCCAAAACGCAGCCGTCAGTTTGAAATCTTrTTGCTTGACAGGCAGAAGGTCGTTCATG 

CCTTTGACGGATTGGATTTTTTGTGCCATTTCAAGTAAGAATGCTTAAATCAAATTGCGG 

GCGATTATAGCGGATTTTAAAGGGTTTGTGAGGTTGGAGGTGGTTTGCGGACGGCATTTG 

ACTTACTCTGCACGTGCTTGCCTGATTTGTCCGACTGTAAACTCCGTCTGCCGTTTTGGG 

TGTTGTGTGAAAAACAATTTATTTGAAATTGTCTCGGCTTTTTTCGGTATGACAGCCAAA 

ATCTTACCTGCCAAATTTCCCTCACGGGTTTGCCAAGCATCCAAAAACTGCGCCCTGCTC 

ATTGAAACATGCCCCAGCGACGGGTCGGCAAGCAAAACCGTATTGCCGTCTATACCGCGC 

AATACCGAAAAATGGTCGTCTTTGCGGTATTTCAGATACACGATGAaXXXSATTTTCAAC 

TGCGCGAGCTGCTCGAAAGACAGGGCATAGCCCTTCGCCTCAAAACCCAAATCAGGCATA 

ATGCGCCGCATATCCTCAAACGACGCGCGCATCTGCTCCTTATCCAGCTTTTTCAACACT 

TCTTCTTCCGTCAGCGTTTGCCCGTAAAAATTGTTCAAAAGCGTCGCCACCGAAGCCGCC 

CCACAGGAAAAATGCAAATCCTGCTTTACAATATTGAAATGCCGCCGCGCTTTCCAACTC 

TGCACTTTGATTTTTCCGTAAACAACAGGATTATCGTTAAACATCGGTGCAGCATTCAAA 
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CGATAAGATAAAGAAACGACAACACACGCCAACAGAAAAACATATTTGAACTTCATCATA 
TTGTCCACATAAAGGGCAGCCTGAAAATCTTTCAGGCTGCCCTTGTCAAATTATTCCTAG 
CTTTCGGCTTTTTTGGCAAACCAAACAATCCGATTACCCGCATAATACTTTCCATTTATT 
GAAATCCGACAAGCCGCGCCCAAAAAATGCCATGCACTGTCGATTTCCGCAGCAATCTTT 
GTACCGTTTTCTTCAAATTCCAAATATTCACCCAATAATAAACTTGAAACAGAACGCGTG 
GGCAGCAAGTGCCCACCCTACGCTTATTCAAATAATTTGATTAAATAAAGAATAAAGAAA 
ATGCATCAGGAACAAAATTATAATCTGCCACCTGACTCACACCGCTTTTAAAGTAAGGGG 
CATCAAAATCAAAACCGCAAAAAAAATAATTTTTGCATTGATTTTTAATAGATTTAAAAT 
TCGAATATAGTGTTTCTCTAGATTTAAAAAGTTTATCTTTATCTATATATTTGATGCTTT 
CCCTATCCAAAATAAATATTTCAAACATTAAAAAATCATTACATGACCAAGCCAAATCAT 
AAATTTGATTCAAATGGGTATCATAAAGATAAAAATAATAAGGTTTGGGAACAGGTAAAA 
TATTTAATGGAAAAGGAGGACTAATTTTCTTAATATCTGATGACTGATATCCATATCTTT 
CTATATTCTTAAAAATTTCATCTTTCTTAAGATAACAAGACATTCTGACAATCACAACCT 
GTTCATCGGATATATTATCTATTTGCATGGCGCGTATAACACGCCATGCCTGATTAAAAT 
TAGTCTCCCTTACCTTAAAATCTATTATCTTTTCCAAAGATGAAAATGCCCCTTATCTTG 
AACTCTCCAGTTAGAACCTGGAAGTTTCGTACCTCTTAAATGTGTATTAATATTTeTTAT 
AGTTTCATTAAAATGCCACGCGCTGCCGAl^TCAACGGTAATTTTCGTACCGCTTTCTTC 
AAATTCCAGGTATTCCCCCATTAGCTAACGCAAAGAAGCAGACGCCAfTTCGGCTTCGTT 
ATGATAAACCCGCCTTCCGTTGATATAGACTTCCGCCCCTGTCCGCTCCAAATTCCAAAA 
ATTCCGTACTGAAATTTCCATATCCCGATATTGTGCAGACCATGTTTTTTCGAAGGTTTT 
CATAAAATTTCCTATACCTGTCCAATCGGCACATATCAATTGCATTATTACATCTCAATA 
CGATAAATATTTCTTAAGTCAAAATGCAAGCCTGACCGTACCTTAACTGTCAAAATTTTA 
TTATTTTTTATTGATTTTAAAACAATTTCTGTAAAATTCTCTTCGCrTTCTCTCTTTTT'r 
AGAAGCACATAAGAAAAAATAAAACTTCCCCGATTAAATTCATAAATATGTTTCAACCAT 
TCGCCTCCTCTTTCTGTAAGACAAGATTCAGTTTCATTCTTCCTTATTGTATAAATATTT 
CCTTCACAAAATCTGAAATAAATCCATAAATCCATCTTATCCATAATTAAAGAAAAAGTT 
TCACCTCGAGATTTTGTCAACAATTCGCAAGGTTGCGATGTTGCAATCAAATAGCCGAAA 
GACATTTTTTACCTCATACATGGTCGAAATCAGTTTCTGTTAGTTCAGAATCCATTTTTT 
CGTCAACAACTGAATCCGCATTTTTGAATTAACGTTTTCATCAGCTGCCGTTTATCTAAA 
CCGGCAGGTTCAGTTTCAAAATAAGCCTTATATGAAGACTGTAAGCATTTCAGAAAAAGA 
TCATCAGAAGACATATCTGCCGAATCAAATACAACTGTTTTGATTTTGGTACTTACCCAA 
AACCCTTTTTGCTCTTTTTCTACTATACGGAAATTCAGAATATTTCCAACCGAATCAAAA 
GCACGGTAAACATCATCCATCAAATCCTGCGGCTCTATTTTCTTTTCCAATTCCGACAAT 
CCTTGAAATATATCCAAAGACACATCTTCAAATAGAAAAAAAGGAGGAGTTAGAAGCGGT 
TTTTCCATGATCTGTCCGTAGATTTTGATTCCCAAGGGCGATGACGACCAATTCCCTGTC 
CAGGCAAAGTCTTGCCCGTATTATCCGTAACTCGACGATGATAATGGGGAAATTTTCCAA 
TAGGATGACCTGTTCTATTACCGAAAGGGGCTATCCGCATATTATTGCCGATTTTAATCT 
CACGTCCATATTTAGCAAAGGAAACAACCTTTCCTGCGGCGCCTACACCACCAGGAATTG 
CGCCTAATCCGCCAGCAATAGCAACATCTCTAACAGAAGCTGGTCTGCCTGTCGTTGCAT 
AACTAAAACCATGCTGTGTCCACATACCAATGGCAGCACCACCCAAGATAGCCAATGGAA 
GAAACGCCCCCTCTGTCTCCTTCATCTCCTTTTGAGAAAGCTCCGCCAACTGCATCGGTG 
CATCTGCCCGOSTGTGGAACACTTGGTCTTCAAATGCCTGATTGTCCAAGCCGTTTGCCA 
TTGCGGGGGCAATCATAGACAGCATCATTACGGCTGCGGTGATTTGTTTTTTCATAATAA 
CTCCTTTGGATTACAAGGTTGGAAAATCAAAGCCCTGCTTAGAACGTATGTTGCACACCC 
AATTTCAATAGGTAAATCAGATTGCAAATCCAGCAATTTGAATATTGTCATTGTO 
CAAAAGGGATTTTTATTGATGAGTTGTGTACTGGGTTTCAGCTTGGCTTTTTAGATAATC 
TTTTCACAAGAACATACATCAATACTGTCCAAAAAAAAAGATTTGATAAATATATTGCAA 
CATATTTTATTCCACCTCCATCCGAAACAGAAACCAATATATTTTTAATTAATACATAGC 
TGATTATTACATTTATTATTCCTATAATATATAAGGATCTTGCCAAAATTTTTTTTGATT 
TTATTTTAGGAATATCTCTTATCCATGCTAAAATACAGCCCAATGTCGAAAAGAAAATAA 
CAGCAAACACTACCTTACCTCCTCTCACTTCCAACCAAACCGATAGCAGGTTTGGTTGGA 
AGTTGGTTTATTTATTATTTAACGGCGAATGTCAGTGTTCTTACCCGTAGAACCTGCATA 
ACCATTTATGCCACCAGCAACAGTCCCCACTGCTACACCTCGCATACCATTAATCAGAAT 
TCTTCCTATTTTTTCGAATCCACTATTTCTTCCAAAGATGCAGCAAACGCAGGTTGAGCC 

tagacccaatctacgtttgctgccgcatctgatccctattgtttcttatcx:ttacatctt 

CCTGCCTTGTCAATCAAATAAAGACAGAAGfiCTATACAAAAACTGACCGAGATACTGAAA 

atacctatccccttccatgcaatctccgcaccattgacccaatagattagactgagaaac 

AACAAAGCCACAGTATAAATCAACGTAAAAAATATTGCGTAAAGCACAATAAAGGGAACT 

tttatctcacggttgttttttataatatattcagcaacttgatttccgaatatacct^ 

aaaaaatatagtattagatcatccatttcgtttatcttctatgttttcccattgcggcgc 

tagaagactgatttaatgctgcaccatttgcacgaataactgcattaggaatagcatttc 

CCCCTTTCCAAGCAGAACGGGCAAAAACACTAGTAGTAATCCCTGCACCGCGCAACATCG 

cactgctatatccgccgcctatcataccaccagcggttgcagccaaggtacttcttgttg 

AAGCAAATTGCCCTGrrTTAATTTTAGAAATGCCGTGATTAGCCCAAGCACTAATTGCCC 

ctcccatcaaagcacctgccacaataggaagaaacgccxcctcagtctccttcatctcct 

TTTGAGAAAGCTCCGCCAACTGCATCGGCGCATCTGCCTGCGTGTGGAATACGTATTTTT 

caaatgcctgattgtccaatccgtttgccattgcgggggcjuitcatagacagcatca^^ 

CGGCTGCGGTAATTTGTTTTTTCATAATAACTCCTTTGGATTACAAGGTTGGAAAAT^ 

aacctgcttaaaatgtatgctctacgccaaatttcagttcggaactgctttgccctgam 
cgttgaaacgtgcggatgcgtttaaagccgtggttttggtgaaaccgaaacctgcgccga 
aatgggcgtaggtggatgtgtttctggaggattcccgtttgccgtccgtccggtcgggct 
gcctgcccagccattggatgcctccggtcaggctgattctgtcgttwcagcamtgaga 
tgttggggttgagcagcaggtagttgcccgatttgtagcggatgccgtctgaaagggttt 
- tgctgccettgatgcggtaggcggcggtgagggaaaggacaatcggatctatggctttgt 
aggtggtggcgccgatgagccaggattttcccgacgaggctttgttgcgcgatttttcgt 
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AAACCGTGCTTTCAAGAAAGCTGATTAGGGCGGGGTTTTTGTCGTCTTTAAGGAAAGTGT 
GGCTGATGCCGAGGGATACGTCGGACATCCGTTTGTTGCGGGTTTTGCTGTTGCCGTCGA 
GTTTGCGTTCTTCGTGCCACAGATAGCTGCCGCTGCCGTAAATGTCGGTATTCCCGGTCA 
GTCCGTAGCGCAAACCGAGCGTGCCGACGAGCATATCGGTATTGCTGCCGTTTTCTTGGA 
TTTCGGTCGGAATGGGGATAAACGAGGTTGCGCCGGTTTGAATGTAAACCGGTGCGGCAA 
GTTCGGCGCGGTTGTTTTCGCTGTTCAGGTAGGTAAGGGAAGTTTCCAGTTTCCATTTTC 
CCTTGTCGGTCATTATGTCTTCAATCGTCAAGGGCAGGTCGGCATAAGTGGATAAAGGCA 
GGATGGCGGGCAAGGCGGGCAAAAAGATGCGCTTCATATTTCTCCTATTGATATTAATTC 
TTATTTACTAATAATAATGAATATCCGATAATCTTGTCTAAATAAATTTTTAAATCATAA 
AAAACAATATGTTTGTTTTTGTCAATTATGTTTCGATATGCCGTCTGAAAAGTTTGTGAA 
AAACGGTTACAATCCGCCGCATGAAAAAACGCAATAATCCTCTTCCGCTGTTGAACGGTG 
TCAAACCCAGTTATTTGGTGCTGCCGCATGAAAAGCAGTTTTACGGGCTGCCGCTGCTGC 
ATTTTCTGTGCATCCGCTTTCCTTTTGTGGGCGCGGACGATTGGCGCAGGCGGTTGAACA 
GCGGTTTTGTGGTOMTTCGGATGGTGCGGCGTTGGACGAACATTCTTTGTTCGAGCCGG 
GTAAGGTGGTGTTTTATTACCGTGAAACCAGCCGTGAGAGCGAGCXGCGTATTCCGTTTG 
AAGAAAAGATTTTGCATATTGATGAGCATTTGATTGTGGTGGACAAACCGGATTTTCTGC 
CCGTGATCCCCAGCGGCAGGTTTTTGCGGGAAACCCTGCTCACGCGCCTGCGTTTGCGGC 
CTGAATTGCAGCATTTGAATGTTGAGGACATTACGCCGCTGCACCGCTTGGACAAGGATA 
CGGCAGGCGTGATGCTGCTGTCGCACAATCCTGCCACGCGCGGAGCCTATCAGACGATGT 
TTCAAAACAAAACGGTATGGAAAACGTATGAGGCGCTTGCGCCGACAAGGACGGATTTGC 
CGTATCCGCTCGATGTGGTTTCGCGTTTGGTGAGGGGTGAGAAATTTTTTACGACGCAAG 
AGGCGGAAGGCGAACCAAACGCACATACGACGGTCGAACTGATTGAAAACAGGGGGGAAT 
TCAGCCTTTACCGCCTTACGCCGCATACGGGCAAGAAACACCAGTTGCGCGTGCATATGA 
TGGGTTTGGGTATGCCGCTGTTGAATGACGCGCTCTATCCCGTGCCGTCTGAAGCGGGCA 
GCGAGGATTATCGGAAACCTTTGAAGCTATTGGCAAAAAAGATTGCGTTTGCAGATCCTT 
TGTCGGGTCGGGAAAGGGTGTTTTGCAGCGGATTTTGCCTATAATGAGAGGGAACGCAAA 
CCCGTATCGGCGGATGCCGCCGATACGGGTTTTACATTATCGATGCCGTCTGAAAGGGGT 
TTTATCCGTTCAGGCATACGGGCGCGAAGCGGAGGATGGTGTCGCGCAGGACGATGAGTT 
TGCCGTGAAAGAAATGCGTGGAACCGGCGATGGTAATGACGGGCAAATCTTGCGGTTCCG 
CCCATTTCAGTGCTTTCCCGATTTCGACGACTTCGTCTTCCGCGCCGTGTATCATCAGCG 
TTTTGGCAAOSTTGGGAACGGCGGACGGTTCCGGACGGTCGGTATAGTGGCAGACTGCCG 
CGCCGATGAGCAGCAATAAATCGGGTGTGCGCGCTTGTGCGGCAAATGTGGCGACATAAC 
CGCCGAAGGAGAAGCCGGATAAGGCAAATTCGGGGGCTTCGGGGTGTTGGGCGCGGGCAT 
AATCGATGACGGCGAGGCAGTCTTGCGTTTCGCCGCGTCCGTAATCATGTGTGCCTCCGC 
TGCCGCCTACGCCGCGAAGGTTGGGCAGGTAGCAGTGGAAGCCGAGTTTGCTTAAGGCTT 
TGGCGGCAGTTTGGATGACTTTGTTGGTGTTTGTTCCGCCCTGGAGGGGGTTGGGATGAT 
TGATGACGGCAACACCGCGTGCCGGTACTTGTTCGGACGGGATATGGATGGTTTCTAAAA 
TGCCGGCAGGACCGGATATGTGTATGGTTTCGGGTTTCAGCATAATGATTTCCTCTTGAT 
TTTCCGCATGTTCCGATGCAGCCGTGAAGATAGTTGCTTAAAGGTGGAAATGCTTGCCGT 
TGTTGGGGTTGGACGCTTTCAGGCCGGCAAGCATACGGTGGAAGTCCAATCCGTATGCGT 
TGCTCAGTTTGTCGGCACGTTTTTTGAGTTTGTCTATGTTTTGCTCTTTGGGGCTGCTTT 
GGAAGGCCATTACCGCGACATTGCCGTGGCTTTCGGCAGGAAGTTCCAAGACGCGCCCTT 
CAAAAACGCTCAACMCCGTTCGATGAAGCGTTGGTAGCGTTTGTCGCCGCTCCACCAGT 
TGGTTACGAATATGCCGTCTGAAGAGAGTGCGTTGCGGCAGTCTCGGAAGAACGGTTCTT 
CAACCyVGCGCATCGATGATTTGTTCGCCGTCGAACCCGTCCACCAAAATCACATCGGTGT 
TGTGGCGGAAGACTTTGATATATTCTGCACCGTCTGCTTCAATAATTTOUIATTTCTCGC 
CCTCGAAAGGCAACTCGAACAGGTTGCGGGCAATGGCGATGACCTGCGGATTGATGTCCA 
CGGCGGTTTGGCGCGTGTCGGGCAGGTAGGTATCTATCCAGCGTGCAAACGAGCCGCCGC 
CCAAGCCGATTTGGGTGATATGTTGCGGAAGAGCGTCGGTAAACAGCAGCCAGCCCATCA 
TCGCGCGGCTGTAAGAGAGCACCAGCTCGGACGGGTGGTCGAGGTTCATCGAGCTTTGAA 
CGGTGTCGCTGCCCAAGTGAAGCGAACGGATATTGCCTTCTTCGGAAATGCCGACTTCGG 
GAAAGCCGGATTTTGCAGGACGCAGGCGGCGGTAGGGATGTCTTGCCATCGGTGTGAACG 
GTCGGTTTGAAAGGCGGATATTTTATCAGAATGCCGATGCTTGTTCTGTTTCAAATTAAT 
TTCTTTTCAAATAAATTACTTATTCGGATTTGCCGGGGCTTTCGGATAAATTCCTTGCCA 
AGGTGCGGCATTGCCTGCATAATTCGCTTTCTTTGCCGGTATAGCTCAGTTGGTAGAGCA 
CCTGACTTGTAATCAGGGGGTCCCGAGTTCGACTCTTGGTGCCGGCACCATTTCTGCTGA 
TGGTGTTGCAAAAaTTTCAGTAAGCCGGTATAGCTCAGTTGGTAGAGCACCTGACTTGT 
AATCAGGGGGTCCCGAGTTCGACTCTTGGTGCCGGCACCAGATTTGACAGTGCGATTGTG 
TAAAACAGTCGGGCTGTTTTGCATTTGCGGCACGGTCGGTGGCAGGGCTGCGGGCATTTC 
ACTATAATAGCCCGTTTCAAACTG7UUVAGGCCGTCTGAAAAGGGCGGGGTAACAATATCT 
GATGATTACTGTGAACACACTGCAAAAAATGAAGGCGGCGGGCGAAAAAATCGCTATGCT 
GACCGCTTACGAATCCAGTTTTGCCGCGCTGATGGACGATGCCGGCGTGGAAATGCTGCT 
GGTCGGCGATTCTTTGGGGATGGCGGTTCAGGGGCGGAAATCGACGCTGCCCGTCAGCCT 
GCGCGATATGTGTTATCACACCGAATGTGTAGCACGCGGTGCAAAAAATGCGATGATTGT 
CAGCGATTTGCCGTTTGGTGCATATCAGCAGAGTAAGGAGCAGGCGTTTGCCGCCGCCGC 
CGAACTGATGGCTGCCGGCGCGCATATGGTTAAACTCGAAGGCGGCGTGTGGATGGCGGA 
AACGACTGAATTTTTGCAAATGCGCGGTATTCCGGTTTGTGCGCACATCGGTCTGACCCC 
GCAATCCGTGTTTGCCTTCGGCGGATATAAAGTTCAGGGGCGCGGCGGCAAGGCGCAGGC 
GTTGCTTAACGATGCCAAGGCGCATGACGATGCGGGGGCGGCGGTCGTGCTGATGGAGTG 
CGTACTGGCGGAACTGGCAAAAAAGGTAACTGAAACTGTTTCCT6TCCGACCATCGGCAT 
CGGCGCGGGTGCGGATTGCGACGGGCAGGTTTTGGTGATGCACGATATGCTCGGCATTTT 
CCCGGGTAAGACGGCGAAATTCGTCAAAAACTTTATGCAGGGGCATtyVTAGTGTTCAAGC 
GGCGGTTCGGGCGTATGTTGCCGAAGTOVAAGCXAAAACCTTCCCTGCTGCGGAACATAT 
• TTTTGCAGATTGAGGGGTTTACATGCAGCATGCCGTCrGAAAGCCGTTTCAGACGGCATT 
TTGTTTTGCCGTGCGCGGCGCGTATAATCGGCGCGTTTTGTCGGGCAGGAAGCCCGAAGG 
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ATAAGGATTACCGTTATGCAAATCATACATACCATTCGAGAACTGCGCGCGTGGCGTAAA 

AATGCGGGAAAGGTGGCATTTGTGCCGACCATGGGCAATCTGCATGAAGGACATCTTGCG 

CTTGTGCGTGAGGCGAAAAAACGCGCGGACAGTGTCGTGGTCAGCATTTTCGTCAATCGC 

CTGCAATTCGGTCAGGGCGAGGATTTCGACAAATATCCGCGCACTTTGCAACAGGATGCG 

GACAAACTTGCCGCCGAAGGCATTGCCGTTGTTTTCGCGCCCGATGAGAAAGAACTCTAT 

CCGAACGTGGAACAGCGTTACAACGTCGAACCGCCCAATCTGCAAAATGAGTTGTGCGGC 

AAATTCCGCCCGGGGCATTTTCGCGGTGTGGCAACGGTTGTTTCTAAATTGTTCCACATC 

GTTTCCCCGGACATTGCCTGTTTTGGTAAGAAGGATTACCAGCAGCTTGCCGTGATTAAA 

GGTTTTGTCGAAGATTTGAATTTTGATGTTGAAATAGTGCCTGTTGATACAGGGCGCGCG 

GAAGACGGGTTGGCACTGTCGAGCCGCAACCAGTATTTGAGTGCGGCGGAACGCGACGAA 

GCACCGCGCCTGTACCGCGAATTAAAGGCTGTTGCCGAATCCTTGGTGCAGGGCAGTTTG 

GATTATGCAGGTTTGGAAAAACGTGCCGTCCAATCCCTGACAGAATACGGCTGGGTGGTC 

GATTATGTCGAAATCCGCCGCGCCGATACGCTCGAAGTGGCGCGGGCGGGAGATAAGAAA 

CTGGTGGTCTTGGCCGCCGCCTGTCTGGGGACGACGCGCCTGATTGACAATTTGGAAATA 

AAACTCCCTTAAACCGCAAGCGTCGGGAATGCCGTCTGAAGCGGATTTGCGTTTCAGACX; 

GCATTTATTTTTTGAACGGGGTTTCGCAAATCTACAAACGATTCTGCTTGTGATAAAGTT 

ACGCCTGATTATATGCCGTCTGAAGGTTCGGACGGCTGTCGGATAAAGGATGATTATGTT 

ACCTAACCGTTTCAAAATGTTAACTGTGTTGACGGCAACCTTGATTGCCGGACAGGTATC 

TGCCGCCGGAGGCGGTGCGGGGGATATGAAACAGCCGAAGGAAGTCGGAAAGGTTTTCAG 

AAAGCAGCAGCGTTACAGCGAGGAAGAAATCAAAAACGAACGCGCACGGCTTGCGGCAGT 

GGGCGAGCGGGTTAATCAGATATTTACGTTGCTGGGAGGGGAAACCGCCTTGCAAAAGGG 

GCAGGCGGGAACGGCTCTGGCAACCTATATGCTGATGTTGGAACGCACAAAATCCCCCGA 

AGTCGCCGAACGCGCCTTGGAAATGGCCGTGTCGCTGAACGCGTTTGAACAGGCGGAAAT 

GATTTATCAGAAATGGCGGCAGATTGAGCCTATACCGGGTAAGGCGCAAAAACGGGCGGG 

GTGGCTGCGGAACGTGCTGAGGGAAAGAGGAAATCAGCATCTGGACGGACTGGAAGAAGT 

GCTGGCrCAGGCGGACGAAGGACAGAACCGCAGGGTGTTTTTATTGTTGGCACAAGCCGC 

CGTGCAACAGGACGGGTTGGCGCAAAAAGCATCGAAAGCGGTTCGCCGCGCGGCGTTGAA 

ATATGAACATCTGCCCGAAGCGGCGGTTGCCGATGTGGTGTTCAGCGTACAGGGACGCGA 

AAAGGAAAAGGCAATCGGAGCTTTGCAGCGTTTGGCGAAGCTCGATACGGAAATATTGCC 

CCCCACTTTAATGACGTTGCGTCTGACTGCACGCAAATATCCCGAAATACTCGACGGCTT 

TTTCGAGCAGACAGACACCCAAAACCTTTCGGCCGTCTGGCAGGAAATGGAAATTATGAA 

TCTGGTTTCCCTGCACAGGCTGGATGATGCCTATGCGCGTTTGAACGTGCTGTTGGAACG 

CAATCCGAATGCAGACCTGTATATTCAGGCAGCGATATTGGCGGCAAACCGAAAAGAAGG 

TGCTTCCGTTATCGACGGCTACGCCGAAAAGGCATACGGCAGGGGGACGGAGGAACAGCG 

GAGCAGGGCGGCGCTAACGGCGGCGATGATGTATGCCGACCGCAGGGATTACGCCAAAGT 

CAGGCAGTGGCTGAAAAAAGTATCCGCGCCGGAATACCTGTTCGACAAAGGTGTGCTGGC 

GGCTGCGGCGGCTGTCGAGTTGGACGGCGGCAGGGCGGCTTTGCGGCAGATCGGCAGGGT 

GCGGAAACTTCCCGAACAGCAGGGGCGGTATTTTACGGCAGACAArrTGTCCAAAATACA 

GATGCTCGCCCTGTCGAAGCTGCCCGATAAACGGGAGGCTTTGAGGGGGTTGGACAAGAT 

TATCGAAAAACCGCCTGCCGGCAGTAATACAGAGTTACAGGCAGAGGCATTGGTACAGCG 

GTCAGTTGTTTACGATCGGCTTGGCAAGCGGAAAAAAATGATTTCAGATCTTGAAAGGGC 

GTTCAGGCTTGCACCCGATAACGCTCAGATTATGAATAATCTGGGCTACAGCCTGCTGAC 

CGATTCCAAACGTTTGGACGAAGGTTTCGCCCTGCTTCAGACGGCATACCAAATCAACCC 

GGACGATACCGCTGTCAACGACAGCATAGGCTGGGCGTATTACCTGAAAGGCGACGCGGA 

AAGCGCGCTGCCGTATCTGCGGTATTCGTTTGAAAACGACCCCGAGCCCGAAGTTGCCGC 

CCATTTGGGCGAAGTGTTGTGGGCATTGGGCGAACGCGATCAGGCGGTTGACGTATGGAC 

GCAGGCGGCACACCTTACGGGAGACAAGAAAATATGGCGGGAAACGCTCAAACGTCACGG 

CATCGCATTGCCCCAACCTTCCCGAAAACCTCGGAAATAATGCAGGTCCATCCTTTCAGA 

CGGCATAAGGTTTGCCGGGAAGCCGGGGCATTCGGGCAAACGGCACGCAGTTCGCACGCG 

TTTTGCACGGCACGCCGAACCCATCGGCCGGCAGGATGGCATCCGTTAAGGAAATTCTGA 

TGAAACACACCGTATCCGCATCGGTCATCCTGCTTTTGACCGCTTGCGCGCAATTACCTC 

AAAATAACGAAAACCTGTGGCAGCCGTCCGAACACATCAGCAGTTTTGCAGCAGAAGGGC 

GGTTGGCAGTGAAAGCGGAAGGGAAAGGTTCGTATGCAAATTTCGATTGGACATACCAAC 

CGCCCGTGGAAACCATCAATATCAATACCCCTTTGGGCAGTACGCTCGGGCAGTTGTGTC 

AAGACAGGGACGGCGCATTGGCAGTGGACGGCAAAGGAAATGTCTATCAGGCGGAAAGTG 

CGGAAGAATTGAGCAGGCAGCTGGTCGGTTTCAAACTGCCAATCCAATATCTGCATATCT 

GGGCAGATGGCAGGCGTGTGGCGGGCGCGCCTTACCGCATCCTGCCGGACGGCATATTGG 

AACAATACGGTTGGACTGTCGGCAGAACCGCCGACAGTGGGGGGCAAGTCCGAACGTTGC 

AACTGAATAACGGAAATTTGAACATCAGGCTGGTTTTCACCGAAATCGGTATGCCGTCTG 

AAACCGAAACCCCGGAACGCTGTGCGGCGCGCACGAGATAAGGCGGACAGATGAATATTG 

CGGACGGACGGCAGGCGTTTTCCGCACCTGCAAAACTGAATCTCGATTTGAGGATTACCG 

GCAGGCGGGAAGACGGTTATCACAATATCGAAAGCATATTCTGCCTGATAGATTTGCAGG 

ATACCGTATATTTGAAACCGAGGGACGACGGCAAAATCATCCTGCACAATCCGGTTGATG 

GCATGCCGCAGGAAGTAGATTTGAGCTACCGTGCCGCATCGTTGCTGCAAAAATATGCGC 

GCAACCCCGCCGGCGTGGAAATATGGCTGGACAAAAAAATCCCGACAGGGGCGGGTTTGG 

GOX^CGGAAGCTCGGATGCGGCAACCGTTTTGCTGGTGTTGAACCGTTGGTGGCAGTGCG 

GTC TGAC GCAGCGGCAGCTCATTGATTCGGGCGCGGCTCTGGQGGCGGACGTACCGTTTT 

TTATTTTCGGCAAAAATGCGTTTGCGCGGGGTATAGGCGACAGGCTGGACGAAATGGATA 

TTCC^AAACAGTGGTATGTCATCGTCAAACCGCCCGTCCACGTTTCCACTGCAAAAATTT 

TCACACA CGAA AGCTTGACACGAAATTCCGCCTCAAGCATAATGCCGACTTTCCAAAATC 

TGCAACCGTTTAGAAATGATATGCAGGCAGTTGTATTTAAAGAATACCCTGMGTTTGGA 

AAGCCTATTCCGAGTTGTCCCGATATGGATTTGCCTTAATGACAGGTTCCGGTGCGTGTG 

TATTCACGGCGTGTCAAGATAGGAATAGCGCATACAATATATACCGACAAGTTTCAGATT 

TGTACGAGGCATATTTGGCAGAGGGTCTTTCAAAACATCCTTTGTTGTCCGTATAAACAT 

TGTTGGGGAGTCGTCAAGCGGTTAAGACACTGGATTTTGATTCCAGCATGCGAAGGTTCG 
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aatccttcctccccagccaagtcaaacgagttggggagtcgtcaagcggttaagacactg 

gattttgattccagcatgcgaaggttcgaatccttcctccccagccagccctttttgggg 

agtcgtcaagcggttaagacactggattttgattccagcatgcgaaggttcgaatccttc 

ctccccagccaaataaaagcgtgtaagcctgcttacacgcttttatttcatagaaataaa 

aatattgaaatgcctttgtttgtgtcggatgttgcaggtataatgtcgggcttggtacaa 

gcagagggaagcattgtgttttctgagcggaagttaaacataaaatcaggtgagaatatg 

gctgcgtacgacagtttgatggtatttacaggcaatgccaatcccgaattggcacaacgt 

gttgtcaggcatttggacatttctttgggcaatgcttccgtatccaagttttcagacggc 

gaagttgccgtcgaactgttggaaaacgtacgcgggcgcgatgttttcatccttcagccg 

acctgtgcgccgaccaatgacaacctgatggaaatcctgacgatggcggatgcactgaag 

cgtgcttcggcaggtcgtattaccacagccattccgtatttcggctatgcgcgccaagac 

cgccgtccgcgttccgtccgcgttccgatttctgccaaactggtggcaaatatgctgtat 

tcggcagggatcgaccgtgttttgactgtcgatttgcatgccgaccagattcaaggtttc 

ttcgatattccggtggacaatatttatgccaccccgattctgttgaacgacatcaaacaa 

cagcggattgaaaatctgaccgtcgtcagcccggacatcggcggtgtcgtccgcgcccgc 

gccgtggcaaaatccctgaatgccgacttggcaatcatcgacaaacgccgcccgaaagcc 

aatgtggcggaagtcatgaacatcatcggcgatattcaaggtagaacctgtctgattgtg 

gacgatatgattgacactgcaaatacgctgtgcaaagccgccgtcgccctgaaagagcgg 

ggggctgaacgtgttctagcctatgccagccacgccgtattctccggagaggcggtcagc 

cgtatcgcctcatccgaaatcgaccaggtggtcgtaaccgataccattcctttgtctgaa 

gcggctaaaaactgcgaccgtatccgtcaggtaacgattgccggtctgttggccgaaacc 

gtccgccgcattagcaatgaagaatccgtctcatatcttttcaatgaagaagtgatgaca 

ggcagcatgttgctgccataagcccgaagccgtcttaagctggtcgcggccgatgacggc 

gattttacctaacttggagtatttaacatgacttatgaaattcaagcctctgttcgtgaa 

gcacaaggcactggtgcgagccgccgcctgcgtcgcgaaggccaaatccccggcattctg 

tacggtgaaggtcaagagcctgttgcaatcgctgtggatcacaaaaccgtattctacgca 

ttggaaaaagaatctttccatactgcgttgattaagttgtctctgaacggtgaaaccaaa 

gacgttatcgtccgtgatttccaaatgcacccgttccgccgcgaagttcaacacatcgac 

ttccaagctgtgaaagccgatcaacttgtacgcatccgtgttcccctgcacAtcgttaac 

gctgaaaattcccaagcggtcaaactgcaaggcggccgcgtatctctgttaaacacttct 

gttgaagtagttgctttgcctgccaacatccctgctttcttggatttggattgtgctgaa 

gtggttgccggcgacattctgcacttgtcagacatcaaactgcctgaaggtgtagaaagc 

gtttccctgaaacgtaacgaaaatctggctgttgctacxgttaccggtaagaaacgctaa 

ttgatttcagcagcagggcggcgcgtatgcaatacgtaccgccctgttgttttatgccgt 

ctgaaccgtgtttcagacggcatttctttatttgttggaaaaacgggatatttgaaacgg 

tttccagtgcgacgatttctttttcggcaatggtgtatccgttttgtctgattttgattt 
ttcctaaaatttgccctttttttactggggcgggaatcggctgtatggtttctagaattt 
gttctgccattttcgcttccttatgtggcagagtgatgtaggcttctttgaggaagcctg 
cgcggacggtttttttgctgcctccggaaatttggatttgggcaacggttttgcctttcg 
gatatattttgggcgtatcgaaggcctgcaatgcccagttcagcagcttgctgttgtctg 
atgcgcgtgtttccgccgattccgaacccaatgtgatgacaaggatgtgcctgccgttgc 
cggagtatgacacggcaaggttgtagccgccgctttctgtgtgtccggctttcagaccgt 
ttacattgttgtccctatataaaaggatattgcggttgttttgttctatatttttgaatt 
tgaaagatttgatggaaaacagcgggtaatattccggaaagtcgcgcatcaatgcttcag 
acagcagggcgaggtctttggcggtggaaacctgtccttctctactcaagcctgtcgggt 

TTTTGAATACAGTGTTCTTCATGCCCAAGCGTCGGGCTTCTTTGTTCATTTGTTGCACAA 

aattttcaatcgagccgttgcccagccggccggcaagggttagggcggcatcgtttgcgg 
atagtgcaatcatgccttttaagagtttgtcggtgctgaccgtatcgccgggacgtacaa 
acattctgcttccttctgaagcccatgcggattcgggtatttttaagttttcttcagatt 
ggatattgcccgatttcatgtttttgaaaaccagatatgcggtcatcagttgggttagtg 
ccgccggttcaacaggggtattgatgtttttggcggataaaatctgtttgctttgaaggt 
cgataacgatgtgtgccgctgtgagggtttcgggtgtttggaacgtgggggcggcgtgta 
ccgtcggtctgttgggcgcgggcgatgcagccgttgcgtgagaaacgcctaagatgatgg 

AAAGCAGGACGGGCAGGATTTTATGTGCTGTCATGAAATATTCTAATTGTGTGCGTGTTT 

cagtctgccgattatacgcttagggtgtctgatcgggcggatttttcttgatttcgcgcc 
gtcttgggcgtatggttttgggttttgcgattttaataaaccx3attatcccatattgaat 
tatgaacacgccccttccttattccgattacctcatccgcatcctgacggcatctgtcta 
tgatgtggcggtcgaaacgcctttggaaccggcacgcagcctttctgtacgtttgaaaaa 
caacatccttttgaaacgcgaagatttgcagccggttttttcgttcaaaatacgcggcgc 
gtacaacaaaatgtccaagttgccgaaagatgcgctcgcttgcggcgtgattgcggcaag 
cgcgggcaatcatgctcaaggcgtggcattgtccgcacagcgtttgggctgccgtgccgt 
tatcgttatgccggagactacgccgaaaatcaaagtggatgcggttaaaagccatggcgg 
cgaggtggttttgcggggcgtttcatacaacgatgcctacgattatgcgatggagttggc 

GGAAAAAGAAGGGTTAACCTATATCGCGCCGTTTGATGATCCTGATGTGATTGCGGGACA 

ggggacggtggggatggaaattgtcagccagcatcccgatccaatccgcgccgtattcgt 
accgataggcggtggcggtttggcggcgggcgtggcggcatttatcaagcaggtccgtcc 
cgaaatcaaagttatcggcgttcagaccaacgattcctgctgtatgaagcagtcggtcga 
agcgggtgaaatcgtccatttgaaagatgtcgggctgttttcagacggcactgcggtcaa 
agtcgtcggaaacgaaaccttccgcctctgcjuuvgaacttttggrtgaaatcattacagt 
cgataccgatgcggtttgcggcgcggtcaaggatattttcgatgacacgcgcagcattac 
cgagccggcgggcgcgttggcgttggcgggtctgaaagcctatatcgcccgagaaggcgc 
ggaaaaccaaaccctgattgccgttaccagcggtgcgaatatgaattttcaccgtttgcg 
ccacgtttcggaacggagcgaattgggcgagggcaacgaaggtatttttgccgttaccat. 
ccctgaagaacgcggcagcttccttaagtttgtcaatatattgggaaataggaatattac 
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CGAGTTCAACTACCGCTACGGAGACGATGAAAAAGCGCATATCTTTGTCGGACTTCAAGC 

GGCAGGCCCGCAGGATTTGGCGGTTATCGGCAGCCGGTTGGATGAGGCGGGATTGCCCAA 

TGTCGATTTGACCAACAATGAGATTGCCAAAATCCATATCCGCTATATGGTCGGAGGGCG 

GACGGACAAAGTAGAAAACGAGCGTTTGGTCAGTTTTGAGTTTCCGGAGCGTCCGGGGGC 

ATTGGCACGCTTTTTGAACCATATGCAGGGAGGGTGGAATATTACGCTTTTCCATTACCG 

CAACCACGGTGCGGATTACGGGCGGATTTTGGTCGGTATCGATGTGCCGCCGCACGATGC 

CGCCGCATTTGACGGTTTCTTGGAAAGTCTGGGATACAGCTATCACGAGGAAACGCAAAA 

TGCCGCGTACAAGCTGTTTCTTGCCTGACGCTTGAAAGCACAATGCCGTCTGAAAGCCTT 

TCAGACGGCATTGCGCTTTGATGGTTAAATCGAATATTCAATCAGTTCGTTTTGAGAGAA 

GACATAAACCTGTTTCGGAATCAGCTTCAATTCTTTGCCTTCGGCGATTGGGTAACGCGC 

GGCATCGCTGCCTGCCAGCGTGATATGTACGTCXTGTTTGTCGTGTTTTACCAGAATATG 

CGTCAATGCGCCGACGGCGTGGATTTTTTCGATTTCGGCACAAATCATCGGTGTTTCGTG 

TTCGGCGGCGATCTGCCATTCGTGCGGGCGGATATAGCCGGTGGCGGTTTGTTCCTGCCA 

TTTGTATTGCGCGTCCAATTTCCAaSCGAAGCCGTTGTAATGCCAGAAGCCTTTTTCGAT 

GCGTCCTTCAAAAGCGTCGGTTTCGCCGAGGAACTCGGTAACGAAGGCATTTTCGGGTTT 

GCGGTAAATAGCTTCGGCGCTGCCGGTTTGTTCGATTTTGCCGTGGTTCATCACGACGAT 

TTCGTCGGAAACTTCGAGGGCTTCTTCTTGGTCGTGCGTAACCAGAATGCTGGTTACACG 

CAGGTTGTGATGGATGTCGCGCAGCCAGGTGCGTAATTCTTTGCGTAGTTTGGCATCCAA 

CGCGCCGAAGGGTTCGTCCAAAAGCAAGAGTTTGGGTTCGACCGCAAGCGCGCGGGCGAG 

GGCGATGCGCTGGCGTTGCCCGCCGGAGAGTTGGTGCGGATAGGATTTTGCCAAATGAGA 

GAGCTGCACGAGCTTGAGTAATTCTTCGACTTTGGCGCGGATTTGTCCTTTGGACGGGCG 

TTCGGACTTGGGCAATACGGTCAAACCGAAAGCGACGTTGTCAAACACGTTCATATGGCG 

GAAAAGGGCGTAGTGTTGGAACACGAAGCCGACTTTGCGCTCGCGCACATGTTTGGCGGT 

TACGTCTTGCCCGTCAAACAGGATATTGCCGCCGTCGGCGTTTTCCAGTCCGGCGATAAT 

GCGTAAAAGTGTGGTTTTGCCGCAGCCGGACGGGCCGAGCAGGGAAACGAGTTTGCCGGT 

GGGGACGTTGAGGTTGATGTTTTTCAGCGCGTGAAAATTGCCGAAGTGTTTGTTTAAGTT 

TTGGATGGTGATACTCATATTGCATTCCTTTCGGCGGCGGCGAGTTTTTTGTCTTGTAAT 

TTGGTAATGATGTTCTGCACCGCXAGCGTCGCCAGTGCCAAAAGTGCCAATACGCCGGAG 

AGGGCGAATGCGCCGGTGAAGTTGTATTCGTTGTAGAAGATTTCGACCAAAAGCGGGACG 

GTGTTGGTTTCGCCGCGTATGTGTCCCGATACCACGCTGACCGCGCCGAACTCGCCCATC 

GCGCGGGCGTTGGTGAGGATGATGCCGTAGAGTAACGCCCATTTGATGTTGGGCAGGGTA 

ACGCGCCAAAACATCTGCCAGCCGCTTGCGCCGAGTATCAATGCCGCCTGTTCTTCGCTG 

TCGCCCTGTGCCTGCATCAGCGGGATGATTTCGCGTGCGACAAAGGGGAAGGTAACGAAC 

AGCGTCGCCAAAACAATACCGGGGATGGCGAAGATAATCTGTATGCCTTGCGCTTCGAGC 

CAGCCACCCAATGCCGTATGCGCGCCGAACAATAAGACGAACATCAAACCGGCCACCACG 

GGCGATACGGAAAACGGCAAATCGAGCAGGGTGGTCAGCAACTGCTTGCCGCGAAAATCA 

AAACGGGTCAGCAGCCACGCCATCGCCACACCCAATACGGCATTGACGGGAACGACAATC 

AGCGCGGTAATCAGCGTCAATTTGATGGCAGACCACGCTTCGGGATCGTTTAAGGATTTC 

AGGTACAAATCCCAACCGCCTTTTAAGGCTTCGTAAAACACGGCGACGAGCGGCACGACC 

AGCATCAGCAGCAGAAAGCCCAGCGCGGCGGCAATCAGCAACACGCGCAGCCGGCGCGGT 

TCGGTCAGGTTGGGATTGGCGGAATAGGGTTTCATGGCGGTGGTGTTCTCTGGTTGGTTT 

TAAAATGTTTGGATGCCGTCTGAAAAACCGTTTTTTGTGGGGCGGATTCGTTTTCAGACA 

ACCTTTTATTGATTAAGGGAATAAAAACGTCTAGCTACCGTCATTCCCGCGCAGGCGGGA 

ATCCACCGCAGGGCAACAGGAAAACAGAAAATAAATAAGGCAGCCGAAATTCACCAATGG 

ATTCCCGCCTGCGCGGGAATGACGGTAACAGGTATTTCAGACGACCTCAACCCTTCGCGC 

CCGAACGCCTGCCCAACGCCCACTGCATCACGTTCAGCGCAAACAGAATCACAAACGAAA 

CCAGCAGCATAAACAACGCCACCGCCGACGCGCCCTGCACGTCGAACTGTTCCAGCTTGC 

CCGTAATAATCAGCGGCAGGATTTCAGAAACCATCGGAATGTTGCCCGCGATAAAAATCA 

CCGAACCGTATTCCCCCGTTGCCCGCGCAAACATCATTCCCGCGCCGGTCAAGAGTGCCG 

GTGTGATTTCAGGCAAGAGGACACGGCGAAACGTAGTCCAACGGCTTGCGCCCAAAGTTG 

CCGCCGCTTCCTCATATTCGCCCGACAATTCTTCCAATACCGGCTGCACGGCGCGGACGA 

taaagggcaggctgacgacgaccagcgcaatccaaatgccgacgggtgtaaacgcgattt 
tgatgcccaaaggctcgaaaaaacggcctatccaaccgttgggcgcatacagggttgcca 
acgcgatacccgtaaccgcx;gtcggcagcgcaaacggcaaatcgaccagcgcgttcgcca 

GACCCTTGCCCGGGAATTCATAACGCACCAATACOCACGCCACCAGCGTGCCGAACACGA 

cattggtcagcatcgcataaaacgacatccgcaagctcagccataccgccgccaacacgt 

TCGGCTCGGCAATCGTGTTCCAAAAGCCGCCCCAGCCGATTTCCGCCGCCTTCGCCGCCA 

tcatcgcaaacggcaagaccacaagcagcgacaggcacaatacggtcagaccaaggctga 

GTTTGAAGCCGGGCAGTACGCCGGGCGTTTTGAGCGCTAACATAAAACAATGCTGAAAAT 

aaggaaaaggaaggactactttaacgatgccgtccgaaaaacggaaagaatggaaagttt 

GGTGCAAAGACGAATTTGTTATAAAGCGGTTGGCAGTTTCTCAAGCGGGCGCGATGTTTT 

aaaatatagtggattaactttaaatcaggacaaggcgacgaagccgcagacagtacaaat 

AGTACGGCAAGGCGAGGCAACGCCGTACTGGTTTAAATTTAATCCACTATAACACCTTGT 

tt^gacggaaaaccatcatataaaggaacacttatgcagattttatcttttcaaccggac 

ATTGCGGAACGTATGCTGGAAGGTACGGAAGGCGAGTCGGTCAACGAAAACGCACAATTC 

gtccgtacggacaacggctattggattgcgtggcatgaaggcgtagcggcactgcttgcg 

CCCGATATGCCGCCGGGCATTCCCTGTTTTTGGGTGGAAGGCGCGGAAAGCCTTGAAGAG 

ttgtgcgtcatggtggaacgcggcgagtttgacgaagtggaagagtttgacggcgatgac 

GACGAATGGCTCGAAACGGCACAGGGTTGCGGGCACCACGGCGACGCTTGCGCCTGCGGA 

cattaaaggcattgcaggcttgccgcaaggggggcaaggctttgccgttttttaaataat 

CGGTGGATTGCATCTGTTTGCAATGGGCTGAACGCnrrCOCTTTGTATTTTATTGAATAAA 

aaaacttatcttggtattataattaaggcagcatcaattattttgggatggcaataaacg 

CAAAGCATTGATTTGCGCCGATTGCAGACTTATTATAGCAGGTTGCGGCGCGGACTTAAT 

gggaattgtttatagagcatgatggtctgaaacatcattaattaaaaataccattaatcc 
gatttatatttatttcaatttcaatggaaaaacatcyuitgacaatgattttaagcatt^ 
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AAGCCTGTTTTTTATCATCAGACTGTTATTTTTAGCCGTCTCTATTAAACATGAAAAAGC 

CTTGATTGCCAAAGGGGCGAAACAATACGGAAAAACCAATTCCACGCTGCTTGCGGCAGT 

TCATACGCTTTATTATTTGGCGTGTTTTGTTTGGGTATGGCTTTCTGACACTGCTTTTAA 

TGGCATATCCTTGATTGGTACGCTGAGGGTGATGGCTTCGTTTGTGATATTGTCATTGAT 

TATTAAGCAGTTGGGGGAGATTTGGACGGTTAAAATCTATATTTTACCAAATCATCAAAT 

TAATCGTTCGTGGTTGTTTAAAACATTCCGCCACCCCAATTATTTTTTAAACATCATACC 

CGAACTGATTGGCATCGCCTTATTATGTCAAGCGTGGTATGTTTTATTGATTGGCCTGCC 

CATTTATTTGCTGGTCTTATTTAAGCGTATCCGACAAGAAGAACAGGCGATGGCAACACT 

TTTTTAACCCGTTTCATCAATTATAGCGGATTAACAAAAACCAGTACGGCGTTGCCTCGC 

CTTGCCGTACTGGTTTTTGTTAATCCGCTATATTCCGCCATCTCTAAGATTTACAGCGAT 

ACACGGGTAATTTAAGGAATGCCCGAACCGTCATTCCCGCCACTTTCCGTCATTCCCGCA 

AAAGCGGGAATCTAGGACGCAGGGTTAAGAAAACCTACATCCCGTCATTCCCGCCACTTT 

CCGTCATTCCCGCGAAAGCGGGAATCTAGAATCTCGGACTTTCAGATAATCTTTGAATAT 

TGCTGTTGTTCTAAGGTCTAGATTCCCGCCTGCGCGGGAATGACGATTCATAAGTTTCCC 

GAAATTCCAACATAATCGAAACCTGACAGTAACCGTAGCAACTGAACCGTCATTCCCACG 

AAAGTGGGAATCTAGAAATAAAAAGCAACAGGCATTTATCGGAAATAACTGAAATTCAAT 

ACCGCAAAAATCTACCCGAAATGATATAGCGGATTAACAAAAATCAGGACAAGGCGGCAA 

AACGTTTGGCGACTTCGTCCCAGTTGACGATTTCCCAAAAACCTTTCAGGTAGTTGGGAC 

GGCTGTTGCGGTAGTCGATGTAATAGGCGTGTTCCCACACGTCGCAGGTCAGCAGCGGCG 

TGTTTTCAGTGGTCAGCGGCGTAGCGGCGTTGGAAGTAGAAACCAAATCCAATCCGCCGG 

CAGGGGTTTTTACCAGCCACGCCCAACCGGAGCCGAAAGTACCGGCCGCGCAGGCATTGA 

ACGCTTCTTGGAATTTCTCGAAGCTGCCCCATTTCGCGTCGATGGCGGCGGCCAGTTCGC 

CGGCAGGTTTGCCTTGACCTTTGGACGTGAAACCCAGCCAGTAGAAGGTGTGGTTCCAAG 

TTTGTGCCGCGTTGTTGAACACGCCGCCTGAAGATTTTTTCACAATCTCTTCCAAAGGCA 

GGTTTTCAAATTCGGTGCCTTTGATTTGATTGTTCAGGTTGGTGATGTAGGTTTGATGGT 

GTTTGCCGTAGTGGAACTCCAAAGTCTCTTTGCTCAGATGCGGGGACAATGCGTCCAGTT 

CATAAGGCAGTTGCGGCAGCTTATGTTCCATTTTGTACTCCTGAATATTGTTTTAAATGT 

TGTATTTTGGCAGTGTTGCTGCAAATAACTCGGCAGCCCGTGTATTCTACCTGTTTTGCG 

GTGCGGAAACCAATTAAACCTGCTTTACGCTATAATAGAAGATTGCAATTTCGGCACGAC 

AGATAGGATGTACCATGAACGATTACGCAGCCATGCCGTCTGAAGACCGTGAGGTCGGCG 

CATTGTCTCTGCCCCCACACTCAATGGAGGCGGAACAATCCGTTTTGGGTGGGTTGATGC 

TGGAAAATCCGGCATGGGACAGGATTGCCGATGTGGTTTCCGGTGAAGACTTCTACCGGC 

ATGAACACCGCCTGATTTTCCGA.TCCATTGCCAAATTGATTAATGAGAGCCGTCCCGCCG 

ATGTGATTACGGTTCAGGAAGATTTGCAGCGGAACGAAGAATTGGAAGCGGCAGGCGGAT 

TCGAATATCTGATTACGCTGGCGCAAAACACCCCGTCTGCCGCCAACATCCGCCGCTACG 

CCGAAATCGTGCGCGAGCGTTCCATTATGCGCCAACTCGCCGAAGTGGGGACGGAAATCG 

CCCGCAGCGCATACAATCCGCAAGGCAGGGACGCGGGGCAGCTTTTGGACGAGGCGGAAA 

ACAAAGTATTCCAAATCGCCGAAAGCACCGCCAAATCCAAGCAGGGCTTTTTGGAGATGG 

CCGATTTGCTGAAAGAAGTCGTACAGCGCATCGATATGCTCTACTCGCGCGACAATCCCG 

ATGAAGTTACCGGCGTGCCGACGGGGTTCATCGACCTCGACAAAAAAACCTCGGGTCTGC 

AACCCGGCGACCTGATTATCGTTGCCGGTCGTCCGTCTATGGGTAAGACCGCCTTTTCTA 

TCAATATCGCCGAACACGTTGCCGTAGAAGGCAGGCTGCCCGTTGCTGTTTTCTCGATGG 

AAATGGGCGGGGCGCAACTGGTCATGCGTATGCTCGGCTCGGTCGGACGGTTGGATCAAA 

GCGTTTTGAAAACCGGCAGGCTCGAAGACGAACACTGGGGTCGCCTGAACGAAGCAGTCG 

TCAAACTCTCCGACGCGCCXIGTGTACATCGACGAGACCCCGGGTCTGACCGCGCTCGAAC 

TGCGCGCCCGTGCCCGCCGTCTCGCCCGTCAATTTAACAATAAGCTTGGATTGATTGTCA 

TCGACTACCTGCAACTGATGGCAGGATCCGGCCGTTCCGACAACCGAGCTTCGGAGCTGG 

GAGAGATTTCACGTTCGCTCAAAGCGTTGGCGAAAGAATTGCAAGTCCCCATCATCGCCC 

TGTCGCAATTGAGCCGCACGGTCGAATCGCGTACCGACAAACGCCCCATGATGTCCGACC 

TTCGCGAGTCCGGCGCAATCGAGCAGGATGCCGACCTGATTATGTTCATGTACCGCGACG 

AATACTACAACCAGGACTCACCCATGAAAGGCCTTGCCGAATGTATCATCGGCAAACACC 

GCAACGGTCCCGTCGGTAAAATCTTCCTCACATGGACGGGACAATTCACCAAATTCGACA 

ATGCTGCCTATATTCCCGAGGAGGCAAAGATAGAGGA.TTAAATGGCTATATAAAAATTTA 

TTAGGCGAAATCAGGCAAAATCGTTTAAAATCATGCTGAGAGATTGCCCTAAAAAATAAA 

ACGCGGTCTTGAGGCATTTTTGCATTCAGCCCGCATATAATTGAAAATATAGTGGATTAA 

CAAAAATCAGGACAAGGCAACGAAGCCGCAGACCGTACAAATAGTACGGAAGCGATTCAC 

TTGGTGCTTGAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTAC 

TGGTTTGAATTTAATCCACGATACATTACCAjGTTAACGTTCTATTGCTTATGTGTACACG 

aaaacaacaaggtttcacgctaacagagctgctcatcgtgatggtcattgcagccattat 
ggcgatgatagccctccccaatatgagccaA'tggattgcatcccgccgcattgccagtca 
cgcggagcggattgccaaccttttgcgtttctccaggggcgaagccgtccggctcaatct 
ccctgtctatatctgtcctgttcaagttaaaaaagacggtacgcccaacaataaatgtga 
ctccggcaagaaggggcagggaatgttggctttcggcgacaaaaacggcaataagggata 
tgacaatgatacggaggatgttcttctccgcagtgtggtattgaatgatgatatcaatga 

TAAGCGGATTAATTATGCCTTCAACCATATCGCTTTCGGTCAGACTCAGCCGACCACCGA 

ccgtgtagtttggacatocaatcaaaacgggacgttcggttatacgaaagaccagcatct 
tacaaaacaatccagctttttttattctgacggttatatccaaatcgtgttgacagatgc 
gaaggcggtttctgccgatgaaaagaaattccgttcggcggtggttttgattaacagcag 

CGGCAGGGTCGAAGTTTGCCCTAGGGGTGATCGGCGTACTATGTGCCAGTATAAATAACA 

gtttcagttttaaaaatgaatatgaagaataatgattgcttccgcctgaaagattcccag 
tccggtatggcgctgatagaagtcttggttgctatgctccttctgaccatcggtattttg 
gcactattgtctgtacagttgcggacagtcgcttccgtcagggaggcggagacacaaacc 
atcgtcagccaaatcacgcaaaacctgatggagggaatgttgatgaatccgaccattgat 

-TCGGAC AGCAAC AAGAAAAACTATAATCTTTACATGGGAAACCATACACTATCAGCTGTG 
GATGGCGATTTTGCGATTGATGCCATGAAAACTAAGGGGCAATTGGCAGAGGCACAATTG 
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AAGAGATTTAGTTATGAGCTGAAAAATGCCTTGCCGGATGCGGCAGCCATCCATTACGCC 

GTCTGCAAGGATTCGTCGGGTAACGCGCCGACATTGTCCGGCAATGCTTTTTCTTCAAAT 

TGCGACAATAAGGCAAACGGGGATACTTTAATTAAAGTATTGTGGGTAAATGATTCGGCA 

GGGGATTCGGATATTTCCCGTACGAATCTTGAGGTGAGCGGCGACAATATCGTATATACT 

TATCAGGCAAGGGTCGGAGGTCGGGAATGAGACGTAAAATGCTAAACGTACCAAAAGGCA 

GTTATGATGGTATGAAAGGTTTTACCATTATTGAATTTTTGGTTGCGGGCCTGCTCAGTA 

TGATTGTCCTGATGGCGGTCGGATCGAGTTACTTCACATCCCGGAAATTAAATGATGCGG 

CAAACGAGCGTCTTGCCGCGCAACAGGATTTGCGGAATGCGGCAACATTGATTGTCCGCG 

ATGCGAGAATGGCAGGCGGCTTCGGTTGTTTCAATATGTCCGAGCATCCTGGAACTGATG 

TTATTCCCGATACGACGCAACAAAATTCTCCTTTTTCCTTAAAAAGGAACGGTATAGATA 

AACTTATTCCCATAGCGGAATCTTCAAATATCAATTATCAGAATTTTTTCCAGGTTGGTA 

GCGCATTGATTTTTCAATACGGAATCGATGATGTTAATGCAAGCACCGCGACTACCGTCG 

TCAGCAGCTGTGCCGCAATATCGAAACCGGGCAAGCAAATCCCTACTTTAGAAGATGCAA 

AAAAAGAATTGAAGATTCCGGATCAGGATAAGGAGCAAAATGGCAATATAGCGCGTCAAA 

GGCATGTGGTCAATGCCTATGCGGTCGGCAGGATTGCCGATGAGGAAGGTTTGTTCCGCT 

TCCAATTGGATGATAAGGGCAAGTGGGGTAATCCTCAGTTGCTCGTGAAAAAGGTTAGAC 

ATATGAAAGTGCGGTATATCTATGTTTCCGGCTGTCCTGAAGATGACGATGCCGGCAAAG 

AGGAAACATTCAAATATACGGATAAATTCGACAGCGCCCAAAATGCTGTTACGCCCGCCG 

GGGTGGAGGTTTTATTGAGTAGeGGTACTGATACCAAGATTGCCGCTTCTTCAGACAATC 

ATATTTATGCTTACCGTATCGATGCGACAATACGCGGGGGAAATGTATGCGCAAACAGAA 

CACTTTGACGGGAATCCCGACTTCTGACGGACAGAGGGGGTTTGCACTGTTTATCGTGCT 

GATGGTGATGATCGTCGTGGCTTTTTTGGTTGTAACTGCCGCGCAGTCTTACAATACCGA 

GCAGCGGATCAGTGCCAACGAATCAGACAGGAAATTGGCTTTGTCTTTGGCCGAGGCGGC 

TTTGCGGGAAGGCGAACTTCAGGTTTTGGATTTGGAATATGATACGGACAGTAAGGTTAC 

ATTTAGCGAAAACTGTGGAAAAGGTCTGTGTGCCGCAGTGAATGTGCGGACAAATAATGA 

TAATGAAGAGGCTTTTGACAATATCGTGGTGCAAGGCAAGCCCACCGTTGAGGCGGTGAA 

GCGTTCTTGCCCTGCAAATTCTACCGACCTGTGCATTGACAAGAAAGGGATGGAATATAA 

GAAAGGCACGAGAAGCGTCAGCAAAATGCCACGTTATATTATCGAATATTTGGGCGTGAA 

GAACGGAGAAAATGTTTATCGGGTTACTGCCAAGGCTTGGGGTAAGAATGCCAATACCGT 

GGTCGTCCTTCAATCTTATGTAAGCAATAATGATGAGTAATAAAATGGAACAAAAAGGGT 

TTACATTGATTGAGATGATGATAGTCGTCGCGATACTCGGCATTATCAGCGTCATTGCCA 

TACCTTCTTATCAAAGTTATATTGAAAAAGGCTATCAGTCCCAGCTTTATACGGAGATGG 

TCGGTATCAACAATATTTCCAAACAGTTTATTTTGAAATUITCCCCTGGACGATAATCAGA 

CCATCGAGAACAAACTGGAAATATTTGTCTCAGGCTATAAGATGAATCCGAAAATTGCCA 

AAAAATATAGTGTTTCGGTAAAGTTTGTCGATAAGGAAAAATCAAGGGCATACAGGTTGG 

TCGGCGTTCCGAAGGCGGGGACGGGTTATACTTTGTCGGTATGGATGAACAGCGTGGGCG 

ACGGATACAAATGCCGTGATGCCGCTTCTGCCCAAGCCCATTTGGAGACCTTGTCCTCAG 

ATGTCGGCTGTGAAGCCTTCTCTAATCGTAAAAAATAAGGTTGTTTTGCCAATACCGTCT 

GAAAATCAATGTTCAGACGGTATTTTTATGGGTATAGTGGATTAACAAAAATCGGGACAA 

GGCGACGAAGCCGCAGACAGTACAGATAGTACGGAACCGATTCACTTGGTGCTTCAGCAC 

CTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTTTTGTTAATC 

CACTATACATCCCGTCATTCCCACGAAAGTGGGAATCTAGAAATTTAATGTTGCGGCACT 

AGCCAAAAAAACCGAAACCGACAGGTCTAGATTCCCGCCTGCGCGGGAATGACGAATCCA 

TCCGTACGGAAACCTGCACCACGTCATTCCCACGAACCTGCATCCCGTCATTCCCACGAA 

AGTGGGAATCTAGTTTTTTGAGTTTCAGTCATTTCCGATAAATTGCCTTAGCATTGAATG 

TCTAGATTCCCGCCTGCGCGGGAATGACGAACCTATCCGTACGGAAACCTGCATCCCGTC 

ATTCCCACGAAAGTGGGAATCTAGTTTTTTGAGTTTCAGTCATTTCCGATAAATTGCCTT 

AGCATTGAATGTCTAGATTCCCGCCTGCGCGGGAATGACGGATTTTAGGTTGGGGTCATT 

TATTGGGAAAAGCAGAAACCGCTCCGCCGTCATTCCCACGAAAGTGGGAATCTAGAAATT 

TAATGTTGCGGCACTAGCCAAAAAAACCGAAACCGAACGGACTAGATTCCCGCCTGCGCG 

GGAATGACGAATCCATCCATACGGAAACCTGCATCACGTCATTCCCACGAACCTGCATCC 

CGTCATTCCCACGAAAGTGGGAATCTAGTTTTTTGAGTTTCAGTCATTTCCGATAAATTG 

CCTTAGCATTGAATGTCTAGATTCCCGCCTGCGCXXSGAATGACGGATTTTAGGTTGGGGT 

CATTTATTGGGAAAAGCAGAAACCGCTCCGCCGTCATTCCCAGGAAAGTGGGAATCTAGA 

AATTTAATGTTGCGGCACTAGCCAAAAAAACCGAAACCGAACGGACTAGATTCCCGCCTG 

CGCGGGAATGACGGATTTTAGGTTGGGGTCATTTATTGGAAAAAGCAGAAACCGGTCCGG 

CGTCATTCCCACGAAAGTGGGAATCCAGTTTTTTGAGTTTCAGTCATTCCCGATAAATTG 

CCTTAGCATTGAATGTCTAGATTCCCGCCTGCGCGGGAATGACGAACCTATCCGTACGGA 

AACCTGCACCGCGTCATTCCCACGAAAGTGGGAATCCAGTTTTTTGAGTTTCAGTCATT^ 

TCAATAAATTGCCTTAGTATTGAATGTCTAGATTCCCGCCTGCGCGGGAATGACGAATCC 

ATCCATACGGAAACCTGCACCACGTCATTCCCACGAAAGTGGGAATCCAGTTTTTTGAGT 

TTCAGTCATTTTCAATAAATTGCCTTAGCATTGAATGTCTAGATTCCCGCCTGCGCGGGA 

ATGACGGATTTTAGTTTGGGGGGCATTTATTGGAAAAAGCAGAAACCGCTCCGCCGTCAT 

TCCCACGAAAGTGGGAATCTAGTTTTTTGAGTTTCAGTCATTCCCGATAAATTGCCTTAG 

CATTGAATGTCTAGATTCCCGCCTGCGCGGGAATGACGATTCATATAGTGGATTAACAAA 

AATCAGGACAAGGCGGCGAAGCTGCAGACAGTACAGATAGTACGGAATCGATTCACTTGG 

TGCTTCAGCACCTTAGAGAATCGTTTTCTTTGAGCTAAGGCGAGGCAACGCTGTACTGGT 

TTTTGTTAATCCACTATAAAAAGGCATATTGAATGCGGGCAAACCGGCTGCTTTCCGTTT 

TT GGATTTC GGAGAATGCCATCGCCCAGCTTTCATCACACATAAAAAACAGTGCGGGCAC 

GGCTTTTTTCAGCGGTATTCCTTTCAGGTGO^GGGCAAGCGCCGCCCCCATCAGGAT^^ 

CCGAGAATTAATCATAAAGGTTACGGTGGCGATAAGCAGTATCGGCAGAGGTTCCGCCCA 

CAGGTTGACCGTGGCAAACTCGGAGCCGCCGGCGAAGTTCATACTGGTCATCAACAACAT 

TTCCAGCCAGCTCATGCCTTTTTGTCCGCCCTGCATACCGAGTATTAATGCCCAAGGCAG 

CAGCCCAATCAGCATAGGCGAACTTTCTTTGATGCCGCGTATAAATTCGTTATGCGGGGA 

AGGTGTGCATAATGTTCGTCTTCATAACCGGAAGGGCGGGAATTATACACTGGCAACGGA 
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TTTCAAAACAAAACCGATTTGCCGTGTTTCAGCGTAAACACGGCTTGTGTATAATCTCCC 
ATCTTTGAAACCGGCCGTAtGCAGGAGCAAGACGATGAATATTGAAGTAGAAATGAAAGT 
ATTGGACGAACGGATGGCGGATGTTGTCCCTGTCTATGCAACGGAGGGTTCTGCAGGTTT 
AGATTTGCGCGCCTGTTTGGATGAGGAAGTCGTTTTGCAGCCGGGTGAAACGTTTCTTGT 
GCCGACGGGTTTGGCAATTTATTTGGCGAATCCCGCATATGCCGCCGTTTTGCTGCCCCG 
TTCCGGCTTGGGGCATAAACACGGCATTGTTTTGGGC/U\TTTGGTCGGTTTGATTGACTC 
CGATTATCAAGGGGAATTGAAGGTGTCGTTATGGAACAGAAGCAGCGAACCGTTTACTGT 
CAAACCGTTTGAGCGTATCGCGCAGATGGTTGTCGTGCCAATCGTGCAGGCGGGCTTCAA 
ACGTGTCGAGGAGTTTGTCGGAAGCAGCCGGGGTGAGGGCGGCTTCGGCAGTACGGGTTC 
TCACTAAAAATATAGAATGCCGTCTGAAAGACACGTCAGGTTCAGACGGCATATCTTCCG 
ATATACCGACAACCGGAGAAAATCATGAATACCTTACTCAACCAACTCAAACCATATCCC 
TTTGCCCGACTGCGTGAAGCGATGCAGGGCATTTCCGCGCCCGAAGGTCTGGAAGCCGTC 
CCCCTGCACATTGGCGAACCGAAACATCCGACACCGAAAGTCATTACGGATGCGCTGACC 
GCCTCATTGCACGAGTTGGAAAAATATCCGCTGACGGCCGGTCTGCCTGAACTGCGTCAG 
GCGTGTGCAAACTGGTTAAAACGCCGTTACGATGGCTTGACAGTGGATGCGGATAATGAA 
ATTCTGCCGGTTTTAGGCAGTAGGGAGGCGTTGTTTTCTTTTGTTCAAACCGTGTTGAAC 
CCTGTTTCAGACGGCATC AAACCCGC AATTGT C AG CCCGAATCCCTTTT ATCAG ATTT AC 
GAAGGTGCGACACTTTTGGGCGGCGGTGAAATCCATTTTGCCAATTGCCCCGCGCCGTCT 
TTCAACCCCGATTGGCGCAGTATTTCCGAAGAGGTTTGGAAACGCACCAAACTGGTGTTC 
GTCTGCTCGCCCAACAACCCCAGCGGCAGCGTGCTGGATTTGGACGGCTGGAAAGAAGTT 
TTTGATTTACAGGATAAATATGGTTTCATTATTGCCTCGGATGAATGCTATTCCGAAATC 
TATTTCGACGGCAACAAACCTTTGGGCTGCCTGCAAGCCGCTGCACAGTTGGGTCGAAGC 
AGGCAAAAACTGCTTATGTTCACCAGTTTGTCCAAGCGTTCCAACGTTCCGGGCCTGCGT 
TCCGGTTTTGTCGCCGGCGATGCCGAACTGCTTAAAAACTTTCTGCTTTACAGAACCTAT 
CACGGCAGTGCAATGAGTATTCCCGTGCAGCGCGCAAGCATTGCCGCTTGGGATGATGAA 
CAGCACGTTATCGACAACCGCCGTATGTATCAGGAAAAATTTGAGCGCGTTATTCCCATT 
TTGCAACAGGTATTTGACGTTAAATTACCGGATGCCTCGTTTTACATCTGGTTGAAAGTC 
CCTGATGGCGACGATTTGGCACTTGCACGCAATTTATGGCAAAAAGCGGCTATCCAAGTA 
TTGCCCGGACGTTTTTTGGCGCGGGATACCGAACAGGGCAATCCCGGGGAAGGTTATGTG 
CGTATCGCTTTGGTTGCCGATGTCGCAACTTGTGTCAAAGCTGCGGAAACCATTGTTTCC 
CTATATCGGTAAAGAATAAAAAAATGCCGTCTGAACTTTTGTTCAGACGGCATTTTTCAA 
TATTTTACGGTTGAATTTGCTATAACGGTATTTATAGTGGATTAACAAAAATCAGGACAA 
GGCGACGAAGCCGAAGACAGTACAGATAGTACGGCAAGGCGAGGCAACGCTGTACTGGTT 
TAAATTTAATCCACTATACTTCACTTTTAATCGGCTTGCCCGCAAACACGTTTAAACTTA 
AAATCCCCGTGTTTGACACAATACCGAGCAGATTATGTTTTTTGTCCTTTCCCCTGCGAA 
GAACCTTAATGAAAAAGACCCTGCCCCTGTCAGCGAGTTTACCCAACCCGACCTGCTGGC 
AGAGTCCGACATTCTAATGCAGCAGTTGCGCGAGCTTGCGCCGCAACAGATTGCCGAACT 
GATGCACGTTTCCGACAAAATTGCCCTCTTAAACGCGCAGCGCAATGCAGAATGGAACAC 
GCCGTTTACGCCGGAAAACGCCAAACAGGCGGTCTTTATGTTCAACGGCGATGTTTACGA 
AGGTATGGATGCAAACACATTGGATATTGGACAGATACGCTATCTGCAAAACCATGTCCG 
CCTGCTGTCCGGTCTGTACGGTCTTCTTCGCCCGTTAGACCTGATACAGCCCTATCGTTT 
GGAAATGGGGACGGCATTTGCCAATTTGCGCGGCAAGAATTTGTATGAGTTTTGGGGCGA 
CATCATTACCAACCTTTTAAATGATACGCTTGCCCAAGCAGGCAGCAATACGCTTGTCAA 
CCTTGCCTCACAGGAATATTTCAAGTCCGTCAACACGAAAAAACTTCGGGCGCGGCTGAT 
TACCCCAATATTTAAAGACGAAAAAAACGGTAAATATAAAATCATCAGTTTCTATGCCAA 

gcgcgcgcgtggattaatggtgcgctatgcggcagaacatcatattaccgaccctgaaat 
gctgaaaaattttaattacgaaggctacgcattcaatgacgcggcttcaaatgaaagcga 
atgggtttttatgcgttcggaacaaataaagtgaaaacaataaattaagtattttccgm 
aaaagtgcttggcaaaatgtataaatttcattattattcctaatcttcaagaagacggaa 
gcgtggcagagtggtttaatgcaacggtcttgaaaaccgtcgagggttgatagccctcx:g 
tgagttcgaatctcaccgcttccgccaatttttgagcgtaaaaccaaataagaatgcaat 
agccgcaaatattgtatttttatttggttttactgcattatcggaaacgtggcagagagg 
ctgaatgcagcggactcgaaatccgctgagggtgcaaatcctccgtgggttcgaatccca 
ccgtttccgccacaaaacaaaaccgccctgattcggggcggttcttttttgttcaagttg 
tatcaattaccatataaaaatcatcggtttgccctatcataacgcatcaaagcaaatcat 
ttgcaatcttgcggcatcttcttattgcatttttttatggtaatgtgtatggtaattttt 

GGATAAATGGGAAATTACCATAATGGCGAAAATCATTACGCCGCTGTCGGCAAATCAGGT 

taaaaatgcgaagccgcgcgataagctgtataagttgtcagacggggcgggctggctttg 
tgggtctacccgacgggcgggcggagttggaagctgtcgtttgtgcaggatggaaggcag 

CAGACAATTTCGeTGGGGCGGTATCGTGATTTTTCGCTGGCCGATGCGCGGGAATGGCGG 
GAGGAGGTGCGCCGAAAACGGGCGCACGGGGAAAATGTCGTCAATAAGAAGGTGCGGGCG 
GATTTTGCTTTTGAGAAGGTGGCGCGTGATTGGTTTGTGCGTTGGTCGAAGGGGCGGTCT 
GAAAAGTATGCCGGACAGGTTATGCGGAATTTTGAGCGGTGGGTTTTTCCGGCTATCGGC 
AATCTTGATATTCGTCAAATCAGGACGGCGGATGTGGTCGGCTGTCTGCGTGTGATGGAG 
GCGCGCGGTATCGTTGATACGTTGCGCAAAACGAAAAACAGTCTGAAGATGGTGTTTGCG 
TTTGCGGTCGGTTCGGGAATGATGGAAATCAACCCTGTCGCGCAAATCGGTTCGGGTGTG 
TTTGAACGGGCGAAAACGGGGAATATGGCAGCGTTGAGTCCGTCTGAATTGCCGCGCCTG 
ATTGATTTTTTGGAGCAGCGCAATGAATTTGCGGTTTATGCGGGCAGGGTGCGTATCCAT 
CCTGTAACGCGGCTTTGTATCTATTGGCTGCTGTTGACAATGACGCGGATTCAGGAGGCG 
GCGTTGATGGAGTGGTCGGAGTTGGACGGGGAGGTTTGGOTrATCCCCGCCGAACGGAAA 
AAGGAGCGGCGGGGGCATGATGTGCCGCTGTCGCGGGCGATGCAGTGGGTGTTGGATCAG 
GCGCGGGCGTTGAATGTGAACGGGCGGTTTGTGTTTGAAAGTGTGAATTTTCAAGGGCAT 
ATCAATAAGGAAAGTCCGCGCGTGGCGATGCAGCGGGCGGGGCTGGATACGACGGCGCAC 
GGTTTGCGCTCGCTTGCGCGTACTTATTTGCGCGAGGTTCTGAAGGTGGATAGTATTATG 
CGGAAACGCAAATAAAAAACCGTTTCCGCATTTTTATTGGAAGGCTTTTTTGCAACCGCT 
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TTACACAAAGGCGGTTTTTTGTGTAAGAACTGCTATAATAGCAGCCCGTCATCGTCAGGA 

GCGGCTAATGCCTTTAAAATTCCAACCAAGGGAACGTTCGGTTATCATGTGCGACTTTCG 

CGGTTATGAAGAACCGGAAATGGTCAAGAAACGCCCTGTCGTCGTCATAGCGCGAAACAG 

GCACAACGGCAAACTGGTAACGGTCGTACCCTTAAGCAGCACAGAACCTGTCCCTTTGGC 

GGACTACCACCACAAAATGAGTGGAAACCCCTTACCGGACAAGCCGCACATCCAATGTTG 

GGCAAAATGCGACATGACGGCAACAGTCGGATTGGCACGATTAGACCGATACAAACCCAA 

AGGGCGCGACCGCTGCATTCCAATAATCAGTGAAGAGGATTTTCAGGCGATTAAAACAGC 

CGTTGCCAAGGCATTCAAACTGTACTAGAATAAAACCGTTCCCTTAAAGGGGCTTGCAAG 

ACTGTTCTGAAATATGGGCAGCCGCGCACGGGCGACAGGCGATGACAAGCCGTCCGTGCG 

TGTGATGGGGCGCGGAATGCGCCCCTTGTCGTATCTGCAAACGCCTACAAATCCCCAATC 

AGCCTTTCAATCAAGGCTGTTTTGGACAAACCCGCCTTTGCCGCCTCCTGTTCCAGTTTG 

GCTATCGTTGTGTCCGCCTTAACGGGCGATTTAAGAACCGCTTTACACGAAGGCGGTTTT 

TTTGTATAGTCCGGTTCACGAGGTACAGAATCTTGAAAATAGTCAAGCAATGCCGTATAT 

TCCGACGCAAGGATTTATTTTCAACATCAGCTTAAGGGGATGACAATGGGACATATTTAT 

TCGGAAAGCCGTGATTTCCGCCTTTCAGACGGCTGGGACGGCAATGACTGACAACCTAAT 

ACAGATAGCAACGCCGATATTGACTGTTATCGGCGTTTTTGTTGCCGCTTACGGCATCAT 

GAGGAATACAGAAAACGCCAAAAAGCGCGCTGATCATGGCCGAACGTAACAATGCCGCCC 

TTCAAGAAGCCATAACCATAGTAAACGGGCTGGCAAAAACAGACGGATGCATACTCGCCA 

CCTATACATCGGATACCCCGGACAAGAAGAAAGACCGTGAAGCCATACTGACAGTTTTAA 

ACCAGCGCGAATTTGTCTGTGCGGGCGTATTAGGCGGAGCACTGCACGAGAAAATGTATA 

AAGATTTCGAATACTCCATGCTGTTACGTGACTGGGACAACCTAAGCAGCTTTATTTTTG 

AAATACGCCGTATCAGGAGCGCACCGACGGCCTTTCAAGAATTTGAAGCCGTAGCCCGAA 

AATGGAAG AAAAAGCCTC TGAAAACCAAAT AGCTTAAT AGCTT AACATCCGCCGCAACAT 

AGGCCGTCTGAAATTCAGACGGCCTTTGAGTTTGGCGCCTACGGTTTTTTGGGAAACCCe 

TTGCATGTGCAGGGGGTTTTGTTTTATATTCCTGTT CGTGGCGTCAGAAACCACACTACA 

GCGGCAATCACTCCGTCAATGTGATTTTTTCATGTCTATAGTTTTCTTTCCTTGTTGTTT 

GTTTCGATAGCAGGAAGTTTCTATGACCGCGTGGGCGACGAATACAAGACCCGAAAGGGG 

AATAAGTCCGCCCTCCTATGTGGGTTCTTAACCGCGTGTCCGCCCATTTGGGCTAATTCT 

cttgacacatttccataactctatataatatttcccacggtgcttgaaaacacctgacaa 

acagcgtatatccaacacgatagagtggaattttttacgtctatacgtatcaaatcgatt 

tactcctatgtgggggtgcgcctacccgtaaggctggcggcgcgcctgtttgcgtgtttt 

caacacccctgcgcccaatttgggcattcctaaatcctacatgctgttgaagaccgcgac 

cx:tatccgccacatggcggcttttttatgcttgcagaaaatagaaagattggatatatta 

cgaaacacgaggcgtcgaaaacctctactagaacggcatttaccccgtcagcgtgaattt 

tttacgtccataagttttcttgtttggttgtttgtttcgatatatccgaactagtttcct 

atggtcgggagggtgcggaatacaatacccgcaaggggaataacgccggccttttctagt 

aggttttcgaacctcccgaccacccatttgggtctttcgaaactaaactaggaaactatc 

atgaacgtatctgttctcaattttggtaacacccctgtatctttccgtcaagacggtttt 

ttaaatgcaaccgccattgcatctcactttggcaagttacctaaagactacctaaaaagt 

gaacaaactcaacaatatatctctgcacttgctgagaatttaagcgttaggagaaaaatc 

ctaacggaagcaaatcaaatagttatcgtgaagcgtggtggcagtgagcaaggcacatgg 

ctgcatcccaaactcgctattcactttgcccgttggcttaatccgaaatttgcggtttgg 

tgcgjvtgagcagattgaaattttacttaacggcaaaatttcagacggcataaaaacagtt 

acccccaaacccacccgcgcccttccggacggcttgaccggcgaacaaatcgaagccgtc 

aaaaaactgcacaacgccctgaccaaatccgcacccaaagaagcgcaggcgcgtatcgcc 

attaccctttggtctgccgtcaaaagcaagttcggatgcagctacaaagaagtt^ctgcc 

gaacagttccccgaagttttaagcgtgatgggccgcgtggcagttgaaaacggcgtgctg 

tacggcgaagtcctcgaccgcgaaccattgcccgcaccgcaacctgccctgcccatcagc 

ggcaacgccctgtacgacctcgccgttgccgtcagatacggcgcgtgggccatccaaatg 

ggcagagacgtttccctgccgctgaagcagctcggctgcaaacaggcggtaacgatgtgg 

acggtctgggcggaaacacxx:agccgcctcaaagccgccgcaaacgccctcgaagcctta 

aacgcacacgccgacgcggaacacgcggcaaaaatccgcccgatgctgcccgaaatccgc 

aacctgtcgtcggtttgatgcagtagggaatacaaaagccgtctgaatgtgaaaacgccc 

taatcgggcgtttttttatrrgctgtaaccccagggcttccaaaacttcgcgggtgtccca 

tacgggggatgtgagtggggttttcagacggcacggtatccgtccgtctttttccatacg 

cagcagtgtcgagtttgaaatggggcggttgcggcaggttgcgtaggcaatcagttcgcg 

gatggtcgggcggtctatccttgcggccagttcgttgatgttcatttttttactctcctg 

taatgactcggtttctggaagcggcgtaatacggcatcggcggccgtgatgaaaagccat 

accgccaatgcctcagcgccggaaaatgacagcgcgatgatgatttttaatagggtgtcc 

atcaggctttccttttttctctagtttcgtactcataaatgaacatcgggaacgcctgcc 

cgcttctgacaagatttaaatccggtatctgatcggtaatcagacaagaaaaccgcccgt 

ccccgccgtttcccgtcgaacagcaaatcacaaggttgccgccaaatggaatcgtatctt 

gattcgtgttcatctttactgctccggcaaatacgttttaaaaatcaaatcttcaagtcg 

gcggtaaaccttcccggtctgcaccaatgactcggtttcgggaagcgcggccaaaagctt 

ccgcatatgaccggcaatcgcctgtaacacaagctgctcgccgcgcgttttgttgtgttt 

ggcaaccatcgccgccagcccgtaaaccgccaagtccatcattgcctccacgctgtcggc 

ttcagcggaatgcaagagattaatctctatgtcattcttgatgttctcgttttcttcctg 

AAAGTTCy^TTTTTCCAGCTCCGGCACTTCCGCGTCGCCGTGTATCCATCGGTAGTCTTTC 

aattcttcggcttcgcgttgtctgatttcggcgtcgatttgggcgttcaacccgtcaatc 
tctgcctgtttgtcggcgacggctaagcgcatagcggtcaggctgttttcagccttgact 
tgcactgcggcttcggattgcggttggcaggcgtagatgccggcggctgcgactgcgagt 
aaggcggtgcggatcaagtatttcattttgattcctcattattggggtaacggcttaata 
tcaggcagcgtttttgaggttgtcttttgtcagacagatgagcgcctttctgacggcggc 
aaagggggttttgtactctggctctatgccgacaagtagctccccgtctgtgttgatgat 
gtcgcatccgtagcgttcggtggggtagccgtagtcgtttttcccgtgttctgaggttac 
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TCGGATGTCGATGGAGTATTCTTCTGTGATGGTCATTTTGGGGTCTTTCGGATTTGGGTT 

TTTGTGGAGGTCGTCTGAAGGTTCACGATTTCAGACGACTTTTTTTTAGGCGATTACGCC 

GAAATAGATGTCGATTTCAGGGAAGGCTTTTTGTACGGCTTCGGAAATGTCTTTTGCCGC 

TTGTTCGATTACAGCATCGATTTGCTGCAATTCGTACCACAGGACGAGTGCGCCGCTGTT 

TTTGTCGATGCGGAATTTCAACAGGGGTTCAACAAAGTAGGATGCACCGCCTTGATGCGG 

GGTGAACTCGATGCCGAAACGTTCAAACATTTTGAGGTTTTTCTCTGTTTGCCCTGAGTC 

TTCGGATTGGAAGGTAAAGTTGATTCTGCCGTCCTGTTCACGATAGCCTTGTTTGAAGGT 

GGTTTTTTCGGTGTACTCGAGATTGAGCGCGAAATCCAATACTTCGGCGGCGGTCGGGTA 

AACGGAATTTTCGTTACCGGGATTTTTGGATACGATGTTGCGGGCATTGTTGGTCAGGAA 

ATGGGAAAACTCCATGTGATTCATGCGGTGCGCATTGTTGTTCAGCCAGTTGGATGCCGA 

TGTAGTGTGTTGCGGGGTGTATACGGGATAAAAATCGAGCCAGCCCGGAGCTTGTTGCGT 

ATGGCCATTGATGACGGCGGTGACATCAATACGCCCTGATTTGAAATCGGCATCAATGTA 

GATTTGTGTGCCGTCCTGTTTGTGTTTTTGTACAAAeTTAATAAGACTGGCGGTATCGTG 

CATGAGGAATTTGCCGCACTTGCGGTACGGGTTTTGCATCAATTCGGGfGTGTGATTTGTA 

TCTCCAGCCACCGTCTTGGTCTGGTGTGAATACAAGCGGAGTATTGTTCGGTGGAAAGTC 

AAAAAAAG G TTTTTGAGCTGCTTGTAAGGCGGTTTTAATCATGTTTTCTTGGGTTTCCAT 

TTTAGATTTCCTTTTGTGTTTGAGTTAGTTGGATCTGACCATTTTCAACGTGCTTGACGT 

ATTGGAAACTTGTTTGAGTTTCAATTTTCCTTGTGCCGGATCGTCGGCTTGGATGTTGCC 

GTCAGGTGTAGCAAAGACGATGCCGCCTTCGCGTTTTTCTTTGGGCAGTTTGGTTGCTAC 

ATCGTGGCTGATTTTTACCGTTCCGCTTTGGATGTTTTGGGGTTGGATTTTGAGCTTGAC 

AGTAATTTGTGACTGTTTACCGTGAGCAAGGCAGGCACGCACCGCTTCACTCATGGCTTG 

GCCTAATTCACGGTCTAACCAGCCGCTATTTACGGTCGGTATTTGCTTGGAGGCAGGAAC 

AAATTTCTTTTCTTGGGTTTCCATTTTTGATTTTCCTTTAAAGAGAGGTTAGTTAGGTTG 

CCGGTATCACGGGATGACAATACCGAGGAGGTTATTTAATTTTGAGAATTTCCAAAGATT 

CCACGGTGGAGCGGGCTATTCCAAACTCGTTAAGTGCGGCAAAGCCGGCTGCTGGTATGG 

TGGATGCTCCGTAATTTATTTTTGGAATAAAATTTTCGTTCAGGGCGACGGCGGTTCTTG 

CGAGATTTAGCAAAGCGTCGAAATTTTCTTTAGGGATGGTGATGGTTTCCATGTCGGTAC 

TCCATGTGGCTGTTGTTTGTTTCGATGGGTGTATTTAAACATAGCGTTTAATAATATGCA 

ACAATCTGTTTAAGATTTTTGTTTAAGGTTTATAAACATTTTGATTATTAAAAGAATTTA 

TTTTTGAGaTTTCGCAGGCGCAAAA&AACCGCCTATTAAGGCGGCTTTGTCGGTTTTGTG 

TTGTTTTCAGGTTCGGCGGGGCATGAAAAAAGCCCGCATAATGCGGGCGGGTTGTTTAAT 

CTGTGGGGTCGTATGCCACATCAACTATCAGCTTCGTTTTCCTTAGGTGTTGGTTGATAG 

CATAAATTTCGTGCCATGCCTTGCTTAGATAATACTGCCGAAGCATCGGGATTTTAGATA 

GCCGGTGTGGCATTGGGATATTTCGTGCGCACCATAGCCGCAACAGAGTGTCTTCGTCAT 

CGATTTGGATATGTTTTAAGATTAAGCCGCTTGAACCGACGGGCAATAGATACCTTGCGT 

CAGGGTTGGCAAAATGCTTACCGGAACCATCAAAGTCATACAATACATTTGGCTTGAGGT 

CTTTGTAGTTCTCTTTTCTGCGCGGCGCAGATACTTCGCCAAGCCACTCAAAGCACAGGG 

TTGCTGTTCTGTGATGCAGCTCGTGAACCTTCAACTCTCCTTGTACGCCAAGGAAATTCA 

TACCGGCATCGTACTCACCAGGCCACCAAGGGGAATCAAAACGCCTATTTTTGACAATCT 

TGAAAGCCCTATCAATATTATCTCGTCGTAATAGCAACATTTTTCAATCCAGCACGCTCC 

ACCAAAATACCCTGCCGATAACGGTCAGGCTGTCCAAGGGGGCGTTTTCGTCGCCATAGA 

AACCGCTGTTGTGGCTGCGTATCAGAACGCTGTTGCCAGGCTGCCGTATCAGGTACTTCA 

CGCGGAACATACCGTCCTGGGCGAAGGCGTAGATTTTGCCGTCGCGTATGGCGGTTTCGC 

CCGTATCTACGGCAATTGCCGCGTCTTCTGCGATTTTTTCCTCCATACTGTCGCCGGTCA 

GGGTGCAGCAAAACACGTTGTCGGGATTGATGCCTTTGCGTTTAAGCGTGGATTTGCCGA 

ACGGCAGGCGGTAGCCGTTGTAATCGGGGATTTCATACGTGCCTACTCCGCCTTTGAAGC 

AGCTCTCTTTGAGGTAGGGGACGAAAACATAATCATCGTCGGGCAGCGGGTCGTTGCTGC 

TCCACGTCATCGGGCGGTGGATGTCTTTGACTTCGTGGGGTAGGTCGGGGTCAATAAGGA 

CGGGCGCGGTTCGGCTGCCTTCACCTGTTCTCAGCCATGTTTCAGATACACCGAATGCTT 

TTGCTACTTCAGGCAGCGCCTTTGCCGCTATGCCACGACTTTCCCAGTTTTTCAAAGCCT 

GTTGGCTGATATTCAGACGCTCTGCTATGTCAGCCGGCTTTAAAACTCCCTGCTCTTTGG 

CTATCTCAAAAAGTCTGTCAGTTGTCTCGTGCATTGTCATTTTTAATCTTATTCGCGGTT 

GGCTTAATTATTCTCCCATATTTAAACAAAAT G ITGTTACACAAGACTTGATTTTTATCT 

AAACATAGTGTTTAATATTAGCATTAGATTTAAACATTTGGTTTATTTATGGATAAAAGA 

GTCAATGAAGACAAACGCCTGTTGCAATCAATCGGCAGTTACGCGGAAGTTGGTCGAATA 

ACAGGGAATAGCCCTCAATGCGTTTTCAATTGGACGAAGCGCGGGATACCTGCACGAATA 

AAACTTAAGTATCCCGACCTGTT T TTGAACTCAAAGAAACCAGACGACCAACCCAAATAA 

AAAAAGCCTGTCGTGGAAAGCTCGCCGCGGGCTGGGGAAGCCGCATTGATGACGATAATT 

TTTAATATTGCTTGGATTCGGATTTCAAGTGCAACACTAGTGTATTAGTGGTTGGAACAG 

ATTCAAGAATAAAACACTTGGCGTTTCGTAGCCAAGTGTTTTTCTTGGTCGGTGGTTCAA 

CTCATCTTGAACCCTGCGTATCTCCCGATCACTGATGTTACGGAAATCGGTTTGTTTGGG 

GAAGTATTGCCGGATGAGTCCGTTGGTGTTCTCATTCAGCCCTTTCTCCCAAGAATGGTA 

AGGGCGACAAAAATAAGTCTCCGCTTTCAATGCTTTGGTTATTTTGGTGTGTTGGTAGAA 

CTCTTTGCCGTTATCCATGGTGATGGTGTGCACCCTGTCTTTATGTGCCTTTAATGTCCT 

AACAGCTGCCCGGGCAGTGTCTTCGGCTTTGAGGCTATCCAATTTGCAGATGATGGTGTA 

GCGGGTAACGCGTTCGACCAAGGTCAATAATGCGCTTTTCTGTCCTTTGCCGACAATGGT 

GTCGGCTTCCCAATCGCCGATACGGGATTTCTGGTCGACGATAGCGGGTCGGTTTTCTAT 

GCCGACACGGTTGGGTACTTTGCCTCTGGTCCATGTGCTGCCGTAGCGTTTGCGGTAGGG 

TTTGCTGCATATTCTGAGATGTTGCCACAACGTGCTGCCGTTGCTTTTGTCTTGGCGAAG 

GTAGCGGTAAATGGTGCTGTGGTGGAGCGTGATCTGGTGGTGTTTGCGCAGGTAGGCGCA 

TACTTGTTCGGGACTGAGTTTGCGGCGGATAAGGGGGTCGATGTGCTGAATCAGCTGCGA 

ATCGAGCTTATAGGGTTGTCGCTTACGCTGTTTGATAGTCTGGCTTTGCCGCTGGGCTTT 

TTCGGCGCTGTATTGCTGCCCTTGGGTGCGGTQCCGTCTGATTTCGCGGCTGATGGTGCT 

TTTGTGGCGGTTAAGCTGTTTGGGGATTTCGGTGACGGTGCAGTGGCGGGACAGGTATTG 

GATGTGGTATCGTTCGCCTTGGGTCAGTTGCGTGTGGCTCATGGCAATCTTTCTTGCAGG 
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AAAGGCCGTATGCTACCGCATACTGGCCTTTTTCTGTTAGGGAAAGTTGCACTTCAAATG 
CGAATCCGCCGTGCGCTGAAATTCGACCAGTTGATACTCGAATTTCCTGAGCGCGGGGAC 
GGCGCATGGGTACACATCGGTTTCCGACGCAACAGCCCGCAACGCAACCAGATACTGACC 
GCAACCAAGAAAAACGGCAAAACCGTGTATCTGCCCGGGCTGCATCCTTGAGGTCGTCTG 
AAATGGATATTTTATTGAAATACTGGAAGCCGGTAGGTGTATTGCTGCTAATCGTCCTGA 
TTTTTACCGCATGGCATTTCGACCGTGCCGAAAAATACCGCATGGGACGGGAGGCTGCTG 
CTGCCGAAATCTCGAATCGTCTGAAAGACGGCTATATCGAGCAGGCAAAGCAGGCGCGTT 
CTGCCGAGCAGAAGGCCGCTGCCGCGTTTGCCGAACGACAAACCAAATTAGAAGAGGAAA 
AACAAAATGCTGAAAAAACTGTTGCCGCTATGCGTCTTGAGCTTAACCGCCTGCGCCACT 
ACGCCGCCGCCCAAAATCGCAACAGAAACCTGCCCGCAACCGCTACCGCCGCCACCGCAT 
CTGATGGCGCGTCAGATTCCCAAGGCTGGCTATTATTCGGACAGTGCGCTGAAAAATATG 
CAGGACTGGCAGAAACAGCCGACGGACATGCAGCCGATTTAAGGGAATGGCAGGCATATG 
GTCATGCAGTAAGCAGTCAGCGTGCCGAATAAGCAACCGCCCGAACCTGTAAGAAAAGAT 
TACAGGTTCGGGCGGTTTCAGCATTTAATCGAATAAGACGGCGCCGATGCGCGCCAGCAC 
ATCGTCCAATACATAATCGGGTACAGTTTCTTTAAAAGAAGCCTTGCGGATTTGCCAGTC 
TAGAGATTTGAGCTGGTGGCAGTGGACATTGCCCTGCGTTTCCGTTCCTGCACCGAGTAA 
GGTTGAAATCATGCCGCTGCTTCGTGCAGCTGCTGCATTCCCCTGTGAAATGGGGCAGGC 
AAAAACCAATCCCGTTGCGCGGTTGAATGCTTTTGGAGACAGAGCCAGCGCAAACCGCCC 
GCCCTTGATTTCCTTGCCGCTGGAAGGGTCGAAATTGAAATGGAAAATATCGCCTTTGTC 
GGGAATATACATTTCAGACGACCTCGTTGCCGGCATCATCCAAGATTTCCCAGCCTTCTA 
CGCGCGGCGGGGTTTCTTCCATTTCGGCAAGCAAGTCTGCCAAGCGGAAACGTCGGGCAG 
CACGCACACGGAGTTCGCCGTTATGTACTTCCGCTACCAAAGCGTCGCCGATTTTAAAAT 
CCAATTGTTTCAGCATGTCGGCAGGCAGTCGGACGGCCGCCGAGTTCCCCCATTTTTGGA 
CACGCAACATAATCTTCACCTTTATTGTATCTACAAAGTAGATACATATTACCATAAAAT 
TTCAGTTGTTCAAATACTTGTGCAGAATACGCCAAAAGCCGTCCGAACTGTTTCGGACGG 
CTTTTGTACTGTATTTGCGCCTTCAGGCAATATTTTGTTATCCATTTTCAAGATGC^^ 
GCTTTCTAATTGCTTGATGTCGGATTTCGGTTGTTTAGGGATACAAAACCAAGTAAACTA 
AAACTGTTTGATTGGAAAATGCTCCGCAAGGAGAAAATTATGTTCAAAAAATCACTTTAT 
AAGGCTGCTTTGGCGTATTTCGGCGATTGCGTGGCTGCCCATATTTCAGAACAGTTTTGA 
CTGTTTATTCACAAATCAGATGCCTTTAGGGGGTTTGCTTTCCATAATGCAACCAAAATT 
TCCAACrCTCTAAATATTGTGTCTTTGCGTTCTTCTTCGCGTATTTTCATAACAAGAGGC 
GAAACTGCATTCCACAATTTTATGAAGTTGGTGCAATGCAGCCGTTTAAACAAATCCTCA 
TCCAATACTCCCGAGTTGATTGCGCACGCATAAAACTCGTGCCGATTGATTACGGTAAGT 
AAATGCCCTCTCTCTTTTTCCCATTGTCCGCCCTTATTTTGATAAATTTCATACAGGTCG 
ATCCGCGCGTTGTTGTCGTCAACTGCCGTGCCGCGAATATAAGGCGAAATATGATTGTCG 
GCTTCTA CAAA TTGTGCATCTTGGTAATCATTCAAAATAACATCTAATGTCGCCTTTTGC 
TTTGAAGTTTTCTTATTGATGAATATTGTCCCCAGTGCAATGACGGCGGTTACTGAAACA 
ACGGTCAGTTGCCAAAACATCAGCCATTCGGCCGTCCCTCATAGGTTAAACTGTACGCTG 
TGCCTGAATATGTAAAATAAAGTGAATACAGATACAAACAAGGAGGTTAGGGCAATTACT 
GACAACCAACCTCCTTGTTTTATTTGTTTCCGCACCTTACCAGCCATTAAAACCCTCATT 
TTTGTATTTCATCGTATTTCCTTAATGGTTTTAACCTTGCTTGTCGATATCTGTATATTA 
ATGCCGTGCGCCCGTTCTTTCAAGGGGTGATTTAAAAATCAGGCATCCTTGACATCCTCT 
CCTGCTTAAAGGCGGGGGGACTCCTGCCGTGTAAACCAATGCCGTCTGAAGGGCTTTCAG 
ACGGCATAAAAAAACCGCCTTTGTGTAAAGCGGTTGAAGAAAAGCCTTTCAATAAAAATG 
CCGTCTGAATTTCAGACGGCATTGTTGTCGGATATGCCTATTCCTTATCCAGCCGGCGCA 
GGGTTTCGGCGAGCTGTTTGAAGTCGGTTTCTCCCGCCGCCAAACTGACAATCAAGTCGT 
CAAGCCCTTGGTCGGCGGCAATGCTGATGCCCTGCAAATCCAGATAGGtCAACATTGTTA 
AAAGCGCGGTGCGCTTGTTGCCGTCGGGAAAGGCGTGGGCTTTGGCTATGGCTTGTGCAT 
AGAGGGCGGCGATITCGTAGATGTCCTCAAGGTTTTCATACTGCCGCCAGTTGGCAATCC 
GCGACAATGCGCCGTCCAAGCGCX;CCATATCCGCCCGCCCTTTCAAACCCGCTTCATCCG 
CCAATACGGTTTGATGGATAAGCGCGACCAGTTCGCCGTCTATCATTTGTCGGCAAGTGC 
CTTGACGGCTTTTTGATGGGTTTTGGCAATGCGGCGGGCGGCGGCAAGCAGTACGCGTTT 
GCCTGCTTCGCCTTTAAGCTCGATTTTGACGGGGCGTGTATTTTGGTTTTGCATCGCTGC 
TCCTTGTCTGTTTGCGGGCATTTTAGCTTTTTTCCGGCAGCTTGGGAAATGCCGTCCGAA 
AACACTTCAGACGGCATTCTTCTAATAGTGTAATGCAATAGTTACTCCAAGATTTTTGTA 
TATGGCTGTTTTTATGGTAAATTAAATrrrCATAAGAAATAAATATATTTAAATCAATGA 
AATAAAA TTTAG TCGAATCCCACCGTTTCCGCCACAAAGCAAAACCGCCCTGATTCGGGG 
CGGTTCTTTTTTGTTCAAGTTGAGACCTTTGCAAAATTCCTTTCCCTCCCGACAGCCGAA 
ACCCAAACACAGGTTTTCAGCTGTTTTCGCCCCAAATACCTCCTAATTTTACCCAAATAC 
CCCCTTAATCCTCCCCGGATACCCGATAATCAGGCATCCGGGCTGCCTTTTAGGCGGCAG 
CGGGCGCAAATCAGTCCGAAATAGGCCGCCCGGGCGTAGCGGAATTTACGGTGCAGCGTA 
CCGiiAGCTTTGTTCGACCAaVTAACGGGTCTTAGATAAATACCGGTTGCGTTTGGTTTGC 
GTTTCCGTCAGCGGACGGTTGCGGCAGGCTTTGCGCATAATGCCGTCCTGCAACTGATGT 
TCTTCCAGATGTTGCCGGTTTTCCGCACTGTCGTAGCCTTTGTCGGCATAGATGGTCGTA 
CCrrCGGGTAACCCTTCCAACAACGGCGACAGGTGTTTGCACTCATGGGCATTGGCGGGA 
GTAATGTGCAGTTTCTCGATATAGCCTTCCGCATCGGTACGTGTATGTTGTTTGTAACCG 
AGTTTGTAGAGGCTGTTTTTCTTTGTCCAACGGGCATTTTTGTCCTTACTCAGTGTGGTT 
TGACCGCTGACTTGTCCCTCTTCATCGACTTCTATGGCCTGGCGCTGTTTGCTGCCGACG 
GTCTGAATAATGGTGGCGTCAACGACGGCGGCGGATGCTTTCTCTACTTTTAAGCCTTTT 
TCGGTCAGTTGGCGGTTAATCAGTTCCAACAGTTCGGACAGGGTGTCGTCTTGCG^ 
CGGTTGCGGTAGCGGCATAAGGTGCTGTAATCGGGGATGCTCAGTTCGTCAAAACGGCAA 
AACAGGTTGAAGTCGATGCGGGTGATGAGGCTGTGTTCGAGTTCGGGATCGGAGAGGTTG 
TGCCATTGTCCGAGCAGGACGGCTTTGAACATGGACAACAGGGGACAGGCGGGACGACCG 
. . CGGTGGTCTCGGAGGTAACGG G TTTTT T GACGGTTCAGGTATTGTTCGATCGGCTGCCAA 
TCAATCACCTGGTCCAACTTCAATAGCGGGAAGCGGTCGATGTGTTTGGCAATCATGGCT 
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TGGGCGGTTTGTTGAAAGAAGGTGCTCATGAGAAATCCCCTAAATGTCTTGGTGGGAATT 

TAGGGGATTTTGGGGAATTTTGCAAAGGTCTCGACCTTGTGTTTTTTAAGGTATTCGATA 

GTATGGGCGATACCTTTGGGGTTGTTGGTTTCGGTTTTGGTTTTAGACAAAGACGAAACG 

GCGATGACGAAGTTTCGTTTGGCGATGTCGATATAGTGAATTAACAAAAATCAGGACAAG 

ACGACGAAGCCGCAGAAAGTACAGATAGTACGGAACCGATTCACTTGGTGCTTCAGCACC 

TTAGAGAATCGTTCTCTTCGAACTAAGGCGAGACAACGCCGTACCGGTTTTTGTTCATCC 

ACTATAACAGCAACCCTGTCGCCGTCATTCCCGCAAAAGAGGGAATCCAGTCCGTTCAGT 

TTCGGTCATTTCCGATAAATTCCTGTTGCTTTTCATTTCTAGATTCCCGCTTTTGCGGGA 

ATGATGACGGAAGGGTTTTGGTTTTTTCCGATAAATTCTTGAGGCATTGAAATTCCAGAT 

TCCCGCCTGCGCGGGAATGACGATTCATAAGTTTCCCGAAATTCCAACATAACCGAAACC 

TGACAGTAACCGTAGCAACTGAACCGTCATTCCCACGAAAGTGGGAATCTAGAATCTCAG 

ACTTTCAGATAATCTTTGAATATTGCCGCTGCCTTAAGGTCTGGATTCCCGCCTGCGCGG 

GAATGACGAATCCATCCGCACGG7VAACCTGCACCACGTCATTCCTACGAACCTACATCCT 

GTCATTCCCACAAGGACAGAAAACCAAAATCAGAAACCTAAAATTCGTCATTCCCGCGAA 

AGTGTGAATCTAGAAATGAAAAGCAACAGGCATTTATCGAAAATAACTGAAACCGAACAG 

ACTAGATTCCCGCCTGCGCGGGAATGACGGCTGCAGATGCCCAACGGTCTTTATAGTGGA 

TTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAGATAGTACGGAACCGAT 

TCACTTGGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCC 

GTACTGGTTTTTTATATCCAATGGGTGCGGCGTTTAATCATAATCAGGCAGATAGGGATA 

ACTAATGCCGTCTGAACGACGAATGTTCAGACGGCATTTTTACCTTTGTGCTTATAAGGC 

GTTTAGTGCCTGATTAAAGGTTACGCTCGGACGCATCACTTGTGCGGCTTTTTCAGGATT 

GGCGGCGTAGTAGCCGCCGATGTCGGCCGCTTTGCCTTGTACGGCGGAAAGCTCGGCAAC 

GATTTTCGCTTCGTCGGCGGTCAAAGCGGCTGCCAATGGCGTAAATGCGGCTTTCAGTTC 

GGCATCTTTGTCTTGCGCCGCCAATTCTTGCGCCCAGTAGAGGGTGAGGTAGAAATGGCT 

GCCGCGGTTGTCGAGTTCGCCGGCTTTACGTTTAGGCGATTTGTCGTTCAACAGCAGTTT 

TTCGGTGGCTGCATCCAAAGTGTCGGCGAGGACTTGGGCTTTGGCATTGCCG G TTTTTTG 

CGCCAAATGTTCAAACGATACGGCGAGTGCGAGGAATTCGCCCAGCGAGTCCCAGCGCAA 

ATGGTTTTCTTCGAGGAATTGTTGAACATGTTTCGGTGCAGAACCGCCCGCGCCGGTTTC 

AAACATACCGCCGCCGTTCATCAATGGAACGATAGACAQCATTTTCGCGCTTGTGCCGAG 

TTCCAAAATTGGGAACAAGTCGGTCAGGTAGTCGCGCAAGACATTACCGGTTACGGAGAT 

GGTGTCTTCGCCGTTTTTCAGACGACCCAAGCTGAACTTGGCGGCTTCTTCAGGAGCGAG 

GACGCGGATGTCGAGGCCATTGGTATCCAGTTCGGCAAGGTAGGCTTTAACCTTGGCGAG 

CAGGCTCTTGTCGTGCGGACGGTTTTCGTCGAGCCAGAACACGGCAGGCGTGTTGCTCAG 

ACGGGCGCGGTTGACGGCAAGTTGTACCCAGTCTTTAACCGGAGCGTCTTTGGTTTGGCA 

CATACGCCAGATGTCGCCGGCTTCAACGTCGTGCTGCATTAGGACTTTTCCTGCCGCATC 

AATGACTTGGACTTGGCCGTCGGCTTCGATTTCAAAGGTTTTGTTGTGCGAGCCGTATTC 

TTCCGCCGCTTGCGCCATCAGTCCGACGTTGGGCACAGTACCCATGGTTGTCGGGTCAAA 

TGCGCCGTGTTCGCGGCAGAAGTCGATGGTTGCTTGGTAAACGCCGGCATAGCTGCTGTC 

GGGAATCACGGCTTTGGTGTCTTGCGCTTTGCCGTTTTTGTCCCACATACGGCCGGAATT 

GCGAATCATCGCAGGCATAGAGGCATCGACGATGACATCGCTGGGAACGTGCAGGTTGGT 

GATGCCTTTGTCGGAATCAACCATCGCCAAATCGGGGTTGGCAGCGTAAACGGCGGCGAT 

TtCGGCTTCGACGGCGGTGCGGGTGTCCGCATCCAGTTTGTCCAGATTGGCAAGCAGGTT 

GCCGAAGCCGTTGTTAACGTTGACGCCGGCAGCAGCCAGTTTGTCGCCGAATTTTTCAAA 

AACAGGCGCGAAGAATACTTTGACGGCGTGTCCGAAGATAATCGGGTCGGACACTTTCAT 

CATAGTGGCTTTCATGTGCAGCGAGAACAACACGCCTTTTGCTTTCGCJVTCTTTTACTTG 

TTCGGCAAGGAAGGCGAGCAGGGCTTTTTTACTCATCACGGTCGCGTCGATGATTTCGCC 

GGCTTTCAGGGCGACGGGCTCGCGCAGCT C TTT TT TGTTGCCTTGTTTGTCGGTGAATAC 

GATGGATACGGAAGTCGCTTCAGGTACGATAACAGATTGTTCGTTATGAAAAAAGTCGCC 

GCTTTGCATGGTGGCAACGTGGGTTTTGGAGTCTTTGGTCCATGCGCCCATGCTGTGCGG 

ATTTTTTTTCGCAAAGTTTTTCACTGCTTTAGGGGCGCGACGGTCGGAGTTGCCTTCACG 

CAGGACAGGGTTTACCGCGCTGCCTTTGATGCGGTCGTAGCGTTCGCGTACGGCTTTTTC 

TTCATCGGTTTGCGGGTCGGCGGGATAGTCGGGAACGGCAAAGCCTTTAGATTGCAATTC 

TTTAATCGCGGCAGTCAGTTGCGGTACGGACGCGCTGATGTTCGGCAGTTTGATTACGTT 

TGCATCGGGTTGTTTCACCAGTTCGCCCAATTCGGCAAGCGCATCAGGTACGCGTTGCGC 

TTCGGTCAGGTATTCGGGAAACGCCGCCAAAATACGGCCGGAGAGAGAAATGTCGCTGGT 

TTTGACATCAATATCGGCGTGGCGGGCAAAAGCCTGCACAATCGGGAGCAGCGATTGGGT 

CGCCAGCGCGGGTGCTTCGTCGGTATGGGTATAAACAATGGTGGATTTTTGAGTCATAGG 

ATTATTCTCTTGTAGGTTGGTTTTTTCTTTTGGAACACATTGCGCGGGGAATGTGCGTGG 

CTATTATGGCATATTTTGGCGGCTTTGTTCGCGCTTTGTTCGATCTTGGCGTGTTTGAAC 

GCGGCGGCGTGAAAGGAAGGGGGAAATGGTTTTCCCGCGTTTGGCGGCGGTCGGAGGTGC 

TGTGCCTGATGTGCGGCGGCATATTTTCGGTGAAATTGATTTTATAGTGGTTTAAATTTA 

AACCAGTACAGCGTTGCCTCGCCTTGTCGTACTGCTTGTACTGTCTGCGGCTTCGTCGCC 

TTGTCCTGATTTAAATTTAAACCACTATAATATTCGGTAACTGTCGGAATATCTGCTAAA 

ATTCCGCATTTTTCCGTCCCGGGACACTCGGGGCGTATGTTCAATTTGTCGGAATGGAGT 

TTTAGGGATATGGGCTTGAAAAAGGCTTGTTTGACCGTGTTGTGTTTGATTGTTTTTTGT 

TTCGGGATATTTTATACATTTGACCGGGTAAATCAGGGGGAAAGGAATGCGGTTTCCCTG 

CTGAAGGAGAAACTTTTCAATGAAGAGGGGGAACCGGTCAATCTGATTTTCTGTTATACC 

ATATTGCAGATGAAGGTGGCGGAAAGGATTATGGCGCAGCATCCGGGCGAGCGGTTTTAT 

GTGGTGCTGATGTCTGAAAACAGGAATGAAAAATACGATTATTATTTCAATCAGATAAAG 

GATAAGGCGGAGGGGGCGTACTTTTTCCACCTGCCCTACGGTTTGAACAAATCGTTTAAT 

TTCATTCCGACGATGGCGGAGCTGAAGGTAAAGTCGATGCTGCTGCCGAAAGTCAAGCGG 

ATTTATTTGGCAAGTTTGGAAAAAGTCAGCATTGCCGCCTTTTTGAGCACTTACCCGGAT 

GCGGAAATCAAAACCTTTGACGACGGGACAGGCAATTTAATTCAAAGCAGCAGCTATTTG 

GGCGATGAGTTTTCTGTAAACGGGACGATCAAGCGGAATTTTGCCCGGATGATGATCGGA 

GATTGGAGCATCGCCAAAACCCGCAATGCTTCCGACGAGCATTACACGATATTCAAGGGT 
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ttgaaaaacattatggacgacggccgccgcaagatgacttacctgccgctgttcgatgcg 

tccgaactgaagacgggggacgaaacgggcggcacggtgcggatacttttgggttcgccc 

gacaaagagatgaaggaaatttcggaaaaggcggcaatuvaagttcaaaatacaatatgtc 

gcgccgcatccccgccaaacctacgggctttccggcgtaaccacattaaattcgccctat 

gtcatcgaagactatattttgcgcgagattaagaaaaaccggcatacgaggtatgaaatt 

tatacctttttcagcggcgcggcgttgacgatgaaggattttcccaatgtgcacgtttac 

gcattgaaaccggcttcccttccggaagattattgggtcaagccggtgtatgccctgttt 

acccaatccggcatcccgattttgacatttgacgataaaaattaatcggataggaaatca 

aaatagaaaatggcggagtgcgtggggtaaaaataaggatagegttttttcatttggatt 

gacgataatttctgattgctttgcgtgtgctgaaatggcaaagaaaatgcx:gtctgaagt 

cttcagacggcattgttttgttttggatgttattcgggcgggcggaaactgtcgtgggag 

gatttgcagcttgcgccggtttcgccgtaggcgggtttgatttcgtccagtttgccggtt 

tgggcggcggcgttgagtttttcgacggcggcggcgaattttgttttttcggcttgaaat 

tttgcaccatccgaccaaacggcgggcagtgcgcggccgttgccttgcggatcggactca 

aaaagtgtgaacggtttcttggtgctttgggcaaacgacgctggcgcgtgtttgaatttt 

tcgacatcgtaaggttcttcgtctttgaccattttgcccatgcgtgtgaattcgggcatc 

atggatttgaacgcggcggtgcggttttcggaaatttcgcctttgggttgggaaggtatt 

ccgctgcctccgcaggcggaaaggagcagtgtgatggcggcagcagcaaggctgatttgg 

gttttcatattgaatgtgtcctgtcgtggtggtatggttgttgtcattttgagtcggggg 

gatgccgtctgaagggtgttatgatacctgaaacaggtttgggaaacgagaaagaaagga 

aa aaca atggctgttttaattaccggtgcttcggcaggattcggcgaagcgatgtgccgt 

gcgtttgtcggggcgggataccgcgttatcggtgcggcgcgccgtgcggacaggcttcag 

gccttggcggatgaattgggtgctttgttttaccctttggaaatggacgtgtcgcgacgc 

gagtokstggaaaacgccttaaacggcatccccgatgaattttccgagatcgaetgggte 

atcaacaatgccgggctggctttgggtctggacacggcggacaaggcggattttgaagat 

tgggaaacgatgattcaaaccaatgttttgggtttgacgttcctgacgcga\aaattttg 

ccgcaaatggtggaacgcggcggcggttatgtgatgaatttgggttcgattgcaggcaat 

tatgcttatgccggcagcaacgtttacggggcgaccaaggcgtttgtgcgccagttcagc 

ctgaatttgcgcgcggagttggcggataagaacatccgcgttaccaatatcgagccgggt 

ttgtgcggcaatacggagttttccaatgtgcgcttcaaaggcgatgacgagagggcggcg 

GGCGTGTATGAGGGTGTGGAATTTATCCGCCCCGAAGaTATTGaaSaaACCGCATTGTGG 

CTGTACCAGCGGCCGGCGCATATGAATGTGAACACGATTGAAATTATGCCCGTGGCGCAG 

ACTTTTGCAGGAATGAAAGTGATAAAAAAAGCCGTGCCCGAAGTGCGGGAAGACTTTGAA 

AAACAGAGTATGTCGCTGTTTTCCCGCATCAGGTCCTGGTTCAAATGATGCAAAATGCCG 

TCTGAAGACAGTTTCAGACGGCATTTTTACGGGTATTTTTACGGAGTAGGCAATAAGCCC 

GCCAATTTGGGGTTGCCTTCTTTCGGAATCGGGCGCGGATTGCCTTCCGCATCGATGGCA 

ACATAAGTGAACACGGCTTCGGTTACGAGGTAGCGGTCTTCGGTAACGCAATCGTTCATC 

AAAGTTTTCACCCAGACGTCGACTTTAAGCTGGAGGGAAGTGTTGCCCACGCGGACGCAA 

TGCCCGTAGCAGCAGACGACGTTGCCGACCTTGACCGGGCGGATGAAGTTCATTTCCTGA 

ACGGCGACGGTAACGATGCGTCCCCGCGCGATTTCCGCCGCCAATATGCCGCCGCCCAAA 

TCCATCTGCGACATAATCCAGCCGCCGAAAATGTCTTGGTTGGGATTGGTATCGCGCGGC 

ATAGCGACGGTACGCAGGAGCAGTTCGCCTTGAGGGCGTTGGCGGTTGCCTTCTTCGTGC 

TGCATAAAGTTTCCTTGTTTTATTGAAATATAAATCGAACCTGCACCCCTGCCCGAAACG 

GGAAGTCGGGAAGTGTGTAGTTTAACCCATTTGAGACATACAAGGGCGGGCGCGGAACAG 

ATTCGCAAGGCGTATTGTAGGGCGGGGCTGTAGAGTGGGCTTCAGTCCGCCAATCCCGCC 

AAATCCTACCCTAAGCAACTGAACCGTCATTCCCACGAAAGTGGGAATCTAGAACGCGGG 

GTTTCAGTCATTTCCGATAGATTCCCGCCGCGTCGGGGGTCTGGATTCCCGCCTGCGCGG 

GAATGACGAATCCATCCATACGGAAACCTGCACCACGTCATTCCCACGGAAGTGGGAATC 

TAGAATCTCGGGGTTTCAGTCATTTCCGATAGATTCCCGCCGCGTCGGAGGTCTGGATTC 

CCGCCTGCGCGGGAATGACGGGTTTTAAGATTACGGTGTTGTCGGAOSGATTTCAAGATT 

ACGGTGTTGTCGGAACGCAACTGAACCGTCATTCCCACGAAAGTGGGAATCTAGAATCTC 

GGGGTTTCAGTCATTTCCGATAGATTCCCGCCGCGTOSGGGGTTTGGATTCCCGCCTGCG 

CGGGAATGACGAATCCATCCATACGGAACCTGCACCACGTCATTCCCACGAAAGTGGGAA 

TCTAGAACGCGGGGTTTGGGCAACTGTTTTTATCCGATAAGTTTCTGTGCGGACAGGTCT 

GGATTCCCGCCTGTGCGGGAATGACGAATTTCAAGATTGCGGTGTTGTCGGACGGGTTTT 

GAGATTAGGGTGTTGTCGGAGCGCAACTGAACCGTCATTCCCACGGAAGTGGGAATCTAG 

AACGCGGGGTTTCAGTCATTTCCGATAGATTCCCGCCGCGTCAGGGGTCTGGATTCCCGC 

CTGCGCGGGAATGACGAATCCATCCATACGGAAACCTGCACCACGTCATTCCCACGGAAG 

TGGGAATCTAGAATCTCGGGGGTTTCAGTCATTTCCGATAGATTCCCGCCGCGTCAGGGG 

GCTGGATTCCCGCCTGCGCGGGAATGACGAATTTCGAGATTACGGTGTTGTCGGGAATGA 

CGAATCCATCCATACGGAAACCTGCACCACGTCATTCCCACGGAAGTGGGAATCTAGAAC 

GCGGGGTTTCAGTCATTTCCGATAGATTCCCGCCGCGTCGGGGGTCTGGATTCCCGCCTG 

CGCGGGAATGACGAATCCATCCATACGGAAACCTGCACCACGTCATTCCCACGGAAGTGG 

GAATCTAGAATCTCGGGGTTTCAGTCATTTCCGATAGATTCCCGCCGCGTCGGAGGTCTG 

GATTCCCGCCTGCGCGGGAATGACGGGTTTCGAGATTGCGTTGTTGTCGGGAATGCAACT 

GAACCGTCATTCCCACGGAAGTGGGAATCTAGGACGTAAAATCTAAAGAAACCGTTTTAT 

CCGATAAGTTTCTGTGCGGACAGGTCTGGATTCCCGCCTGCGCGGGAATGACGGGTTTCG 

AGATTACGGTGTATCGGGAATGATGGGAAACGGTGGGAATTGTGTAAAAAATGCCGTCTG 

AAGGTTCAGACGGCATCGGTATCGGGGAATCAGAAGCGGTAGCGCATGCCCAATGAGACT 

TCGTGGGTTTTGAATCGGGTGTTTTCCAAGCGTCCCCAGTTGTGGTAACGGTATCCGGTG 

TCCAAGGTCAGCTTGGGCGTGATGTCGAAACCGACACCGGCGATGACACCAAGACCCACG 

CTGCTGATGCTGTGGCTTTCGTGATAGGGAGGTTTGCTGGGATCAGTTTGTATAATAGGA 

CCTCCCTGTGCAGCGCCTTGCGTTGGTTTAGAGGTAACAATCGTGGTTTTGGTTTCCACC 

GAATGAACTTGATGTTTAACGTGTGCGTAGGCGACGCGCGCGCGGATATAGGGTTTGAAT 

TTATCGTTGAGTTTGAAATCGTAAATGGCGGATAAGCCGAGAGAAGAAGAGGCGTGGAAG 
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CTGCCGTTTCCCTGATGTTTTGTTTGGGTTTCTTTGTAGTTGTTGTTTATCTCTTCAGTA 
ACTTTTTTAGTAGAAGAATTACTTTCTTTCCATTTTCTGTAACTGGCATAATCTGCCGCT 
ATTCTCCAGCCGCCGAAATCATAGCCGACCGACACCCGGGGGTGGATGGAATGCGCACGG 
ATGTTTCTGAAATAATCGCTTACCGTGCTTGTGTTGTTTGCACCGGTTGCTTGCGGATAA 
TCGTGGGTAATGCGTTCGGCGGCATAAGCTAAATCCGCCTGCACATAATACGGGCTGCGG 
CTGCCGTCTTCACTTGCCGCCTGCGCTGCGGAAGAGAAGAGAAGAGAAGAGAAGAGAAGA 
GAAGAGAAGAGAAGAGAAGAGAAGAGAAGAGAAGAGAAGAGAAGAGAAGAGAAGGTTTTT 
TGGGGGCTGGATTCATTTTCGACTCCGTATTCGGTTTTAACTGATTAAAAAGAACAATTT 
TCAATGATGTTGCAGGAGCGGACTATATCAGGTTTGTGGCGATGTTTCAACACAATATAG 
CGGATGAACAAAAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCGAGTGAATCGGTTCC 
GTACTATCTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATGCACTATA 
AAGACCGTCGGGCATCTGCAGCCGTCATTCCCGCGAAAGTGGGAATGTAGAAATGAAAAG 
CAGCAGGAATTTATCGGAAACGACCGAAACCGAACGGACTGGATTCCCGCGTGCGCGGGA 
ATGACGGGATTTTAGGTTTCTGATTTTGGTTTTCTGTTTTTGAGGGAATGACGGGATGTA 
GGTTCTTAGGAATGACGTGGTGCAGGTTTCCGTGCGGATGGATTCGTCATTCCCGCGCAG 
GCGGGAATCTAGACGTTAGAACAACAGCAATATTCAAAGATTATCTGAAAGTCTGAGATT 
CTAGATTCCCACTTTCGTGGGAATGACGGTTCAGTTGGTACGGTTACTGTCAGGTTTCGT 
TTATGTTGGAATTTCGGGAAACTTATGAATCGTCATTCCCGCGCAGGCGGGAATCTAGAG 
CTTAGAACAACAGCAATATTCAAAGATTATCTGAAAGTCCGAGATTCTAGATTCCCACGA 
AAGTGGGAATCCAGGATGTAAAATCTCAAGAAACCGTTTTATCCGATAAGTTCCTGCACT 
GACAGACCTAGATTCCCGCCTGCGCGGGAATGACGGGATTTTAGGTTTCTGATTTTGGTT 
TTCTGTTTTTGAGGGAATGACGGGATTTTAGGTTTCTGATTTTGGTTTTCTOTCCTTGTG 
GGAATGACGGGATGTAGGTTCGTGGGAATGACGTGGTGCAGGTTTCCGTGCGGATGGATT 
CGTCATTCCCGCGCAGGCGGGAATCTAGACCTTAGAACAACAGCAATATTCAAAGATTAT 
CTGAAAGTCCGAGATTCTAGATTCCCGCTTTCGCGGGAATGACGAAAAGTGGTGGGAATG 
ACGGTTCAGTTGCTACGGTTACTGTCAGGTTTCGGTTATGTTGGAATTTCGGGAAACTTA 
TGAATCGTCATTCCCGCGCAGGCGGGAATCTAGTCTGTTCGGTTTCAGTTATTTCCGATA 
AATGCCTGTTGCTTTTCATTTCTAGATTCCCGCTTTTGCGGGAATGACGGCGACAGGGTT 
GCTGTTATAGTGGATTAACAAAAACCAGTACGGCGTTGCCTCGCCTTAGCTCAAAGAGAA 
TGATTCTCTAAGGTGCTTAAGCACGAGTGAATCGGTTCCGTACTATCCGTACTGTCTGCG 
GCTCGCCGCCTTGTCCTGATTTTTGTTAATTCACTATATCGCGATTTTTCGGCATTTGCC 
TTTCGGGGCGGCTTGTGTCTCGTGCGTGATGTTGCGTGTGGGAATGTTCGGATTGTCAGA 
AGCT^TATGGGAGAAGATGATGTATGAGATAAAACAGCCTTTTCATAGCGGATACTTGCA 
GGTGTCTGAAATTCATCAAATTTATTGGGAGGAATCGGGCAATCCCGACGGTGTGCCGGT 
TATTTTTTTACATGGCGGGCCGGGCGCGGGGGCTTCGCCTGAATGTCGGGGTTTTTTCAA 
TCCCGATGTGTTCCGCATCGTCATCATCGACCAGCGCGGTTGCGGACGTTCGCGCCCGTA 
TGCTTGTGCGGAAGACAATACGACTTGGGATTTGGTGGCGGATATTGAAAAAGTCCGTGA 
AATGCTGGGTATCGGGAAATGGCTGGTGTTCGGCGGTTCGTGGGGCAGCACTTTGTCGCT 
GGCTTATGCCCAAACCCATCCTGAACGGGTAAAGGGATTGGTGTTGCGCGGGATATTTTT 
GTGCAGGCCGTCTGAAACGGTGTGGCTGAACGAGGCGGGCGGTGTGAGCCGGATTTATCC 
GGAACAATGGGAAAAATTTGTCGCGCCGATTGCTGAAAATCGGCGGAACCGGCTGATTGA 
GGCGTATCACGGATTGCTGTTTCATCAAGATGAAGAAGTGTGCCTGTCTGCCGCGAAGGC 
TTGGGCGGATTGGGAAAGCTATCTGATCCGTTTCGAGCCGGAGGAAGTGGATGAAGATGC 
TTATGCCTCGCTGGCAATCGCGCGTTTGGAAAACCATTATTTTGTCAACGGCGGTTGGT^ 
GCAGGGCGATAGGGCGATTTTGAACAATATCGGCAAAATACGGCATATCCCGACTATTAT 
CGTACAGGGGCGGTATGATTTGTGTACGCCGATGCAGAGTGCGTGGGCGCTGTCGAAAGC 
CTTTCCCGAAGCGGAATTGAGGGTGGTTCAGGCAGGGCATCGTGCGTTCGATCCGCCTTT 
GGTGGATGCGTTGGTTCAGGCAGTTGAGGATATTTTGCCCCATTT G TTGTAAAAAGTTCC 
GCATAAAAAAGCAGCTTCTGTTTGGAAGCTGCTTTTGTTTTGAATGGTTTAACGCAGTTC 
GGAATGGAGTTTGCCCAATAATGCGGATGCGTCTTTGCCGGCATATGCGCTGCCGTCTTT 
GTTGAGCAGGACGATGCGCGAGCCGTTGGCGACAGGTTCTGCATAGACAATCAGTTCCGG 
CTGTTCGGCAGGTTTCTCCGCTTTGCCTTTGCCCAGCAGGCGTTTGAACAGGCCGGGTTT 
TTGTTCGGTAACTGCATTGCTTTCGTTCGGGGCTTTTTGAACCAGGAAGGCGTGGCGTTC 
GGTGTTTTGACCGACGACGGTCAGCCCGATGCGGTCGAGGGCGAGCACGGTGCGCCGCCA 
GTTTCTGCCGTAGTCGCCAAAGACAATCAGGCTTTTGCCTTCGATACGCGCCATTTCGTT 
GGCGGCGGGAAGGGTAGGTTTTTTTGCCGATGCGTTTTCCGCCTGCTGTCCGTCAACGCC 
CAAATATTGCATAAAGCGCGTCAGGAAAGCGGCTTCGAGGTTGGGATCGGACGGGGAGGG 
CTGCCATACGGTCGTGTCTTTGTCTTTGCCGCCGTACACTTCTTTCATGGCTTTGTGGGC 
GAAGAAGATGTCGGAAACGCCGTTTTTGCCCTGTTCGATACGGACGATGAATTTGTCGCG 
CTCGCCGGTGGAGTAGATGCCGCCCAAGCCGACTTTGTCGAAGAGGCGGCGCAAGCTGTC 
TTGGGGGATTTTGGCGCGGTTTTCCGCCCACTCGGTTTCCATTTGTCCGATGGCGGGTTC 
TTCGGATTTGATGTCGAAGCCGTTTTCCTGCCAAAAGGCTTTCAGGAGCGGCCAGATTTC 
GGCAGGAGACTTGCCGTCGACAACGAGCCAGCGTTGGCTGCCGTCGCGCTCGAGGCGGAC 
ACCTTTGACGCTTTTCAATACTTCGGCATCGGCAGGCTGTTGGACGGCGGGTGTGCGGCG 
TTTTTCCAAATCGCTGGCGCGGACGGCGCCCGAACCGGCAGGCAGGCGGTAGAGGTTGCC 
TTGGTCGGGGTTGTTCAAATCAGGTGGGACTTCAAGTTTGATCAGGCGGTGCGACCGGCT 
TTGGTAGTCGAGCTTGGGCTGTTCGGTTTTGCTGCCGGAGCAGGCGGCAAGCCCGATGAG 
TGCGAGCGCGGCAATGACGGGTTTGATATGGGTCATCGTGTCATCCTGTGTGATGGATAT 
TAAAGTGTTTGTTGCGTTATGCCGTCCGAACGGTTCGGACGGCATGGCTATATTTAAAGT 
TGTCCTGAGGCTTTCAGGGCGGCGCGGACTTTTGCTTGTCCGTTTTCCGTCAGCGGAACG 
AGCGGCAGGCGGACGTGCGGTTCGCATCTGCCCAGGGCGGATACCGCCCATTTCGGTGCG 
GCGGGGCTGGGTTCGCAGAACATGGTGTCGTAAATCGGAATCAGTCGGTCGTTGAGTTCG 
CGTGCAAGGGCGATATCGCCTTGAAGCGCGGCGCGGCACATATCGGCAAAGAGCTTGGGC 
-GCGGCGTTGGCGGCTACGGTAATCACGCCGTGTCCGCCGCAGAGCATGAACGGCAGGGCG 
GTGTGGTCGTCGCCGGAAAGGACGACGAAGCCTTCGGGCGCGCGGTTGATGAGTTCGATG 
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TTGCTGCCGATGTTGCCGCTGGCTTCTTTCACGCCGACGATGTTGGGGATTTCGGCAAGG 
CGCAGGATAGTGTCGTTAGTCATGCTGACGACGGTACGGCCGGGCACGTTGTAGATAATC 
ATCGGAATCGAAGTGGCTTCGGCGATGGTTTTGAAATGTTGGTAAATGCCTTCTTGGGAG 
GGCTTGTTGTAATAGGGGACGACGGAGAGGGTGTAGTCCGCCCCGGCTTTTTCGGCGGCT 
TGGGAAAGGGCGATGGCTTCGACGGTGTTGTTTGCCCCTGTGCCGGCGATGACGGGGACG 
CGTTTGGCAACGTGTTTGACGACGGCTTCGATGACGGCGGTGTGTTCTTCGACGGAGAGG 
GTGGCGGATTCGCCTGTCGTGCCGACGGCTVACGATGCCGTCCGTGCCGTTTTCAATGTGC 
CAGTCGATTAAGTCGCGGAGTTGTTCGTAATGGATGCTGCCGTCTTGATTCATCGGGGTA 
ATCAGGGCAACCAAGCTACCTTGTAACATACAGAACCTTTTATCAGTTGTGGTGTAGGGG 
CGGTAATGCTTCCGATTGTAGCCTACTTTACCGCAGGTGTGAAATCCGGCGGGTTGCAGA 
TGTGGGGCGTTTGCGCCGAAAGGTATGGTGGAAATTGATTTTTCCTGTTTGAAATCATTT 
TATTATATTCGCCGGTTTATGCCGGTGCCGTCGGATTTATAGTGGATTAACAAAAACCAG 
TACGGTGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAG 
TGAATCGGTTCCGTACTATTTGTACTGTCTGCGGCTTCGCCGCCTTGTCCTGATTTTTGT 
TAATCCACTATAAAATGTGGTAAACGTGTGGACCAGACGGATGCCGTCTGAAATGCAAAT 
TGAAGCCGTGCGGCAGATTCGCTACAATCCGCGCTTGGATTTTTCAACCTTTAAAATAAG 
GAAATACAATGAGCGGTCAGTTGGGCAAAGGTGCGGATGCGCCTGATTTGGTGTACGGTT 
TGGAAGACAGGCCGCCGTTCGGTAATGCGCTCTTGAGCGCGGTTACCCATCTTTTGGCGA 
TTTTTGTGCCGATGATTACGCCCGCGCTGATTGTGGGCGGCGCGCTGGAATTGCCGGTGG 
AGATGACGGCGTATCTCGTGTCGATGGCGATGGTTGCGTCGGGTGTCGGCACTTATTTGC 
AGGTCAACCGCTTCGGGCCGGTCGGTTCGGGGATGCTGTCCATCCAGTCGGTGAATTTTT 
CGTTCGTTACCGTGATGATTGCGCTGGGCGCGGGGATGAAAGAGGGCGGTTTGACTAAGG 
ATGCGATGATTTCGACGCTCTTGGGCGTATCGTTTGTCGGCGCGTTTTTGGTGTGTTTCT 
CGGCGTGGCTTCTGCCGTATTTGAAAAAAGTGATTACGCCGACGGTCAGCGGCGTGGTCG 
TGATGCTCATTGGTTTGAGTTTGGTACACGTCGGCATTACCGATTTCGGCGGCGGCTTCG 
GCGCGAAGGCGGACGGCACGTTCGGCTCGATGGAAAACTTGGGGCTGGCATCGCTGGTGT 
TGCTGATTGTGTTGGTGTTCAACTGCATGAAAAACCCGCTGTTGCGCATGAGCGGCATTG 
CGGTCGGGCTGATTGCCGGCTATATCGTCGCGCTGTTTTTGGGCAAGGTGGATTTTTCCG 
CGCTGCAAAACCTGCCGCTGGTTACGCTGCCCGTACCGTTTAAATACGGTTTTGCTTTCG 
ACTGGCACGCGTTTATTGTGGCGGGCGCGATTTTCTTGTTGAGCGTGTTTGAGGCGGTCG 
GCGATTTAACCGCGACGGCAATGGTGTCCGACCAGCCGATTGAAGGCGAGGAATACACCA 
AACGCCTGCGCGGCGGCGTGTTGGCTGACGGCTTGGTGTCGGTGATTGCGACGGCTTTGG 
GTTCGCTGCCGCTGACGACGTTTGCGCAAAACAACGGCGTGATTCAGATGACCGGCGTGG 
CTTCGCGCCATGTGGGCAAATATATTGCCGTGATTTTGGTGCTGTTGGGTCTGTTCCCCG 
TTGTCGGTCGCGCGTTTACGACGATTCCGAGTCCGGTGTTGGGCGGCGCGATGGTTTTGA 
TGTTCGGCTTAATTGCGATTGCGGGCGTGCGGATTTTGGTCAGTCACGGCATCCGCAGGC 
GCGAAGCGGTGATTGCGGCAACGTCGGTCGGTTTGGGCTTGGGTGTCGCGTTTGAGCCGG 
AAGTGTTTAAAAACCTGCCCGTCTTGTTCCAAAACTCTATTTCCGCCGGCGGCATTACGG 
CAGTCTTGCTGAATTTGGTCTTGCCCGAAGATAAAACCGAGGCGGCGGTCAAGTTTGATA 
CCGACC ACTTGGAAC ACTGATTTTGAAAATGAATGCCGTC TGAAACAGAATCCCTGTTTC 
AGACGGCATTGTTTTTGAGGCTTATACTTTTTCGTTTTTTAATACGCGTTGTCGGCGTGT 
TTCACTTAATACCATTCCGGCAGACACGGAGACGTTCATGCTTTCGACTGTGCCGAACAT 
GGGTATAGACACCAGCATGTCGCAATGTTCGCGCGTGAGGCGGCGCATACCGTCGCCTTC 
GTTGCCCATTACCCACGCCGCGCTGTCGGGCAGATTGCAATGGTAAAGGTCGGACTCGCC 
GCTCATATCGGTGCCGATAATCCAAATGCCGTATTCTTTCAATTCGCGCAGGGTGCGGGC 
GAGGTTGGTTACGGTGATATAGGGGACGGTTTCCGCCGCACCGCAGGCGACTTTGCTGAC 
GGTGGCGTTCAGCCCCGCGCTTTTGTCTTTCGGTGCGATGACGGCGTGTACGCCCATTGC 
GTCGGCGGTACGCAGGCACGCGCCGAGGTTGTGCGGATCGGTGATGCCGTCGAGTATCAG 
CAGCAGCGGCGGTTCGCTGAGGTTTTCCAATACGTCTTCGAGGTGGACGTGGTTTTTGGA 
GGCATCGATAAATCCGACCACGCCCTGATGGCGCGCGCCTTTGCTGATGGCGTTGAGGCG 
GTCGGCATCGGCAAAATATACGCGGATGTTTTCGTTTGCCGCCTTTTCCAACACTTCGCG 
CGTGCGTGCGTCTGATTTGCCTTCTTGGATGTAGAGTTCGAGGATGGATTTGGGGTTTTG 
CCACAATCGGGCGTTGACGGCGTGGAAGCCGTAGATGGGTCTTTGGTTTGCCATGATGGT 
GCTTTGTAAAAAGGGTTCAGACAGCATTATAGCAATTTGCCGGTATGCCGTCTGAAAGGG 
TTAAAACAGGTAGGCGATGTATTTCACCAACAGGATAAACAAGATGGATACGGCGCAGCC 
GATTTTGAACGCCGTGCCGACGACAAGCCCCAACAGCGTACCCAAGCCCGCTTTACCTGC 
CTGAAGCATATTGCGCCGTTCGATCAGTTCGCCTGCCGCCGCGCCGATAAAGGGACCGAG 
TATTAGTCCGGGAAGGGAGAAAAATATGCCGATGATGCTGCCGGCCAATGCGCCGCGAAC 
GGCGAGCTTGCCCGCTCCGGTATATTTTGTCCCCCATATGCCTGCCACATAGTCCGCCAG 
TATGCCGGCAAGGCTGATGAGTCCGACCGTCCACAAAACGCCCGCGCCGTAGATTTGGTA 
GCCGCCGGCATAGGCAAGCAGCCATGTTCCGGCAAACATCAATGCCAATCCGGGCAGGGC 
GGGGTAAACGATGCCCGCCGTGCCGACGGCTATCAGGGCGAGGGCGAGGATGACGGTCAG 
TACGGTCATAGGTTCAACCTTTTCTTTTGTTTTGAAAAAAACGGCTTAACACGGCGCGGC 
ATTCTTCTTGCAGGATTCCGCCCCGTATGGCGGTGTGCGTATTGAGGCGTTTGTCGGCAA 
ACAGGTTGACGATGCTGCCTGCCGCGCCGGTTTTGGGTTCTGCCGCCCCGTAGATCAGAG 
GCCTGATTCGTGCCTGTATCAGTGCGGACGCGCACATGGCGCAGGGTTCGAGGGTGATAT 
ATATGTCGCATCCGTCAAGGCGGTAGTTTTGTATTTCTCTGCCTGCCTGTGCCAAGGCGT 
TGATTTCGGCGTGTCGGCTGACATTGCAGTCGGCAATGCAGGTGTTGTGTGCCGATGCGA 
TGATTTTGCCGTCTGAAACGATGACTGCCCCGACGGGTATTTCGCCGTCGGCGGAGGATT 
GTTCTGCTTGGCGCAGTGCTTCGCACATGAAGTGTTCCATTTCTTCCTGCGGCGGAAAGG 
CGGCGACGGGCGGATGGTTTTTTAACTCGGCAAGCAGGCGGGCTTTATGCGCTTGGGAGA 
TTTCTTGCGGCGGCGTGCCGTCCAGCAGCGACTCGAGTTGCCACAGTGTGCTTTTCGTGA 
GGGTCAAACCCGATGCTTTGAGCAGCAGAAAGGCTTTGACCGAACCGTTTTGCCGCAGTT 
- CTTCGAGTGTACGGATACCGAGCCTGTGCAGGGCGGCGACGGTTTTGGGGGCGAGCGGCG 
GTGTGGTCAGCATGGTTTATGCGCCGAAAAACCGTTTTGCCGCCTCAATCAGGCGTGTGC 
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ATGAAGTGCAGTCTGAAAACGGGTCGGCAACGCAGTCTAAAGGTGTTTTGCGCAACCAAG 
TCAGTTGGCGTTTGGCAAGTTGGCGGGTGGCGGCAATGCCTTTCTCGACAAATGCCGGGA 
AATCGGTTTTTCCATCCAGATATTTCCATGCCTGACGGTAGCCGACGCAGCGGATGGCGG 
GGGAGTAGGCGGTCAGGCCGGGATAGCGGCGGCGCAGGTTTTCTACTTCGCCGATAAAGC 
CCTGTTCAAGCATCAGGTGGAAACGCAGGGCGATGTTTTCATGCAGGCGGGCACGGTTTT 
CGGGAATCAGGGCGGCGGTATGCAAATCAAAAGGGAGCGTATGGGAGGTCAGGCTGCCGA 
GATGTGTGCTCATCGGTTTGCCGGTTAAATAATAAACTTCCAAAGCGCGTCCGATACGCT 
GGCTGTCGTTCGGTTTCAGACGGCATGCGGTTTCAGGGTCGACTTTTTGCAGGGTGCGGT 
AGAGGAAATCCAAGCCGTACATCTGTTTTTGTTCGTCCAAGTCGGCACGCAGGCAGGCGT 
CGGCTTCGGGCAAATCGTTCAAACCTTGGGTCAGGGCGCGGAAATACATCATCGTGCCGC 
CGACAATAAGGGCAAACCTGCCGCGTGAGGAAATTTCCCCGACCAAGCGCGTGCAGTCTT 
CGACAAAGCGGGCGGCGCTGTATGATTCGGTAGGCGGGATGATGTCGATAAGGTGGTGCG 
GGACAAAGGCGCGTTCGGAGGCGGACGGTTTCGCCGTGCCGATGTCCATATCGCGGTAAA 
CCAGCGCGGAATCGAGGGTGATGATTTCGACAGGCAGGGTTTCGGCAATTTTGAGGGCGA 
GGGCGGTTTTGCGTCCGGCGGTCGGCCCGAGCAGGGCAAAGGCTTTCGGGGTCGGCATAA 
CGTTTCAGGTTTGGAAAAATACGGATTATAGCGGAAAGCGTGCCGACGTTATATTTTGGT 
TTGCGGAAGCACGCCGACGGCAAGGGGGCGTGTTTACCGTATGCCTTTATATAGTGGATT 
AACAAAAACCAGTACGGTGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGC 
TGAAGCACCGAGTGAATCGGTTCCGTACTATCTGTACTGTCTGCGGCTTCGTCGCCTTGT 
CCTGATTTTTGTTAATCCACTATAAAATTTCAAACCGACGCGCCGGGTTTTCAATATGCC 
CGCGCCCGATGCCGCCTTGTCCGCAGGCATCAGCGGCAGTGTCCGATTTTTTGGGGAATG 
CCCGTCCCGGGCGTATTTAAAGGTTCGGCGGTGCGGCGTTTTCCTGCGGCAAGGCTTCAG 
ACGGCATCTCTGGTGCGTCCGTTAGACAAGGCGTGCGCTTGGGGCGATAATGGCGTTTTG 
CTTTTTTGAAAGCCTTGCAATGTCCCGAAACCTGCTTGTCCGCTGGCTTGCCGTCTGCCT 
CATCCCGTTGGCGACGCTTGCCGTTTTCGCCGCCAATCCGCCCGAAGACAAACTCCAGCA 
TCTGATCAACGGCATCATCCTTGCCTGCGAAGCGACGTTTTTGTTTAAATTCGTCCTTTT 
CGACACCATCAAGCATCATTTGAAACAAGAGTTTGATTTGAAACGTCAAACTATGTTGCT 
GTTTATTCCGATTATTTTGCTGATTGTGTATTTGTTCCACTATTTTGGCGCGTTTTAGCC 
CGTTTCCGTTATTTCTATGAATACTCCTCCTTTTGTCTGTTGGATTTTTTGCAAGGTCAT 
CGACAATTTCGGCGACATCGGCGTTTCGTGGCGGCTCGCCCGTGTTTTGCACCGCGAACT 
CGGTTGGCA1GGTGCATTTGTGGACGGACGATGTGTCCGCCTTGCGTGCGCTTTGCCCTGA 
TTTGCCCGATGTTCCCTGCGTTCATCAGGATATTCATGTCCGCACTTGGCATTCCGATGC 
GGCAGATATTGATACCGCGCCTGTTCCCGATGTCGTCATCGAAACTTTTGCCTGCGACCT 
GCCCGAAAATGTGCTGCACATTATCCGCCGACACAAGCCGCTTTGGCTGAATTGGG7VATA 
TTTGAGCGCGGAGGAAAGCAATGAAAGGCTGCATCTGATGCCTTCGCCGCAGGAGGGTGT 
TCAAAAATATTTTTGGTTTATGGGTTTCAGCGAAAAAAGCGGCGGGTTGATACGCGAACG 
TGATTACTGCGAAGCCGTCCGTTTCGATACTGAAGCCCTGCGAGAGCGGCTGATGCTGCC 
CGAAAAAAACGCCTCCGAATGGCTGCTTTTCGGCTATCGGAGCGATGTTTGGGCAAAGTG 
GCTGGAAATGTGGCGACAGGCAGGCAGCCCGATGACACTGTTGCTGGCGGGGACGCAAAT 
CATCGACAGCCTCAAACAAAGCGGCGTTATTCCGCAAGATGCCCTGCAAAACGACGGCGA 
TGTTTTTCAGACGGCATCCGTCCGCCTCGTCAAAATCCCTTTCGTGCCGCAACAGGACTT 
CGACCAACTGCTGCACCTTGCCGACTGCGCCGTCATCCGCGGCGAAGACAGTTTCGTGCG 
CGCCCAGCTTGCGGGCAAACCCTTCTTTTGGCACATCTACCCGCAAGACGAGAATGTCCA 
TCTCGACAAACTCCACGCCTTTTGGGATAAGGCACACGGTTTCTACACGCCCGAAACCGT 
GTCGGCACACCGCCGTCTTTCGGACGACCTCAACGGCGGAGAGGCTTTATCCGCAACACA 
ACGCCTCGAATGTTGGCAAACCCTGCAACAACATCAAAACGGCTGGCGGCAAGGCGCGGA 
GGATTGGAGCCGTTATCTTTTCGGGCAGCCGTCAGCTCCTGAAAAACTCGCTGCCTTTGT 
TTCAAAGCATCAAAAAATACGCTAGAATAGCGCGTTTTACGACAACCGATTTGATTGGAA 
AATCACAATGAAAACAGCACAAGAACTGCGCGCCGGCAATGTATTTATGGTCGGCAACGA 
TCCTATGGTCGTTCAAAAAACCGAATACATCAAAGGCGGCCGCTCTTCCGCCAAAGTCAG 
CATGAAACTGAAAAACCTGCTGACCGGCGCGGCTTCCGAAACCATTTACAAAGCCGACGA 
CAAATTCGACGTGGTCATCCTGTCCCGCAAAAACTGTACGTACAGCTACTTTGCCGACCC 
GATGTACGTCTTTATGGACGAAGAATTCAACCAATACGAAATCGAAGCTGACAACATCGG 
CGACGCGTTGAAATTCATCGTTGACGGTATGGAAGACCAATGCGAAGTAACCTTCTACGA 
AGGCAACCCTATCTCCGTAGAACTGCCCACCATCATCGTGCGCGAAGTCGAGTACACCGA 
GCCTGCCGTCAAAGGCGATACTTCCGGCAAAGTGATGAAAACCGCCCGCCTGGTCGGTGG 
CACCGAAATCCAAGTGATGTCTTACATCGAAAACGGCGATAAAGTCGAAATCGACACCCG 
CACCGGCGAATTCCGCAAACGCGCCTGATTTGCCGCATTGAAAAATGCCGTCTGAAAACG ' 
TTTCAGACGGCATTTTTTTTATATT'CGCCCCGTGTTTGGATTGAAGTAGATGTTTTTTTC 
GTAAACGACAATACGCGTGATTTTGCCATTTTCGTCAAAATGGATGTCTAAAAACGGTTT 
GTCGGGATTGCGTTCACGGTTGGACAGCCGGAAGAGTGATTGGTTTTCAAGCATTTCTCC 
GTGTATTTTCAGATAGCCGGGCAATTGGCTGATGTATTGGAAATTGCCGCCAAGTCCGTT 
GTTGTGCCGGCTCGAATAGGCAGGGGTTGCCGAAACTTCAAAATAACGCGTGCGTTTCGG 
CTCCTCGCCTTGTCCGCGGGTTTCTTGACTGCCCTGTATCAGCAACAGCGTCGCTTCTCG 
GAGGCGGCGTTCCTGTTCCATCAAGGCATTTTGTGCCTGCCGGCTGATCGTGCGCTTTCC 
GTAACGCAAGTCTTCAATTGCCAGTATGATTTTCTGATGGTAGTCGGGATCTTCAGGGCG 
GATGTCGGGAAACAGCAGCCGCTGTATGTTGTCATAGCCACCGTCGGGTAAGCCGAAACG 
GGTTTCCAGTTCGTGATGGGAAAGGGCAAACAGACAGTCCGAGTCAATGTGTTCGGCGAT 
TTGCTGCATGAGATCGTCAATGCCGGTGGCGGGGTGCAGGCTGGTGCAATTTGACGGCGG 
CGCGCTTTCTGCCTGCTTGACGTTATCAGGGGCGGATGCGGTCGGTTGCAAATCGGTTTG 
GGAAGGAGCTGATGACGCGGAGGACGAAGCAGCGGATGCACCGACTTCTTTGGTTTTATC 
GTCTTTGCTCGGAGAACACGCGGTCAGCATGATTGCGGTAAGCCATAAGAGAAGTGATGA 
GGTTTTGTTTTTCATTCTATTGTTTCCAGTATTAAAGAGGCCGTCTGAAAACCTACCGTT 
- TO ATTTTTCAGACGGCCTGTTGTTAATAGAACCGAAGAACCTGTTAATGCCGACAAGGTT 
CTCAACCTGTCTTACCCGACGCGGTAAAACGCCAGGCTGCCCAAAAGGTTGGGGAAATGT 
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TTGACCTGTCTGTTGCCCGTCATCACGGCGCGCTCGAGGATGCGGATGTTGTTTTTGGCG 

CACAATAAATCAAAGTCTTTGAGCGTGCACCAATGGATATTGGGCGTGTCGTACCAATGG 

TAGGGCATACGTTCGGAAACCGGCATATGTCCGCCGAGTGCGATTTGGACGCGGTTGCGC 

CAGTAGCCGAAATTCGGGAAGCTGACAATCGCCTGTTTGGCAACGCGCATCAGGCAGCGC 

AGGATTTTTTCGGTATTCTGCATCGCTTGGATGGTTTGGCTCAACACAATCACATCAAAA 

CTTTGATCGTTGAATGCGGTTAAACCTTCTTCCAAATCGGCTTGGATAACATTTACGCCG 

CGCGACATCGCGGCGATGACGCTATTTGTGTCGATTTCGATGCCGTAGCCGCTGCATTTT 

TTGTGTTCGACCAATGCGGCAAGCAGTTCGCCGTCGCCGCAGCCCAAGTCCAAGACGCGG 

CTGCCTTC GGGT ATCCGGTC GT AAATC AGTTGC AAATCATCGCGCAGGTTC ATTGCTGAC 

ATTCCTTATAAACGTTGTTCATATAGGCGGCGACCGCACGCATATAGGCTTCGTCTTCCA 

TTAAAAAGGCATCGTGCCCGTGTGCGGATTTGACTTCGATATACTGCACGGATTTTTGGG 

CGGCAATCAGTGCCTTGACCAGTrCGTGCGAACGTTCGGGTGCGAAACGCCAGTCGGTGC 

TGAAGCTGGCGACAAAGAATTTCGCTTTCACATTTTGCAGGGCGCGGGTCAGGCTGTCGC 

CGAAATCTGCCGCCGGATCGAAATAGTCCAAAGCCTTGGTCATGAGCAGGTAAGTGTTGG 

CGTCGAACCGTCCGACGAATTTGTCGCCCTGATAGCGAAGATAGGATTCCACTTCAAATT 

CAACACCAAAGCCGTATTGATAACCGTTGGAACGCAAATCGCGTCCGAATTTTTTGCCTA 

AACCGTCTTCGGCAAGATAAGTGATGTGTCCCATCATGCGGGCAATCCGCAAGCOCCGTG 

CAGGAACGGTATTGTGGCTGCGGTAATGTCCTTCATTGAAATCAGGGTCGGTCAAAATTG 

CCTGACGCGCCACATCGTTAAACGCGATATTTTGCGTGGACAGrrTTCGGCGCAGACGCAA 

TCACTAAAGCATGGCGCACGCGCTCGGGATAGGAAATCGTCCACTGCAAGGCCTGCATAC 

CGCCCAAGCTGCCACCGACAATCGCCGCCCATTGTTCGATACCGAGATAGTCGGCAAGCG 

CGGCTTGGGATTTTACCCAGTCCTTCACCGTAACCACCGGAAAATCCGCGCCGTATTCCC 

TGCCCGTTTCAGGATTAATCGACAAAGGCCCGCTGCTGCCGTCGCAGCCGCCCAGATTAT 

TCAAACCGACCACGAAAAAACGTTCCGTATCTU^TCGGTTTGCCAGGTCCGACCATATTGT 

CCCACCAGCCCGTATATTTATCTTCCGCCGAATGCCTGCCCGCAACATGATGGTTGCCCG 

ACAGCGCGTGGCAGATTAAAACCGCATTGTTTTTTTCAGCATTCAGGTCGCCGTAGGTTT 

CAATCATCAGATCGAAACGCGGCAAAGTTTTACCGTTTTCCAAAACCAGCGGCATCTCAA 

ACGGAATTTTTTGGGGCATTACAATGCCCACCGAGGCATTTTGACTCATATCCTGTTCCA 

ACAAATGCGGCGAAAAGCGTTATTATATCGCAAACGGCATGACTTTTTGACACGGTCGGA 

CAAGCAGCCGGACGCGTTTGACCCTCATCCGCCGCACACGAATCATACTTTTTCAGACGA 

CCTCCACCGCTTCCCGACATGATAGGCAGACTTTTCCGTATTTTTTTCTTTTTCGCACTT 

GCCGCGTTGATTATCAACCGCCTTTTCAGCCGCAGGCAAAAACGCGCCCTGCGCGAAGTC 

GCCGAAATCAGCGCATGGGTACTGCTCGGTGCAGCCGCCGCGATGCTGTTTTGGTATCTG 

TTTATGCTGTATTTCAAACACATTCCGGATTCGTATTGACGGAAAAAATGCCGTCTGAAA 

CGCATTTTTCTGTTTCAGACGGCATATTTGATGAAAAGGGCTTGCGGTAGGAGGTGCTTT 

ATAGTGGATTAACTTTAAACCAGTACGGCGTTGCCTCGCCTTGCCGTACTATTTGTACTG 

TCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATACAACCGAAGCAGGAA 

GGGCAGGGGGTCAGCGTTGGCGCGCTTTAAAACGCGGATTGCTTTTGCAGATGACGTAAA 

CTTTGCCCCTGCGCCTGACGATTTGGCAGTCGCGGTGGCGTTGTTTGGCGGTTTTGAGTG 

AAGACAGAACCTGCATTATTTGTCCTTTCTAAACGATGACATTACGGATTGGAAACGTTG 

GTTGAATTTGCTGGCACGGCCTTCGGTGTTGACGTTGCGCTGTTTGCCAGTATAGACGGG 

ATGG GATGC GGAAGAAGTATCCAGCGAAAACAGGGGATATTCTTTGCCGTCTGTCCAAAC 

CATCGTTTTTCCGTGTGTTTCGGCACAGGAGCGGATTAACCAGCCTTCATTGGCGCTGCT 

ATCGAAAAAAAGGACGGTTCGGTAATTGTCGGGATGAATATTCGGTTTCATATATTGCCT 

TGCTTTCAGTGTTATAACATAACAAACTCTAGCATAGTTTAGAAGGGCTGTACAAGGAAA 

TTTAACTATTTTTGTAATATATTAGAAATTTTCATGATAAATCTGAAAATTTTGAAATTG 

ACTCATGTTTGGCGCAACTTTATTATGTTGCCTGAAACATCATATAAAAGATAATAAAAG 

GTACGCAGCCATGAATTACGCAAAAGAAATCAATGCGTTAAATAACAGCCTTTCCGATTT 

GAAAGGCGACATCAACGTTTCATTCGAATTTTTCCCGCCGAAAAACGAACAAATGGAAAC 

CATGCTGTGGGATTCCATCCATCGCCTGCAAACCTTGCACCCGAAATTTGTTTCCGTAAC 

TTACGGTGCAAACTCAGGCGAGCGCGACCGCACACACX^GCATCGTCAAACGCATCAAACA 

GGAAACCGGCTTGGAAGCCGCGCCTCACCTGACCGGTATCGAGGGTTeTCGCGACGAATT 

GCGCCAAATTGCCAAAGATTATTGGGACAGCGGCATCCGCCGCATTGTCGCCCTGCGCGG 

AGACGAGCCGGCCGGTTATGAGAAAAAAGCGTTTTACGGCGAAGAGTTGGTTAAGCTATT 

ACGCTCCGTCGCCGACTTCGACATGTCTGTAGGAGGATATCCCGAAGTGCATCCCGAAGC 

GAAATCCGCACAAGCGGACCTGATTAATTTGAAACGCAAAATCGATGGGGGCGCGAACCA 

CGTCATCACCCAATTCTTCTTCGATGTGGAACGCTACCTGGGCTTeCGCGACCGCTGCGT 

GATGTTGGGTATCGATGTGGAAATCGTCCCCGGTATTTTGCCTGTTACCAACTTCAAGCA 

GCTCGGTAAAATGGCTCAAGTAACCAACGTCAAAATCCCAAGCTGGCTGTCGCAAATGTA 

TGAAGGTTTGGACGACGACCAAGGTACGeGCAATeTGGTGGCGGCAAGTATCGCCATCGA 

TATGGTCAAAGTCCTGTCCCGCGAAGGCGTGAAAGATTTCCACTTCTATACGCTTAACCG 

CAGCGAGCTGACTTACGCCATTTGCCATATTTTAGGCGTGCGCCCTTAAAGCCGTATCAA 

ACAGTTTCAGACGGCATCTAAGGTGTCTAAAAAGCAAAACACCGCCCCATCCGAGCCATT 

CTGATTTACAATACCGGCCGATTCGGATTGAACCGGTCCTTACAAAATCCAACTGGAGAG 

TTCAACATGACAACATTACATTTCTeAGGCTTCCCGCGTGTCGGCGCCTTCCGCGAATTG 

AAATTCGCACAAGAAAAATACTGGCGCAAAGAAATCAGCGAGGAAGAATTGCTGGGTGTT 

GCTAAAGACTTGCGCGAGAAAAACTGGAAACACCAGGTCGCTGCCAAGGGCGATTTCGTT 

GCCGTAGGCGATTTCACTTTCTACGACCACATCCTCGACCTGCAAGTCGCCACCGGCGCG 

ATTCCCGCCCGCTTCGGeTTCGACAGCCAAAACCTGTCTTTGGAACAATTCTTCCAACTG 

GCGCGCGGTAACAAAGACCAATTCGeTATCGAAATGACGAAATGGTTCGACACCAACTAC 

CACTACTTGGTGCCTGAATTCGACGCCGATACCGAATTCAAAGCCAATGCCAAACACTAT 

GTTCAACAACTGCAAGAAGCCCAAGCCCTCGGTCTGAAAGCCAAACCGACCGTTGTAGGT 

CCGTTGACTTTCCTGTGGGTGGGTAAAGAAAAAGGCGCCGTCGAATTCGACCGTCTGAGC 

CTGTTGCCTAAACTGTrrGCCTGTTTACGTTGAAATCCTGACTGCTTTGGTTGAAGCCGGT 

GCCGAGTGGATTCAAATCGACGAGCCTGCTTTGGCTGTCGATTTGCCTAAAGAATGGGTG 
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GAAGCCTACAAAGACGTTTACGCTACTTTGAGCAAAGTAAGTGCCAAAATCCTGTTGAGC 

ACTTACTTCGGTTCTGTTGCCGAACACGCCGCATTGTTGAAAGCCCTGCCTGTTGACGGT 

CTGCACATCGACTTGGTACGCGCCCCCGAGCAACTGGACGCGTTCGCCGACTACGACAAA 

GTCCTGTCTGCCGGCGTGATTGACGGCCGCAACATTTGGCGCGCCAACCTGAACAAAGTT 

TTGGAAACTGTCGAGCCTCTGCAAGCCAAACTGGGTGACCGTTTGTGGATTTCCAGGTCT 

TGCTCGCTGCTGCACACTCCATTTGACTTGTCAGTTGAAGAAAAACTGAAAGCCAACAAA 

CCCGACCTGTACTCTTGGTTGGCATTCACCCTGCAAAAAACCCAAGAATTGCGCGTTCTG 

AAAGCTGCATTGAACGAAGGCCGTGATTCTGTTGCCGAAGAACTCGCCGCCAGCCAAGCT 

GCTGCCGACTCCCGTGCCAACAGCAGCGAAATCCATCGTGCAGACGTTGCCAAAGGCCTG 

GCCGATTTGCCTGCCAACGCAGACCAACGCAAATCTCCATTTGCCGACCGTATCAAAGCG 

CAACAAGCATGGTTGAACCTACCTCTGCTACCGACTACCAACATCGGTTCTTTCCCGCAA 

ACCACCGAAATCCGCCAGGCACGCTCAGCCTTCAAAAAAGGCGAACTGTCTGCCGCCGAT 

TACGAAGCCGCGATGAAAAAAGAAATCGCCTTGGTGGTTGAAGAGGAAGAAAAACTGGAG 

TTGGACGTACTGGTACACGGCGAAGCCGAGCGTAACGACATGGTTGAATACTTCGGeGAA 

TTGTTGAGCGGTTTTGCATTCACTCMTACGGCTGGGTACAAAGCTACGGCTCAQGCTGC 

GTGAAACCACCGATTATCTTTGGCGACGTAAGCCGTCCTGAAGCGATGACCGTGGCTTGG 

TCTACTTACGCACAAAGCCTGACCAAACGCCCGATGAAAGGTATGTTGACCGGCCCTGTA 

ACCATTCTGCAATGGTCTTTCGTCCGCAACGACATTCCTCGCTCTACCGTGTGCAAACAA 

ATCGCACTGGCTCTGAACGACGAAGTATTGGATCTGGAAAAAGCCGGGATCAAAGTCATG 

CAAATTGACGAACCTGCCATCCGCGAAGGCTTGCCGCTGAAACGCGCCGATTGGGATGCC 

TACCTGAACTGGGCGGGCGAATCCTTCCGCCTGTCCTCTGCCGGTTGCGAAGACAGCACC 

CAAATCCACACTCATATGTGTTACTCCGAGTTCAACGATATCCTGCCTGCGATTGCTGCA 

ATGGATGCGGACGTGATCACCATCGAGACTTCACGTTCCGACATGGAACTCTTGACCGCG 

TTCGGCGAATTCCAATACCCGAACGACATCGGCCCGGGGGTTTACGACATCCACAGCCCG 

CGCGTACCGACAGAAGCCGAAGTGGAGCACCTGTTGCGCAAAGCCATCGAGGTTGTACCG 

GTTGAACGTCTGTGGGTTAACCCGGACTGCGGCCTGAAAACACGCGGCTGGAAAGAAACT 

CTGGAACAACTCCAAGTAATGATGAACGTAACCCGAAAACTGCGTGCCGAATTGGCGAAA 

TAAGCCGAGACCGTATGAATAAATACCGTCTGAAAGCCTTTCAGACGGTATTTTGTCCTG 

ATTTGCGGCGCAAGGGCGCAGTTGCCGGAAAATCTTTTCATTGCAGCTTGTTTTTTTCTA 

ATTCGGCTTTATATGTGGGAAACAGGCAAATCGGAGTTGTGTTTGATAGTTTTAAATAAT 

TTATATTATTTGAACTATAAATTATACAAATCUVTTTTGCaTGGGGKlGSATGGGGAGCGA 

TTCACAATTATTTCTCAAACCAATCTATTAAGGAGCTTAAAATGGCTTTGCAAGATGGTA 

CCGGTCAAAAAGTACCTTCCGTAGTATTCCGCACCCGCGTCGGCGACACTTGGAAAGATG 

TGTCTACCGATGATTTGTTCAAAGGCAAAAAAGTAGTCGTATTCTCCGTGCCCGGTGCAT 

TTACCCCGACTTGTTCTTCTTCACACCTGCCGCGTTACAACGAATTGTTCGGCGCGTTCA 

AAGAAAACGGCGTTGACGCAATCTACTGCGTATCTGTAAACGATACGTTCGTAATGAACG 

CTTGGGCTGCCGAAGAAGAATCCGACAACATCTACATGATTCCTGACGGCAACGGCGAAT 

TTACCGAAGGTATGGGTATGCTGGTCGGTAAAGAAGACTTGGGCTTCGGTAAACGCTCTT 6 

GGCGTTACTCCATGCTGGTTAACGACGGCGTGGTTGAAAAAATGTTCATCGAACCTGAAG 

AACCGGGCGATCCGTTCAAAGTATCCGATGCAGATACTATGCTGCAATTCGTTGCTCCCG 

ATTGGAAGGCTCAAGAGTCTGTGGCAATTTTCACTAAACCAGGTTGCCAATTCTGCGCTA 

AAGCCAAACAAGCTTTGCAAGACAAAGGTTTGTCTTACGAAGAAATCGTATTGGGCAAAG 

ATGCAACCGTCACTTCCGTTCGCGCCATTACCGGCAAGATGACTGCCCCTCAAGTCTTCA 

TCGGCGGTAAATACATCGGCGGCAGCGAAGATTTGGAAGCTTACTTGGCTAAAAACTGAT 

AGCTGTTTGCTTAAGGCGGTTTAATTAAACTGTCTGATATACCGGATAGAGTTATTCGGG 

CGGTTCTACACTACCGCTCCGAATAACTCTATATTTATAAGAGAATTTGGATATTGTTGC 

ACTCAATCGAAATTTTGTTTTTATTTATCTGAATGAT G TTTTTGATTGGGAAAATATTTA 

AATGCCGTCTGAAACCGATATGTTCTGTGTCGGCAATGTTTCAGACGAAAACGGAAGGAC 

AAAGATTATGAAAAAAATTCAAGCGGATGTCGTCGTAATCGGCGGCGGTACTGCCGGTAT 

GGGTGCGTTTCGCAATGCCCGTTTACATTCGGATAATGTTTACCTCATTGAAAACAATGT 

GTTCGGCACGACCTGCGCGCGCGTGGGCTGTATGCCTTCCAAACTCTTGATTGCCGCCGC 

AGAGGCGCGTCATCACGCATTGCATACCGACCCGTTCGGCGTGCATTTGGACAAAGACAG 

CATCGTCGTCAACGGTGAAGAGGTCATGCAGCGCGTTAAATCCGAGCGTGACCGTTTTGT 

CGGCTTTGTCGTTGCCGATGTGGAAGAGTGGCCtGCCGACAAGCGCATTATGGGTTCGGC 

TAAATTTATCGACGAGCATACCGTCCAAATCGACGAGCATACTCAAATTACGGCAAAAAG 

TTTCGTGATTGCTACCGGTTCGCGTCCCGTCATCCTGCaSCAATGGCAGTCTTTGGGCAA 

TCGTTTGATTATCAACGATGACGTTTTCTCATGGGATACGCTGCCTAAGCGCGTTGCCGT 

GTTCGGGC CGGG TGTTATCGGTTTGGAACTGGGTCAGGCATTGCACCGTTTGGGCGTGAA 

AGTTGAAATTTTCGGTTTGGGCGGAATCATCGGCGGCATTTCCGACCOCGTCGTTTCAGA 

CGAGGCGAACGCCGTGTTCGGCGAAGAATTGAAACTGCATCTGGATGCTAAAACCGAGGT 

CAAACTCGATGCAGACGGCAATGTAGAAGTCCATTGGGAGCAGGATGGCGAAAAAGGCGT 

ATTTGTTGCCGAATATATGCTGGCAGCCGTGGGCCGCCGTCCGAACGTTGACAATATCGG 

TTTGGAAAATATCAATATCGAAAAAGATGCGCGCGGCGTACCTGTTGCCGACCCGCTGAC 

CATGCAGACCAGTATTCCGCATATCTTCATCGCAGGCGATGCGTCCAACCAACTGCCTCT 

GCTGCATGAAGCTGCCGACCAAGGCAAGATTGCCGGCGATAACGCGGGCCGCTACCCGAA 

TATCGGCGGCGGTTTGCGGCGCAGCACCATCGGCGTGGTGTTTACCAGTCCGCAAATCGG 

CTTTGTCGGTCTGAAATACGCGCAGGTTGCCGCGCAATACCAAGCCGACGAATTTGiTCAT 

CGGCGAAGTATCGTTCAAAAACCAAGGCCGCAGCCGCGTGATGCTGGTGAACAAAGGCCA 

TATGCGCCTGTATGCCGAAAAAGCCACCGGCCGCTTTATCGGCGCGGAAATCGTAGGCCC 

TGCCGCCGAACATTTGGCGCACCTGTTGGCTTGGGCACATCAAATGAAGATGACCGTTCC 

GCAAATGCTGGATATGCCGTTCTACCATCCCGTTATCGAGGAAGGTCTGCGTACCGCGTT 

GCGCGATGCCGATGCGAAATTGAAAGCCTGACCGATATGGCAAAACAATGCCGTCTGAAA 

TTTTTTCAGACGGCATTTTGTTTTTGGGGATGGGGTCGGATGCTGATACCGTGTCGGGAA 

GGGGGCGGCAAAACTAAAAATCTTTCTTTTAATCTGCTGrTTCCACGCGTGTTTGTCAAA 

ATCTATCAGTTTGTTTTTAAAATACACTGTTCAAAATGGGATAAAACAGGTAAATTAACG 
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TTTATGTAACCCAGTGTAGCAATGGGTTTACGGTTTTTGAGTCGATATATAACTACAGAG 

GAATTGACTATGTGTGCGAAACCGCGTCCTGTTTATCTGGATTTGCCGAACATCCGTCTG 

CCGATACCCGGGATAGTTTCCATCCTTCACCGCATCAGCGGGGTCGGGCTGTTTATTATG 

CTGCCTTTCCTGCTGTATTTCCTGTCCGGTACCCTGAGTCAAGAGTCTGCATTTGAAACT 

TACCGTGCCATTGTTTCCCATCCTTTGGTCAAGCTGGTTTTAATCGGTGTATTGTGGGCT 

TATCTGCACCATTGTCTCGCCGGTATCCGCTTTTTATTTrrGGATGCGCACAAAGGCCTT 

GAGCTGAATACTGCGCGCAATACCGCTAAAGCCGTATTTGCTTCTGCATTGGTTTTGACT 

GTCGTTTTGGGAGCGTTGTTATGGTAGAACGTAAATTGACCGGTGCCCATTACGGTTTGC 

GCGATTGGGTGATGCAACGTGCGACTGCGGTTATTATGTTGATTTATACCGTTGCACTTT 

TAGTGGTTCTATTTTCCGTGCCTAAAGAATATTCGGCATGGGAGGGATTTTTTAGTCAAA 

CTTGGGTAAAAGTATTTACCCAAGTGAGCTTCATCGCCGTATTCTTGCACGCTTGGGTGG 

GTATCCGCGATTTGTGGATGGACTATATCAAACCCTTCGGCGTGCGTTTGTTTTTGCAGG 

TTGCCACCATCGTTTGGCTGGTCGGGTGTCTCGTGTATTCAGTTAAAGTGATTTGGGGGT 

AAGTATGGGTTTTCCTGTTCGCAAGTTTGATGCCGTGATTGTCGGCGGTGGTGGTGCAGG 

TTTAGGCGCAGCCCTCCAATTATCCAAATCCGGTCTGAATTGTGCCGTTTTGTCTAAAGT 

GTTCCCGACCCGTTCGCATACCGTAGCGGCGCAGGGCGGTATTTCCGCCTCTCTGGGTAA 

TGTGCAGGAAGACCGTTGGGACTGGCAGATGTACGATACCGTGAAAGGTTCCGAGTGGTT 

GGGCGACCAAGATGCGATTGAGTTTATGTGCCGCGCCGCGCCTGAAGCCGTAATTGAGTT 

GGAACACATGGGTATGCCTTTTGACCGTGTGGAAAGCGGTAAAATTTATCAGCGTCCTTT 

CGGCGGCGATACTGCCGAACACGGTAAACGCGCGGTAGAACGCGCCTGTGCGGTTGCCGA 

CCGTACAGGTCATGCGATGCTGCATACTTTGTACCAACAAAACGTCCGTGCCAATACGCA 

ATTCTTTGTGGAATGGACGGCACAAGATTTGATTCGTGATGAAAACGGCGATGTCGTCGG 

CGTAACCGCCATGGAAATGGAAACCGGCGAAGTTTATATTTTCCACGCTAAAGCTGTGAT 

GTTTGCTACCGGCGGCGGCGGTCGTATTTATGCGTCTTCTACCAATGCCTATATGAATAC 

CGGCGATGGTTTGGGTATTTGTGCGCGTGCAGGTATCCCGTTGGAAGACATGGAATTCTG 

GCAATTCCACCCGACCGGCGTGGCGGGTGCGGGCGTGTTGATTACCGAAGGCGTACGCGG 

CGAGGGCGGXATTCTGTTGAATGCCGACGGCGAACGCTTTATGGAACGCTATGCGCCGAC 

CGTAAAAGACTTGGCTTCTCGCGACGTTGTTTCCCGCGCGATGGCGATGGAAATCTACGA 

AGGTCGCGGCTGCGGTAAAAACAAAGACCATGTCTTACTGAAAATCGACCATATCGGCGC 

AGAAAAAATTATGGAAAAACTGCCGGGCATCCGCGAGATTTCCATTCAGTTCGCCGGTAT 

CGATCCGATTAAAGACCCGATTCCCGTTGTGCCGACTACCCACTATATGATGGGCGGCAT 

TCCGACCAATTACCACGGCGAAGTTGTCGTTCCGCAAGGTGAAGATTACGAAGTGCCTGT 

AAAAGGTCTGTATGCGGCAGGTGAGTGCGCTTGTXXrrrCCGTACACGGTGCGAACCGCTT 

GGGTACCAACTCCCTGTTGGACTTGGTGGTATTCGGTAAAGCTGCCGGCGACAGCATGAT 

TAAATTCATCAAAGAGCAAAGCGACTGGAAACCTTTGCCTGCTAATGCAGGTGAGTTGAC 

CCGCCAACGTATCGAGCGTTTGGACAACCAAACCGATGGTGAAAACGTTGATGCATTGCG 

TCGCGAACTGCAACGCTCTGTACAACTGCACGCCGGCGTGTTCCGTACTGATGAGATTCT 

GAGCAAAGGCGTTCGAGAAGTCATGGCGATTGCCGAGCGTGTGAAACGTACCGAAATCAA 

AGACAAGAGCAAAGTGTGGAATACCGCGCGTATCGAGGCTTTGGAATTGGATAACCTGAT 

TGAAGTGGCGAAAGCGACTTTGGTGTCTGCCGAAGCACGTAAAGAATCACGCGGTGCGCA 

CGCTTCAGACGACCATCCTGAGCGCGATGATGAAAACTGGATGAAACATACGCTGTACCA 

TTCAGATATCAATACCTTGTCCTACAAACCGGTGCACACCAAGCCTTTGAGCGTGGAATA 

CATCAAACCGGCCAAGCGCGTTTATTGATGCGTTTTCAGACAGTCTTCGCCTCAAAGGTC 

GTCTGAAATCTAACCATACCCACATTGAACTGCTTGAATTTATAATACAAAATCATTGGG 

CAGTTGATGAGAAAAGGAACACTTCTCATGGAAAAAATGAGTTTTGAAATTTACCGTTAC 

AACCCGGATGTTGATGCCAAGCCTTATATGCAGCGTTACGAGTTGGAATTGGAACCGACC 

GACGTGAAACTTTTGGATGCTTTGGTACGCCTGAAAGCACAAGACGATACCTTGTCTTTC 

CGCCGCTCCTGCCGCGAAGGCATTTGCGGATCGGACGGTATGAACATCAACGGCAAAAAC 

GGCTTGGCGTGTTTGACCGATCTGCGTGGCTTGAAACAGCCAGTTAAAATCCGTCCTCTG 

CCAGGTCTGCCTGTTATCCGCGACCTGATTGTGGATATGACCCAGTTCTTOUUICAATAC 

CATTCCGTCAAACCTTATGTTGTCAACGATAATCCGATTGATGCGGACAAAGAGCGTCTG 

CAAACTCAGGAAGAGCGTAAAGAGTTGGACGGTTTGTACGAGTGTATTTTGTGCGCCTGC 

TGTTCGACTGCCTGCCCGTCATTTTGGTGGAACCCTGATAAATTCGTCGGTCCGTCCGGT 

TTGCTGAATGCTTACCGTTTCATTGCGGACAGCCGTGATACCATCACTAATGAGaTrTTG 

GATAATCTGAACGACCCATACCGTTTGTTCCGTTGCCACACCATTATGAACTGCGTAGAC 

GTATGTCCT AAAC ACTTGAATCCGACCCGAGCCATCGGTAAGATTAAAGAGATTATGTTG 

AAACGGGCCGTTTAAGAAATGATGGTTTTTGACGATATTGCCAAACGGAAAATCCGTTTT 

CAAACCCGCCGGGGATTGTTGGAATTAQATTTAATCTTCGGCAGGTTTATGGAAAAAGAA 

TTCGAGCATTTGAGCGATAAAGAGCTGTCCGAGTTTTCCGAAATCCTTGAATTTCAAGAT 

CAAGAATTGCTTGCCTTGATTAACGGGCATTCGGAAACGGACAAAGGGCACCTTATCCCG 

ATGCTTGAAAAAATCAGACGGGCATGAGGCATCTOAAATCTGCCTGCAGGCAGATTTCAA 

AATGCAAAAGCCGTCTGAAGGCAAAGAACGTGCTGCGGATGCAGTAACGTGGGTTATAAC 

TTGCAAAGGAGCAATAATATGTCCAAATCAATCAAACTCAACGTACCGGGTCAGGCAGGT 

TTGGAGCTGCCGGTATTGGAAGCCAGCATCGGGCACGATGTGGTTGACATTCGGGGGCTG 

ACAAAAAATACAGGTTTGTTTTCCTTCGACCCCGGATTTGTTTCAACCGCAAGCTGTGAG 

TCTAAAATTACTTACATCGACGGCGATCAAGGCTTGCTTTATTATCGCGGATACCCCATC 

GAGCAGCTGGCCGAAAAGTCCGATTATTTGGAAGTCTGCTACCTGTTGATTTACGGCGAA 

CTGCCGACTCCCGAGCAAAAGGCAGAATTTGACAATACCGTCCGCCGCCACACGATGGTG 

CATGAACAGCTGACTTGGTTCTTCCGGGGGTTCCGCCGCGACGCGCATCCGATGGCGATG 

ATGGTCGGCGTGGTCGGCGCACTGTCTGCGTTCTACCAAGACAGCTTGGACATTAGCAAT 

CCCGAACACCGCAAAATCGCGATTTACCGCCTGATTTCTAAAATCCCGACCATTGCGGCA 

ATGTGCTACCGCTATTCAAACGGTCTGCCGTTaUkTTATCCGAAGAATAATCTTTCTT^^ 

TCCGAAAACTTCCTTCATATGATGTTCGCCACGCCGTGTGAAGACTACAAACCCAATCCC 

- gtttt<;gcacgcgcgctggaccgcatctttattttgcatgccga<x:acgagcaaaacg^^ 

TCAACTTCAACCGTCCGTCTGGCAGGGTCTTCGGGTGCGAACCCGTTTGCCTGTATTGCT 
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GCCGGTATCGCCTGCCTGTGGGGTGCTTCGCACGGCGGTGCGAACGAAGCCGTGTTGAAA 

ATGTTGGACGAAATCGGCGATGTGTCTAATGTTGCCGCATACATGGAAGGTGTGAAACAA 

CGCAAATACCGTCTGATGGGCTTCGGTCACCGCGTGTACCGCAATATGGATCCGCGTGCC 

AGCATTATGCGCGAAACCTGCTATGAAGTTTTGAAGGAATTGGGCTTGGAAGACAGTCCG 

AAATTCAAACTGGCGATGGAATTGGAACAGATTGCGCTGAAAGACCCGTTCTTTATCGAA 

CGCAAACTGTATCCAAACGTCGATTTCTATTCCGGCATCGTCCTGTCCGCGCTGGGCATC 

CCGACCGAAATGTTTACCGTCATCTTCGCCCTGTCGCGCAGCGTGGGCTGGATTTCGCAC 

TGGCACGAGATGATTAGCGATCCTTCGCTGAAAATCGGCCGCCCGCGCCAGCTTTATACC 

GGTTCGGAACGCCGCGATTATGTGCCGCCAGGCGAGAGGTAACATACATTAATATATTGT 

CAAACAGGCAATATCAGAGAACCGGATTGTTTCCCGAATCCGTCTGATTGTAGTCGGATG 

AAATCAAGACAAGCAATCCGGTTTAAAATAGGGTAGAATAAAATGTCTTTTCAGGCGGCA 

TCAGTTTAGCCGTCAGGACGCGGACTTCTACCCTTTGTTTATATTTTAAAGAAAAGAGCG 

CACGCCATGATGGACGAAAAACTCAATTTCTCTTACCTGTTCGGTTCAAACGCACCTTAC 

ATTGAGGAATTGTACGAGGCTTTTTTGGAAAACCCCGATGCGGTTGATGAAAAATGGAAG 

CAGTATTTCACCGATTTGAGCAAACAGCCGGGGACGGTTGCTGTCGATGTCGCACACACA 

CCGATTCGCGAATCATTTGTTACTTTGGCGAAAAAGAAAATTGCATCTGCCGTTGCGGGC 

GGTGCGGATGAGGCAATGCTGAAAAAGCAAGTCAGCGTTTTACGGCTGATTTCCGCCTAT 

CGTATCCAAGGCGTGGGTGCAGCCCAACTTGATCCGCTCAAACGTATCCCCCCGCGCGAT 

ATTGAAGCCCTCGATCCGAAATTCCACGGTCTGTCAGATGCCGATATGGCGCTTCAATTC 

AATATGGGCGAGGGCGATTTTGCCAATCGCGGCAAACTGCCTTTGTCCCAAATCATCAGC 

AACCTCAAACAAACCTACTGCGGCCACATCGCATTGGAATATATCTATATTCCCAATACC 

GAAGAGCGCCGCTGGGTACGCAATTATTTTGAAAGCGTATTGTCCACACCGCATTACAAT 

GCCGATCAAAAACGCCGTATCTTGAAAGAGATGACTGCTGCCGAGACTTTGGAACGTTAT 

CTGCATACCAAATATGTCGGTCAGAAACGTTTCGGTGTCGAAGGCGGCGAAAGCGCGATT 

GCCGGTTTGAACTACCTGATTCAAAACGCCGGTAAAGACGGTGTGGAAGAGGTCATCATC 

GGTATGGCGCACCGTGGCCGTCTGAATGTTTTGGTGAACATTTTGGGCAAAAAACCCGGC 

GATTTGTTTGCCGAATTTGAAGGTCGTGCCGAAATCAAACTGCCCAGCGGCGACGTGAAA 

TACCATATGGGCTTCAGCTCCGATATTGCCACGCCGCACGGCCCGATGCACGTTTCTTTG 

GCGTTCAACCCGTCACACTTGGAAATCGTCAACCXGGTGGTGGAAGGTTCTGCGCGCGCC 

AAACAAAAACGTTTGGGCGAAAACGGCCGCGACAAAGTCTTGCCGGTATTGATTCACGGC 

GACTCCGCATTTATCGGTCTGGGAGTCAACCAAGCGACATTCAACCTGTCTAAAACGCGC 

GGTTATACCACCGGCGGTACGGTTCATATCGTCATCAACAACCAAATCGGCTTTACCACT 

TCCGATATCCGCGATACCCGTTCAACCGTACACTGTACCGATATCGCAAAAATGGTTTCC 

GCCCCGGTTATCCATGTGAACGGCGATGATCCCGAACGCGTTTGCTTTGCTATCCAAGCC 

GCTTTGGATTACCGCAAAAAATTCCATAAAGACATCGTGATTGACGTTGTCTGCTACCGT 

AAATGGGGTCACAACGAGGGCGATGATCCGACCTTGACCCAACCGATGATGTACAAAAAA 

GTATCGCAACACCCCGGTGCGCGTGCTTTGTACACCGAGCAACTGATTGCCGAAGGCGTG 

GTAACCCAAGCCGAGGCTGACGGTTACATCCAAGCTTACCGTGATGCTTTGGACAAAGGC 

GAGCACGTCGAGCAAACAACGTTGAGCAACTTCCAACGCACGCAAATCGACTGGAGCAAA 

TACCAAGGCAAAGATTGGCGCGAACACATCGAAACCGGTTTGCCTGCCGCAGATATTGAA 

CGTCTCACTGAGAAGTTTACCGCCGTACCGGAAGGCTTTGCCCTGCATCCGACTGCAAAA 

CGTGTGATTGAAGCGCGTAAAGCCATGGCATCCGGCAAACAGGCCATAGATTGGGGTATG 

GCCGAAACCTTGGCATACGCCAGCCTCGTAACCAAAGGTCACGGCGTGCGTATTTCCGGC 

GAGGACTCGGGACGCGGCACGTTCTCGCACCGCCACGCCGTATTGCACGATCAAAAACGC 

GAAAAATGGGACGACGGTACTTATGTTCCTCTGCGCCATATGGGCGAAGGCATGGGCGAG 

TTCCTGGTTATCGACTCCATTTTGAACGAAGAAGCCGTGATGGCGTTCGAGTACGGCTTT 

GCCTGCTCCGCACCTGACAAACTGACCATTTGGGAAGCTCAATTCGGTGACTTCGCCAAC 

GGCGCGCAAGTGACTATTGACCAATTCCTGTCTTCAGGCGAAACCAAGTGGGGTCGTTTG 

TGCGGTCTGACTACCATCCTGCCGCACGGCTACGACGGTCAAGGCCCCGAGCACTCTTCT 

GCACGCGTAGAACGTTGGTTGCAACTGTGTTCTGAGAACAATATGCAAGTCATTATGCCG 

TCTGAAGCGTCGCAAATGTTCCACCTCTTGCAACGTCAAGTCTTGGGTTCATACCGCAAA 

CCGCTGGTGATTTTCATGTCCAAACGCCTGTTGCGCTTCAAAGGTGCAATGAGCCCGCTG 

GAAAACTTCACCGAAGGTTCGACCTTCCGTCCGGTTATCGGCGATACCGCAGiUlCGCGCA 

AGCAACGACAGCGTGAAACGCGTGGTATTGTGTGCCGGTCAGGTTTACTATGACTTGGAA 

GCCGGCCGTGCCGAGCGTAAACTGGAAGATGATGTTGCTATTGTCCGCGTTGAGCAGCTG 

TATCCGTTCCCATATGACGAGGTTAAAGCTGAACTGGCGAAATATCCGAACGCAAAATCT 

GTGGTTTGGGCACAAGAAGAGCCGAAAAACCAAGGCGCGTTCTACCAAATCCGCCACCGC 

ATCGAAGATGTTATTAGCGAAGAGCAAAAACTGTCTTATGCCGGTCGTCCAAGCAGCGCA 

TCGCCTGCAGTGGGCTACTCAAGCAAACACATTGCTCAATTGAAACAATTGGTTGAAGAC 

GCTTTGGCATTGTAAACCAAGTAGCATTCCGTCTGAGTCTGCTCAGATGGAATGCCCATA 

TGCAGAATTAAAAACACACAACAGGCCGTCTGAAAGGGCCATTGGAGACACAAAATGATT 

ATTGATGTAAAAGTACCTATGTTGTCTGAAAGCGTATCTGAAGGCACGCTCTTGGAATGG 

AAGAAAAAAGTTGGCGAAGCCGTTGCCCGTGACGAAATCCTGATCGATATCGAAACGGAC 

AAAGTGGTTTTGGAAGTACCTTCTCCACAAGCCGGCGTATTGGTTGAAATCGTAGCTCAA 

GACGGTGAAACCGTTGTTGCCGACCAAGTTTTGGCGCGCGTCGATACAGCTGCTACTGCC 

GCTGCTGAAGCCCCAGCCGCCGCTCCTGCAGAAGCTGCCCCAGCTGCCGCTCCTGCTGCT 

ACACAAAACAACGCCGCTATGCCTGCTGCCGCCAAACTGGCTGCCGAGACCGGTGTTGAC 

GTGAACGCATTGCAAGGTTCCGGCCGTGACGGTCGCGTATTGAAAGAAGACGTACAAAAT 

GCCGCTGCCAAACCTGCCGGAGCCGCTGCTCCTGCTGTTGCACTTCCTGCCGGCGCACGT 

CCTGAAGAACGCGTACCAATGAGCCGCCTGCGTGCCCGTGTTGCAGAACGCCTCTTGGCT 

TCTCAACAAGAAAACGCCATTCTGACTACATTCAACGAAGTCAACATGAAACCAATCATG 

GACTTGCGTGCGAAGTACAAAGAAAAATTCGAGAAAGAACACGGCGTGAAACTGGGCTTT 

ATGTCCTTCTTCGTTAAAGCCGCTGTTGCCGCCCTGAAAAAATACCCGGTTGTGAATGCT 

TCTGTT-GACGGdAAAGACATCGTGTACCACGGCTACTTCGACATCGGTATCGCAATTGGC 

AGCCCACGCGGTTTGGTTGTGCCAATTCTGCGTGATGCCGACCAAATGAGCATTGCCGAC 
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ATCGAACAAGCAATTGTTGATTACGCGAAAAAAGCCAAAGACGGCAAAATCGCTATCGAA 

GATCTGACCGGCGGTACATTCAGTATTACCAACGGCGGTACTTTCGGTTCTATGATGTCT 

ACCCCGATCATCAACCCACCTCAATCTGCGATTTTGGGTATGCACGCCACTAAAGAGCGC 

GCTGTGGTTGAAAACGGCCAAGTTGTTGTCCGTCCGATGATGTATCTGGCTCTGTCTTAC 

GACCACCGTATCATTGACGGCCGCGAAGCTGTATTGACCTTGGTAGCCATTAAAGACGCG 

TTGGAAGACCCGGCCCGCCTGTTGTTGGATCTGTAATCGTTTCAGACGGCCTTTTATTTG 

TTAATGAAAAGGCCGTCTGAATTTTTATAGTGGATTAAATTTAAACCAGTACGGCGTTGC 

CTCGCCTTGCCGTACTATCTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTAAATT 

TAATCCACTATATTTAGATGTAGCGTAATGTAGTATCGTGCTACAATAGGCTCAACGAAC 

GATTGAGGCCGTCTGAAACATTTGATTCGAATGAATCGGCAGATATGGACTTTCAGACGG 

CCTTTTCTTAAAACCATCAAAACGCAGTCATTCAAAATAAAAAAGAAACAAAAAGTATCG 

TTTTTATTTTGAGATACTGTTAAAAGCAAAGGATGACACGATGTCTCAATATGATGTAGT 

AGTGATTGGTGCAGGCCCGGGTGGATACGTTGCCGCCATCCGTGCCGCGCAACTGGGTTT 

CAAAACCGCTTGCGTCGATGCAGGCGTTAACAAAGCAGGCAATGCCCCTGCATTGGGCGG 

TACTTGCTTGAACGTAGGCTGTATCCCTTCTAAAGCCCTGTTGCAATCCAGCGAACATTT 

CCACGCTGCGCAACACGAGTTTGCCGAACACGGTATCACTGTCGGeGAGGTAAAATTCGA 

CGCGGCCAAAATGATTGAGCGCAAAGATGCCATCGTGACCAAGCTGAGCGGCGGCGTCAA 

ATTCCTGTTCCAAAAAAATAAAGTAACCAGCCTGTTCGGTACGGCTTCCTTTGCCGGTAA 

AAATGGCGATGCTTACCAAATCGAAGTCGATAACAAAGGCGAGAAAACCGTTATCGAAGC 

CAAACACGTCATCGTAGCCACCGGTTCCGTACCGCGTCCGCTGCCACAAGTCGCTATCGA 

CAATGTGAACGTATTGGACAACGAAGGTGCATTGAACCTGACCGAAGTACCTGCCAAACT 

CGGCGTGATCGGTTCCGGCGTGATTGGTTTGGAAATGGGTTCCGTATGGAACCGCGTGGG 

TGCGGAAGTTACCATTCTTGAAGCCGCGCCGACTTTCCTGGCTGCCGCCGACCAACAAAT 

CGCCAAAGAAGCCTTCAAATACTTCACCAAAGAGCMGGTCTGAGCATCX3AATTGGGCGT 

GAAAATCGGCGACATCAAGTCTGAAGGCAAAGGTGTTTCCGTTGCTTACGAAACTGCTGC 

TGGCGAAGCCAAAACCGAAGTATTCGACAAACTGATCGTTGCCATCGGCCGTATTCCAAA 

CACCAAAGGCCTGAACGCGGAAGCCGTAGGCTTGGAAAAAGACGAGCGCGGGTTTATCAA 

AGTAGATGGCGAATGCCGTACCAACCTGCCTAACGTATGGGCAATCGGCGACGTGGTTCG 

CGGCCCGATGTTGGGAGAGAAAGCCAGCGACGAAGGCGTTGCCGTTGCCGAACGCATTGC 

CGGTCAAAAACCGCATATCGACTTCAACAACGTACCGTTCGTGATTTACACCGATCCTGA 

AATCGCTTGGGTGGGTAAAACCGAAGAGCAGCTCAAAGCCGRAGGGGTGGACTAGAAAAA 

AGGTACTTCAGGTTTTGGTGCGAATGGTCGCGCATTGGCAATGGGCAAAGCCAAAGGTAC 

GGTTAAAGTGTTGGCAGATGCCAAAACCGACCGCATCTTGGGCGTACACATGATTGGTCC 

GGTTGTCAGCGAATTGGTTACCGAAGGCGTGACTGCGCTCGAATTCTTCGCCAGCAGCGA 

AGACATCGCCCGCATTATCCATGCCCACCCAACCTTGTCCGAAGTGGTTCACGAAGCTGC 

ATTGGCGGCCGACAAACGCGCTTTGCACGGTTGATAGACATTAAGGCCGTCTGAAATTTT 

TCAGACGGCCTTAAGGCCTTCGACAAATTGAATGTTCCGAGAGCTCCGTTTTCTGATTTA 

TAATTCCGTCAGACAAACAAACAGCATTTACATTCATTATGAACAAAGAAATAGTCGGTA 

TTTTCTTTATACCGGCGGGCATCATCAGCATGTGTATGGCCGCATTGTGGCAGATGTATG 

TGATGATGACCGAAACTTATACGCTCAACCGTTTCAAAGATAAAGAATTGGTTTGGCGCG 

TGGCATTGTTGTTTATCAGTTTCAGCCTTGCCGTTTATCTGCTCTGTCCGAATTCGCGTA 

AAAAAGGCATCGTCTTTTTTATTCTCGGGGGAGGCGGTGCAGCCATGTATCTGCTGGCGC 

GGATGTGGTTGCCTTTCAGCAAGTGAAACGACGATTTTCCGACCGCCGAAAGGTAGTCTG 

AAACGCACGGGCTTGCCATTTGGAGGCAGACTCGGGGCATTCCACTAATCTAAAGGAGAA 

ATCCATGAATT TACA CGAGTATCAGGCTAAAGAACTGCTGGCTAGCTACGGTTTGCCCGT 

ACAAGGCGGTATTTTGGCACACAACGGCGAAGAAGCCGCTGCAGCTTACGACAAATTGGG 

CGGCAAATTCGCTGTTGTCAAAGCACAAGTACACGCCGGCGGCCGCGGTAAAGCGGGCGG 

CGTAAAAGTCGTTAAAAGCCGCGAAGAAGCTAAAGAAGTGGCTGAAAGCCTGATTGGCAC 

CAACTTGGTAACTTACCAAACCGATGCCAACGGCCAACCTGTCAACAGTGTTTTGGTTT^ 

CGAAGACATGTATCCGGTTCAAACCGAGCTGTACTTGGGCGCAGTGGTTGACCGTTCTAC 

CCGCCGCATTACATTCATGGCCTCTACCGAAGGCGGCGTGGAAATCGAAAAAGTTGCTGC 

CGAAACTCCTGAAAAAATCTTCAAAGTAACCGTTGATCCGCTGGTCGGCCTGCAACCTTG 

CCAAGCTCGCGAAGTTGCGTTCCAACTGGGCTTGAAAGACAAACAAATCAACGAGTTCGT 

CAAACTGATGACCGGTGCGTACAAAGCGTTTGTCGAAAATGACTTCGCCCTGTTTGAAGT 

CAACCCGCTGGCAGTTCGCGAAAACGGCGCGCTCGCCTGCGTGGACGGCAAAATCGGCAT 

CGACAGCAACGCGCTCTACCGCCTGCCGAAAATGGGGGAATOGCGGGAGAAATCTCAAGA 

AAAGGAACGCGAGTTGAAAGCTTCTGAATTTGAGCTGAACTATGTTGCCCTGGAAGGCAA 

CATCGGCTGTATGGTGAAGGGTGCCGGTTTGGCGATGGCCAGTATGGACATCATCAAACT 

GAAAGGCGGCCAACCTGCCAACTTCTTGGACGTTGGCGGGGGCGCAACCAAAGAGCGCGT 

GGTTGAAGCGTTCAAACTGATTCTGGAAGAGAAATGGGTTCAAGGCGTATTGATCAACAT 

CTTCGGCGGTATCGTACGTTGGGACATGATTGCGGAAGCCATCGTGGCAGCCGTTAAAGA 

AATCAAGGTCAACGTTGCTGTCGTTGTTCGTTTGGAAGGCAACAACGGGGAAGTCGGCGC 

GAAAATCGTGAACGAATCAGGTCTGAAACTGACTTCTGGAGACGGCCTGAATGAGGCAGC 

GGAAAAAATTGTTGGAGCGGTAAACGCCTAAGGAGAAAAGAATGAGCGTATTGATTAATA 

AAGAGACTAAAGTATTGGTTCAAGGTTTCACCGGTAAAAACGGTACTTTCCACTCCGAAC 

AAGGTCTGGCTTACGGCACTAAAGTTGTCGGCGGCGTTACCGCGGGCAAAGGCGGTCAAA 

CCCAGCTGAACCTGCCGGTGTTCAACACCATGAAAGAAGCCGTTAAAGAAACCGGCGGGG 

ATGCATCCGTGATTTACGTTCCTGCTCCGTTTGTGTTGGATTCTATGGTTGAAGCAGTTG 

ATTCAGGCGTAGGCTTGGTCGTTGTGATTACCGAAGGCGTGCCGACTTTGGACATGGTCA 

AAGCCA7UVCGCTACTTGGAAACCAACGGTAACGGAACACGTTTGGTCGGCCCTAACTGCG 

CGGGCGTGATTACTCGGGGCGAGTGCAAAATCGGGATTATGCCGGGCCACATCCATACTC 

CCGGCCGCATCGGCATGATTTCGCGTTCCGGTACATTGACTTACGAAGCCGTGGCAGAAA 

CCACCAAACTGGGCTTGGGTCAATCAAGCTGTATCGGTATGGGGGGCGACCCGATTCCGG 

GTATGAACCAAATCGACGCACTGAAACTTTTCCAAGAAGACCCGGATACCGAGGCCATCA 

TCATGATGGGTGAAATTGGCGGTACTGCGGAAGAAGAAGCAGCCGAATACATCCAATCCA 
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ACGTAAGCAAACCTGTTGTCGGCTATATCGCCGGTGTTACCGCACCTAAAGGCAAACGCA 

TGGGTCACGCCGGTGCGATTATCTCCGGCGGCA7VAGGTACTGCGGAAGAAAAATTCGCCG 

CTTTCGAAAAAGCCGGTATCGCTTACACCCGCAGCCCTGCCGAGTTGGGCACTACCATGC 

TGGAAGTGTTGAAAGCAAAAGGTTTGGCATAATCAGGTTTGACAACTGATTGAACATCAA 

ATGCCGTCTGAAACCGGAAATCGGGTTTCAGACGGCATTTTGTTTGTCATTTCAAAAAGA 

GGCAGCCTCAACATACCCACATTATTTTTGCCCTTTTGGGGCAGTCAGAGACCTTTGCAA 

AATTCCCCAAAATCCCCTAAATTCCCTAAATTCCCACCAAGACATTTAGGGGATTTTGGG 

GAATTTTGCAAAGGTCTCGGGCTAAGTGTGCCTGTTTGCGCCTAAAAGGCGGCCCGGATG 

CCTGATTATCGGGTATCCTGGGAGGATTAAGGGGGTATTGGGGTAAAATTAGTGGATATT 

TGAAACGAAAACAGCCGAAAACCTGTGTTTGGGTTTCGGCTGTCGGGAGGGAAAGGAATT 

TTGCAAAGCTCTCGTATTGGCTTTGAAGTTCCGTGTAATTCACAGGTAGGGCGTGTGGCA 

CAGCCACGCACGCGGTCGGTTGGGTATGCAGGCTACGGCTTTCTCTGTTGAAAGTGCAAC 

ACGTCAGCTACCAACCGTGTGCGTAGCGCACACGGTTGGTTGGGATACAAGTTACTGTTT 

GTTCTTAAATGGAGTACCAACATCAAGGGCTTTTGATAATCCTGAAAATATTAAATATTC 

AGTTTCAGTTTTTATTTTAGGAGAAATATTTGCATAATTTCTATCTTTAAAGCACCAATG 

GATATATGGTTTCGTTTCATCTTCTGGGTTATCTAAATAAGCAATAACATTCAAGTCAAA 

TAAAAATTGCAAAAACTCATTAGeAGTACTCATAAATTTAGGTATTTCCACTGATGTTGT 

TTGTAAGTGCTTTTTCAAACGTTCAAATGCTTTTAAAAAATCACTATATTTAAATCTATC 

TTTCCCGTTTAAAAATTCAAAAAATTTCAGGAAATTTTGATAATCACTTTGACTATAATA 

AAACAAAAGATGATCTTTGATTTCACCAAGTAAATATATCGAGTATTCTCTTTGAAAAGA 

AGTATTATCAAAATCTTCTGCTACGACATAATCTTCCTTACTTTTCTTATTTTTTTGTAG 

CAAAGTAAGCATCTGAAGAATATCGCGAGGTCGATAATACGATTTTCTTAGGAAGCTAAT 

AAATGAAGTTAAATTTTTATACTCATCATGTAAATTAGGAGCATTCCATGGAAAATAATA 

ATCCCATGAGTTGCCTTTTTCTAAACTATCTTGTTTTTCTTGCTGGGTTCTCAAAAGATG 

ATCAAAAACGCCAAAAATCTTTGAACTTCTATAAGATTTATAATCCGTCCTCCAGTGTAA 

AAATACTGAATTATCTTGAAGTTTGGTATTTTGATTTTGTAAACCTAATGAATCAAAGAT 

ATCAGGTCTAATCAATAACACAACTCTCATCCTTCCCTTACTATCTTTAATGGAAGGGAA 

GATATCATTATTTAACATCCATATGGCGTTAGCAAGACCTTTTACACACTCATGATATTC 

ATCAAATGGAATCTGTGATGGTCTAATATCTATCCCATCAATAAACAAAATATGATTATC 

TTTTAGCTTTAACTGAGATAAAGCATCTTTAAATTTTCTTTCAATAAAACCTAAATTTGC 

TTGGAATTTACTTTCTGTAAAAGTTATTTGTTGGGATTCCTCTTCyvCCTAGTTTAACAAA 

TTTTCCAAAAATCATTTCCGCAGCTTCTTTTGAATTTTCTATTAAAGTTATTGCTTGTAC 

AATTTCCGGATCAAAAGCGCCATAATAATATTCATTTATAGCCTCATCTAAGGCTTTAAA 

TTTATTAAATATTGAAGATAATATTCCGTTTTCTTTACATTTGATTTGATTTGATATCAA 

CAGATATAAAATGACTTTCCAAATACTTGTAAAATCTGAAACAGTTAAGTGTCTTGCTTT 

CTTTAGCTGAATAAATTTTGAATAATCGGTTTCACGAACAAACTTAGTAGTGGCATGTAT 

GTTTTTATAGAAGTTATTAGTTAAATAAACAGCATATGCTGTCTTTCCAGTTCCCTTTTC 

tccgattaaaaacgaaatatttggttcacataattcatccaaatattctccttttacaaa 

tattcggttaaataaatctttattttctcttcttctgtagtttgcagcatccacaaatcc 

aaattctaatgtttttaacggtttcatcttaataatctcctatttaattttgaattaaac 

ttacctcaaaaccaccttouiatacttcccagtataactccccttaactttcgccacctg 

ttcaggactacctttagcaataatcctccccccgccatctccgccttccggccccaagtc 

cacaatccaatccgctgttttaatcacatccagattatcctcgataatcactatcgagtt 

gcctttgcctttcagacggcctatgacttccagcagcagggcgatgtcggcgaagtgcag 

gccggtggtgggttcgtcgaggatgtagagcgttctgccggtgtcgcgtttggagagttc 

caaggcgagtttcacgcgttgggcttcgccgccggagagggtggtggcggactgtccgag 

gcggatatagcctaggcctacgtccatcagggtttgcagtttgcgcgatacggtggggac 

ggcgtcgaaaaattcgcgggcttcttcgacggtcatgtcgaggacttggctgatgttttt 

gcctttgtattggatttcgagcgtttcgcggttgtagcgtttgccgtggcagacttcgca 

ggggacgtacacgtcgggcag<yuvgt<kyvtttcgactttaatcacgccgtcgccttggca 

ggcttcgcagcggccgcctttgacattgaaggagaatctgccgacgttgtagccqcgttc 

gcgagagagggggacgccggcgaagagttcgcggataggggtgaacaggccggtgtaggt 

ggcggggttggagcgaggagtacggccgatgggggactgatcgacgttgatgactttgtc 

gaggtgttcgaggccgtggatgtcgtcgaatggggcgggttcttcttgggcgcggttgag 

ttcgcgggcggtaattttggcgagggtgtcgttaatcagggtggatttgccgctgccgga 

cacgccggtgatgcaggtaatcaaaccgagcggcagctcaagggtaacgtttttgagatt 

gttgccgcgtgcgcctttgaggacgagcatccggtcgggattgacgggcgtgcgttcaga 

cggcacggcaatggattttttgccgctgaggtattgtccggtaacggagttttcgcattg 

ggcgacgttttcgggcgtgtcggcaatcagtacgttgcctccgtgttcgcctgcgccggg 

gcccatatcgaccacgaaatcggcttcgcggatggcgtcttcgtcgtgttcgaccacaat 

cacgctgttgcccaaatcgcgcaggcgtttgagggtggccagcaggcggtcattgtcacg 

ctggtgcaggccgatggagggttcgtccagtacatacatcacgccggtcaggccgctgce 

gatttggctggcgaggcggatgcgctgggcttcgccgccggagagggtttcggcggagcg 

gcttaaattcaggtaatccagcccgacgttaatcXggaagccgaggcgttcggtgatttg 

tttgaggattttttcggcgatttgttttttgttgccgtctaaatccagtgtttcaaagaa 

TTGGTGGGTTTTGGTGAGCGGCCAGGCGGAAACTTCGTGCAACGGCTCACCGCTGACGTA 

aacgtagcgggcttctttgcgcaaacgtgcgccgccgcagcttgggcaggcgcggtggtt 
ttggtattcgcgcagtttttcgcgcacggtttcgctgtcggittcgcggtagcggcgttc 
gagattggggatgatgccttcaaaggcgtggctgcggttgaaggtggtgccgcgttcgga 
cagctaagtgaaatcaatgacttctttgcctgagccgtccagcacaacttttri'cacttt 
ttcaggtagtgtttcccaagcagcctgcacatcgaaaccgtaatgccgcgccaatgattg 
aatcatttggaaatagaattggttgcgcttgtcccaaccgtcaatcgcacctgttgccag 
cgacaattcgggatgggcgaccactttttcggggtcgaagaaattggtgttgcccaagcc 
gtcgcaagtcgggcaggaacgcatcgggttgttgaacgraaaaaggcgaggctctaato: 
gggcaggctgtacgaacacacggggcaggcgaaacgtgcggaaaaccaatgttcttcgcc 
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GCTGTCCATCTCCATCGCCAGCGCACGCTCGTTGCCGTGGCGCAGCGCGGTTTCAAAACT 

TTCCGCCAGCCGCTGCTTGATGTCCGCCTTCACTTTCACGCGGTCGATGACCACGTCGAT 

ATTGTGCTTGATGTTTTTTTCCAGCTTCGGCACTTCGTCCAACTGATAGACCTCGCCGTC 

CACGCGCACCCGCGCAAAACCCTGCGCCTGCAAGTCGGCAAAGAAATCGACAAACTCGCC 

CTTACGCTCGCGCACGGTGGGGGCAAGAATCATCACACGCGTGTCTTCCGGCAGTTTCAA 

TACGGCATCGACCATCTGCGATACGGTTTGGCTCGACAGCGGCAGCTTGTGTTCGGGACA 

ATACGGGGTACCGACACGGGCGTATAAAAGACGCAGATAGTCGTGGATTTCAGTTACCGT 

ACCGACGGTGGAGCGTGGGTTGTGGCTGGTGGATTTTTGCTCGATGGAAATTGCAGGCGA 

CAGACCTTCAATTAAATCGACATCGGGTTTGTCCATCATCTGCAAAAACTGCCGCGCATA 

GGCGGAAAGGCTCTCGACATAACGCCGTTGCCCTTCGGCATACAGCGTGTCAAACGCCAG 

CGACGACTTGCCGCTGCCCGACAATCCTGTTACCACCACGAGTTTGTGGCGCGGAATGTC 

TAAATCGATGTTTTTCAAATTATGCGTGCGCGCGCCGCGGATGCGGATGGTGTCGTTGTC 

GTGCGAATGTTGGGGATGATGGTTGCACATAATGGATGCCGCCTGAAAAATAAAGGAAAA 

CCGGTATTGTAGCACTTTCTCGGATGGCGTCTGAAGCCGCGTTCAGACGGCATTTGCCAG 

CGGAGTACGGCAGATTCCGCTATAATGTCGGCAATTTTAACCCGCTTGAACAAAAGGATG 

ACAAATGAACCGTCTTTACCCCCACCCGATTATCGCCCGTGAGGGCTGGCCGATTATTGG 

CGGCGGTTTGGCTTTGAGCCTGCTGGTGTCGATATGTTGCGGCTGGTGGTCTTTGCCGTT 

TTGGGTGTTTACCGTATTTGCATTGCAGTTTTTCCGCGACCCTGCGCGTGAGATTCCGCT 

AAATCCTGAAGCGGTGTTGAGCCCGGTTGACGGCCGTATCGTGGTGGTCGAACGCGCACG 

CGATCCGTATCGTGATGTCGATGCTTTGAAAATCAGTATTTTTATGAACGTGTTCAACGT 

GCATTCGCAAAAATCGCCTGCCGATTGTACGGTAACGAAAGTGGTCTATAACAAAGGCAA 

ATTCGTGAATGCGGATTTGGACAAAGCCAGCACGGAAAACGAACGTAATGCGGTGTTGGC 

GACTACGGCTTCAGGTCGTGAAATTACTTTTGTTCAAGTGGCCGGTTTGGTGGCGCGCCG 

TATTTTGTGCTACACCCAAGCAGGTGCGAAACTGTCCCGCGGCGAACGTTATGGCTTTAT 

CCGCTTCGGTTCGCGCGTGGATATGTATCTGCCTGTCGATGCGCAGGCGCAAGTGGCGAT 

TGGCGATAAAGTAACCGGCGTCAGCACTGTATTGGCGCGTTTGCCGCTGACTGCGCCGCA 

AACTGAATCTGAGCCTGAATCTGAGCCTGCTTTACAAACTGCTCCGGTTGAAACAGCGGC 

AAACCCATCTGCCGAACAACGGCAAATCGAGGCAGCGGCGGCTAAGATTCAGGCGGCTGT 

GCAAGATGTGTTGAAAGATTAATTTTGCGGACTGAAATAGAAAATATCAGTACCATCATT 

CACACGAATGAGGAAGTTTGGTTTTTTGAATTTTTGCTAATGTTCACACCGTCATTCCCA 

CGAAAGTGGGAATCTAGAAACTTAACGTTACGACGATTTATCGGAAACGACTGAAACCGG 

ACGGACTGGATTCCCGCCTGCGCGGGAATGACGACTTATTAGTTACCTAACACTTAAAAA 

ACAGAAACCTTTCCGCGTCATTCCCACGAAAGTGGGAATCCGGGAACTTAACGTTACAGC 

GATTTATCGGAAACGGCTGAAACCGAACGAATTGGATTCCCGCCTGCGCGGGAATGACAA 

CTCATTAGTTACCTAAAACTTAAAAAACGGAAACCTTTACGCCGTCATTCCCACGAAAGT 

GGGAATCCGGGAACTTAACGTTACAGTGATTTATCGGAAACGGCTGAAACCGAACGAATT 

GGATTCCCGCCTGCGCGGGAATGACAACTCATTAGTTACCTAAAACTTAAAAAACAGAAA 

CCTTTACGCCGTCATTCCCACGAAAGTGGGAATCTAGAACCCAAATGCTAAGGCGATTTA 

TCGGAAACGGCTGAAACCGAATGAATTGGATTCCCGCCTGCGCAGGAATGACAACTCATT 

AGTTACCTAAAACTTAAAAAACAGAAACCTTTACACCGTCATTCCCACGAAAGTGGGAAT 

CTAGAACCCAAATGCTAAGGCGATTTATCGGAAACGGCTGAAACCGAATGAATTGGATTC 

TCGCCTGCGCGGGAATGACGACCCATTAGTTACCTAAAATTTAAAAAACAGAAACCTTTC 

CGCGTCATTCCCATGAAAGTGGGAATCTAGAACCCAAATGCTAAGGCGATTTATCGGAAA 

CGGCTGAAACCGAACGAATTGGATTCCCGCCTGCGCGGGAATGACGGGATCTTGGGTTTC 

TGCTTTTGATTTTTCTGCTTTTGCGAGAATGACGGCGTGAAAGTAAGAATGATGAAACAA 

AAAAAATGGGAATGATGGCATAGTGGTTTGTTCTTTGTCTTTGCCATATTTCCTAACAAA 

T'^GATTAAAAAGAAAAAAGGTTTTCAGAATGCCGTCTGAAAACCTTTTTTGTTTGCCTGT 

CCGATTTTAAAACTTCACGTTCACGCCGCCGGTAAAGCTGCGGCCCATTTGCGGCGTATC 

AGAGAGAAAGCTGCTGTGGGCGTAAACGGATTGGTTGAGCAGGTTGTCGGCTTTGACGTA 

CCAATTCCACTCGCCATAGCGCGTATTGCGGCGGTAGTTTGCGCCGAGGTTGAGCATATG 

GTGTCCGGGCGTGCGCGTTTCGTAGCGGGCGAGTTTGTTTTGGGCGAACACGCGGTAGTA 

GTCCAAATTGGCATCGATACGGTCGGTCAGCGAGGCTTTCAGGTGGAAGCCGAGGCGCGC 

AGCCGGAACACGGGGGGCATTTTGGTCGTCCTGTGCGATGAAAGGACGGTTGCCGTAGGC 

ATCTTCTCTGCCGGGTAGGGAAGGCAGGTTTTTCAGACGGCCTCGTACATAGTCGCCGGA 

AACGCCGATGCGGTAGCGCGGTGTCGGTTTGAAGTAGATTTCGCCTTCCGCGCCGTAGAA 

GTCGGCGCCGGATTGGTTGTAGCGCACGAGCTTCATTTCGCTGTCGTCTTCGATGGAT^ 

GGGGCCGCGTCCGTCGTTTAAGGTTTGGGCGTAAATGTAGTTACCGAAGCGGTTGCGGTA 

GAGTGCCAGATTGTATTGCCAGCGGTCGCCTTOrrAGCCCAGCGCGAGTTCGATATTGTT 

GGAACGCTCTTTGTTGAGGTGTTTGTTGCCGACTTCAAAGGTGTTGGTGGCGACGTGTTT 

GCCGTGTGCGTACAGCTCTTGCGTTGACGGCAGGCGTTCCTGATGGGAGGCGGTCAGGCT 

GAGTTTGTGTTGTGGCGTGAAATACCAGTTGCCCGAAAGTGCGAATGAGCGGGCGGTTTG 

GCGGTGCGCGCCGAGGTCGGGCAGGGGGTGGTTGTAGTAGTTTTCCCGATCAATCAATGC 

TTTGTCGTACTGAATGGAGGCTTTTTGTTTTTCCACGCGTACGCCTCCTTC^ 

GTTGTCCCAGTTTGCCTGTTCTACACCGAAAAAGCTGTAATGTTGCACTTTGTTGTCAAG 

CAGCATCGGTTGTTTAACCGCTTCGGATATGGCAGATAAAGCACTGGATTTTTGTTGTAA 

ATATTGCACGCCCCAGCTGCCTTTCAGACGACCTATGGGTTGGTGGCGCAACTCGATGCG 

GGCGTTTTGCGTTTGGTTGTTAAAAAAGTTTTCGACTGCATCGCCTGCTTTTTCGTCGTG 

GCGGTAGTCGTTGCGGrrCAGGTGTACGCGCAGGGCTTCAAAACCGGGGAACGGTTGCTT 

CCATTCGGCACGGAGTTCGTAGCGTTTGTTGCGCAGGTCTATCCACGGTCTGCCGCTCTG 

GGTGTGTGCGTGTGCATTATCGTCGTCGTGGAAGCCGCAGCTOIAGCCCGGATTGTCGTA 

ATCGATGTCTTCTTCGGTCAACAGGTGCGGATAAAGCTGTAAATAGCGTTTGTTAATCAA 

GCTCTTTTGCCAGATGATGTCGGCGTGGCAATCATCGTATTCGTGGCTGTGGGCAGGCAG 

accatattggtcgcgacggtcgctgtacgc:tacg<xgataaaacctttttcgccaaccca 

AGACAGCCCGATGCTGCCCGTTTGCGAATCGGCGTGGCTGTCGGGCAGGCGTTTCAGATT 

gcggtaacgcggtacggcgtaatcccccgatttgcggtacagcccttccgtgtgcaatac 



